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METHODS OF DIAGNOSIS OF CANCER, COMPOSITIONS AND METHODS OF 
SCREENING FOR MODULATORS OF CANCER 

5 CROSS-REFERENCES TO RELATED APPLICATIONS 

This application claims priority to USSN 60/340,376, filed December 14, 2001 ; 
Attorney Docket Number 018501-006400US, filed February 8, 2002; USSN 60/347,21 1, filed 
January 8, 2002; USSN 60/334,393, filed November 29, 2001; USSN 60/335,394, filed 
November 15, 2001; USSN 60/347,349, filed January 10, 2002; USSN 60/368,809, filed March 
10 29, 2002; USSN 60/409,450, filed September 9, 2002; USSN 60/359,077, filed February 20, 
2002; USSN 60/386,614, filed June 5, 2002; USSN 60/356,714, filed February 13, 2002; USSN 
60/397,775 filed July 22, 2002; USSN 60/332,464, filed November 21, 2001; USSN 
60/397,845, filed July 22, 2002; USSN 60/370,1 10, filed April 4, 2002; USSN 60/396,839, filed 
July 16, 2002; USSN 60/350,666, filed November 13, 2001; and USSN 60/372,246, filed April 
15 12, 2002; each of which is incorporated herein by reference for all purposes. The application 
also incorporates by reference PCT/US02/29560; PCT/US02/02242; and PCT/US02/17594. 

FIELD OF THE INVENTION 
The invention relates to the identification of nucleic acid and protein expression profiles 

and nucleic acids, products, and antibodies thereto that are involved in cancer and other 

i 

20 diseases; and to the use of such expression profiles and compositions in the diagnosis, 
prognosis, and therapy of these conditions. The invention further relates to methods for 
identifying and using agents and/or targets that modulate these conditions. 

BACKGROUND OF THE INVENTION 
Cancer is a major cause of morbidity in the United States. For example, in 1996, the 

25 American Cancer Society estimated that 1,359,150 people were diagnosed with a malignant 
neoplasm and 554,740 died from one of these diseases. Cancer is responsible for 23.9 percent 
of all American deaths and is exceeded only by heart disease as a cause of mortality (33 
percent). Unfortunately, cancer mortality is increasing and sometime early in this century, 
cancer is expected to become the leading cause of mortality in the United States as it already is 

30 in Japan. 

Cancers share the charactaristic of disordered control over normal cell division, growth, 
and differentiation. Their initial clinical manifestations are extremely heterogeneous, with over 

1 
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70 types of cancer arising in virtually every organ and tissue of the body. Moreover, some of 
those similarly classified cancer types may represent multiple different molecular diseases. 
Unfortunately, some cancers may be virtually asymptomatic until late in the disease course, 
when treatment is more difficult, and prognosis grim. 

Treatment for cancer typically includes surgery, chemotherapy, and/or radiation therapy. 
Although nearly 50 percent of cancer patients can be effectively treated using these methods, 
the current therapies all induce serious side effects which diminish quality of life. The 
identification of novel therapeutic targets and diagnostic markers will be important for 
improving the diagnosis, prognosis, and treatment of cancer patients. 

Recent advances in molecular medicine have increased the interest in tumor-specific 
antigens that could serve as targets for various immunotherapeutic or small molecule strategies. 
Antigens suitable for immunotherapeutic strategies should be highly expressed in cancer tissues, 
preferably accessible from the vasculature and at the cell surface, and ideally not expressed in 
normal adult tissues. Expression in tissues that are dispensable for life, however, may be 
tolerated, e.g., reproductive organs, especially those absent in one sex. Examples of antigens 
that are currently available for the detection and treatment of certain cancers include Her2/neu 
and the B-cell antigen CD20. Humanized monclonal antibodies directed to Her2/neu 
(Herceptin®/trastuzumab) are currently in use for the treatment of metastatic breast cancer. See 
Ross and Fletcher (1998) Stem Cells 16:413-428. Similarly, anti-CD20 monoclonal antibodies 
(Ritodn®/rituximab) are used to effectively treat non-HodgJriris lymphoma. See Maloney, et 
al. (1997) Blood 90:2188-2195; Leget and Czuczman (1998) Curr. Opin. Oncol. 10:548-551. 

The elucidation of a role for novel proteins and compounds in disease states for 
identification of therapeutic targets and diagnostic markers is valuable for improving the current 
treatment of cancer patients. Accordingly, provided herein are molecular targets for therapeutic 
intervention in various defined cancers. Additionally, provided herein are methods that can be 
used in diagnosis and prognosis of cancer. Further provided are methods that can be used to 
screen candidate bioactive agents for the ability to modulate cancer. 

SUMMARY OF THE INVENTION 

The present invention provides methods for detennining the presence or absence of a 
pathological cell in a patient, the method comprising detecting a nucleic acid comprising a 
sequence at least 80% identical to a sequence as described in Tables 2A-80 in a biological 
sample from the patient, thereby detennining the presence or absence of the pathological cell. 
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In certain embodiments of the method, the pathology is described in Table 1 , including a 
cancer, the biological sample comprises isolated nucleic acids; the nucleic acids are mRNA; the 
biological sample is tissue from an organ which is affected by the pathology of Table 1, 
including a cancer; a further step is used of amplifying nucleic acids before the step of detecting 
5 the nucleic acid; the detecting is of a protein encoded by the nucleic acid; the nucleic acid 

comprises a sequence as described in Tables 2A-80; the detecting step is carried out by using a 
labeled nucleic acid probe, utilizing a biochip comprising at sequence at least 80% identical to a 
sequence as described in Tables 2A-80, or detecting a polypeptide encoded by the nucleic acid; 
or the patient is undergoing a therapeutic regimen to treat the pathology of Table 1, or is 
1 0 suspected of having the pathology or cancer. 

Compositions are also provided, e.g., an isolated nucleic acid molecule comprising a 
sequence as described in Tables 2A-80, including, e.g., those which are labeled; an expression 
vector comprising such nucleic acid; a host cell comprising such expression vector; an isolated 
polypeptide which is encoded by such a nucleic acid molecule comprising a sequence as 
1 5 described in Tables 2A-80; or an antibody that specifically binds the polypeptide. In particular 
embodiments, the antibody is: conjugated to an effector component, is conjugated to a 
detectable label (including, e.g., a fluorescent label, a radioisotope, or a cytotoxic chemical), an 
antibody fragment, or is a humanized antibody. 

Additional methods are provided, including methods for specifically targeting a 
20 compound to a pathological cell in a patient, the method comprising administering to the patient 
an antibody, as described, thereby providing the targetting. Others include, e.g., methods for 
determining the presence or absence of a pathological cell in a patient, the methods comprising 
contacting a biological sample with an antibody, as described In more particular methods, the 
antibody is: conjugated to an effector component, or to a fluorescent label; or the biological 
25 sample is a blood, serum, urine, or stool sample. 

Further methods include those for identifying a compound that modulates a pathology- 
associated polypeptide, the method comprising steps of: contacting the compound with a 
pathology-associated polypeptide, the polypeptide encoded by a polynucleotide that selectively 
hybridizes to a sequence at least 80% identical to a sequence as described in Tables 2A-80; and 
30 determining the functional effect of the compound upon the polypeptide. Another drug 

screening assay method comprises steps of: administering a test compound to a mammal having 
a pathology of Table 1 or a cell isolated therefrom; and comparing the level of gene expression 
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of a polynucleotide that selectively hybridizes to a sequence at least 80% identical to a sequence 
as described in Tables 2A-80 in a treated cell or mammal with the level of gene expression of 
the polynucleotide in a control cell or mammal, wherein a test compound that modulates the 
level of expression of the polynucleotide is a candidate for the treatment of the pathology. 

5 DETAILED DESCRIPTION OF THE INVENTION 

In accordance with the objects outlined above, the present invention provides novel 
methods for diagnosis and prognosis evaluation for various disorders, e.g., angiogenesis, 
fibrosis, and various defined forms of cancer, including metastatic cancer, as well as methods 
for screening for compositions which modulate such conditions. Also provided are methods for 

10 treating such disorders or cancers. See, e.g., American Society of Clinical Oncology (ed. 2001) 
ASCO Curriculum: Symptom Management Kendall/Hunt ISBN: 0787277851; Bonadonna, et 
aL (2001) Textbook of Breast Cancer (2d ed.) Dunitz Martin, ISBN: 1853178241; Devita and 
Hellman (eds. 2001) Cancer Principles and Practice of Oncology (2 vols.), Lippincott Williams, 
ISBN: 0781723876; Howell, et aL (2001) Breast Cancer Isis Medical Media, ISBN: 

15 1901865584; Kaye and Laws (2001) Brain Tumours: An Encyclopedic Approach (2d ed.) 

Churchill Livingstone, ISBN: 0443064261; Mihm, et aL (2001) The Melanocvtic Proliferation: 
A Comprehensive Textbook of Pigmented Lesions Wiley-Liss, ISBN: 0471252719; 
Montgomery and Aaron (2001) Clinical Pathology of Soft-Tissue Tumors Marcel Dekker, 
ISBN: 0824702905; Petrovich, et aL (eds. 2001) Combined Modality of Central Nervous 

20 System Tumors (Medical Radiology) Springer Verlag, ISBN: 3540660534; Rosen (2001) 
Rosen's Breast Pathology Lippincott Williams and Wilkins, ISBN: 0781723795; Shah, et aL 
(2001) Oral Cancer Isis Medical Media, ISBN: 189906687X; Weiss and Goldblum (2001) 
Enzinger and Weiss's Soft Tissue Tumors (4th ed.) Mosby, ISBN: 0323012000; Abeloff, et aL 
(eds. 2000) Clinical Oncology (2d ed.) Churchill Livingstone, ISBN: 044307545X; American 

25 Society of Clinical Oncology (ed. 2000) Cancer Genetics and Cancer Predisposition Testing 
Kendall/Hunt, ISBN: 0787276154; Fletcher (2000) Diagnostic Histopathology of Tumors (2 
vols. 2d ed.) Churchill Livingstone, ISBN: 0443079927; Vogelzang (ed. 2000) Comprehensive 
Textbook of Genitourinary Oncology (2d ed.) Lippincott Williams and Wilkins, ISBN: 
0683306456; Holland, et aL (eds. 2000) Holland-Frei Cancer Medicine (Book with CD-ROM 

30 5th ed.) Decker, ISBN: 1550091 131; Turrisi, et aL (2000) Lung Cancer Isis Medical Media, 
ISBN: 1901865428; Bartolozzi and Lencioni (eds. 1999) Liver Malignancies: Diagnostic and 
Interventional Radiology (Medical Radiology) Springer Verlag, ISBN: 3540647562; Gasparini 

4 
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(ed. 1999) Prognostic Variables in Node-Negative and Node-Positive Breast Cancer Kluwer, 
ISBN: 0792384474; Hansen (ed. 1999) The LASLC Textbook of Lung Cancer: International 
Association for the Study of Lung Cancer Dunitz Martin, ISBN: 1853177083; Raghavan, et al. 
(eds. 1999) Textbook of Uncommon Cancer (2nd ed.) Wiley, ISBN: 0471929212; Thawley, et 

5 al. (eds. 1999) Comprehensive Management of Head and Neck Tumors (2 vols.) Saunders, 
ISBN: 0721655823; Whittaker and Holmes (eds. 1999) Leukemia and Related Disorders (3d 
ed.) Blackwell Science, ISBN: 0865426074; Aapro (ed. 1998) OncoMedia: Medical Oncology 
(CD-ROM) Elsevier Science, ISBN: 0080427480; Abeloff(1998) Clinical Oncology (Library 
Version 2 CD-ROM Individual Version 2.0 Windows and Macintosh) Harcourt Brace, ISBN: 

10 0443075557; Benson (ed. 1998) Gastrointestinal Oncology (Cancer Treatment and Research, 
CTAR 98) Kluwer, ISBN: 0792382056; Brambilla and Brambilla (eds. 1998) Lung Tumors: 
Fundamental Biology and Clinical Management (Vol 124) Marcel Dekker, ISBN: 0824701607; 
Canellos, et al. (eds. 1998) The Lymphomas Saunders, ISBN: 0721650309; Greenspan and 
Remagen (1998) Differential Diagnosis of Tumors and Tumor-Like Lesions of Bones and Joints 

15 Lippincott Williams and Wilkins Publishers, ISBN: 0397517106; Hiddemann (ed. 1998) Acute 
Leukemias VU: Experimental Approaches and Novel Therapies (Haematologie Und 
Bluttransfusion, Vol 39), Springer Verlag, ISBN: 3540635041; Husband andReznek (1998) 
Imaging in Oncology (2 vols.) Mosby, ISBN: 1899066489; Leibel and Phillips (eds. 1998) 
Textbook of Radiation Oncology Saunders, ISBN: 0721653367; Maloney and Miller (eds. 

20 1998) Cutaneous Oncology: Pathophysiology. Diagnosis, and Management Blackwell Science, 
ISBN: 0865425175; Mittal, et al. (eds. 1998) Advances in Radiation Therapy Kluwe. ISBN: 
0792399811; Oldham (ed. 1998) Principles of Cancer Biotherapy (3d ed.) Kluwer, ISBN: 
0792335074; Ozols (ed. 1998) Gynecologic Oncology Kluwer, ISBN: 0792380703; Parkin, et 
al. (eds. 1998) Cancer Incidence in Five Continents (larc Scientific Publications, No 143) 

25 Oxford University Press, ISBN: 9283221435; Perez and Brady (eds. 1998) Principles and 

Practice of Radiation Oncology Lippincott Williams and Wilkins, ISBN: 0397584164; Black, et 
al. (eds. 1997) Cancer of the Nervous System Blackwell Science, ISBN: 0865423849; 
Bonadonna, et al. (1997) Textbook of Breast Cancer: A Clinical Guide to Therapy Blackwell 
Science, ISBN: 1853173487; Pollock (ed. 1997) Surgical Oncology Kluwer. ISBN: 

30 0792399005; Sheaves, et al. (eds. 1997) Clinical Endocrine Oncology Blackwell Science, 

ISBN: 086542862X; Vahrson (1997) Radiation Oncology of Gynecological Cancers Springer 
Verlag, ISBN: 0387567682; Walterhouse and Cohn (eds. 1 Q9T> Dia gnostic and Therapeutic 



5 
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Advances in Pediatric Oncology Kluwer, ISBN: 0792399781; Aisner (ed. 1996) Comprehensive 
Textbook of Thoracic Oncology Lippincott, Williams and Wilkins, ISBN: 0683000624; 
Bertino, et al. (eds. 1996) Encyclopedia of Cancer (3 vols.) Academic, ISBN: 012093230X; 
Cavalli, et al. (1996^ Textbook of Medical Oncology Dunitz Martin, ISBN: 1853172901; 

5 Peckham, et al (eds. 1 995) Oxford Textbook of Oncology (2-Vols.) Oxford University Press, 
ISBN: 0192616854; and Freireich and Kantarjian (eds. 1996) Molecular Genetics and Therapy 
of Leukemia (Cancer Treatment and Research, V. 84) Kluwer, ISBN: 0792339126. 

In particular, identification of markers selectively expressed on defined cancers allows 
for use of that expression in diagnostic, prognostic, or therapeutic methods. As such, the 

10 invention defines various compositions, e.g., nucleic acids, polypeptides, antibodies, and small 
molecule agonists/antagonists, which will be useful to selectively identify those markers. For 
example, therapeutic methods may take the form of protein therapeutics which use the marker 
expression for selective localization or modulation of function (for those markers which have a 
causative disease effect), for vaccines, identification of binding partners, or antagonism, e.g., 

1 5 using antisense or RNAi The markers may be useful for molecular characterization of subsets 
of the diseases, e.g., as provided in Table 1, which subsets may actually require very different 
treatments. Moreover, the markers may also be important in related diseases to the specific 
disorders and cancers, e.g., which affect similar tissues in non-malignant diseases, or have 
similar mechanisms of induction/maintenance. Metastatic processes or characteristics may also 

20 be targeted. Diagnostic and prognostic uses are made available, e.g., to subset related but 

distinct diseases, or to determine treatment strategy. The detection methods may be based upon 
nucleic acid, e.g., PCR or hybridization techniques, or protein, e.g., ELISA, imaging, IHC, etc. 
The diagnosis may be qualitative or quantitative, and may detect increases or decreases in 
expression levels. 

25 Tables 2B-76B provide unigene cluster identification numbers for the nucleotide 

sequence of genes that exhibit increased or decreased expression in diseased samples (see 
Tables 1-3), particularly sequences involved in angiogenesis, arthritis, prostate cancer, breast 
cancer, colorectal cancer, cervical cancer, bladder cancer, head and neck cancer, esophageal 
cancer, lung cancer, ovarian cancer, pancreatic cancer, renal cancer, stomach cancer, skin 

30 cancer, testicular cancer, uterine cancer, glioblastoma, Ewing sarcoma, soft tissue sarcoma, and 
lung fibrosis. Tables 2 A-80 also provide an exemplar accession number that provides a 
nucleotide sequence that is part of the unigene cluster. 

6 
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Definitions 

The term "cancer protein" or "cancer polynucleotide" or "cancer-associated transcript" 
refers to nucleic acid and polypeptide polymorphic variants, alleles, mutants, and interspecies 
homologues that: (1) have a nucleotide sequence that has greater than about 60% nucleotide 

5 sequence identity, 65%, 70%, 75%, 80%, 85%, 90%, preferably about 92%, 94%, 96%, 97%, 
98%, or 99% or greater nucleotide sequence identity, preferably over a region of over a region 
of at least about 25, 50, 100, 200, 500, 1000, or more nucleotides, to a nucleotide sequence of or 
associated with a gene of Tables 1-80; (2) bind to antibodies, e.g., polyclonal antibodies, raised 
against an immunogen comprising an amino acid sequence encoded by a nucleotide sequence of 

10 or associated with a gene of Tables 1-80, and conservatively modified variants thereof; (3) 

specifically hybridize under stringent hybridization conditions to a nucleic acid sequence, or the 
complement thereof of Tables 1-80 and conservatively modified variants thereof; or (4) have an 
amino acid sequence that has greater than about 60% amino acid sequence identity, 65%, 70%, 
75%, 80%, 85%, preferably 90%, 91%, 93%, 95%, 97%, 98%, or 99% or greater amino 

15 sequence identity, preferably over a region of over a region of at least about 25, 50, 100, 200, 
500, 1000, or more amino acids, to an amino acid sequence encoded by a nucleotide sequence 
of or associated with a gene of Tables 1-80. A polynucleotide or polypeptide sequence is 
typically from a mammal including, but not limited to, primate, e.g., human; rodent, e.g., rat, 
mouse, hamster; cow, pig, horse, sheep, or other mammal. A "cancer polypeptide" and a 

20 "cancer polynucleotide," include both naturally occurring or recombinant forms. 

A "full length" cancer protein or nucleic acid refers to a cancer polypeptide or 
polynucleotide sequence, or a variant thereof that contains elements normally contained In one 
or more naturally occurring, wild type cancer polynucleotide or polypeptide sequences. The 
"full length" may be prior to, or after, various stages of post-translational processing or splicing, 

25 including alternative splicing. 

"Biological sample" as used herein is a sample of biological tissue or fluid that contains 
nucleic acids or polypeptides, e.g., of a cancer protein, polynucleotide, or transcript. Such 
samples include, but are not limited to, tissue isolated from primates, e.g., humans, or rodents, 
e.g., mice, and rats. Biological samples may also include sections of tissues such as biopsy and 

30 autopsy samples, frozen sections taken for histologic purposes, archival samples, blood, plasma, 
serum, sputum, stool, tears, mucus, hair, skin, etc. Biological samples also include explants and 
primary and/or transformed cell cultures derived from patient tissues. A biological sample is 
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typically obtained from a eukaryotic organism, most preferably a mammal such as a primate, 
e.g., chimpanzee or human; cow; dog; cat; a rodent, e.g., guinea pig, rat, mouse; rabbit; or a 
bird; reptile; or fish. Livestock and domestic animals are of interest. 

"Providing a biological sample" means to obtain a biological sample for use in methods 
5 described in this invention. Most often, this will be done by removing a sample of cells from an 
animal, but can also be accomplished by using previously isolated cells (e.g., isolated by 
another person, at another time, and/or for another purpose), or by performing the methods of 
the invention in vivo. Archival tissues or materials, having treatment or outcome history, will 
be particularly useful. 

10 The terms "identical" or percent "identity," in the context of two or more nucleic acids or 

polypeptide sequences, refer to two or more sequences or subsequences that are the same or 
have a specified percentage of amino acid residues or nucleotides that are the same (e.g., about 
70% identity, preferably 75%, 80%, 85%, 90%, 91%, 93%, 95%, 97%, 98%, 99%, or higher 
identity over a specified region, when compared and aligned for maximum correspondence over 

15 a comparison window or designated region) as measured using, e.g., a BLAST or BLAST 2.0 
sequence comparison algorithms with default parameters described below, or by manual 
alignment and visual inspection (see, e.g., NCBI web site http://www.ncbi.nlm.nih.gov/BLAST/ 
or the like). Such sequences are then said to be "substantially identical." This definition also 
refers to, or may be applied to, the complement of a test sequence. The definition also includes 

20 sequences that have deletions and/or insertions, substitutions, and naturally occurring, e.g., 
polymorphic or allelic variants, and man-made variants. As described below, the preferred 
algorithms can account for gaps and the like. Preferably, identity exists over a region that is at 
least about 25 amino acids or nucleotides in length, or more preferably over a region that is 
about 50-100 amino acids or nucleotides in length. 

25 For sequence comparison, typically one sequence acts as a reference sequence, to which 

test sequences are compared When using a sequence comparison algorithm, test and reference 
sequences are entered into a computer, subsequence coordinates are designated, if necessary, 
and sequence algorithm program parameters are designated. Preferably, default program 
parameters can be used, or alternative parameters can be designated. The sequence comparison 

30 algorithm then calculates the percent sequence identities for the test sequences relative to the 
reference sequence, based on the program parameters. 
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A "comparison window", as used herein, includes reference to a segment of contiguous 
positions selected from the group consisting typically of from about 20 to 600, usually about 50 
to 200, more usually about 100 to 150, in which a sequence may be compared to a reference 
sequence of the same number of contiguous positions after the two sequences are optimally 
5 aligned. Methods of alignment of sequences for comparison are well-known. Optimal 

alignment of sequences for comparison can be conducted, e.g., by the local homology algorithm 
of Smith and Waterman (1981) Adv. AppI. Math. 2:482-489, by the homology alignment 
algorithm of Needleman and Wunsch (1970) J. Mol. Biol. 48:443-453, by the search for 
similarity method of Pearson and Lipman (1988) Proc. Natl Acad. Sci. USA 85:2444-2448, by 

10 computerized implementations of these algorithms (GAP, BESTTTT, FASTA, and TFASTA in 
the Wisconsin Genetics Software Package, Genetics Computer Group, 575 Science Dr., 
Madison, WI), or by manual alignment and visual inspection (see, e.g., Ausubel, et al. (eds. 
1995 and supplements) Current Protocols in Molecular Biology Wiley). 

Preferred examples of algorithms that are suitable for determining percent sequence 

1 5 identity and sequence similarity include the BLAST and BLAST 2.0 algorithms, which are 

described in Altschul, et al. (1977) Nuc. Acids Res. 25:3389-3402 and Altschul, et al. (1990) J. 
Mol. Biol. 215:403-410. BLAST and BLAST 2.0 are used, with the parameters described 
herein, to determine percent sequence identity for the nucleic acids and proteins of the 
invention. Software for performing BLAST analyses is publicly available through the National 

20 Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov/). This algorithm involves 
first identifying high scoring sequence pairs (HSPs) by identifying short words of length W in 
the query sequence, which either match or satisfy some positive-valued threshold score T'when 
aligned with a word of the same length in a database sequence. T is referred to as the 
neighborhood word score threshold (Altschul, et al., supra). These initial neighborhood word 

25 hits act as seeds for initiating searches to find longer HSPs containing them. The word hits are 
extended in both directions along each sequence for as far as the cumulative alignment score 
can be increased. Cumulative scores are calculated using, e.g., for nucleotide sequences, the 
parameters M (reward score for a pair of matching residues; always > 0) and N (penalty score 
for mismatching residues; always < 0). For amino acid sequences, a scoring matrix is used to 

30 calculate the cumulative score. Extension of the word hits in each direction are halted when: the 
cumulative alignment score falls off by the quantity X from its maximum achieved value; the 
cumulative score goes to zero or below, due to the accumulation of one or more negative- 
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scoring residue alignments; or the end of either sequence is reached. The BLAST algorithm 
parameters W, T, and X determine the sensitivity and speed of the alignment. The BLASTN 
program (for nucleotide sequences) uses as defaults a wordlength (W) of 1 1 , an expectation (E) 
of 10, M=5, N— 4 and a comparison of both strands. For amino acid sequences, the BLASTP 

5 program uses as defaults a wordlength of 3, and expectation (E) of 1 0, and the BLOSUM62 
scoring matrix (see Henikoff and Henikoff (1992) Proc. Natl. Acad. Sci. USA 89:10915-919) 
alignments (B) of 50, expectation (E) of 10, M=5, N=-4, and a comparison of both strands. 

The BLAST algorithm also performs a statistical analysis of the similarity between two 
sequences. See, e.g., Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5787. 

10 One measure of similarity provided by the BLAST algorithm is the smallest sum probability 
(P(N)), which provides an indication of the probability by which a match between two 
nucleotide or amino acid sequences would occur by chance. For example, a nucleic acid is 
considered similar to a reference sequence if the smallest sum probability in a comparison of the 
test nucleic acid to the reference nucleic acid is less than about 0.2, more preferably less than 

1 5 about 0.01 , and most preferably less than about 0.001 . Log values may be negative large 
numbers, e.g., 5, 10, 20, 30, 40, 40, 70, 90, 110, 150, 170, etc. 

An indication that two nucleic acid sequences are substantially identical is that the 
polypeptide encoded by the first nucleic acid is immunologically cross reactive with the 
antibodies raised against the polypeptide encoded by the second nucleic acid. Thus, a 

20 polypeptide is typically substantially identical to a second polypeptide, e.g., where the two 
peptides differ only by conservative substitutions. Another indication that two nucleic acid 
sequences are substantially identical is that the two molecules or their complements hybridize to 
each other under stringent conditions. Yet another indication that two nucleic acid sequences 
are substantially identical is that the same primers can be used to amplify the sequences. 

25 A "host cell" is a naturally occurring cell or a transformed cell that contains an 

expression vector and supports the replication or expression of the expression vector. Host cells 
may be cultured cells, explants, cells in vivo, and the like. Host cells may be prokaryotic cells 
such as E. coli, or eukaryotic cells such as yeast, insect, amphibian, or mammalian cells such as 
CHO, HeLa, and the like (see, e.g., the American Type Culture Collection catalog or web site, 

30 www.atcc.org). 

The terms "isolated," "purified," or "biologically pure" refer to material that is 
substantially or essentially free from components that normally accompany it as found in its 

10 
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native state. Purity and homogeneity are typically determined using analytical chemistry 
techniques such as polyacrylamide gel electrophoresis or high performance liquid 
chromatography. A protein or nucleic acid that is the predominant species present in a 
preparation is substantially purified. In particular, an isolated nucleic acid is separated from 
some open reading frames that naturally flank the gene and encode proteins other than protein 
encoded by the gene. The term "purified" in some embodiments denotes that a nucleic acid or 
protein gives rise to essentially one band in an electrophoretic gel. Preferably, it means that the 
nucleic acid or protein is at least about 85% pure, more preferably at least 95% pure, and most 
preferably at least 99% pure. "Purify" or "purification" in other embodiments means removing 
at least one contaminant or component from the composition to be purified. In this sense, 
purification does not require that the purified compound be homogeneous, e.g., 100% pure. 

The terms "polypeptide," "peptide," and "protein" are used interchangeably herein to 
refer to a polymer of amino acid residues. The terms apply to amino acid polymers in which 
one or more amino acid residue is an artificial chemical mimetic of a corresponding naturally 
occurring amino acid, as well as to naturally occurring amino acid polymers, those containing 
modified residues, and non-naturally occurring amino acid polymers. 

The term "amino acid" refers to naturally occurring and synthetic amino acids, as well as 
amino acid analogs and amino acid mimetics that function similarly to the naturally occurring 
amino acids. Naturally occurring amino acids are those encoded by the genetic code, as well as 
those amino acids that are later modified, e.g., hydroxyproline, 7-carboxyglutamate, and O 
phosphoserine. Amino acid analogs refers to compounds that have the same basic chemical 
structure as a naturally occurring amino acid, e.g., an a carbon that is bound to a hydrogen, a 
caiboxyl group, an amino group, and an R group, e.g., homoserine, norleucine, methionine 
sulfoxide, methionine methyl sulfonium. Such analogs may have modified R groups (e.g., 
norleucine) or modified peptide backbones, but retain somebasic chemical structure as a 
naturally occurring amino acid. Amino acid mimetic refers to a chemical compound that has a 
structure that is different from the general chemical structure of an amino acid, but that 
functions similarly to another amino acid 

Amino acids may be referred to herein by either their commonly known three letter 
symbols or by the one-letter symbols recommended by the IUPAC-IUB Biochemical 
Nomenclature Commission. Nucleotides, likewise, may be referred to by their commonly 
accepted single-letter codes. 

11 
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"Conservatively modified variant" applies to both amino acid and nucleic acid 
sequences. With respect to particular nucleic acid sequences, conservatively modified variants 
refers to those nucleic acids which encode identical or essentially identical amino acid 
sequences, or where the nucleic acid does not encode an amino acid sequence, to essentially 
5 identical or associated, e.g., naturally contiguous, sequences. Because of the degeneracy of the 
genetic code, a large number of functionally identical nucleic acids encode most proteins. For 
instance, the codons GCA, GCC, GCG, and GCU each encode the amino acid alanine. Thus, at 
each position where an alanine is specified by a codon, the codon can be altered to another of 
the corresponding codons described without altering the encoded polypeptide. Such nucleic 

1 0 acid variations are "silent variations," which are one species of conservatively modified 
variations. Every nucleic acid sequence herein which encodes a polypeptide also describes 
silent variations of the nucleic acid. In certain contexts each codon in a nucleic acid (except 
AUG, which is ordinarily the only codon for methionine, and TGG, which is ordinarily the only 
codon for tryptophan) can be modified to yield a functionally similar molecule. Accordingly, a 

1 5 silent variation of a nucleic acid which encodes a polypeptide is implicit in a described 

sequence with respect to the expression product, but not necessarily with respect to actual probe 
sequences. 

As to amino acid sequences, one of skill will recognize that individual substitutions, 
deletions, or additions to a nucleic acid, peptide, polypeptide, or protein sequence which alters, 

20 adds, or deletes a single amino acid or a small percentage of amino acids in the encoded 

sequence is a "conservatively modified variant" where the alteration results in the substitution of 
an amino acid with a chemically similar amino acid. Conservative substitution tables providing 
functionally similar amino acids are well known. Such conservatively modified variants are in 
addition to and do not exclude polymorphic variants, interspecies homologs, and alleles of the 

25 invention. Typically conservative substitutions include for one another: 1) Alanine (A), Glycine 
(G); 2) Aspartic acid (D), Glutamic acid (E); 3) Asparagine (N), Glutamine (Q); 4) Arginine 
(R), Lysine (K); 5) Isoleucine (I), Leucine (L), Methionine (M), Valine (V); 6) Phenylalanine 
(F), Tyrosine (Y), Tryptophan (W); 7) Serine (S), Threonine (T); and 8) Cysteine (C), 
Methionine (M) (see, e.g., Creighton (1984) Proteins: Structure and Molecular Properties 

30 Freeman). 

Macromolecular structures such as polypeptide structures can be described in terms of 
various levels of organization. For a general discussion of this organization, see, e.g., Alberts, 
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et al. (eds. 2001) Molecular Biology of the Cell (4th ed.) Garland; and Cantor and Schimmel 
(1980) Biophysical Chemistry Part I: The Conformation of Biological Macromolecules 
Freeman. "Primary structure" refers to the amino acid sequence of a particular peptide. 
"Secondary structure" refers to locally ordered, three dimensional structures within a 
polypeptide. These structures are commonly known as domains. Domains are portions of a 
polypeptide that often form a compact unit of the polypeptide and are typically 25 to 
approximately 500 amino acids long. Typical domains are made up of sections of lesser 
organization such as stretches of p-sheet and a-helices. "Tertiary structure" refers to the 
complete three dimensional structure of a polypeptide monomer. "Quaternary structure" refers 
to the three dimensional structure formed, usually by the noncovalent association of 
independent tertiary units. Anisotropic terms are also known as energy terms. 

"Nucleic acid" or "oligonucleotide" or "polynucleotide" or grammatical equivalents used 
herein means at least two nucleotides covalently linked together. Oligonucleotides are typically 
from about 5, 6, 7, 8, 9, 10, 12, 15, 25, 30, 40, 50, or more nucleotides in length, up to about 
100 nucleotides in length. Nucleic acids and polynucleotides are a polymers of any length, 
including longer lengths, e.g., 200, 300, 500, 1000, 2000, 3000, 5000, 7000, 10,000, etc. A 
nucleic acid of the present invention will generally contain phosphodiester bonds, although in 
some cases, nucleic acid analogs are included that may have at least one different linkahge, e.g., 
phosphoramidate, phosphorothioate, phosphorodithioate, or O-methylphophoroamidite linkages 
(see Eckstein (1992) Oligonucleotides and Analogues: A Practical Approach Oxford Univ. 
Press); and peptide nucleic acid backbones and linkages. Other analog nucleic acids include 
those with positive backbones; non-ionic backbones, and non-ribose backbones, including those 
described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 of Sanghvi and 
Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium Series 
580. Nucleic acids containing one or more carbocyclic sugars are also included within one 
definition of nucleic acids. Modifications of the ribose-phosphate backbone may be done for a 
variety of reasons, e.g., to increase the stability and half-life of such molecules in physiological 
environments or as probes on a biochip. Mixtures of naturally occurring nucleic acids and 
analogs can be made; alternatively, mixtures of different nucleic acid analogs, and mixtures of 
naturally occurring nucleic acids and analogs may be made. 

A variety of references disclose such nucleic acid analogs, including, e.g., 
phosphoramidate (Beaucage, et al. (1993) Tetrahedron 49:1925-1963 and references therein; 
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Letsinger (1970) J. Org. Chem. 35:3800-3803; Sprinzl, et al. (1977) Eur. J. Biochem. 81:579- 
589; Letsinger, et al. (1986) Nucl. Acids Res. 14:3487-499; Sawai, et al. (1984) Chem. Lett. 
805, Letsinger, et al. (1988) J. Am. Chem. Soc. 110:4470-4471: and Pauwels, et al. (1986) 
Chemica Scripta 26:141-149), phosphorothioate (Mag, et al. (1991) Nucleic Acids Res. 
5 19:1437-441; and U.S. Patent No. 5,644,048), phosphorodithioate (Brill, et al. (1989) J. Am. 
ChenLSoa 11 1:2321-2322), O-methylphophoroamidite linkages (see Eckstein (1992) 
Oligonucleotides and Analogues: A Practical Approach, Oxford Univ. Press), and peptide 
nucleic acid backbones and linkages (see Egholm (1992) J. Am. Chem. Soc. 114:1895-1897; 
Meier, et al. (1992) Chem. Int. Ed. Engl. 31:1008-1010; Nielsen (1993) Nature 365:566-568; 

10 Carlsson, et al. (1996) Nature 380:207, all of which are incorporated by reference). Other 
analog nucleic acids include those with positive backbones (Denpcy, et al. (1995) Proc. Natl. 
Acad. Sci. USA 92:6097-101; non-ionic backbones (U.S. Patent Nos. 5,386,023, 5,637,684, 
5,602,240, 5,216,141, and 4,469,863; Kiedrowski, et al. (1991) Angew. Chem. Intl. Ed. English 
30:423-426; Letsinger, et al. (1988) J. Am. Chem. Soc. 1 10:4470-4471; Letsinger, et al. (1994) 

15 Nucleoside and Nucleotide 13:1597; Chapters 2 and 3 in Sanghvi and Cook (eds. 1994) 

Carbohydrate Modifications in Antisense Research ACS Symposium Series 580; Mesmaeker, et 
al. (1994) Bioorganic and Medicinal Chem. Lett. 4:395-398; Jeffs, et al. (1994) J. Biomolecular 
NMR 34:17; Horn, et al. (1996) Tetrahedron Lett. 37:743) and non-ribose backbones, including 
those described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 in Sanghvi 

20 and Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium 
Series 580. Nucleic acids containing one or more carbocyclic sugars are also included within 
one definition of nucleic acids (see Jenkins, et al. (1995) Chem. Soc. Rev, pp 169-176). Several 
nucleic acid analogs are described in Rawls (page 35, June 2, 1997) C&ENews . 

Particularly preferred are peptide nucleic acids (PNA) which includes peptide nucleic 

25 acid analogs. These backbones are substantially non-ionic under neutral conditions, in contrast 
to the highly charged phosphodiester backbone of naturally occurring nucleic acids. This 
results in at least two advantages. The PNA backbone exhibits improved hybridization kinetics. 
PNAs have larger changes in the melting temperature (Tm) for mismatched versus perfectly 
matched basepairs. DNA and RNA typically exhibit a 2-4° C drop in T m for an internal 

30 mismatch. With the non-ionic PNA backbone, the drop is closer to 7-9° C. Similarly, due to 
their non-ionic nature, hybridization of the bases attached to these backbones is relatively 
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insensitive to salt concentration. In addition, PNAs are not degraded by cellular enzymes, and 
thus can be more stable. 

The nucleic acids may be single stranded or double stranded, as specified, or contain 
portions of both double stranded or single stranded sequence. The depiction of a single strand 
5 also defines the sequence of the complementary strand; thus the sequences described herein also 
provide the complement of the sequence. The nucleic acid may be DNA, both genomic and 
cDNA, RNA, or a hybrid, where the nucleic acid may contain combinations of deoxyribo- and 
ribo-nucleotides, and combinations of bases, including uracil, adenine, thymine, cytosine, 
guanine, inosine, xanthine hypoxanthine, isocytosine, isoguanine, etc. "Transcript" typically 
10 refers to a naturally occurring RNA, e.g., a pre-mRNA, hnRNA, or mRNA. As used herein, the 
term "nucleoside" includes nucleotides and nucleoside and nucleotide analogs, and modified 
nucleosides such as amino modified nucleosides. In addition, "nucleoside" includes non- 
naturally occurring analog structures. Thus, e.g., the individual units of a peptide nucleic acid, 
each containing a base, are referred to herein as a nucleoside. 
15 A "label" or a "detectable moiety" is a composition detectable by spectroscopic, 

photochemical, biochemical, immunochemical, physiological, chemical, or other physical 
means. In general, labels fall into three classes: a) isotopic labels, which may be radioactive or 
heavy isotopes; b) immune labels, which may be antibodies, antigens, or epitope tags; and c) 
colored or fluorescent dyes. The labels may be incorporated into the cancer nucleic acids, 
20 proteins, and antibodies. For example, the label should be capable of producing, either directly 
or indirectly, a detectable signal. The detectable moiety may be a radioisotope, such as ^H, 
14c, 32p 5 35s, or 125^ electron-dense reagents, a fluorescent or chemiluminescent compound, 
such as fluorescein isothiocyanate, rhodamine, or luciferin, or an enzyme (e.g., as commonly 
used in an ELISA), biotin, digoxigenin, or haptens and proteins or other entities which can be 
25 made detectable such as alkaline phosphatase, beta-galactosidase, or horseradish peroxidase. 
Methods are known for conjugating the antibody to the label. See, e.g., Hunter, et al. (1962) 
Nature 144:945; David, et al. (1974) Biochemistry 13:1014-1021; Pain, et al. (1981) J. 
Immunol. Meth. 40:219-230; and Nygren (1982) J. Histochem. andCvtochem. 30:407-412. 

An "effector" or "effector moiety" or "effector component" is a molecule that is bound 
30 (or linked, or conjugated), either covalently, through a linker or a chemical bond, or 

noncovalently, through ionic, van der Waals, electrostatic, or hydrogen bonds, to an antibody. 
The "effector" can be a variety of molecules including, e.g., detection moieties including 
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radioactive compounds, fluorescent compounds, enzymes or substrates, tags such as epitope 
tags, toxins; activatable moieties, chemotherapeutic agents; lipases; antibiotics; chemoattracting 
moieties, immune modulators (micA/B), or radioisotopes, e.g., emitting "hard" beta, radiation. 

A "labeled nucleic acid probe or oligonucleotide" is one that is bound, e.g., covalently, 
through a linker or a chemical bond, or noncovalently, through ionic, van der Waals, 
electrostatic, or hydrogen bonds to a label such that the presence of the probe may be detected 
by detecting the presence of the label bound to the probe. Alternatively, methods using high 
affinity interactions may achieve the same results where one of a pair of binding partners binds 
to the other, e.g., biotin, streptavidin. 

As used herein a "nucleic acid probe or oligonucleotide" is a nucleic acid capable of 
binding to a target nucleic acid of complementary sequence through one or more types of 
chemical bonds, usually through complementary base pairing, e.g., through hydrogen bond 
formation. As used herein, a probe may include natural (e.g., A, G, C, or T) or modified bases 
(7-deazaguanosine, inosine, etc.). In addition, the bases in a probe may be joined by a linkage 
other than a phosphodiester bond, preferably one that does not functionally interfere with 
hybridization. Thus, e.g., probes may be peptide nucleic acids in which the constituent bases 
are joined by peptide bonds rather than phosphodiester linkages. Probes may bind target 
sequences lacking complete complementarity with the probe sequence depending upon the 
stringency of the hybridization conditions. The probes are preferably directly labeled, e.g., with 
isotopes, chromophores, lumiphores, chromogens, or indirectly labeled, e.g., with biotin to 
which a streptavidin complex may later bind. By assaying for the presence or absence of the 
probe, one can detect the presence or absence of the select sequence or subsequence. Diagnosis 
or prognosis may be based at the genomic level, or at the level of RNA or protein expression. 

The term "recombinant" when used with reference, e.g., to a cell, or nucleic acid, 
protein, or vector, indicates that the cell, nucleic acid, protein, or vector, has been modified by 
the introduction of a heterologous nucleic acid or protein or the alteration of a native nucleic 
acid or protein, or that the cell is derived from a cell so modified. Thus, e.g., recombinant cells 
express genes that are not found within the native (non-recombinant) form of the cell or express 
native genes that are otherwise abnormally expressed, under expressed, or not expressed at all. 
By the term "recombinant nucleic acid" herein is meant nucleic acid, originally formed in vitro, 
in general, by the manipulation of nucleic acid, e.g., using polymerases and ehdonucleases, in a 
form not normally found in nature. In this manner, operably linkage of different sequences is 
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achieved. Thus an isolated nucleic acid, in a linear form, or an expression vector formed in 
vitro by ligating DNA molecules that are not normally joined, are both considered recombinant 
for the purposes of this invention. It is understood that once a recombinant nucleic acid is made 
and reintroduced into a host cell or organism, it will replicate non-recombinantly, e.g., using the 
in vivo cellular machinery of the host cell rather than in vitro manipulations; however, such 
nucleic acids, once produced recombinantly, although subsequently replicated non- 
recombinantly, are still considered recombinant for the purposes of the invention. 

Similarly, a "recombinant protein" is a protein made using recombinant techniques, e.g., 
through the expression of a recombinant nucleic acid as depicted above. , A recombinant protein 
is distinguished from naturally occurring protein by at least one or more characteristics. The 
protein may be isolated or purified away from some or most of the proteins and compounds 
with which it is normally associated in its wild type host, and thus may be substantially pure. 
An isolated protein is unaccompanied by at least some of the material with which it is normally 
associated in its natural state, preferably constituting at least about 0.5%, more preferably at 
least about 5% by weigjht of the total protein in a given sample. A substantially pure protein 
comprises at least about 75% by weight of the total protein, with at least about 80% being 
preferred, and at least about 90% being particularly preferred. The definition includes the 
production of a cancer protein from one organism in a different organism or host cell. 
Alternatively, the protein may be made at a significantly higher concentration than is normally 
seen, through the use of an inducible promoter or high expression promoter, such that the 
protein is made at increased concentration levels. Alternatively, the protein may be in a form 
not normally found in nature, as in the addition of an epitope tag or amino acid substitutions, 
insertions and deletions, as discussed below. 

The term "heterologous" when used with reference to portions of a nucleic acid indicates 
that the nucleic acid comprises two or more subsequences that are not normally found in the 
same relationship to each other in nature. For instance, the nucleic acid is typically 
recombinantly produced, having two or more sequences, e.g., from unrelated genes arranged to 
make a new functional nucleic acid, e.g., a promoter from one source and a coding region from 
another source. Similarly, a heterologous protein will often refer to two or more subsequences 
that are not found in the same relationship to each other in nature (e.g., a fusion protein). 

A "promoter" is typically an array of nucleic acid control sequences that direct 
transcription of a nucleic acid. As used herein, a promoter includes necessary nucleic acid 
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sequences near the start site of transcription, such as, in the case of a polymerase II type 
promoter, a TATA element A promoter also optionally includes distal enhancer or repressor 
elements, which can be located as much as several thousand base pairs from the start site of 
transcription. A "constitutive" promoter is a promoter that is active under most environmental 
and developmental conditions. An "inducible" promoter is active under environmental or 
developmental regulation. The term "operably linked" refers to a functional linkage between a 
nucleic acid expression control sequence (such as a promoter, or array of transcription factor 
binding sites) and a second nucleic acid sequence, e.g., wherein the expression control sequence 
directs transcription of the nucleic acid corresponding to the second sequence. 

An "expression vector" is a nucleic acid construct, generated recombinantly or 
synthetically, with a series of specified nucleic acid elements that permit transcription of a 
particular nucleic acid in a host cell. The expression vector can be part of a plasmid, virus, or 
nucleic acid fragment. Typically, the expression vector includes a nucleic acid to be transcribed 
in operable linkage to a promoter. 

The phrase "selectively (or specifically) hybridizes to" refers to the binding, duplexing, 
or hybridizing of a molecule selectively to a particular nucleotide sequence under stringent 
hybridization conditions when that sequence is present in a complex mixture (e.g., total cellular 
or library DNA or RNA). 

The phrase "stringent hybridization conditions" refers to conditions under which a probe 
will hybridize to its target subsequence, typically in a complex mixture of nucleic acids, but to 
no other sequences. Stringent conditions are sequence-dependent and will be different in 
different circumstances. Longer sequences hybridize specifically at higher temperatures. An 
extensive guide to the hybridization of nucleic acids is found in "Overview of principles of 
hybridization and the strategy of nucleic acid assays" in Tijssen (1993) Hybridization with 
Nucleic Probes (Laboratory Techniques in Biochemistry and Molecular Biology) (vol. 24) 
Elsevier. Generally, stringent conditions are selected to be about 5-10° C lower than the 
thermal melting point (T m ) for the specific sequence at a defined ionic strength pH. The T m is 
the temperature (under defined ionic strength, pH,. and nucleic concentration) at which 50% of 
the probes complementary to the target hybridize to the target sequence at equilibrium (as the 
target sequences are present in excess, at T m , 50% of the probes are occupied at equilibrium). 
Stringent conditions will be those in which the salt concentration is less than about 1 .0 M 
sodium ion, typically about 0.01-1.0 M sodium ion concentration (or other salts) at pH 7.0 to 
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8.3 and the temperature is at least about 30° C for short probes (e.g., about 10-50 nucleotides) 
and at least about 60° C for long probes (e.g., greater than about 50 nucleotides). Stringent 
conditions may also be achieved with the addition of destabilizing agents such as fonnamide. 
For selective or specific hybridization, a positive signal is typically at least two times 
background, preferably 10 times background hybridization. Exemplary stringent hybridization 
conditions can be as following: 50% fonnamide, 5x SSC, and 1% SDS, incubating at 42° C, or, 
5x SSC, 1% SDS, incubating at 65° C, with wash in 0.2x SSC, and 0.1% SDS at 65° C. For 
PCR, a temperature of about 36° C is typical for low stringency amplification, although 
annealing temperatures may vary between about 32°-48° C depending on primer length. For 
high stringency PCR amplification, a temperature of about 62° C is typical, although high 
stringency annealing temperatures can range from about 50-65° C, depending on the primer 
length and specificity. Typical cycle conditions for both high and low stringency amplifications 
include a denaturation phase of 90-95° C for 30-120 sec, an annealing phase lasting 30-120 sec, 
and an extension phase of about 72° C for 1-2 min. Protocols and guidelines for low and high 
stringency amplification reactions are provided, e.g., in Innis, et al. (1990) PCR Protocols: A 
Guide to Methods and Applications Academic Press, NY. 

Nucleic acids that do not hybridize to each other under stringent conditions are still 
substantially identical if the polypeptides which they encode are substantially identical. This 
occurs, e.g., when a copy of a nucleic acid is created using the maximum codon degeneracy 
permitted by the genetic code. In such cases, the nucleic acids typically hybridize under 
moderately stringent hybridization conditions. Exemplary "moderately stringent hybridization 
conditions" include a hybridization in a buffer of 40% fonnamide, 1 M NaCl, 1% SDS at 37° C, 
and a wash in IX SSC at 45° C. A positive hybridization is typically at least twice background. 
Alternative hybridization and wash conditions can be utilized to provide conditions of similar 
stringency. Additional guidelines for determining hybridization parameters are provided in 
numerous references, e.g., Ausubel, et al. (eds. 1991 and supplements) Current Protocols in 
Molecular Biology Wiley. 

The phrase "functional effects" in the context of assays for testing compounds that 
modulate activity of a cancer protein includes the determination of a parameter that is indirectly 
or directly under the influence of the cancer protein or nucleic acid, e.g., a physiological, 
functional, physical, or chemical effect, such as the ability to decrease cancer. It includes ligand 
binding activity; cell viability; cell growth on soft agar; anchorage dependence; contact 
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inhibition and density limitation of growth; cellular proliferation; cellular transformation; 
growth factor or serum dependence; tumor specific marker levels; invasiveness into Matrigel; 
tumor growth and metastasis in vivo; mRNA and protein expression in cells undergoing 
metastasis; and other characteristics of cancer cells. "Functional effects" include in vitro, in 

5 vivo, and ex vivo activities. 

By "determining the functional effect" is meant assaying for a compound that increases 
or decreases a parameter that is indirectly or directly under the influence of a cancer protein 
sequence, e.g., physiological, functional, enzymatic, physical, or chemical effects. Such 
functional effects can be measured, e.g., changes in spectroscopic characteristics (e.g., 

10 fluorescence, absorbance, refractive index), hydrodynamic (e.g., shape), chromatographic, or 
solubility properties for the protein, measuring inducible markers or transcriptional activation of 
the cancer protein, measuring binding activity or binding assays, e.g., binding to antibodies or 
other ligands, and measuring growth, cellular proliferation, cell viability, cellular 
transformation, growth factor or serum dependence, tumor specific marker levels, invasiveness 

15 into Matrigel, tumor growth and metastasis in vivo, mRNA and protein expression, and other 
characteristics of cancer cells. The functional effects can be evaluated by many means, e.g., 
microscopy for quantitative or qualitative measures of alterations in morphological features, 
measurement of changes in RNA or protein levels for cancer-associated sequences, 
measurement of RNA stability, identification of downstream or reporter gene expression (CAT, 

20 luciferase, 0-gal, GFP, and the like), e.g., via chemiluminescence, fluorescence, colorimetric 
reactions, antibody binding, inducible markers, and ligand binding assays. 

• "Inhibitors", "activators," and "modulators" of cancer polynucleotide and polypeptide 

sequences are used to refer to activating, inhibitory, or modulating molecules or compounds 
identified using in vitro and in vivo assays of cancer polynucleotide and polypeptide sequences. 

25 Inhibitors are compounds that, e.g., bind to, partially or totally block activity, decrease, prevent, 
delay activation, inactivate, desensitize, or down regulate the activity or expression of cancer 
proteins, e.g., antagonists. Antisense or inhibitory nucleic acids may seem to inhibit expression 
and subsequent function of the protein. "Activators" are compounds that increase, open, 
activate, facilitate, enhance activation, sensitize, agonize, or up regulate cancer protein activity. 

30 Inhibitors, activators, or modulators also include genetically modified versions of cancer 

proteins, e.g., versions with altered activity, as well as naturally occurring and synthetic ligands, 
antagonists, agonists, antibodies, small chemical molecules, and the like. Such assays for 
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inhibitors and activators include, e.g., expressing the cancer protein in vitro, in cells, or cell 
membranes, applying putative modulator compounds, and then determining the functional 
effects on activity, as described above. Activators and inhibitors of cancer can also be identified 
by incubating cancer cells with the test compound and determining increases or decreases in the 

5 expression of 1 or more cancer proteins, e.g., 1, 2, 3, 4, 5, 10, 15, 20, 25, 30, 40, 50, or more 
cancer proteins, such as cancer proteins encoded by the sequences set out in Tables 2A-80. 

Samples or assays comprising cancer proteins that are treated with a potential activator, 
inhibitor, or modulator are compared to control samples without the inhibitor, activator, or 
modulator to examine the extent of inhibition. Control samples (untreated with inhibitors) are 

10 assigned a relative protein activity value of 100%. Inhibition of a polypeptide is achieved when 
the activity value relative to the control is about 80%, preferably 50%, more preferably 25-0%. 
Activation of a cancer polypeptide is achieved when the activity value relative to the control 
(untreated with activators) is about 1 10%, more preferably 150%, more preferably 200-500% 
(e.g., two to five fold higher relative to the control), more preferably 1000-3000% higher. 

15 The phrase "changes in cell growth" refers to any change in cell growth and proliferation 

characteristics in vitro or in vivo, such as cell viability, formation of foci, anchorage 
independence, semi-solid or soft agar growth, changes in contact inhibition and density 
limitation of growth, loss of growth factor or serum requirements, changes in cell morphology, 
gaining or losing immortalization, gaining or losing tumor specific markers, ability to form or 

20 suppress tumors when injected into suitable animal hosts, and/or immortalization of the cell. 

See, e.g., pp. 231-241 in Freshney (1994) Culture of Animal Cells a Manual of Basic Technique 
(2ded.)Wiley-Liss. 

"Tumor cell" refers to precancerous, cancerous, and normal cells in a tumor. 
"Cancer cells," "transformed" cells or "transformation" in tissue culture, refers to 

25 spontaneous or induced phenotypic changes that do not necessarily involve the uptake of new 
genetic material. Although transformation can arise from infection with a transforming virus 
and incorporation of new genomic DNA, or uptake of exogenous DNA, it can also arise 
spontaneously or following exposure to a carcinogen, thereby mutating an endogenous gene. 
Transformation is associated with phenotypic changes, such as immortalization of cells, 

30 aberrant growth control, nonmorphological changes, and/or malignancy. See, Freshney (2000) 
Culture of Animal Cells: A Manual of Basic Technique (4th ed.) Wiley-Liss. 
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"Antibody" refers to a polypeptide comprising a framework region from an 
immunoglobulin gene or fragments thereof that specifically binds and recognizes an antigen. 
The recognized immunoglobulin genes include the kappa, lambda, alpha, gamma, delta, epsilon, 
and mu constant region genes, as well as the myriad immunoglobulin variable region genes. 
Light chains are classified as either kappa or lambda. Heavy chains are classified as gamma, 
mu, alpha, delta, or epsilon, which in turn define the immunoglobulin classes, IgG, IgM, IgA, 
IgD, and IgE, respectively. Typically, the antigen-binding region of an antibody or its 
functional equivalent will be most critical in specificity and affinity of binding. See Paul (ed. 
1999) Fundamental Immunology (4th ed.) Raven. 

An exemplary immunoglobulin (antibody) structural unit comprises a tetramer. Each 
tetramer is composed of two identical pairs of polypeptide chains, each pair having one "light" 
(about 25 kD) and one "heavy" chain (about 50-70 kD). The N-terminus of each chain defines a 
variable region of about 100 to 1 10 or more amino acids primarily responsible for antigen 
recognition. The terms variable light chain (VjJ and variable heavy chain (Vh) refer to these 

light and heavy chains respectively. 

Antibodies exist, e.g., as intact immunoglobulins or as a number of well-characterized 
fragments produced by digestion with various peptidases. Thus, e.g., pepsin digests an antibody 
below the disulfide linkages in the hinge region to produce F(ab) f 2 9 a dimer of Fab which itself 
is a light chain joined to Vr-ChI by a disulfide bond. The F(ab)'2 may be reduced under mild 
conditions to break the disulfide linkage in the hinge region, thereby converting the F(ab) f 2 
dimer into an Fab' monomer. The Fab' monomer is essentially Fab with part of the hinge, region 
(see Paul (ed. 1999) Fundamental Immunology (4th ed.) Raven. While various antibody 
fragments are defined in terms of the digestion of an intact antibody, one of skill will appreciate 
that such fragments may be synthesized de novo either chemically or by using recombinant 
DNA methodology. Thus, the term antibody, as used herein, also includes antibody fragments 
either produced by the modification of whole antibodies, or those synthesized de novo using 
recombinant DNA methodologies (e.g., single chain Fv) or those identified using phage display 
libraries (see, e.g., McCafferty, et al. (1990) Nature 348:552-554). 

For preparation of antibodies, e.g., recombinant, monoclonal, or polyclonal antibodies, 
many techniques known. See, e.g., Kohler and Milstein (1975) Nature 256:495-497; Kozbor, et 
al. (1983) Immunology Today 4:72; Cole, et al. (1985) pp. 77-96 in Reisfeld and Sell (1985) 

Monoclonal Antibodies and Cancer Therapy Liss: Coligan (1991) Current Protocols in 
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Immunology Lippincott; Harlow and Lane (1988) Antibodies: A Laboratory Manual CSH 
Press; and Goding (1986) Monoclonal Antibodies: Principles and Practice (2d ed.) Academic 
Press. Techniques for the production of single chain antibodies (U.S. Patent 4,946,778) can be 
adapted to produce antibodies to polypeptides of this invention. Also, transgenic mice, or other 
organisms such as other mammals, may be used to express humanized antibodies. 
Alternatively, phage display technology can be used to identify antibodies and heteromeric Fab 
fragments that specifically bind to selected antigens. See, e.g., McCafferty, et al. (1990) Nature 
348:552-554; Marks, et al. (1992) Biotechnology 10:779-783. 

A "chimeric antibody" is an antibody molecule in which (a) the constant region, or a 
portion thereof, is altered, replaced, or exchanged so that the antigen binding site (variable 
region) is linked to a constant region of a different or altered class, and/or species, or an entirely 
different molecule which confers new properties to the chimeric antibody, e.g., an enzyme, 
toxin, hormone, growth factor, drug, effector function, chemoattractant, immune modulator, 
etc.; or (b) the variable region, or a portion thereof, is altered, replaced, or exchanged with a 
variable region having a different or altered antigen specificity. 
Identification of cancer-associated sequences 

In one aspect, the expression levels of genes are determined in different patient samples 
for which diagnosis information is desired, to provide expression profiles. An expression 
profile of aparticular sample is essentially a "fingerprint" of the state of the sample; while two 
states may have any particular gene similarly expressed, the evaluation of a number of genes 
simultaneously allows the generation of a gene expression profile that is characteristic of the 
state of the cell. That is, normal tissue may be distinguished from cancerous or metastatic 
cancerous tissue, or cancer tissue or metastatic cancerous tissue can be compared with tissue 
from surviving cancer patients. By comparing expression profiles of tissue in known different 
cancer states, information regarding which genes are important (including both up-and down- 
regulation of genes) in each of these states is obtained. Molecular profiling may distinguish 
subtypes of a currently collective disease designation, e.g., different forms of a cancer. 

The identification of sequences that are differentially expressed in cancer versus non- 
cancer tissue allows the use of this information in a number of ways. For example, a particular 
treatment regime may be evaluated: does a chemotherapeutic drug act to down-regulate cancer, 
and thus tumor growth or recurrence, in a particular patient. Alternatively, a treatment step may 
induce other markers which may be used as targets to destroy tumor cells. Similarly, diagnosis 
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and treatment outcomes may be done or confirmed by comparing patient samples with the 
known expression profiles. Maliganant disease may be compared to non-malignant conditions. 
Metastatic tissue can also be analyzed to determine the stage of cancer in the tissue, or origin of 
primary tumor, e.g., metastasis from a remote primary site. Furthermore, these gene expression 
5 profiles (or individual genes) allow screening of drug candidates with an eye to mimicking or 
altering a particular expression profile; e.g., screening can be done for drugs that suppress the 
cancer expression profile. This may be done by making biochips comprising sets of the 
important cancer genes, which can then be used in these screens. These methods can also be 
done on the protein basis; that is, protein expression levels of the cancer proteins can be 

10 evaluated for diagnostic purposes or to screen candidate agents. In addition, the cancer nucleic 
acid sequences can be administered for gene therapy purposes, including the administration of 
antisense nucleic acids, or the cancer proteins (including antibodies and other modulators 
thereof) administered as therapeutic drugs. 

Thus the present invention provides nucleic acid and protein sequences that are 

1 5 differentially expressed in cancer relative to normal tissues and/or non-malignant disease, or in 
different types of related diseases, herein termed "cancer sequences." As outlined below, cancer 
sequences include those that are up-regulated (e.g., expressed at a higher level) in cancer, as 
well as those that are down-regulated (e.g., expressed at a lower level). In a preferred 
embodiment, the cancer sequences are from humans; however, cancer sequences from other 

20 organisms may be useful in animal models of disease and drug evaluation; thus, other cancer 
sequences are provided, from vertebrates, including mammals, including rodents (rats, mice, 
hamsters, guinea pigs, etc.), primates, farm animals (including sheep, goats, pigs, cows, Horses, 
etc.) and pets (e.g., dogs, cats, etc.). Cancer sequences from other organisms may be obtained 
using the techniques outlined below. 

25 Cancer sequences can include both nucleic acid and amino acid sequences. In a 

preferred embodiment, the skin cancer sequences are recombinant nucleic acids. These nucleic 
acid sequences are useful in a variety of applications, including diagnostic applications, which 
will detect naturally occurring nucleic acids, as well as screening applications; e.g., biochips 
comprising nucleic acid probes or PCR microtiter plates with selected probes to the cancer 

30 sequences. 

A cancer sequence can be initially identified by substantial nucleic acid and/or amino 
acid sequence homology to the cancer sequences outlined herein. Such homology can be based 
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upon the overall nucleic acid or amino acid sequence, and is generally determined as outlined 
below, e.g., using homology programs or hybridization conditions. 

For identifying cancer-associated sequences, the cancer screen typically includes 
comparing genes identified in different tissues, e.g., normal and cancerous tissues, cancer and 
non-malignant conditions, non-malignant conditions and normal tissues, or tumor tissue 
samples from patients who have metastatic disease vs. non metastatic tissue. Other suitable 
tissue comparisons include comparing cancer samples with metastatic cancer samples from 
other cancers, such as lung, stomach, gastrointestinal cancers, etc. Samples of different stages 
of cancer, e.g., survivor tissue, drug resistant states, and tissue undergoing metastasis, are 
applied to biochips comprising nucleic acid probes. The samples are first microdissected, if 
applicable, and treated for preparation ofmKNA. Suitable biochips are commercially available, 
e.g., from Affymetrix, Santa Clara, CA. Gene expression profiles as described herein are 
generated and the data analyzed. 

In one embodiment, the genes showing changes in expression as between normal and 
disease states are compared to genes expressed in other normal tissues, including, and not 
limited to lung, heart, brain, liver, stomach, kidney, muscle, colon, small intestine, large 
intestine, spleen, bone, and/or placenta. In a preferred embodiment, those genes identified 
during the cancer screen that are expressed in a significant amount in other tissues (e.g., 
essential organs) are removed from the profile, although in some embodiments, this is not 
necessary (e.g., where organs may be dispensible, e.g., female or male specific). That is, when 
screening for drugs, it is usually preferable that the target expression be disease specific, to 
minimize possible side effects on other organs were there expression. 

In a preferred embodiment, cancer sequences are those that are up-regulated in cancer; 
that is, the expression of these genes is higher in the cancer tissue as compared to non-cancer or 
non-malignant tissue. "Up-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 
being preferred. Another embodiment is directed to sequences up-regulated in non-malignant 
conditions relative to normal. Uniformity among relevant samples is also preferred. 

Unigene cluster identification numbers and accession numbers herein are for the 
GenBank sequence database and the sequences of the accession numbers are hereby expressly 
incorporated by reference. GenBank is available, see, e.g., Benson, et al. (1998) Nuc. Acids 
Res. 26:1-7; and http://www.ncbi.nlm.nih.gov/. Sequences are also available in other databases, 
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e.g., European Molecular Biology Laboratory (EMBL) and DNA Database of Japan (DDBJ). 
In some situations, the sequences may be derived from assembly of available sequences or be 
predicted from genomic DNA using exon prediction algorithms, such as FGENESH. See 
Salamov and Solovyev (2000) Genome Res. 10:516-522. In other situations, sequences have 
been derived from cloning and sequencing of isolated nucleic acids. 

In another preferred embodiment, cancer sequences are those that are down-regulated in 
the cancer, that is, the expression of these genes is lower in cancer tissue as compared to non- 
cancerous tissue. "Down-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 
being preferred. 
Informatics 

The ability to identify genes that are over or under expressed in cancer can additionally 
provide high-resolution, high-sensitivity datasets which can be used in the areas of diagnostics, 
therapeutics, drug development, pharmacogenetics, protein structure, biosensor development, 
and other related areas. For example, the expression profiles can be used in diagnostic or 
prognostic evaluation of patients with cancer or related diseases. See Tables 1-3. Or as another 
example, subcellular toxicological information can be generated to better direct drug structure 
and activity correlation (see Anderson (June 1 1-12, 1998) Pharmaceutical Proteomics: Targets. 
Mechanism, and Function , paper presented at the E3C Proteomics conference, Coronado, CA). 
Subcellular toxicological information can also be utilized in a biological sensor device to 
predict the likely toxicological effect of chemical exposures and likely tolerable exposure 
thresholds (see U.S. Patent No. 5,81 1,231). Similar advantages accrue from datasets relevant to 
other biomolecules and bioactive agents (e.g., nucleic acids, saccharides, lipids, drugs, and the 
like). 

Thus, in another embodiment, the present invention provides a database that includes at 
least one set of assay data. The data contained in the database is acquired, e.g., using array 
analysis either singly or in a library format. The database can be in a form in which data can be 
maintained and transmitted, but is preferably an electronic database. The electronic database of 
the invention can be maintained on any electronic device allowing for the storage of and access 
to the database, such as a personal computer, but is preferably distributed on a wide area 
network, such as the World Wide Web. 



26 



WO 03/042661 



PCT/US02/36810 



The focus of the present section on databases that include peptide sequence data is for 
clarity of illustration only. Similar databases can be assembled for assay data acquired using an 
assay of the invention. 

The compositions and methods for identifying and/or quantitating the relative and/or 
absolute abundance of a variety of molecular and macromolecular species from a biological 
sample representing cancer, e.g., the identification of cancer-associated sequences described 
herein, provide an abundance of information which can be correlated with pathological 
conditions, predisposition to disease, drug testing, therapeutic monitoring, gene-disease causal 
linkages, identification of correlates of immunity and physiological status, among others. 
Although the data generated from the assays of the invention is suited for manual review and 
analysis, in a preferred embodiment, data processing using high-speed computers is utilized. 

An array of methods for indexing and retrieving biomolecular information is available. 
For example, U.S. Patents 6,023,659 and 5,966,712 disclose a relational database system for 
storing biomolecular sequence information in a manner that allows sequences to be catalogued 
and searched according to one or more protein function hierarchies. U.S. Patent 5,953,727 
discloses a relational database having sequence records containing information in a format that 
allows a collection of partial-length DNA sequences to be catalogued and searched according to 
association with one or more sequencing projects for obtaining full-length sequences from the 
collection of partial length sequences. U.S. Patent 5,706,498 discloses a gene database retrieval 
system for making a retrieval of a gene sequence similar to a sequence data item in a gene 
database based on the degree of similarity between a key sequence and a target sequence. U.S. 
Patent 5,538,897 discloses a method using mass spectroscopy fragmentation patterns of 
peptides to identify amino acid sequences in computer databases by comparison of predicted 
mass spectra with experimentally-derived mass spectra using a closeness-of-fit measure. U.S. 
Patent 5,926,818 discloses a multi-dimensional database comprising a functionality for multi- 
dimensional data analysis described as on-line analytical processing (OLAP), which entails the 
consolidation of projected and actual data according to more than one consolidation path or 
dimension. U.S. Patent 5,295,261 reports a hybrid database structure in which the fields of each 
database record are divided into two classes, navigational and informational data, with 
navigational fields stored in a hierarchical topological map which can be viewed as a tree 
structure or as the merger of two or more such tree structures. See also Baxevanis, et al. (2001) 
Bioinformatics: A Practical Guuide to the Analysis of Genes and Proteins Wiley, Mount (2001) 
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Bioinformatics: Sequence and Genome Analysis CSH Press, NY; Durbin, et al. (eds. 1999) 
Biological Sequence Analysis: Probabilistic Models of Proteins and Nucleic Acids Cambridge 
University Press; Baxevanis and Oeullette (eds. 1998) Bioinformatics: A Practical Guide to the 
Analysis of Genes and Proteins (2d ed.) Wiley-Liss; Rashidi and Buehler (1999) 
Bioinformatics: Basic Applications in Biological Science and Medicine CRC Press; Setubal, et 
al. (eds. 1997) Introduction to Computational Molecular Biology Brooks/Cole; Misener and 
Krawetz (eds. 2000) Bioinformatics: Methods and Protocols Humana Press; Higgins and Taylor 
(eds. 2000) Bioinformatics: Sequence. Structure, and Databanks: A Practical Approach Oxford 
University Press; Brown (2001) Bioinformatics: A Biologists Guide to Biocompu ting and the 
Internet Eaton Pub.; Han and Kamber (2000) Data Mining: Concepts and Techniques ' 
Kaufmann Pub.; and Waterman (1995) Introduction to Computational Biology: Maps, 
Sequences, and Genomes Chap and Hall. 

The present invention provides a computer database comprising a computer and 
software for storing in computer-retrievable form assay data records cross-tabulated, e.g., with 
data specifying the source of the target-containing sample from which each sequence specificity 
record was obtained. 

In an exemplary embodiment, at least one of the sources of target-containing sample is 
from a control tissue sample known to be free of pathological disorders. In a variation, at least 
one of the sources is a known pathological tissue specimen, e.g., a neoplastic lesion or another 
tissue specimen to be analyzed for cancer. In another variation, the assay records cross-tabulate 
one or more of the following parameters for each target species in a sample: (1) a unique 
identification code, which can include, e.g., a target molecular structure and/or characteristic 
separation coordinate (e.g., electrophoretic coordinates); (2) sample source; and (3) absolute 
and/or relative quantity of the target species present in the sample. 

The invention also provides for the storage and retrieval of a collection of target data in 
a computer data storage apparatus, which can include magnetic disks, optical disks, magneto- 
optical disks, DRAM, SRAM, SGRAM, SDRAM, RDRAM, DDR RAM, magnetic bubble 
memory devices, and other data storage devices, including CPU registers and on-CPU data 
storage arrays. Typically, the target data records are stored as a bit pattern in an array of 
magnetic domains on a magnetizable medium or as an array of charge states or transistor gate 
states, such as an array of cells in a DRAM device (e.g., each cell comprised of a transistor and 
a charge storage area, which may be on the transistor). In one embodiment, the invention 
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provides such storage devices, and computer systems built therewith, comprising a bit pattern 
encoding a protein expression fingerprint record comprising unique identifiers for at least 10 
target data records cross-tabulated with target source. 

When the target is a peptide or nucleic acid, the invention preferably provides a method 
for identifying related peptide or nucleic acid sequences, comprising performing a computerized 
comparison between a peptide or nucleic acid sequence assay record stored in or retrieved from 
a computer storage device or database and at least one other sequence. The comparison can 
include a sequence analysis or comparison algorithm or computer program embodiment thereof 
(e.g., FASTA, TFASTA, GAP, BESTFIT) and/or the comparison may be of the relative amount 
of a peptide or nucleic acid sequence in a pool of sequences determined from a polypeptide or 
nucleic acid sample of a specimen. 

The invention also preferably provides a magnetic disk, such as an IBM-compatible 
(DOS, Windows, Windows95/98/2000, Windows NT, OS/2) or other format (e.g., Linux, 
SunOS, Solaris, AK, SCO Unix, VMS, MV, Macintosh, etc.) floppy diskette or hard (fixed, 
Winchester) disk drive, comprising a bit pattern encoding data from an assay of the invention in 
a file format suitable for retrieval and processing in a computerized sequence analysis, 
comparison, or relative quantitation method. 

The invention also provides a network, comprising a plurality of computing devices 
linked via a data link, such as an Ethernet cable (coax or lOBaseT), telephone line, ISDN line, 
wireless network, optical fiber, or other suitable signal transmission medium, whereby at least 
one network device (e.g., computer, disk array, etc.) comprises a pattern of magnetic domains 
(e.g., magnetic disk) and/or charge domains (e.g., an array of DRAM cells) composing a"bit 
pattern encoding data acquired from an assay of the invention. 

The invention also provides a method for transmitting assay data that includes 
generating an electronic signal on an electronic communications device, such as a modem, 
ISDN terminal adapter, DSL, cable modem, ATM switch, or the like, wherein the signal 
includes (in native or encrypted format) a bit pattern encoding data from an assay or a database 
comprising a plurality of assay results obtained by the method of the invention. 

In a preferred embodiment, the invention provides a computer system for comparing a 
query target to a database containing an array of data structures, such as an assay result obtained 
by the method of the invention, and ranking database targets based on the degree of identity and 
gap weight to the target data. A central processor is preferably initialized to load and execute 
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the computer program for alignment and/or comparison of the assay results. Data for a query 
target is entered into the central processor via an I/O device. Execution of the computer 
program results in the central processor retrieving the assay data from the data file, which 
comprises a binary description of an assay result. 

The target data or record and the computer program can be transferred to secondary 
memory, which is typically random access memory (e.g., DRAM, SRAM, SGRAM, or 
SDRAM). Targets are ranked according to the degree of correspondence between a selected 
assay characteristic (e.g., binding to a selected affinity moiety) and the same characteristic of 
the query target and results are output via an I/O device. For example, a central processor can 
be a conventional computer (e.g., Intel Pentium, PowerPC, Alpha, PA-8000, SPARC, MIPS 
4400, MIPS 10000, VAX, etc.); a program can be a commercial or public domain molecular 
biology software package (e.g., UWGCG Sequence Analysis Software, Darwin); a data file can 
be an optical or magnetic disk, a data server, a memory device (e.g., DRAM, SRAM, SGRAM, 
SDRAM, EPROM, bubble memory, flash memory, etc.); an I/O device can be a terminal 
comprising a video display and a keyboard, a modem, an ISDN terminal adapter, an Ethernet 
port, a punched card reader, a magnetic strip reader, or other suitable I/O device. 

The invention also preferably provides the use of a computer system, such as that 
described above, which comprises: (1) a computer; (2) a stored bit pattern encoding a collection 
of peptide sequence specificity records obtained by the methods of the invention, which may be 
stored in the computer; (3) a comparison target, such as a query target; and (4) a program for 
alignment and comparison, typically with rank-ordering of comparison results on the basis of 
computed similarity values. See, e.g., Ewens and Grant (2001) Statistical Methods in 
Bioinformatics: An Introduction Springer-Verlag. Mathematical approaches can also be used to 
conclude whether similarities or differences in the gene expression exhibited by different 
samples are significant. See, e.g., Golub, et al. (1999) Science 286:531-537; Duda, et al. (2001) 
Pattern Classification Wiley, and Hastie, et al. (2001) The Elements of Statistical Learning: 
Data Mining, Inference, and Prediction Springer-Verlag. One approach to determine whether a 
sample is more similar to or has maximum similarity with a given condition between the sample 
and one or more pools representing different conditions for comparison; the pool with the 
smallest vector angle is then chosen as the most similar to the biological sample among the 
pools compared. 
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Characteristics of cancer-associated proteins 

Cancer proteins of the present invention may be classified as secreted proteins, 
transmembrane proteins, or intracellular proteins. In one embodiment, the cancer protein is an 
intracellular protein. Intracellular proteins may be found in the cytoplasm and/or in the nucleus. 
Intracellular proteins are involved in all aspects of cellular function and replication (including, 
e.g., signaling pathways); aberrant expression of such proteins often results in unregulated or 
disregulated cellular processes (see, e.g., Alberts, et al. (eds. 1994) Molecular Biology of the 
Cell (3d ed.) Garland). For example, many intracellular proteins have enzymatic activity such 
as protein kinase activity, protein phosphatase activity, protease activity, nucleotide cyclase 
activity, polymerase activity, and the like. Intracellular proteins also serve as docking proteins 
that are involved in organizing complexes of proteins, or targeting proteins to various 
subcellular localizations, and are involved in maintaining the structural integrity of organelles. 

An increasingly appreciated concept in characterizing proteins is the presence in the 
proteins of one or more structural motifs for which defined functions have been attributed. In 
addition to the highly conserved sequences found in the enzymatic domain of proteins, highly 
conserved sequences have been identified in proteins that are involved in protein-protein 
interaction. For example, Src-homology-2 (SH2) domains bind tyrosine-phosphorylated targets 
in a sequence dependent manner. PTB domains, which are distinct from SH2 domains, also 
bind tyrosine phosphorylated targets. SH3 domains bind to proline-rich targets. In addition, PH 
domains, tetratricopeptide repeats and WD domains to name only a few, have been shown to 
mediate protein-protein interactions. Some of these may also be involved in binding to 
phospholipids or other second messengers. These motifs can be identified on the basis of amino 
acid sequence; thus, an analysis of the sequence of proteins may provide insight into both the 
enzymatic potential of the molecule and/or molecules with which the protein may associate. 
One useful database is Pfam (protein families), which is a large collection of multiple sequence 
alignments and hidden Markov models covering many common protein domains. Versions are 
available via the internet from Washington University in St. Louis, the Sanger Center in 
England, and the Karolinska Institute in Sweden. See, e.g., Bateman, et al. (2000) Nuc. Acids 
Res. 28:263-266; Sonnhammer, et al. (1997) Proteins 28:405-420 ; Bateman, et al. (1999) Nuc, 
Acids Res. 27:260-262; and Sonnhammer, et al. (1998) Nuc. Acids Res. 26:320-322. 

In another embodiment, the cancer sequences are transmembrane proteins. 
Transmembrane proteins are molecules that span a phospholipid bilayer of a cell. They may 
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have an intracellular domain, an extracellular domain, or both. The intracellular domains of 
such proteins may have a number of functions including those already described for 
intracellular proteins. For example, the intracellular domain may have enzymatic activity 
and/or may serve as a binding site for additional proteins. Frequently the intracellular domain 
5 of transmembrane proteins serves both roles. For example certain receptor tyrosine kinases 
have both protein kinase activity and SH2 domains. In addition, autophosphorylation of 
tyrosines on the receptor molecule itself, creates binding sites for additional SH2 domain 
containing proteins. 

Transmembrane proteins may contain from one to many transmembrane domains. For 

10 example, receptor tyrosine kinases, certain cytokine receptors, receptor guanylyl cyclases and 
receptor serine/threonine protein kinases contain a single transmembrane domain. However, 
various other proteins including channels and adenylyl cyclases contain numerous 
transmembrane domains. Many important cell surface receptors such as G protein coupled 
receptors (GPCRs) are classified as "seven transmembrane domain" proteins, as they contain 7 

1 5 membrane spanning regions. Characteristics of transmembrane domains include approximately 
17 consecutive hydrophobic amino acids that may be followed by charged amino acids. 
Therefore, upon analysis of the amino acid sequence of a particular protein, the localization and 
number of transmembrane domains within the protein may be predicted (see, e.g., PSORT web 
site http://psort.nibb.ac.jp/). Important transmembrane protein receptors include, but are not 

20 limited to the insulin receptor, insulin-like growth factor receptor, human growth hormone 
receptor, glucose transporters, transferrin receptor, epidermal growth factor receptor, low 
density lipoprotein receptor, epidermal growth factor receptor, leptin receptor, and interieukin 
receptors, e.g., IL-1 receptor, EL-2 receptor, etc. 

The extracellular domains of transmembrane proteins are diverse; however, conserved 

25 motifs are found repeatedly among various extracellular domains. Conserved structure and/or 
functions have been ascribed to different extracellular motifs. Many extracellular domains are 
involved in binding to other molecules. In one aspect, extracellular domains are found on 
receptors. Factors that bind the receptor domain include circulating ligands, which may be 
peptides, proteins, or small molecules such as adenosine and the like. For example, growth 
30 factors such as EGF, FGF, and PDGF are circulating growth factors that bind to their cognate 
receptors to initiate a variety of cellular responses. Other factors include cytokines, mitogenic 
factors, neurotrophic factors, and the like. Extracellular domains also bind to cell-associated 
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molecules. In this respect, they may mediate cell-cell interactions. Cell-associated ligands can 
be tethered to the cell, e.g., via a glycosylphosphatidylinositol (GPI) anchor, or may themselves 
be transmembrane proteins. Extracellular domains may also associate with the extracellular 
matrix and contribute to the maintenance of the cell structure. 

Cancer proteins that are transmembrane are particularly preferred in the present 
invention as they are readily accessible targets for immunotherapeutics, as are described herein. 
In addition, as outlined below, transmembrane proteins can be also useful in imaging 
modalities. Antibodies may be used to label such readily accessible proteins in situ. 
Alternatively, antibodies can also label intracellular proteins, in which case samples are 
typically permeablized to provide access to intracellular proteins. In addition, some membrane 
proteins can be processed to release a soluble protein, or to expose a residual fragment. 
Released soluble proteins may be useful diagnostic markers, processed residual protein 
fragments may be useful lung markers of disease. 

It will also be appreciated that a transmembrane protein can be made soluble by 
removing transmembrane sequences, e.g., through recombinant methods. Furthermore, 
transmembrane proteins that have been made soluble can be made to be secreted through 
recombinant means by adding an appropriate signal sequence. 

In another embodiment, the cancer proteins are secreted proteins; the secretion of which 
can be either constitutive or regulated. These proteins may have a signal peptide or signal 
sequence that targets the molecule to the secretory pathway. Secreted proteins are involved in 
numerous physiological events; e.g., if circulating, they often serve to transmit signals to 
various other cell types. The secreted protein may function in an autocrine manner (acting on 
the cell that secreted the factor), a paracrine manner (acting on cells in close proximity to the 
cell that secreted the factor), an endocrine manner (acting on cells at a distance, e.g, secretion 
into the blood stream), or exocrine (secretion, e.g., through a duct or to adjacent epithelial 
surface as sweat glands, sebaceous glands, pancreatic ducts, lacrimal glands, mammary glands, 
wax producing glands of the ear, etc.). Thus secreted molecules often find use in modulating or 
altering numerous aspects of physiology. Cancer proteins that are secreted proteins are 
particularly preferred in the present invention as they serve as good targets for diagnostic 
markers, e.g., for blood, plasma, serum, or stool tests. Those which are enzymes may be 
antibody or small molecule targets. Others may be useful as vaccine targets, e.g., via CTL 
mechanisms. 
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Use of cancer nucleic acids 

As described above, cancer sequence is initially identified by substantial nucleic acid 
and/or amino acid sequence homology or linkage to the cancer sequences outlined herein. Such 
homology can be based upon the overall nucleic acid or amino acid sequence, and is generally 
determined as outlined below, using either homology programs or hybridization conditions. 
Typically, linked sequences on a mRNA are found on the same molecule. 

As detailed elsewhere, percent identity can be determined using an algorithm such as 
BLAST. A preferred method utilizes the BLASTN module of WU-BLAST-2 set to the default 
parameters, with overlap span and overlap fraction set to 1 and 0.125, respectively. Alignment 
may include the introduction of gaps in the sequences to be aligned. In addition, for sequences 
which contain either more or fewer nucleotides than those of the nucleic acids described, the 
percentage of homology may be determined based on the number of homologous nucleosides in 
relation to the total number of nucleosides. Thus, e.g., homology of sequences shorter than 
those of the sequences identified will be determined using the number of nucleosides in the 
shorter sequence. 

In one embodiment, the nucleic acid homology is determined through hybridization 
studies. Thus, e.g., nucleic acids which hybridize under high stringency to a described nucleic 
acid, or its complement, or is also found on naturally occurring mRNAs is considered a cancer 
sequence. In another embodiment, less stringent hybridization conditions are used; e.g., 
moderate or low stringency conditions may be used; see Ausubel, supra, and Tijssen, supra. 

The cancer nucleic acid sequences of the invention, e.g., the sequences in Tables 1-80, 
can be fragments of larger genes, e.g., they are nucleic acid segments. "Genes" in this context 
includes coding regions, non-coding regions, and mixtures of coding and non-coding regions. 
Accordingly, using the sequences provided herein, extended sequences, in either direction, of 
the cancer genes can be obtained, using techniques well known for cloning either longer 
sequences or the full length sequences; see Ausubel, etal., supra. Much can be done by 
informatics and many sequences can be clustered to include multiple sequences corresponding 
to a single gene, e.g., systems such as UniGene (see, http://www.ncbi.nlm.nih.gov/UniGene/). 

Once a cancer nucleic acid is identified, it can be cloned and, if necessary, its constituent 
parts recombined to form the entire cancer nucleic acid coding regions or the entire mRNA 
sequence. Once isolated from its natural source, e.g., contained within a plasmid or other vector 
or excised therefrom as a linear nucleic acid segment, the recombinant cancer nucleic acid can 
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be further used as a probe to identify and isolate other cancer nucleic acids, e.g., extended 
coding regions. It can also be used as a "precursor" nucleic acid to make modified or variant 
cancer nucleic acids and proteins. 

The cancer nucleic acids of the present invention are used in several ways. In one 
embodiment, nucleic acid probes to the cancer nucleic acids are made and attached to biochips 
to be used in screening and diagnostic methods, as outlined below, or for administration, e.g., 
for gene therapy, vaccine, RNAi, and/or antisense applications. Alternatively, cancer nucleic 
acids that include coding regions of cancer proteins can be put into expression vectors for the 
expression of cancer proteins, again for screening purposes or for administration to a patient. 

In a preferred embodiment, nucleic acid probes to cancer nucleic acids (both the nucleic 
acid sequences outlined in the figures and/or the complements thereof) are made. The nucleic 
acid probes attached to the biochip are designed to be substantially complementary to the cancer 
nucleic acids, e.g., the target sequence (either the target sequence of the sample or to other 
probe sequences, e.g., in sandwich assays), such that hybridization of the target sequence and 
the probes of the present invention occurs. As outlined below, this complementarity need not 
be perfect; there may be any number of base pair mismatches which will interfere with 
hybridization between the target sequence and the single stranded nucleic acids of the present 
invention. However, if the number of mutations is so great that no hybridization can occur 
under even the least stringent of hybridization conditions, the sequence is not a complementary 
target sequence. Thus, by "substantially complementary" herein is meant that the probes are 
sufficiently complementary to the target sequences to hybridize under normal reaction 
conditions, particularly high stringency conditions, as outlined herein. 

A nucleic acid probe is generally single stranded but can be partially single and partially 
double stranded. The strandedness of the probe is dictated by the structure, composition, and 
properties of the target sequence. In general, the nucleic acid probes range from about 8-100 
bases long, with from about 10-80 bases being preferred, and from about 30-50 bases being 
particularly preferred. That is, generally whole genes are not used. In some embodiments, 
much longer nucleic acids can be used, up to hundreds of bases. 

In a preferred embodiment, more than one probe per sequence is used, with either 
overlapping probes or probes to different sections of the target being used. That is, two, three, 
four or more probes, with three being preferred, are used to build in a redundancy for a 
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particular target. The probes can be overlapping (e.g., have some sequence in common), or 
separate. In some cases, PCR primers may be used to amplify signal for higher sensitivity. 

Nucleic acids can be attached or immobilized to a solid support in a wide variety of 
ways. By "immobilized" and grammatical equivalents herein is meant the association or 
5 binding between the nucleic acid probe and the solid support is sufficient to be stable under the 
conditions of binding, washing, analysis, and removal as outlined. The binding can typically be 
covalent or non-covalent. By "non-covalent binding" and grammatical equivalents herein is 
meant one or more of electrostatic, hydrophilic, and hydrophobic interactions. Included in non- 
covalent binding is the covalent attachment of a molecule, e.g., streptavidin to the support and 

10 the non-covalent binding of the biotinylated probe to the streptavidin. By "covalent binding" 
and grammatical equivalents herein is meant that the two moieties, the solid support and the 
probe, are attached by at least one bond, including sigma bonds, pi bonds, and coordination 
bonds. Covalent bonds can be formed directly between the probe and the solid support or can 
be formed by a cross linker or by inclusion of a specific reactive group on either the solid 

15 support or the probe or both molecules. Immobilization may also involve a combination of 
covalent and non-covalent interactions. 

In general, the probes are attached to the biochip in a wide variety of ways. As 
described herein, the nucleic acids can either be synthesized first, with subsequent attachment to 
the biochip, or can be directly synthesized on the biochip. 

20 The biochip comprises a suitable solid substrate. By "substrate" or "solid support" or 

other grammatical equivalents herein is meant a material that can be modified for the 
attachment or association of the nucleic acid probes and is amenable to at least one detection 
method. Often, the substrate may contain discrete individual sites appropriate for individual 
partitioning and identification. The number of possible substrates is very large, and include, but 

25 are not limited to, glass and modified or functionalized glass, plastics (including acrylics, 
polystyrene and copolymers of styrene and other materials, polypropylene, polyethylene, 
polybutylene, polyurethanes, TeflonJ, etc.), polysaccharides, nylon or nitrocellulose, resins, 
silica or silica-based materials including silicon and modified silicon, carbon, metals, inorganic 
glasses, plastics, etc. In general, the substrates allow optical detection and do not appreciably 

30 fluoresce. See WO 0055627. 

Generally the substrate is planar, although other configurations of substrates may be 
used as well. For example, the probes may be placed on the inside surface of a tube for flow- 
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through sample analysis to minimize sample volume. Similarly, the substrate may be flexible, 
such as a flexible foam, including closed cell foams made of particular plastics. 

In a preferred embodiment, the surface of the biochip and the probe may be derivatized 
with chemical functional groups for subsequent attachment of the two. Thus, e.g., the biochip is 
5 derivatized with a chemical functional group including, but not limited to, amino groups, 

carboxy groups, oxo groups, and thiol groups, with amino groups being particularly preferred. 
Using these functional groups, the probes can be attached using functional groups on the probes. 
For example, nucleic acids containing amino groups can be attached to surfaces comprising 
amino groups, e.g., using linkers; e.g., homo-or hetero-bifunctional linkers as are well known 

10 (see 1994 Pierce Chemical Company catalog, technical section on cross-linkers, pages 155- 
200). In addition, in some cases, additional linkers, such as alkyl groups (including substituted 
and heteroalkyl groups) may be used. 

In this embodiment, oligonucleotides are synthesized, and then attached to the surface of 
the solid support. Either the 5 f or 3 1 terminus may be attached to the solid support, or 

1 5 attachment may be via linkage to an internal nucleoside. In another embodiment, the 
immobilization to the solid support may be very strong, yet non-covalent. For example, 
biotinylated oligonucleotides can be made, which bind to surfaces covalently coated with 
streptavidin, resulting in attachment. 

Alternatively, the oligonucleotides may be synthesized on the surface. For example, 

20 photoactivation techniques utilizing photopoiymerization compounds and techniques are used. 
In a preferred embodiment, the nucleic acids can be synthesized in situ, using known 
photolithographic techniques, such as those described in WO 95/251 16; WO 95/35505; U.S. 
Patent Nos. 5,700,637 and 5,445,934; and references cited within, all of which are expressly 
incorporated by reference; these methods of attachment form the basis of the Affymetrix 

25 GeneChip™ technology. 

Often, amplification-based assays are performed to measure the expression level of 
cancer-associated sequences. These assays are typically performed in conjunction with reverse 
transcription. In such assays, a cancer-associated nucleic acid sequence acts as a template in an 
amplification reaction (e.g., Polymerase Chain Reaction, or PCR). In a quantitative 

30 amplification, the amount of amplification product will be proportional to the amount of 

template in the original sample. Comparison to appropriate controls provides a measure of the 
amount of cancer-associated RNA. Methods of quantitative amplification are well known. 
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Detailed protocols for quantitative PCR are provided, e.g., in Innis, et al. (1990) PCR Protocols: 
A Guide to Methods and Applications Academic Press. 

In some embodiments, a TaqMan based assay is used to measure expression. TaqMan 
based assays use a fluorogenic oligonucleotide probe that contains a 5' fluorescent dye and a 3' 
5 quenching agent. The probe hybridizes to a PCR product, but cannot itself be extended due to a 
blocking agent at the 3 ! end. When the PCR product is amplified in subsequent cycles, the 5' 
nuclease activity of the polymerase, e.g., AmpliTaq, results in the cleavage of the TaqMan 
probe. This cleavage separates the 5' fluorescent dye and the 3' quenching agent, thereby 
resulting in an increase in fluorescence as a function of amplification (see, e.g., literature 

1 0 provided by Perkin-Elmer, e.g., www2.perkin-elmer.com). 

Other suitable amplification methods include, but are not limited to, ligase chain 
reaction (LCR) (see Wu and Wallace (1989) Genomics 4:560-569, Landegren, et al. (1988) 
Science 241:1077-1080, and Barringer, et al. (1990) Gene 89:117-122), transcription 
amplification (Kwoh, et al. (1989) Proc. Natl. Acad. Sci. USA 86:1 173-1 177), self-sustained 

15 sequence replication (Guatelli, et al. (1990) Proc. Natl. Acad. Sci. USA 87:1874-1878), dot 
PCR, linker adapter PCR, etc. 
Expression of cancer proteins from nucleic acids 

In a preferred embodiment, cancer nucleic acids, e.g., encoding cancer proteins, are used 
to make a variety of expression vectors to express cancer proteins which can then be used in 

20 screening assays, as described below. Expression vectors and recombinant DNA technology are 
well known (see, e.g., Ausubel, supra, and Fernandez and Hoeffler (eds. 1999) Gene Expression 
Systems Academic Press) to express proteins. The expression vectors may be either self- 
replicating extrachromosomal vectors or vectors which integrate into a host genome. Generally, 
these expression vectors include transcriptional and translational regulatory nucleic acid 

25 operably linked to the nucleic acid encoding the cancer protein. The term "control sequences" 
refers to DNA sequences used for the expression of an operably linked coding sequence in a 
particular host organism. Control sequences that are suitable for prokaryotes, e.g., include a 
promoter, optionally an operator sequence, and a ribosome binding site. Eukaryotic cells are 
known to utilize promoters, polyadenylation signals, and enhancers. 

30 Nucleic acid is "operably linked" when it is placed into a functional relationship with 

another nucleic acid sequence. For example, DNA for a presequence or secretory leader is 
operably linked to DNA for a polypeptide if it is expressed as a preprotein that participates in 
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the secretion of the polypeptide; a promoter or enhancer is operably linked to a coding sequence 
if it affects the transcription of the sequence; or a ribosome binding site is operably linked to a 
coding sequence if it is positioned so as to facilitate translation. Generally, "operably linked" 
means that the DNA sequences being linked are contiguous, and, in the case of a secretory 
leader, contiguous and in reading phase. However, enhancers do not have to be contiguous. 
Linking is typically accomplished by ligation at convenient restriction sites. If such sites do not 
exist, synthetic oligonucleotide adaptors or linkers are used in accordance with conventional 
practice. Transcriptional and translational regulatory nucleic acid will generally be appropriate 
to the host cell used to express the cancer protein. Numerous types of appropriate expression 
vectors and suitable regulatory sequences are known for a variety of host cells. 

In general, transcriptional and translational regulatory sequences may include, but are 
not limited to, promoter sequences, ribosomal binding sites, transcriptional start and stop 
sequences, translational start and stop sequences, and enhancer or activator sequences. In a 
preferred embodiment, the regulatory sequences include a promoter and transcriptional start and 
stop sequences. 

Promoter sequences may be either constitutive or inducible promoters. The promoters 
may be either naturally occurring promoters or hybrid promoters. Hybrid promoters, which 
combine elements of more than one promoter, are also known, and are useful in the present 
invention. 

An expression vector may comprise additional elements. For example, the expression 
vector may have two replication systems, thus allowing it to be maintained in two organisms, 
e.g., in mammalian or insect cells for expression and in a prokaryotic host for cloning arid 
amplification. Furthermore, for integrating expression vectors, the expression vector often 
contains at least one sequence homologous to the host cell genome, and preferably two 
homologous sequences which flank the expression construct. The integrating vector may be 
directed to a specific locus in the host cell by selecting the appropriate homologous sequence 
for inclusion in the vector. Constructs for integrating vectors are available. See, e.g., 
Fernandez and Hoeffler, supra; and Kitamura, et al. (1995) Proc. Nat'l Acad. Sci. USA 92:9146- 
9150. 

In addition, in a preferred embodiment, the expression vector contains a selectable 
marker gene to allow the selection of transformed host cells. Selection genes are well known 
and will vary with the host cell used. 
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The cancer proteins of the present invention are usually produced by culturing a host cell 
transformed with an expression vector containing nucleic acid encoding a cancer protein, under 
the appropriate conditions to induce or cause expression of the cancer protein. Conditions 
appropriate for cancer protein expression will vary with the choice of the expression vector and 

5 the host cell, and will be easily ascertained through routine experimentation or optimization. 
For example, the use of constitutive promoters in the expression vector will require optimizing 
the growth and proliferation of the host cell, while the use of an inducible promoter requires the 
appropriate growth conditions for induction. In addition, in some embodiments, the timing of 
the harvest is important. For example, the baculoviral systems used in insect cell expression are 

10 lytic viruses, and thus harvest time selection can be crucial for product yield. 

Appropriate host cells include yeast, bacteria, archaebacteria, fungi, and insect and 
animal cells, including mammalian cells. Of particular interest are Saccharomyces cerevisiae 
and other yeasts, E. coli, Bacillus subtilis, Sf9 cells, C129 cells, 293 cells, Neurospora, BHK, 
CHO, COS, HeLa cells, HUVEC (human umbilical vein endothelial cells), THP1 cells (a 

15 macrophage cell line), and various other human cells and cell lines. 

In a preferred embodiment, the cancer proteins are expressed in mammalian cells. 
Mammalian expression systems may be used, and include retroviral and adenoviral systems. 
One expression vector system is a retroviral vector system such as is generally described in 
PCT/US97/01019 and PCT/US97/01048. Of particular use as mammalian promoters are the 

20 promoters from mammalian viral genes, since the viral genes are often highly expressed and 
have a broad host range. Examples include the SV40 early promoter, mouse mammary tumor 
virus UTR promoter, adenovirus major late promoter, herpes simplex virus promoter, and the 
CMV promoter (see, e.g., Fernandez and Hoeffler, supra). Typically, transcription termination 
and polyadenylation sequences recognized by mammalian cells are regulatory regions located 3' 

25 to the translation stop codon and thus, together with the promoter elements, flank the coding 
sequence. Examples of transcription terminator and polyadenlyation signals include those 
derived from SV40. 

Methods of introducing exogenous nucleic acid into mammalian hosts, as well as other 
hosts, are available, and will vary with the host cell used. Techniques include dextran-mediated 
30 transfection, calcium phosphate precipitation, polybrene mediated transfection, protoplast 

fusion, electroporation, viral infection, encapsulation of the polynucleotide^) in liposomes, and 
direct microinjection of the DNA into nuclei. 
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In a preferred embodiment, cancer proteins are expressed in bacterial systems. 
Promoters from bacteriophage may also be used. In addition, synthetic promoters and hybrid 
promoters are also useful; e.g., the tac promoter is a hybrid of the trp and lac promoter 
sequences. Furthermore, a bacterial promoter can include naturally occurring promoters of non- 
5 bacterial origin that have the ability to bind bacterial RNA polymerase and initiate transcription. 
In addition to a functioning promoter sequence, an efficient ribosome binding site is desirable. 
The expression vector may also include a signal peptide sequence that provides for secretion of 
the cancer protein in bacteria. The protein is either secreted into the growth media (gram- 
positive bacteria) or into the periplasmic space, located between the inner and outer membrane 

10 of the cell (gram-negative bacteria). The bacterial expression vector may also include a 

selectable marker gene to allow for the selection of bacterial strains that have been transformed. 
Suitable selection genes include genes which render the bacteria resistant to drugs such as 
ampicillin, chloramphenicol, erythromycin, kanamycin, neomycin, and tetracycline. Selectable 
markers also include biosynthetic genes, such as those in the histidine, tryptophan, and leucine 

15 biosynthetic pathways. These components are assembled into expression vectors. Expression 
vectors for bacteria are well known, and include vectors for Bacillus subtilis, E. coli, 
Streptococcus cremoris, and Streptococcus lividans, among others (e.g., Fernandez and 
Hoeffler, supra). The bacterial expression vectors are transformed into bacterial host cells using 
techniques such as calcium chloride treatment, electroporation, and others. 

20 In one embodiment, cancer proteins are produced in insect cells using, e.g., expression 

vectors for the transformation of insect cells, and in particular, baculovirus-based expression 
vectors. 

In a preferred embodiment, a cancer protein is produced in yeast cells. Yeast expression 
systems are well known, and include expression vectors for Saccharomyces cerevisiae, Candida 
25 albicans and C. maltosa, Hansenula polymorpha, Kluyveromyces fragilis and K. lactis, Pichia 
guillerimondii and P. pastoris, Schizosaccharomyces pombe, and Yarrowia lipolytica. 

The cancer protein may also be made as a fusion protein, using available techniques. 
Thus, e.g., for the creation of monoclonal antibodies, if the desired epitope is small, the cancer 
protein may be fused to a carrier protein to form an immunogen. Alternatively, the cancer 
30 protein may be made as a fusion protein to increase expression, or for other reasons. For 

example, when the cancer protein is a cancer peptide, the nucleic acid encoding the peptide may 
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be linked to other nucleic acid for expression purposes. Fusion with detection epitope tags can 
be made, e.g., with FLAG, His6, myc, HA, etc. 

In a preferred embodiment, the cancer protein is purified or isolated after expression. 
Cancer proteins may be isolated or purified in a variety of ways depending on what other 

5 components are present in the sample and the requirements for purified product, e.g., natural 
conformation or denatured Standard purification methods include ammonium sulfate 
precipitations, electrophoretic, molecular, immunological, and chromatographic techniques, 
including ion exchange, hydrophobic, affinity, and reverse-phase HPLC chromatography, and 
chromatofocusing. For example, the cancer protein may be purified using a standard anti- 

1 0 cancer protein antibody column. Ultrafiltration and diafiltration techniques, in conjunction with 
protein concentration, are also useful. See, e.g., Walsh (2002) Proteins: Biochemistry and 
Biotechnology Wiley; Hardin, et al. (eds. 2001) Cloning, Gene Expression and Protein 
Purification Oxford Univ. Press; Wilson, et al. (eds. 2000) Encyclopedia of Separation Science 
Academic Press; and Scopes (1993) Protein Purification Springer-Verlag. The degree of 

1 5 purification necessary will vary depending on the use of the cancer protein. In some instances 
no purification will be necessary. 

Once expressed and purified if necessary, the cancer proteins and nucleic acids are 
useful in a number of applications. They may be used as immunoselection reagents, as vaccine 
reagents, as screening agents, therapeutic entities, for production of antibodies, as transcription 

20 or translation inhibitors, etc. 
Variants of cancer proteins 

Also included within one embodiment of cancer proteins are amino acid variants of the 
naturally occurring sequences, as determined herein. Preferably, the variants are preferably 
greater than about 75% homologous to the wild-type sequence, more preferably greater than 

25 about 80%, even more preferably greater than about 85%, and most preferably greater than 
90%. In some embodiments the homology will be as high as about 93-95% or 98%. As for 
nucleic acids, homology in this context means sequence similarity or identity, with identity 
being preferred. This homology will be determined using standard techniques, as are outlined 
above for nucleic acid homologies. 

30 Cancer proteins of the present invention may be shorter or longer than the wild type 

amino acid sequences. Thus, in a preferred embodiment, included within the definition of 
cancer proteins are portions or fragments of the wild type sequences herein. In addition, as 
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outlined above, the cancer nucleic acids of the invention may be used to obtain additional 
coding regions, and thus additional protein sequence. 

In one embodiment, the cancer proteins are derivative or variant cancer proteins as 
compared to the wild-type sequence. That is, as outlined more fully below, the derivative 
cancer peptide will often contain at least one amino acid substitution, deletion, or insertion, with 
amino acid substitutions being particularly preferred. The amino acid substitution, insertion, or 
deletion may occur at many residue positions within the cancer peptide. 

Also included within one embodiment of cancer proteins of the present invention are 
amino acid sequence variants. These variants typically fall into one or more of three classes: 
substitutional, insertional, or deletional variants. These variants ordinarily are prepared by site 
specific mutagenesis of nucleotides in the DNA encoding the cancer protein, using cassette or 
PCR mutagenesis or other techniques, to produce DNA encoding the variant, and thereafter 
expressing the DNA in recombinant cell culture as outlined above. However, variant cancer 
protein fragments having up to about 100-150 residues may be prepared by in vitro synthesis 
using established techniques. Amino acid sequence variants are characterized by the 
predetermined nature of the variation, a feature that sets them apart from naturally occurring 
allelic or interspecies variation of the cancer protein amino acid sequence. The variants 
typically exhibit a similar qualitative biological activity as a naturally occurring analogue, 
although variants can also be selected which have modified characteristics. 

While the site or region for introducing an amino acid sequence variation is often 
predetermined, the mutation per se need not be predetermined. For example, in order to 
optimize the performance of a mutation at a given site, random mutagenesis may be conducted 
at the target codon or region and the expressed cancer variants screened for the optimal 
combination of desired activity. Techniques for making substitution mutations at predetermined 
sites in DNA having a known sequence are well known, e.g., M13 primer mutagenesis and PCR 
mutagenesis. Screening of mutants is often done using assays of cancer protein activities. 

Amino acid substitutions are typically of single residues; insertions usually will be on 
the order of from about 1-20 amino acids, although considerably larger insertions may be 
tolerated. Deletions generally range from about 1-20 residues, although in some cases deletions 
may be much larger. 

Substitutions, deletions, insertions, or combination thereof may be used to arrive at a 
final derivative. Generally these changes are done on a few amino acids to minimize the 
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alteration of the molecule. However, larger changes may be tolerated in certain circumstances. 
When small alterations in the characteristics of the cancer protein are desired, substitutions are 
generally made in accordance with the amino acid substitution relationships described. 

The variants typically exhibit essentially the same qualitative biological activity and will 

5 elicit the same immune response as a naturally-occurring analog, although variants also are 
selected to modify the characteristics of cancer proteins as needed. Alternatively, the variant 
may be designed such that a biological activity of the cancer protein is altered. For example, 
glycosylation sites may be added, altered, or removed. 

Substantial changes in function or immunological identity are sometimes made by 

10 selecting substitutions that are less conservative than those described above. For example, 
substitutions may be made which more significantly affect: the structure of the polypeptide 
backbone in the area of the alteration, for example the alpha-helical or beta-sheet structure; the 
charge or hydrophobicity of the molecule at the target site; or the bulk of the side chain. 
Substitutions which generally are expected to produce the greatest changes in the polypeptide's 

15 properties are those in which (a) a hydrophilic residue, e.g., serine or threone is substituted for 
(or by) a hydrophobic residue, e.g., leucine, isoleucine, phenylalanine, valine, or alanine; (b) a 
cysteine or proline is substituted for (or by) another residue; (c) a residue having an 

i 

electropositive side chain, e.g., lysine, arginine, or histidine, is substituted for (or by) an 
electronegative residue, e.g., glutamic or aspartic acid; (d) a residue having a bulky side chain, 
20 e.g., phenylalanine, is substituted for (or by) one not having a side chain, e.g., glycine; or (e) a 
proline residue is incorporated or substituted, which changes the degree of rotational freedom of 
the peptidyl bond. 

Variants typically exhibit a similar qualitative biological activity and will elicit the same 
immune response as the naturally-occurring analog, although variants also are selected to 

25 modify the characteristics of the skin cancer proteins as needed. Alternatively, the variant may 
be designed such that the biological activity of the cancer protein is altered. For example, 
glycosylation sites may be altered or removed. 

Covalent modifications of cancer polypeptides are included within the scope of this 
invention. One type of covalent modification includes reacting targeted amino acid residues of 

30 a cancer polypeptide with an organic derivatizing agent that is capable of reacting with selected 
side chains or the N-or C-terminal residues of a cancer polypeptide. Derivatization with 
bifunctional agents is useful, for instance, for crosslinking cancer polypeptides to a water- 

44 



WO 03/042661 



PCT/US02/36810 



insoluble support matrix or surface for use in a method for purifying anti-cancer polypeptide 
antibodies or screening assays, as is more fully described below. Commonly used crosslinking 
agents include, e.g., l,l-bis(diazoacetyl>.2-phenylethane, glutaraldehyde, N- 
hydroxysuccinimide esters, e.g., esters with 4-azidosalicylic acid, homobifunctional 
5 imidoesters, including disuccinimidyl esters such as 3,3 f -ditWobis(succiniinidylpropionate), 
bifimctional maleimides such as bis-N-maleimido-l,8-octane and agents such as methyl-3-((p- 
azidophenyl)dithio)propioimidate. 

Other modifications include deamidation of glutaminyl and asparaginyl residues to the 
corresponding glutamyl and aspartyl residues, respectively, hydroxylation of proline and lysine, 

10 phosphorylation of hydroxyl groups of serinyl, threonyl, or tyrosyl residues, methylation of the 
amino groups of the lysine, arginine, and histidine side chains (e.g., pp. 79-86, Creighton (1992) 
Proteins: St ructure and Molecular Properties Freeman), acetylation of the N-terminal amine, 
and amidation of a C-terminal carboxyl group. 

Another type of covalent modification of the cancer polypeptide included within the 

1 5 scope of this invention comprises altering the native glycosylation pattern of the polypeptide. 
"Altering the native glycosylation pattern" is intended for purposes herein to mean deleting one 
or more carbohydrate moieties found in native sequence cancer polypeptide, and/or adding one 
or more glycosylation sites that are not present in the native sequence cancer polypeptide. 
Glycosylation patterns can be altered in many ways. Different cell types to express cancer- 

20 associated sequences can result in different glycosylation patterns. 

Addition of glycosylation sites to cancer polypeptides may also be accomplished by 
altering the amino acid sequence thereof. The alteration may be made, e.g., by the addition of, 
or substitution by, one or more serine or threonine residues to the native sequence cancer 
polypeptide (for O-linked glycosylation sites). The cancer amino acid sequence may optionally 

25 be altered through changes at the DNA level, particularly by mutating the DNA encoding the 
cancer polypeptide at preselected bases such that codons are generated that will translate into 
the desired amino acids. 

Another means of increasing the number of carbohydrate moieties on the cancer 
polypeptide is by chemical or enzymatic coupling of glycosides to the polypeptide. See, e.g., 

30 WO 87/05330; pp. 259-306 in Aplin and Wriston (1981) CRC Crit. Rev. Biochem. 

Removal of carbohydrate moieties present on the cancer polypeptide may be 
accomplished chemically or enzymatically or by mutational substitution of codons encoding for 
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amino acid residues that serve as targets for glycosylation. Chemical deglycosylation 
techniques are applicable. See, e.g., Sojar and Bahl (1987) Arch. Biochem. Biophvs. 259:52-57 
and Edge, et al. (1981) Anal. Biochem. 118:131-137. Enzymatic cleavage of carbohydrate 
moieties on polypeptides can be achieved by the use of a variety of endo-and exo-glycosidases. 
See, e.g., Thotakura, et al. (1987) Meth. Enzvmol. 138:350-359. 

Another type of covalent modification of cancer comprises linking the cancer 
polypeptide to one of a variety of nonproteinaceous polymers, e.g., polyethylene glycol, 
polypropylene glycol, or polyoxyalkylenes, in the manner set forth in U.S. Patent Nos. 
4,640,835; 4,496,689; 4,301,144; 4,670,417; 4,791,192, or 4,179,337. 

Cancer polypeptides of the present invention may also be modified in a way to form 
chimeric molecules comprising a cancer polypeptide fused to another heterologous polypeptide 
or amino acid sequence. In one embodiment, such a chimeric molecule comprises a fusion of a 
cancer polypeptide with a tag polypeptide which provides an epitope to which an anti-tag 
antibody can selectively bind. The epitope tag is generally placed at the amino-or carboxyl- 
terminus of the cancer polypeptide. The presence of such epitope-tagged forms of a cancer 
polypeptide can be detected using an antibody against the tag polypeptide. Also, provision of 
the epitope tag enables the cancer polypeptide to be readily purified by affinity purification 
using an anti-tag antibody or another type of affinity matrix that binds to the epitope tag. In an 
alternative embodiment, the chimeric molecule may comprise a fusion of a cancer polypeptide 
with an immunoglobulin or a particular region of an immunoglobulin. For a bivalent form of 
the chimeric molecule, such a fusion could be to the Fc region of an IgG molecule. 

Various tag polypeptides and their respective antibodies are available. Examples" 
include poly-histidine (poly-his) or poly-histidine-glycine (poly-his-gly) tags; HIS6 and metal 
chelation tags, the flu HA tag polypeptide and its antibody 12CA5 (Field, et al. (1988) Mol. 
Cell. Biol. 8:2159-2165); the c-myc tag and the 8F9, 3C7, 6E10, G4, B7, and 9E10 antibodies 
thereto (Evan, et al. (1985) Molecular and Cellular Biology 5:3610-3616); and the Herpes 
Simplex virus glycoprotein D (gD) tag and its antibody (Paborsky, et al. (1990) Protein 
Engineering 3(6):547-553). Other tag polypeptides include the Flag-peptide (Hopp, et al. 
(1988) BioTechnology 6:1204-1210); the KT3 epitope peptide (Martin, et al. (1992) Science 
255:192-194); tubulin epitope peptide (Skinner, et al. (1991) J. Biol. Chem. 266:15163-15166); 
and the T7 gene 10 protein peptide tag (Lutz-Freyermuth, et al. (1990) Proc. Natl. Acad. Sci. 
USA 87:6393-6397). 
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Also included are other cancer proteins of the cancer family, and cancer proteins from 
other organisms, which are cloned and expressed as outlined below. Thus, probe or degenerate 
polymerase chain reaction (PCR) primer sequences may be used to find other related cancer 
proteins from humans or other organisms. Particularly useful probe and/or PCR primer 
5 sequences include the unique areas of the cancer nucleic acid sequence. Preferred PCR primers 
are from about 15-35 nucleotides in length, with from about 20-30 being preferred, and may 
contain inosine as needed. The conditions for PCR reaction have been well described (e.g., 
Innis, PCR Protocols, supra). 

In addition, cancer proteins can be made that are longer than those encoded by the 

10 nucleic acids of the Tables, e.g., by the elucidation of extended sequences, the addition of 
epitope or purification tags, the addition of other fusion sequences, etc. 

Cancer proteins may also be identified as being encoded by cancer nucleic acids. Thus, 
cancer proteins are encoded by nucleic acids that will hybridize to the sequences of the 
sequence listings, or their complements, as outlined herein. 

1 5 Antibodies to cancer proteins 

In a preferred embodiment, when the cancer protein is to be used to generate antibodies, 
e.g., for immunotherapy or immunodiagnosis, the cancer protein should share at least one 
epitope or determinant with the full length protein. By "epitope" or "determinant" herein is 
typically meant a portion of a protein which will generate and/or bind an antibody or T-cell 

20 receptor in the context of MHC. Thus, in most instances, antibodies made to a smaller cancer 
protein will be able to bind to the full-length protein, particularly linear epitopes, hi a preferred 
embodiment, the epitope is unique; that is, antibodies generated to a unique epitope show little 
or no cross-reactivity. In a preferred embodiment, the epitope is selected from a protein 
sequence set out in the tables. 

25 Methods of preparing polyclonal antibodies exist (e.g., Coligan, supra; and Harlow and 

Lane, supra). Polyclonal antibodies can be raised in a mammal, e.g., by one or more injections 
of an immunizing agent and, if desired, an adjuvant. Typically, the immunizing agent and/or 
adjuvant will be injected in the mammal by multiple subcutaneous or intraperitoneal injections. 
The immunizing agent may include a protein encoded by a nucleic acid of Tables 2A-80 or 

30 fragment thereof or a fusion protein thereof. It may be useful to conjugate the immunizing 
agent to a protein known to be immunogenic in the mammal being immu nized. Examples of 
such immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum 
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albumin, bovine thyroglobulin, and soybean trypsin inhibitor. Examples of adjuvants which 
may be employed include Freund's complete adjuvant and MPL-TDM adjuvant 
(monophosphoryl Lipid A, synthetic trehalose dicorynomycolate). Various immunization 
protocols may be used. 

5 The antibodies may, alternatively, be monoclonal antibodies. Monoclonal antibodies 

may be prepared using hybridoma methods, such as those described by Kohler and Milstein 
(1975) Nature 256:495. In a hybridoma method, a mouse, hamster, or other appropriate host 
animal, is typically immunized with an immunizing agent to elicit lymphocytes that produce or 
are capable of producing antibodies that will specifically bind to the immunizing agent. 

10 Alternatively, the lymphocytes may be immunized in vitro. The immunizing agent will 

typically include a polypeptide encoded by a nucleic acid of the tables or fragment thereof, or a 
fusion protein thereof. Generally, either peripheral blood lymphocytes ("PBLs") are used if 
cells of human origin are desired, or spleen cells or lymph node cells are used if non-human 
mammalian sources are desired. The lymphocytes are then fused with an immortalized cell line 

1 5 using a suitable fusing agent, such as polyethylene glycol, to form a hybridoma cell (e.g., pp. 
59-103 in Goding (1986) Monoclonal Antibodies: Principles and Practice Academic Press). 
Immortalized cell lines are usually transformed mammalian cells, particularly myeloma cells of 
rodent, bovine, or human origin. Usually, rat or mouse myeloma cell lines are employed. The 
hybridoma cells may be cultured in a suitable culture medium that preferably contains one or 

20 more substances that inhibit the growth or survival of the unfiised, immortalized cells. For 

example, if the parental cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase 
(HGPRT or HPRT), the culture medium for the hybridomas typically will include 
hypoxanthine, aminopterin, and thymidine ("HAT medium"), which substances prevent the 
growth of HGPRT-deficient cells. 

25 In one embodiment, the antibodies are bispecific antibodies. Bispecific antibodies are 

monoclonal, preferably human or humanized, antibodies that have binding specificities for at 
least two different antigens or that have binding specificities for two epitopes on the same 
antigen. In one embodiment, one of the binding specificities is for a protein encoded by a 
nucleic acid of the tables or a fragment thereof, the other one is for another antigen, and 

30 preferably for a cell-surface protein or receptor or receptor subunit, preferably one that is tumor 
specific. Alternatively, tetramer-type technology may create multivalent reagents. 
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In a preferred embodiment, the antibodies to cancer protein are capable of reducing or 
eliminating a biological function of a cancer protein, in a naked form or conjugated to an 
effector moiety, as is described below. That is, the addition of anti-cancer protein antibodies 
(either polyclonal or preferably monoclonal) to cancer tissue (or cells containing cancer) may 
5 reduce or eliminate the cancer. Generally, at least a 25% decrease in activity, growth, size, or 
the like is preferred, with at least about 50% being particularly preferred and about a 95-100% 
decrease being especially preferred. 

In a preferred embodiment the antibodies to the cancer proteins are humanized 
antibodies (e.g., Xenerex Biosciences, Medarex, Inc., Abgenix, Inc., Protein Design Labs, Inc.) 

10 Humanized forms of non-human (e.g., murine) antibodies are chimeric molecules of 

immunoglobulins, immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab 1 , F(ab f )2 
or other antigen-binding subsequences of antibodies) which contain minimal sequence derived 
from non-human immunoglobulin. Humanized antibodies include human immunoglobulins 
(recipient antibody) in which residues from a complementary determining region (CDR) of the 

1 5 recipient are replaced by residues from a CDR of a non-human species (donor antibody) such as 
mouse, rat, or rabbit having the desired specificity, affinity, and capacity. In some instances, Fv 
framework residues of a human immunoglobulin are replaced by corresponding non-human 
residues. Humanized antibodies may also comprise residues which are found neither in the 
recipient antibody nor in the imported CDR or framework sequences. In general, a humanized 

20 antibody will comprise substantially all of at least one, and typically two, variable domains, in 
which all or substantially all of the CDR regions correspond to those of a non-human 
immunoglobulin and all or substantially all of the framework (FR) regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will typically 
comprise at least a portion of an immunoglobulin constant region (Fc), typically that of a human 

25 immunoglobulin (Jones, et al. (1986) Nature 321 :522-525; Riechmann, et al. (1988) Nature 
332:323-329; and Presta (1992) Curr. Op. Struct. Biol. 2:593-596). Humanization can be 
essentially performed following the method of Winter and co-workers (Jones, et al. (1986) 
Nature 321:522-525; Riechmann, et al. (1988) Nature 332:323-327; Verhoeyen, et al. (1988) 
Science 239:1534-1536), by substituting rodent CDRs or CDR sequences for corresponding 

30 sequences of a human antibody. Accordingly, such humanized antibodies are chimeric 

antibodies (U.S. Patent No. 4,816,567), wherein substantially less than an intact human variable 
domain has been substituted by corresponding sequence from a non-human species. 
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Human antibodies can also be produced using phage display libraries (Hoogenboom and 
Winter (1992) J. Mol. Biol. 227:381-388; Marks, et al. (1991) J, Mol. Biol. 222:581-597) or 
human monoclonal antibodies (e.g., p. 77, Cole, et al. in Reisfeld and Sell (1985) Monoclonal 
Antibodies and Cancer Therapy Liss; and Boemer, et al. (1991) J. Immunol 147:86-95). 

5 Similarly, human antibodies can be made by introducing human immunoglobulin loci into 
transgenic animals, e.g., mice in which the endogenous immunoglobulin genes have been 
partially or completely inactivated. Upon challenge, human antibody production is observed, 
which closely resembles that seen in humans in nearly all respects, including gene 
rearrangement, assembly, and antibody repertoire. This approach is described, e.g., in U.S. 

10 Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; 5,661,016, and in the 

following scientific publications: Marks, et al. (1992) Bio/Technology 10:779-783; Lonberg, et 
al. (1994) Nature 368:856-859; Morrison (1994) Nature 368:812-13; Fishwild, et al. (1996) 
Nature Biotechnology 14:845-851; Neuberger (1996) Nature Biotechnology 14:826; and 
Lonberg and Huszar (1995) Intern. Rev. Immunol. 13:65-93. 

1 5 By immunotherapy is meant treatment of cancer with an antibody raised against cancer 

proteins. As used herein, immunotherapy can be passive or active. Passive immunotherapy as 
defined herein is the passive transfer of antibody to a recipient (patient). Active immunization 
is the induction of antibody and/or T-cell responses in a recipient (patient). Induction of an 
immune response is the result of providing the recipient with an antigen to which antibodies are 

20 raised. The antigen may be provided by injecting a polypeptide against which antibodies are 
desired to be raised into a recipient, or contacting the recipient with a nucleic acid capable of 
expressing the antigen and under conditions for expression of the antigen, leading to an immune 
response. 

In a preferred embodiment the cancer proteins against which antibodies are raised are 
25 secreted proteins as described above. Without being bound by theory, antibodies used for 
treatment may bind and prevent the secreted protein from binding to its receptor, thereby 
inactivating the secreted cancer protein, e.g., in autocrine signaling. 

In another preferred embodiment, the cancer protein to which antibodies are raised is a 
transmembrane protein. Without being bound by theory, antibodies used for treatment may 
30 bind the extracellular domain of the cancer protein and prevent it from binding to other proteins, 
such as circulating ligands or cell-associated molecules. The antibody may cause down- 
regulation of the transmembrane cancer protein. The antibody may be a competitive, non- 
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competitive or uncompetitive inhibitor of protein binding to the extracellular domain of the 
cancer protein. The antibody may also be an antagonist of the cancer protein. Further, the 
antibody may prevent activation of the transmembrane cancer protein, or may induce or 
suppress a particular cellular pathway. In one aspect, when the antibody prevents the binding of 
other molecules to the cancer protein, (he antibody prevents growth of the cell. The antibody 
may also be used to target or sensitize the cell to cytotoxic agents, including, but not limited to 
TNF-a, TNF-p, DL-1, DSfF-y, and IL-2, or chemotherapeutic agents including 5FU, vinblastine, 
actinomycin D, cisplatin, methotrexate, and the like. In some instances the antibody may 
belong to a sub-type that activates serum complement when complexed with the transmembrane 
protein thereby mediating cytotoxicity or antigen-dependent cytotoxicity (ADCC). Thus, 
cancer may be treated by administering to a patient antibodies directed against the 
transmembrane cancer protein. Antibody-labeling may activate a co-toxin, localize a toxin 
payload, target a drug loaded liposome, or otherwise provide means to locally ablate cells. 

In another preferred embodiment, the antibody is conjugated to an effector moiety. The 
effector moiety can be various molecules, including labeling moieties such as radioactive labels 
or fluorescent labels, or can be a therapeutic moiety. In one aspect the therapeutic moiety is a 
small molecule that modulates the activity of a cancer protein. In another aspect the therapeutic 
moiety may modulate the activity of molecules associated with or in close proximity to a cancer 
protein. The therapeutic moiety may inhibit enzymatic or signaling activity such as protease or 
collagenase or protein kinase activity associated with cancer, or be an attractant of other cells, 
such as NK cells. See, e.g., USSN 09/544,494. 

In a preferred embodiment, the therapeutic moiety can also be a cytotoxic agent. In this 
method, targeting the cytotoxic agent to cancer tissue or cells results in a reduction in the 
number of afflicted cells, thereby reducing symptoms associated with cancer. Cytotoxic agents 
are numerous and varied and include, but are not limited to, cytotoxic drugs or toxins or active 
fragments of such toxins. Suitable toxins and their corresponding fragments include diphtheria 
A chain, exotoxin A chain, ricin A chain, abrin A chain, curcin, crotin, phenomycin, enomycin, 
saporin, auristatin, and the like. Cytotoxic agents also include radiochemicals made by 
conjugating radioisotopes to antibodies raised against cancer proteins, or binding of a 
radionuclide to a chelating agent that has been covalently attached to the antibody. Targeting 
the therapeutic moiety to transmembrane cancer proteins not only serves to increase the local 
concentration of therapeutic moiety in the cancer afflicted area, but also serves to reduce 
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deleterious side effects that may be associated with the untargeted therapeutic moiety. 
Antibody fragments may be used to target toxin loaded liposomes. 

In another preferred embodiment, the cancer protein against which the antibodies are 
raised is an intracellular protein. In this case, the antibody may be conjugated to a protein 
5 which facilitates entry into the cell. In one case, the antibody enters the cell by endocytosis. In 
another embodiment, a nucleic acid encoding the antibody is administered to the individual or 
cell. Moreover, wherein the cancer protein can be targeted within a cell, e.g., the nucleus, an 
antibody thereto may contain a signal for that target localization, e.g., a nuclear localization 
signal. 

10 The cancer antibodies of the invention specifically bind to cancer proteins. By 

"specifically bind" herein is meant that the antibodies bind to the protein with a of at least 
about 0.1 mM, more usually at least about 1 /iM, preferably at least about 0.1 juM or better, and 
most preferably, 0.01 fiM or better. Selectivity of binding to the specific target and not to 
related sequences is often also important. 

1 5 Detection of cancer sequence for diagnostic and therapeutic applications 

In one aspect, the RNA expression levels of genes are determined for different cellular 
states in the cancer phenotype. Expression levels of genes in normal tissue (e.g., not 
undergoing cancer) and in cancer tissue (and in some cases, for varying severities of cancer that 
relate to prognosis, as outlined below), or in non-malignant disease are evaluated to provide 

20 expression profiles. A gene expression profile of a particular cell state or point of development 
is essentially a "fingerprint" of the state of the cell. While two states may have a particular gene 
similarly expressed, the evaluation of a number of genes simultaneously allows the generation 
of a gene expression profile that is reflective of the state of the cell. By comparing expression 
profiles of cells in different states, information regarding which genes are important (including 

25 both up- and down-regulation of genes) in each of these states is obtained. Then, diagnosis may 
be performed or confirmed to determine whether a tissue sample has the gene expression profile 
of normal or cancerous tissue. This will provide for molecular diagnosis of related conditions. 

"Differential expression," or grammatical equivalents as used herein, refers to qualitative 
or quantitative differences in the temporal and/or cellular gene expression patterns within and 

30 among cells and tissue. Thus, a differentially expressed gene can qualitatively have its 

expression altered, including an activation or inactivation, in, e.g., normal versus cancer tissue. 
Genes may be turned on or turned off in a particular state, relative to another state thus 
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permitting comparison of two or more states. A qualitatively regulated gene will exhibit an 
expression pattern within a state or cell type which is detectable by standard techniques. Some 
genes will be expressed in one state or cell type, but not in both. Alternatively, the difference in 
expression may be quantitative, e.g., in that expression is increased or decreased; e.g., gene 

5 expression is either upregulated, resulting in an increased amount of transcript, or 

downregulated, resulting in a decreased amount of transcript. The degree to which expression 
differs need only be large enough to quantify via standard characterization techniques as 
outlined below, such as by use of Affymetrix GeneChip™ expression arrays. See, Lockhart 
(1996) Nature Biotechnology 14:1675-1680. Other techniques include, but are not limited to, 

10 quantitative reverse transcriptase PCR, northern analysis, and RNase protection. As outlined 
above, preferably the change in expression (e.g., upregulation or downregulation) is at least 
about 50%, more preferably at least about 100%, more preferably at least about 150%, more 
• preferably at least about 200%, with from 300 to at least 1000% being especially preferred. 
Evaluation may be at the gene transcript or the protein level. The amount of gene 

15 expression may be monitored using nucleic acid probes to the RNA or DNA equivalent of the 
gene transcript, and the quantification of gene expression levels, or, alternatively, the final gene 
product itself (protein) can be monitored, e.g., with antibodies to the cancer protein and standard 
immunoassays (ELIS As, etc.) or other techniques, including mass spectroscopy assays, 2D gel 
electrophoresis assays, etc. Proteins corresponding to cancer genes, e.g., those identified as 

20 being important in a cancer or disease phenotype, can be evaluated in a cancer diagnostic test. 
In a preferred embodiment, gene expression monitoring is performed simultaneously on a 
number of genes. Multiple protein expression monitoring can be performed as well. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. The assays 

25 are further described below in the example. PCR techniques can be used to provide greater 
sensitivity. 

In a preferred embodiment nucleic acids encoding the cancer protein are detected. 
Although DNA or RNA encoding the cancer protein may be detected, of particular interest are 
methods wherein an mRNA encoding a cancer protein is detected. Probes to detect mRNA can 
30 be a nucleotide/deoxynucleotide probe that is complementary to and hybridizes with the mRNA 
and includes, but is not limited to, oligonucleotides, cDNA, or RNA. Probes also should 
contain a detectable label, as defined herein. In one method the mRNA is detected after 
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immobilizing the nucleic acid to be examined on a solid support such as nylon membranes and 
hybridizing the probe with the sample. Following washing to remove the non-specifically 
bound probe, the label is detected. In another method, detection of the mRNA is performed in 
situ. In this method permeabilized cells or tissue samples are contacted with a detectably 
5 labeled nucleic acid probe for sufficient time to allow the probe to hybridize with the target 
mRNA. Following washing to remove the non-specifically bound probe, the label is detected. 
For example a digoxygenin labeled riboprobe (RNA probe) that is complementary to the mRNA 
encoding a cancer protein is detected by binding the digoxygenin with an anti-digoxygenin 
secondary antibody and developed with nitro blue tetrazolium and 5-bromo-4-chloro-3-indoyl 
10 phosphate. 

In a preferred embodiment, various proteins from the three classes of proteins as 
described herein (secreted, transmembrane, or intracellular proteins) are used in diagnostic 
assays. The cancer proteins, antibodies, nucleic acids, modified proteins, and cells containing 
cancer sequences are used in diagnostic assays. This can be performed on an individual gene or 

1 5 corresponding polypeptide level. In a preferred embodiment, the expression profiles are used, 
preferably in conjunction with high throughput screening techniques to allow monitoring for 
expression profile genes and/or corresponding polypeptides. 

As described and defined herein, cancer proteins, including intracellular, 
transmembrane, or secreted proteins, find use as markers of cancer, e.g., for prognostic or 

20 diagnostic purposes. Detection of these proteins in putative cancer tissue allows for detection, 
prognosis, or diagnosis of cancer or similar disease, and for selection of therapeutic strategy. In 
one embodiment, antibodies are used to detect cancer proteins. A preferred method separates 
proteins from a sample by electrophoresis on a gel (typically a denaturing and reducing protein 
gel, but may be another type of gel, including isoelectric focusing gels and the like). Following 

25 separation of proteins, the cancer protein is detected, e.g., by immunoblotting with antibodies 
raised against the cancer protein. 

In another preferred method, antibodies to the cancer protein find use in in situ imaging 
techniques, e.g., in histology. See, e.g., Asai, et al. (eds. 1993) Methods in Cell Biology: 
Antibodies in Cell Biology (vol. 37) Academic Press. In this method, cells are contacted with 

30 from one to many antibodies to the cancer protein(s). Following washing to remove non- 
specific antibody binding, the presence of the antibody or antibodies is detected. In one 
embodiment the antibody is detected by incubating with a secondary antibody that contains a 
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detectable label. In another method the primary antibody to the cancer protein(s) contains a 
detectable label, e.g., an enzyme marker that can act on a substrate. In another preferred 
embodiment each one of multiple primary antibodies contains a distinct and detectable label. 
This method finds particular use in simultaneous screening for a plurality of cancer proteins. 
5 Many other histological imaging techniques are also provided by the invention. 

In a preferred embodiment the label is detected in a fluorometer which has the ability to 
detect and distinguish emissions of different wavelengths. In addition, a fluorescence activated 
cell sorter (FACS) can be used in the method. 

In another preferred embodiment, antibodies find use in diagnosing cancer from blood, 

10 serum, plasma, stool, and other samples. Such samples, therefore, are useful as samples to be 
probed or tested for the presence of cancer proteins. Antibodies can be used to detect a cancer 
protein by previously described immunoassay techniques including ELIS A, immunoblotting 
(western blotting), immunoprecipitation, BIACORE technology and the like. Conversely, the 
presence of antibodies may indicate an immune response against an endogenous cancer protein. 

15 ^ a preferred embodiment, in situ hybridization of labeled cancer nucleic acid probes to 

tissue arrays is done. For example, arrays of tissue samples, including cancer tissue and/or 
normal tissue, are made. In situ hybridization (see, e.g., Ausubel, supra) is then performed. 
When comparing the fingerprints between an individual and a standard, a diagnosis, a 
prognosis, or a prediction may be based on the findings. It is further understood that the genes 

20 which indicate the diagnosis may differ from those which indicate the prognosis and molecular 
profiling of the condition of the cells may lead to distinctions between responsive or refractory 
conditions or may be predictive of outcomes. 

In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 
proteins, and cells containing cancer sequences are used in prognosis assays. As above, gene 

25 expression profiles can be generated that correlate to cancer, clinical, pathological, or other 
information, in terms of long term prognosis. Again, this may be done on either a protein or 
gene level, with the use of genes being preferred Single or multiple genes may be useful in 
various combinations. As above, cancer probes may be attached to biochips for the detection 
and quantification of cancer sequences in a tissue or patient. The assays proceed as outlined 

30 above for diagnosis. PCR method may provide more sensitive and accurate quantification. 
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Assays for therapeutic compounds 

In a preferred embodiment, the proteins, nucleic acids, and antibodies as described 
herein are used in drug screening assays. The cancer proteins, antibodies, nucleic acids, 
modified proteins, and cells containing cancer sequences are used in drug screening assays or 
by evaluating the effect of drug candidates on a "gene expression profile 11 or expression profile 
of polypeptides. In a preferred embodiment, the expression profiles are used, preferably in 
conjunction with high throughput screening techniques, to allow monitoring for expression 
profile genes after treatment with a candidate agent (e.g., Zlokarnik, et al. (1998) Science 
279:84-88; Heid (1996) Genome Res. 6:986-994. 

In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 
proteins and cells containing the native or modified cancer proteins are used in screening 
assays. That is, the present invention provides novel methods for screening for compositions 
which modulate the cancer phenotype or an identified physiological function of a cancer 
protein. As above, this can be done on an individual gene level or by evaluating the effect of 
drug candidates on a "gene expression profile". In a preferred embodiment, the expression 
profiles are used, preferably in conjunction with high throughput screening techniques, to allow 
monitoring for expression profile genes after treatment with a candidate agent, see Zlokarnik, 
supra. 

Having identified the differentially expressed genes herein, a variety of assays may be 
performed. In a preferred embodiment, assays may be run on an individual gene or protein 
level. That is, having identified a particular gene as up regulated in cancer, test compounds can 
be screened for the ability to modulate gene expression or for binding to the cancer protein. 
"Modulation" thus includes both an increase and a decrease in gene expression. The preferred 
amount of modulation will depend on the original change of the gene expression in normal 
versus tissue undergoing cancer, with changes of at least 10%, preferably 50%, more preferably 
100-300%, and in some embodiments 300-1000% or greater. Thus, if a gene exhibits a 4-fold 
increase in cancer tissue compared to normal tissue, a decrease of about four-fold is often 
desired; similarly, a 10-fold decrease in cancer tissue compared to normal tissue often provides 
a target value of a 10-fold increase in expression to be induced by the test compound. 

The amount of gene expression may be monitored using nucleic acid probes and the 
quantification of gene expression levels, or, alternatively, the gene product itself can be 
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monitored, e.g., through the use of antibodies to the cancer protein and standard immunoassays. 
Proteomics and separation techniques may also allow quantification of expression. 

In a preferred embodiment, gene expression or protein monitoring of a number of 
entities, e.g., an expression profile, is monitored simultaneously. Such profiles will typically 
5 involve a plurality of those entities described herein. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. 
Alternatively, PCR may be used. Thus, a series, e.g., of microtiter plate, may be used with 
dispensed primers in desired wells. A PCR reaction can then be performed and analyzed for 
10 each well 

Modulators of cancer 

Expression monitoring can be performed to identify compounds that modify the 
expression of one or more cancer-associated sequences, e.g., a polynucleotide sequence set out 

15 in the tables. Generally, in a preferred embodiment, a test modulator is added to the cells prior 
to analysis. Moreover, screens are also provided to identify agents that modulate cancer, 
modulate cancer proteins, bind to a cancer protein, or interfere with the binding of a cancer 
protein and an antibody or other binding partner. 

The term "test compound" or "drug candidate" or "modulator" or grammatical 

20 equivalents as used herein describes a molecule, e.g., protein, oligopeptide, small organic 
molecule, polysaccharide, polynucleotide, etc., to be tested for the capacity to directly or 
indirectly alter the cancer phenotype or the expression of a cancer sequence, e.g., a nucleic acid 
or protein sequence. In preferred embodiments, modulators alter expression profiles, or 
expression profile nucleic acids or proteins provided herein. In one embodiment, the modulator 

25 suppresses a cancer phenotype, e.g., to a normal or non-malignant tissue fingerprint. In another 
embodiment, a modulator induced a cancer phenotype. Generally, a plurality of assay mixtures 
are run in parallel with different agent concentrations to obtain a differential response to the 
various concentrations. Typically, one of these concentrations serves as a negative control, e.g., 
at zero concentration or below the level of detection. 

30 Drug candidates encompass numerous chemical classes, though typically they are 

organic molecules, preferably small organic compounds having a molecular weight of more 
than 100 and less than about 2,500 daltons. Preferred small molecules are less than 2000, or 
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less than 1500, or less than 1000, or less than 500 D. Candidate agents comprise functional 
groups necessary for structural interaction with proteins, particularly hydrogen bonding, and 
typically include at least an amine, caibonyl, hydroxyl or caiboxyl group, preferably at least two 
of the functional chemical groups. The candidate agents often comprise cyclical carbon or 

5 heterocyclic structures and/or aromatic or polyaromatic structures substituted with one or more 
of the above functional groups. Candidate agents are also found among biomolecules including 
peptides, saccharides, fatty acids, steroids, purines, pyrimidines, derivatives, structural analogs, 
or combinations thereof. Particularly preferred are peptides. 

In one aspect, a modulator will neutralize the effect of a cancer protein. By "neutralize" 

10 is meant that activity of a protein is inhibited or blocked and the consequent effect on the cell. 

In certain embodiments, combinatorial libraries of potential modulators will be screened 
for an ability to bind to a cancer polypeptide or to modulate activity. Conventionally, new 
chemical entities with useful properties are generated by identifying a chemical compound 
(called a "lead compound") with some desirable property or activity, e.g., inhibiting activity, 

15 creating variants of the lead compound, and evaluating the property and activity of those variant 
compounds. Often, high throughput screening (HTS) methods are employed for such an 
analysis. See, e.g., Janzen (2002) High Throughput Screening: Methods and Protocols 
Humana; Devlin (ed. 1997) High Throughput Screening: The Discovery of Bioactive 
Substances Dekker; and Mei and Czamik (eds. 2002) Integrated Drug Discovery Techniques 

20 Dekker. 

In one preferred embodiment, high throughput screening methods invplve providing a 
library containing a large number of potential therapeutic compounds (candidate compounds). 
Such "combinatorial chemical libraries" are then screened in one or more assays to identify 
those library members (particular chemical species or subclasses) that display a desired 

25 characteristic activity. The compounds thus identified can serve as conventional "lead 
compounds" or can themselves be used as potential or actual therapeutics. 

A combinatorial chemical library is a collection of diverse chemical compounds 
generated by either chemical synthesis or biological synthesis by combining a number of 
chemical "building blocks" such as reagents. For example, a linear combinatorial chemical 

30 library, such as a polypeptide (e.g., mutein) library, is formed by combining a set of chemical 
building blocks called amino acids in every possible way for a given compound length (e.g., the 
number of amino acids in a polypeptide compound). Millions of chemical compounds can be 
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synthesized through such combinatorial mixing of chemical building blocks (Gallop, et al. 
(1994) J. Med. Chem. 37:1233-1251). 

Preparation and screening of combinatorial chemical libraries is well known. Such 
combinatorial chemical libraries include, but are not limited to, peptide libraries (see, e.g., U.S. 
5 Patent No. 5,010,175, Furka (1991) Pept. Prot. Res. 37:487-493, Houghton, et al. (1991) Nature 
354:84-88), peptoids (PCT Publication No WO 91/19735), encoded peptides (PCT Publication 
WO 93/20242), random bio-oligomers (PCT Publication WO 92/00091), benzodiazepines (U.S. 
Pat. No. 5,288,514), diversomers such as hydantoins, benzodiazepines and dipeptides (Hobbs, et 
al. (1993) Proc. Natl. Acad. Sci. USA 90:6909-6913, vinylogous polypeptides (Hagihara, et al. 

10 (1992) J. Amer. Chem. Soc. 1 14:6568-570), nonpeptidal peptidomimetics with a Beta-D- 
Glucose scaffolding (Hirschmann, et al. (1992) J. Amer. Chem. Soc. 114:9217-9218), 
analogous organic syntheses of small compound libraries (Chen, et al. (1994) J. Amer. Chem. 
Soc, 1 16:2661-662), oligocaibamates (Cho, et al. (1993) Science 261:1303-1305), and/or 
peptidyl phosphonates (Campbell, et al. (1994) J. Org. Chem. 59:658). See, generally, Gordon, 

15 et al. (1994) J. Med. Chem. 37:1385-1401, nucleic acid libraries (see, e.g., Stratagene, Corp.), 
peptide nucleic acid libraries (see, e.g., U.S. Patent 5,539,083), antibody libraries (see, e.g., 
Vaughn, et al. (1996) Nature Biotechnolog y 14f3^:309-314 T and PCT/US96/1 0287), 
carbohydrate libraries (see, e.g., Liang, et al. (1996) Science 274:1520-1522, and U.S. Patent 
No. 5,593,853), and small organic molecule libraries (see, e.g., benzodiazepines, page 33 Baum 

20 (Jan 18, 1993) C&EN: isoprenoids, U.S. Patent No. 5,569,588; thiazolidinones and 

metathiazanones, U.S. Patent No. 5,549,974; pyrrolidines, U.S. Patent Nos. 5,525,735 and 
5,519,134; morpholino compounds, U.S. Patent No. 5,506,337; benzodiazepines, U.S. Patent 
No. 5,288,514; and the like). 

Devices for the preparation of combinatorial libraries are commercially available (see, 

25 e.g., 357 MPS, 390 MPS, Advanced Chem Tech, Louisville KY, Symphony, Rainin, Wobum, 
MA, 433 A Applied Biosystems, Foster City, CA, 9050 Plus, Millipore, Bedford, MA). 

A number of well known robotic systems have also been developed for solution phase 
chemistries. These systems include automated workstations like the automated synthesis 
apparatus developed by Takeda Chemical Industries, LTD. (Osaka, Japan) and many robotic 

30 systems utilizing robotic arms (Zymate n, Zymark Corporation, Hopkinton, Mass.; Orca, 

Hewlett-Packard, Palo Alto, Calif.), which mimic manual synthetic operations performed by a 
chemist. The above devices are suitable for use with the present invention- The nature and 
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implementation of modifications to these devices (if any) so that they can operate as discussed 
herein will be apparent. In addition, numerous combinatorial libraries are themselves 
commercially available (see, e.g., ComGenex, Princeton, N.J., Asinex, Moscow, Ru, Tripos, 
Inc., St. Louis, MO, ChemStar, Ltd, Moscow, RU, 3D Pharmaceuticals, Exton, PA, Martek 
5 Biosciences, Columbia, MD, etc.). 

The assays to identify modulators are amenable to high throughput screening. Preferred 
assays thus detect enhancement or inhibition of cancer gene transcription, inhibition, or 
enhancement of polypeptide expression, and inhibition or enhancement of polypeptide activity. 
High throughput assays for the presence, absence, quantification, or other properties of 

10 particular nucleic acids or protein products are well known. Similarly, binding assays and 

reporter gene assays are similarly well known. Thus, e.g., U.S. Patent No. 5,559,410 discloses 
high throughput screening methods for proteins, U.S. Patent No. 5,585,639 discloses high 
throughput screening methods for nucleic acid binding (e.g., in arrays), while U.S. Patent Nos. 
5,576,220 and 5,541,061 disclose high throughput methods of screening for ligand/antibody 

15 binding. 

In addition, high throughput screening systems are commercially available (see, e.g., 
Zymark Corp., Hopkinton, MA; Air Technical Industries, Mentor, OH; Beckman Instruments, 
Inc. Fullerton, CA; Precision Systems, Inc., Natick, MA, etc.). These systems typically 
automate entire procedures, including sample and reagent pipetting, liquid dispensing, timed 

20 incubations, and final readings of the microplate in detectors) appropriate for the assay. These 
configurable systems provide high throughput and rapid start up as well as a high degree of 
flexibility and customization. The manufacturers of such systems provide detailed protocols for 
various high throughput systems. Thus, e.g., Zymark Corp. provides technical bulletins 
describing screening systems for detecting the modulation of gene transcription, ligand binding, 

25 and the like. 

In one embodiment, modulators are proteins, often naturally occurring proteins or 
fragments of naturally occurring proteins. Thus, e.g., cellular extracts containing proteins, or 
random or directed digests of proteinaceous cellular extracts, may be used. In this way libraries 
of proteins may be made for screening in the methods of the invention. Particularly preferred in 
30 this embodiment are libraries of bacterial, fungal, viral, and mammalian proteins, with the latter 
being preferred, and human proteins being especially preferred. Particularly useful test 
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compound will be directed to the class of proteins to which the target belongs, e.g., substrates 
for enzymes or ligands and receptors. 

In a preferred embodiment, modulators are peptides of from about 5-30 amino acids, 
with from about 5-20 amino acids being preferred, and from about 7-15 being particularly 
5 preferred. The peptides may be digests of naturally occurring proteins, random peptides, or 
"biased" random peptides. By "randomized" or grammatical equivalents herein is meant that 
each nucleic acid and peptide consists of essentially random nucleotides and amino acids, 
respectively. Since generally these random peptides (or nucleic acids, discussed below) are 
chemically synthesized, they may incorporate a nucleotide or amino acid at any position. The 

10 synthetic process can be designed to generate randomized proteins or nucleic acids, to allow the 
formation of all or most of the possible combinations over the length of the sequence, thus 
forming a library of randomized candidate bioactive proteinaceous agents. 

In one embodiment, the library is folly randomized, with no sequence preferences or 
constants at any position. In a preferred embodiment, the library is biased. That is, some 

1 5 positions within the sequence are either held constant, or are selected from a limited number of 
possibilities. For example, in a preferred embodiment, the nucleotides or amino acid residues 
are randomized within a defined class, e.g., of hydrophobic amino acids, hydrophilic residues, 
sterically biased (either small or large) residues, towards the creation of nucleic acid binding 
domains, the creation of cysteines, for cross-linking, prolines for SH-3 domains, serines, 

20 threonines, tyrosines, or histidines for phosphorylation sites, etc., or to purines, etc. 
Modulators of cancer can also be nucleic acids, as defined above. 
As described above generally for proteins, nucleic acid modulating agents may be 
naturally occurring nucleic acids, random nucleic acids, or "biased" random nucleic acids. For 
example, digests of prokaryotic or eukaryotic genomes may be used as is outlined above for 

25 proteins. 

In a preferred embodiment, the candidate compounds are organic chemical moieties, a 
wide variety of which are available in the literature. 

After the candidate agent has been added and the cells allowed to incubate for some 
period of time, the sample containing a target sequence to be analyzed is added to the biochip. 
30 If required, the target sequence is prepared using known techniques. For example, the sample 
may be treated to lyse the cells, using known lysis buffers, electroporation, etc., with 
purification and/or amplification such as PCR performed as appropriate. For example, an in 
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vitro transcription with labels covalently attached to the nucleotides is performed. Generally, 
the nucleic acids are labeled with biotin-FITC or PE, or with cy3 or cy5. 

In a preferred embodiment, the target sequence is labeled with, e.g., a fluorescent, a 
chemiluminescent, a chemical, or a radioactive signal, to provide a means of detecting the target 

5 sequence's specific binding to a probe. The label also can be an enzyme, such as, alkaline 
phosphatase or horseradish peroxidase, which when provided with an appropriate substrate 
produces a product that can be detected. Alternatively, the label can be a labeled compound or 
small molecule, such as an enzyme inhibitor, that binds but is not catalyzed or altered by the 
enzyme. The label also can be a moiety or compound, such as, an epitope tag or biotin which 

10 specifically binds to streptavidin. For the example of biotin, the streptavidin is labeled as 

described above, thereby, providing a detectable signal for the bound target sequence. Unbound 
labeled streptavidin is typically removed prior to analysis. 

These assays can be direct hybridization assays or can comprise "sandwich assays 11 , 
which include the use of multiple probes, as is generally outlined in U.S. Patent Nos. 5,681,702, 

15 5,597,909, 5,545,730, 5,594,117, 5,591,584, 5,571,670, 5,580,731, 5,571,670, 5,591,584, 

5,624,802, 5,635,352, 5,594,1 18, 5,359,100, 5,124,246, and 5,681,697, all of which are hereby 
incorporated by reference. In this embodiment, in general, the target nucleic acid is prepared as 
outlined above, and then added to the biochip comprising a plurality of nucleic acid probes, 
under conditions that allow the formation of a hybridization complex. 

20 A variety of hybridization conditions may be used in the present invention, including 

high, moderate, and low stringency conditions as outlined above. The assays are generally run 
under stringency conditions which allows formation of the label probe hybridization complex 
only in the presence of target. Stringency can be controlled by altering a step parameter that is a 
thermodynamic variable, including, but not limited to, temperature, formamide concentration, 

25 salt concentration, chaotropic salt concentration, pH, organic solvent concentration, etc. 

These parameters may also be used to control non-specific binding, as is generally 
outlined in U.S. Patent No. 5,681 ,697. Thus it may be desirable to perform certain steps at 
higher stringency conditions to reduce non-specific binding. 

The reactions outlined herein may be accomplished in a variety of ways. Components 

30 of the reaction may be added simultaneously, or sequentially, in different orders, with preferred 
embodiments outlined below. In addition, the reaction may include a variety of other reagents. 
These include salts, buffers, neutral proteins, e.g., albumin, detergents, etc. which may be used 
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to facilitate optimal hybridization and detection, and/or reduce non-specific or background 
interactions. Reagents that otherwise improve the efficiency of the assay, such as protease 
inhibitors, nuclease inhibitors, anti-microbial agents, etc., may also be used as appropriate, 
depending on the sample preparation methods and purity of the target. 

5 The assay data are analyzed to determine the expression levels, and changes in 

expression levels as between states of individual genes, forming a gene expression profile. 

Screens are performed to identify modulators of the cancer phenotype. In one 
embodiment, screening is performed to identify modulators that can induce or suppress a 
particular expression profile, thus preferably generating the associated phenotype. In another 

10 embodiment, e.g., for diagnostic applications, having identified differentially expressed genes 
important in a particular state, screens can be performed to identify modulators that alter 
expression of individual genes. In an another embodiment, screening is performed to identify 
modulators that alter a biological function of the expression product of a differentially 
expressed gene. Again, having identified the importance of a gene in a particular state, screens 

15 are performed to identify agents that bind and/or modulate the biological activity of the gene 
product. 

In addition, screens can be done for genes that are induced in response to a candidate 
agent or treatment process. After identifying a modulator based upon its ability to suppress a 
cancer expression pattern leading to a normal expression pattern (or its converse), or to 

20 modulate a single cancer gene expression profile so as to mimic the expression of the gene from 
normal tissue, a screen as described above can be performed to identify genes that are 
specifically modulated in response to the agent. Comparing expression profiles betweenhormal 
tissue and agent treated cancer tissue reveals genes that are not expressed in normal tissue or 
cancer tissue, but are expressed in agent treated tissue. These agent-specific sequences can be 

25 identified and used by methods described herein for cancer genes or proteins. In particular, 
these sequences and the proteins they encode find use in marking or identifying agent treated 
cells. In addition, antibodies can be raised against the agent induced proteins and used to target 
novel therapeutics, e.g., toxin loaded liposomes, to the treated cancer tissue sample. 

Thus, in one embodiment, a test compound is administered to a population of cancer 

30 cells that have an associated cancer expression profile. By "administration" or "contacting" 
herein is meant that the candidate agent is added to the cells in such a manner as to allow the 
agent to act upon the cell, whether by uptake and intracellular action, or by action at the cell 
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surface. In some embodiments, nucleic acid encoding a proteinaceous candidate agent (e.g., a 
peptide) may be put into a viral construct such as an adenoviral or retroviral construct, and 
added to the cell, such that expression of the peptide agent is accomplished, e.g., PCT 
US97/01019. Regulatable gene therapy systems can also be used. 
5 Once a test compound has been administered to the cells, the cells can be washed if 

desired and are allowed to incubate under preferably physiological conditions for some period 
of time. The cells are then harvested and a new gene expression profile is generated, as outlined 
herein. 

Thus, e.g., cancer or non-malignant tissue may be screened for agents that modulate, 
10 e.g., induce or suppress a cancer phenotype. A change in at least one gene, preferably many, of 
the expression profile indicates that the agent has an effect on cancer activity. By defining such 
a signature for the cancer phenotype, screens for new drugs that alter the phenotype can be 
devised. With this approach, the drug target need not be known and need not be represented in 
the original expression screening platform, nor does the level of transcript for the target protein 
15 need to change. 

In a preferred embodiment, as outlined above, screens may be done on individual genes 
and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of either the expression of the 
gene or the gene product itself can be done. The gene products of differentially expressed genes 

20 are sometimes referred to herein as "cancer proteins" or a "cancer modulatory protein". The 
cancer modulatory protein may be a fragment, or alternatively, be the full length protein to the 
fragment encoded by the nucleic acids of the Tables. Preferably, the cancer modulatory protein 
is a fragment. In a preferred embodiment, the cancer amino acid sequence which is used to 
determine sequence identity or similarity is encoded by a nucleic acid of the Tables. In another 

25 embodiment, the sequences are naturally occurring allelic variants of a protein encoded by a 
nucleic acid of the Tables. In another embodiment, the sequences are sequence variants as 
further described herein. 

Preferably, the cancer modulatory protein is a fragment of about 14-24 amino acids 
long. More preferably the fragment is a soluble fragment. Preferably, the fragment includes a 

30 non-transmembrane region. In a preferred embodiment, the fragment has an N-terminal Cys to 
aid in solubility. In one embodiment, the C-terminus of the fragment is kept as a free acid and 
the N-tenninus is a free amine to aid in coupling, e.g., to cysteine. 

64 



WO 03/042661 



PCT/US02/36810 



In one embodiment the cancer proteins are conjugated to an immunogenic agent as 
discussed herein. In one embodiment the cancer protein is conjugated to BSA. 

Measurements of cancer polypeptide activity, or of cancer or the cancer phenotype can 
be performed using a variety of assays. For example, the effects of the test compounds upon the 

5 function of the cancer polypeptides can be measured by examining parameters described above. 
A suitable physiological change that affects activity can be used to assess the influence of a test 
compound on the polypeptides of this invention. When the functional consequences are 
determined using intact cells or animals, one can also measure a variety of effects such as, in the 
case of cancer associated with tumors, tumor growth, tumor metastasis, neovascularization, 

10 hormone release, transcriptional changes to both known and uncharacterized genetic markers 
(e.g., northern blots), changes in cell metabolism such as cell growth or pH changes, and 
changes in intracellular second messengers such as cGMP. In the assays of the invention, 
mammalian cancer polypeptide is typically used, e.g., mouse, preferably human. 

Assays to identify compounds with modulating activity can be performed in vitro. For 

15 example, a cancer polypeptide is first contacted with a potential modulator and incubated for a 
suitable amount of time, e.g., from 0.5-48 hours. In one embodiment, the cancer polypeptide 
levels are determined in vitro by measuring the level of protein or mRNA. The level of protein 
is typically measured using immunoassays such as western blotting, ELISA, and the like with 
an antibody that selectively binds to the cancer polypeptide or a fragment thereof. For 

20 measurement of mRNA, amplification, e.g., using PCR, LCR, or hybridization assays, e.g., 
northern hybridization, RNAse protection, dot blotting, are preferred. The leyel of protein or 
mRNA is typically detected using directly or indirectly labeled detection agents, e.g., 
fluorescently or radioactively labeled nucleic acids, radioactively or enzymatically labeled 
antibodies, and the like, as described herein. 

25 Alternatively, a reporter gene system can be devised using a cancer protein promoter 

operably linked to a reporter gene such as luciferase, green fluorescent protein, CAT, or 0-gal. 
The reporter construct is typically transfected into a cell. After treatment with a potential 
modulator, the amount of reporter gene transcription, translation, or activity is measured 
according to standard techniques. 

30 In a preferred embodiment, as outlined above, screens may be done on individual genes 

and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of the expression of the gene or 
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the gene product itself can be done. The gene products of differentially expressed genes are 
sometimes referred to herein as "cancer proteins." The cancer protein may be a fragment, or 
alternatively, the full length protein to a fragment shown herein. 

In one embodiment, screening for modulators of expression of specific genes is 

5 performed. Typically, the expression of only one or a few genes are evaluated. In another 
embodiment, screens are designed to first find compounds that bind to differentially expressed 
proteins. These compounds are then evaluated for the ability to modulate differentially 
expressed activity. Moreover, once initial candidate compounds are identified, variants can be 
further screened to better evaluate structure activity relationships. 

10 In a preferred embodiment, binding assays are done. In general, purified or isolated 

gene product is used; that is, the gene products of one or more differentially expressed nucleic 
acids are made. For example, antibodies are generated to the protein gene products, and 
standard immunoassays are run to determine the amount of protein present. Alternatively, cells 
comprising the cancer proteins can be used in the assays. 

15 Thus, in a preferred embodiment, the methods comprise combining a cancer protein and 

a candidate compound, and determining the binding of the compound to the cancer protein. 
Preferred embodiments utilize the human cancer protein, although other mammalian proteins 
may also be used, e.g., for the development of animal models of human disease. In some 
embodiments, as outlined herein, variant or derivative cancer proteins may be used. 

20 Generally, in a preferred embodiment of the methods herein, the cancer protein or the 

candidate agent is non-diffusably bound to an insoluble support, preferably having isolated 
sample receiving areas (e.g., a microtiter plate, an array, etc.). The insoluble supports may be 
made of a composition to which the compositions can be bound, is readily separated from 
soluble material, and is otherwise compatible with the overall method of screening. The surface 

25 of such supports may be solid or porous and of a convenient shape. Examples of suitable 

insoluble supports include microtiter plates, arrays, membranes, and beads. These are typically 
made of glass, plastic (e.g., polystyrene), polysaccharides, nylon or nitrocellulose, teflon™, etc. 
Microliter plates and arrays are especially convenient because a large number of assays can be 
carried out simultaneously, using small amounts of reagents and samples. The particular 

30 manner of binding of the composition is typically not crucial so long as it is compatible with the 
reagents and overall methods of the invention, maintains the activity of the composition, and is 
nondiffusable. Preferred methods of binding include the use of antibodies (which do not 
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sterically block either the ligand binding site or activation sequence when the protein is bound 
to the support), direct binding to "sticky" or ionic supports, chemical crosslinking, the synthesis 
of the protein or agent on the surface, etc. Following binding of the protein or agent, excess 
unbound material is removed by washing. The sample receiving areas may then be blocked 
5 through incubation with bovine serum albumin (BSA), casein, or other innocuous protein or 
other moiety. 

In a preferred embodiment, the cancer protein is bound to the support, and a test 
compound is added to the assay. Alternatively, the candidate agent is bound to the support and 
the cancer protein is added. Novel binding agents include specific antibodies, non-natural 

10 binding agents identified in screens of chemical libraries, peptide analogs, etc. Of particular 
interest are screening assays for agents that have a low toxicity for human cells. A wide variety 
of assays may be used for this purpose, including labeled in vitro protein-protein binding assays, 
electrophoretic mobility shift assays, immunoassays for protein binding, functional assays 
(phosphorylation assays, etc.), and the like. 

1 5 The determination of the binding of the test modulating compound to the cancer protein 

may be done in a number of ways. In a preferred embodiment, the compound is labeled, and 
binding determined directly, e.g., by attaching all or a portion of the cancer protein to a solid 
support, adding a labeled candidate agent (e.g., a fluorescent label), washing off excess reagent, 
and determining whether the label is present on the solid support. Various blocking and 

20 washing steps may be utilized as appropriate. 

In some embodiments, only one of the components is labeled, e.g., the proteins (or 
proteinaceous candidate compounds) can be labeled. Alternatively, more than one component 
can be labeled with different labels, e.g., 125j for the proteins and a fluorophor for the 
compound. Proximity reagents, e.g., quenching or energy transfer reagents are also useful. 

25 In one embodiment, the binding of the test compound is determined by competitive 

binding assay. The competitor may be a binding moiety known to bind to the target molecule 
(e.g., a cancer protein), such as an antibody, peptide, binding partner, ligand, etc. Under certain 
circumstances, there may be competitive binding between the compound and the binding 
moiety, with the binding moiety displacing the compound. In one embodiment, the test 

30 compound is labeled. Either the compound, or the competitor, or both, is added first to the 
protein for a time sufficient to allow binding, if present. Incubations may be performed at a 
temperature which facilitates optimal activity, typically between about 4-40° C. Incubation 
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periods are typically optimized, e.g., to facilitate rapid high throughput screening. Typically 
between 0.1-1 hour will be sufficient. Excess reagent is generally removed or washed away. 
The second component is then added, and the presence or absence of the labeled component is 
followed, to indicate binding. 

5 In a preferred embodiment, the competitor is added first, followed by a test compound. 

Displacement of the competitor is an indication that the test compound is binding to the cancer 
protein and thus is capable of binding to, and potentially modulating, the activity of the cancer 
protein. In this embodiment, either component can be labeled. Thus, e.g., if the competitor is 
labeled, the presence of label in the wash solution indicates displacement by the agent. 

10 Alternatively, if the test compound is labeled, the presence of the label on the support indicates 
displacement. 

In an alternative embodiment, the test compound is added first, with incubation and 
washing, followed by the competitor. The absence of binding by the competitor may indicate 
that the test compound is bound to the cancer protein with a higher affinity. Thus, if the test 

15 compound is labeled, the presence of the label on the support, coupled with a lack of competitor 
binding, may indicate that the test compound is capable of binding to the cancer protein. 

In a preferred embodiment, the methods comprise differential screening to identity 
agents that are capable of modulating the activity of the cancer proteins. In one embodiment, 
the methods comprise combining a cancer protein and a competitor in a first sample. A second 

20 sample comprises a test compound, a cancer protein, and a competitor. The binding of the 
competitor is determined for both samples, and a change, or difference in binding between the 
two samples indicates the presence of an agent capable of binding to the cancer protein and 
potentially modulating its activity. That is, if the binding of the competitor is different in the 
second sample relative to the first sample, the agent is capable of binding to the cancer protein. 

25 Alternatively, differential screening is used to identify drug candidates that bind to the 

native cancer protein, but cannot bind to modified cancer proteins. The structure of the cancer 
protein may be modeled, and used in rational drug design to synthesize agents that interact with 
that site. Drug candidates that affect the activity of a cancer protein are also identified by 
screening drugs for the ability to either enhance or reduce the activity of the protein. 

30 Positive controls and negative controls may be used in the assays. Preferably control 

and test samples are performed in at least triplicate to obtain statistically significant results. 
Incubation of all samples is for a time sufficient for the binding of the agent to the protein. 
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Following incubation, samples are washed free of non-specifically bound material and the 
amount of bound, generally labeled agent determined For example, where a radiolabel is 
employed, the samples may be counted in a scintillation counter to determine the amount of 
bound compound. 

5 A variety of other reagents may be included in the screening assays. These include 

reagents like salts, neutral proteins, e.g., albumin, detergents, etc., which may be used to 
facilitate optimal protein-protein binding and/or reduce non-specific or background interactions. 
Also reagents that otherwise improve the efficiency of the assay, such as protease inhibitors, 
nuclease inhibitors, anti-microbial agents, etc., may be used The mixture of components may 

10 be added in an order that provides for the requisite binding. 

In a preferred embodiment, the invention provides methods for screening for a 
compound capable of modulating the activity of a cancer protein. The methods comprise 
adding a test compound, as defined above, to a cell comprising cancer proteins. Preferred cell 
types include almost any cell. The cells contain a recombinant nucleic acid that encodes a 

1 5 cancer protein. In a preferred embodiment, a library of candidate agents are tested on a plurality 
of cells. 

In one aspect, the assays are evaluated in the presence or absence or previous or 
subsequent exposure of physiological signals, e.g., hormones, antibodies, peptides, antigens, 
cytokines, growth factors, action potentials, pharmacological agents including 
20 chemotherapeutics, radiation, carcinogenics, or other cells (e.g., cell-cell contacts). In another 
example, the determinations are determined at different stages of the cell cycle process. 

In this way, compounds that modulate cancer agents are identified. Compounds with 
pharmacological activity are able to enhance or interfere with the activity of the cancer protein. 
Once identified, similar structures are evaluated to identify critical structural feature of the 
25 compound. 

In one embodiment, a method of inhibiting cancer cell division is provided. The method 
comprises administration of a cancer inhibitor. In another embodiment, a method of inhibiting 
cancer is provided. The method may comprise administration of a cancer inhibitor. In a further 
embodiment, methods of treating cells or individuals with cancer are provided, e.g., comprising 
30 administration of a cancer inhibitor. 

In one embodiment, a cancer inhibitor is an antibody as discussed above. In another 
embodiment, the cancer inhibitor is an antisense molecule. 
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A variety of cell growth, proliferation, viability, and metastasis assays are available, as 
described below. 

Soft agar growth or colony formation in suspension 

Normal cells require a solid substrate to attach and grow. When the cells are 
5 transformed, they lose this phenotype and grow detached from the substrate. For example, 
transformed cells can grow in stirred suspension culture or suspended in semi-solid media, such 
as semi-solid or soft agar. The transformed cells, when transfected with tumor suppressor 
genes, regenerate normal phenotype and require a solid substrate to attach and grow. Soft agar 
growth or colony formation in suspension assays can be used to identify modulators of cancer 

10 sequences, which when expressed in host cells, inhibit abnormal cellular proliferation and 
transformation. A therapeutic compound would reduce or eliminate the host cells' ability to 
grow in stirred suspension culture or suspended in semi-solid media, such as semi-solid or soft. 

Techniques for soft agar growth or colony formation in suspension assays are described, 
e.g., in Freshney (1998) Culture of Animal Cells: A Manual of Basic Technique (3d ed.) Wiley- 

15 Liss; Freshney (2000) Culture of Animal Cells: A Manual of Basic Techniq ue (4th ed.) Wiley- 
Liss; and Garkavtsev, et al. (1996) Nature Genet. 14:415-20. 
Contact inhibition and density limitation of growth 

Normal cells typically grow in a flat and organized pattern in a petri dish until they 
touch other cells. When the cells touch one another, they are contact inhibited and stop 

20 growing. When cells are transformed, however, the cells are not contact inhibited and continue 
to grow to high densities in disorganized foci. Thus, the transformed cells grow to a higher 
saturation density than normal cells. This can be detected morphologically by the formation of 
a disoriented monolayer of cells or rounded cells in foci within the regular pattern of normal 
surrounding cells. Alternatively, labeling index with ( 3 H)-thymidine at saturation density can 

25 be used to measure density limitation of growth. See Freshney (2000), supra. The transformed 
cells, when transfected with tumor suppressor genes, regenerate a normal phenotype and 
become contact inhibited and would grow to a lower density. 

In this assay, labeling index with ( 3 H)-thymidine at saturation density is a preferred 
method of measuring density limitation of growth. Transformed host cells are transfected with 

30 a cancer-associated sequence and are grown for 24 hours at saturation density in non-limiting 
medium conditions. The percentage of cells labeling with ( 3 H)-thymidine is determined 
autoradiographically. See, Freshney (1998), supra. 
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Growth factor or serum dependence 

Transformed cells typically have a lower serum dependence than their normal 

counterparts (see, e.g., Temin (1966) J. Natl. Cancer Insti. 37:167-175; Eagle, et al.(1970) J. 

Exp. Med. 131 :836-879); Freshney, supra. This is in part due to release of various growth 
5 factors by the transformed cells. Growth factor or serum dependence of transformed host cells 

can be compared with that of control. 

Tumor specific markers levels 

Tumor cells release an increased amount of certain factors (hereinafter "tumor specific 

markers") than their normal counterparts. For example, plasminogen activator (PA) is released 
10 from human glioma at a higher level than from normal brain cells (see, e.g., Gullino 

"Angiogenesis, tumor vascularization, and potential interference with tumor growth" pp. 178- 

184 in Mihich (ed. 1985) Biological Responses in Cancer Plenum. Similarly, tumor 

angiogenesis factor (TAF) is released at a higher level in tumor cells than their normal 

counterparts. See, e.g., Folkman (1992) Sem. Cancer Biol. 3:89-96. 
1 5 Various techniques which measure the release of these factors are described in Freshney 

(1998), supra. Also, see, Unkeless, et al. (1974) J. Biol. Chem. 249:4295-4305; Strickland and 

Beers (1976) J. Biol. Chem. 251:5694-5702; Whur, et al. (1980) Br. J. Cancer 42:305-312; 

Gullino "Angiogenesis, tumor vascularization, and potential interference with tumor growth" 

pp. 178-184 in Mihich (ed. 1985) Biological Responses in Cancer Plenum; Freshney (1985) 
20 Anticancer Res. 5:111-130. 

Invasiveness into Matrigel 

The degree of invasiveness into Matrigel or some other extracellular matrix constituent 

can be used as an assay to identify compounds that modulate cancer-associated sequences. 

Tumor cells exhibit a good correlation between malignancy and invasiveness of cells into 
25 Matrigel or some other extracellular matrix constituent. In this assay, tumorigenic cells are 

typically used as host cells. Expression of a tumor suppressor gene in these host cells would 

decrease invasiveness of the host cells. 

Techniques described in Freshney (1994), supra, can be used. Briefly, the level of 

invasion of host cells can be measured by using filters coated with Matrigel or some other 
30 extracellular matrix constituent. Penetration into the gel, or through to the distal side of the 

filter, is rated as invasiveness, and rated histologically by number of cells and distance moved, 
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or by prelabeling the cells with 125j and counting the radioactivity on the distal side of the filter 
or bottom of the dish. See, e.g., Freshney (1984), supra. 
Tumor growth in vivo 

Effects of cancer-associated sequences on cell growth can be tested in transgenic or 
immune-suppressed mice. Knock-out transgenic mice can be made, in which the cancer gene is 
disrupted or in which a cancer gene is inserted. Knock-out transgenic mice can be made by 
insertion of a marker gene or other heterologous gene into the endogenous cancer gene site in 
the mouse genome via homologous recombination. Such mice can also be made by substituting 
the endogenous cancer gene with a mutated version of the cancer gene, or by mutating the 
endogenous cancer gene, e.g., by exposure to carcinogens. 

A DNA construct is introduced into the nuclei of embryonic stem cells. Cells containing 
the newly engineered genetic lesion are injected into a host mouse embryo, which is re- 
implanted into a recipient female. Some of these embryos develop into chimeric mice that 
possess germ cells partially derived frorii the mutant cell line. Therefore, by breeding the 
chimeric mice it is possible to obtain a new line of mice containing the introduced genetic lesion 
(see, e.g., Capecchi, et al. (1989) Science 244:1288-1292). Chimeric targeted mice can be 
derived according to Hogan, et al. (1988) Manipulating the Mouse Embryo: A Laboratory 
Manual CSH Press; and Robertson (ed. 1987) Teratocarcinomas and Embryonic Stem Cells: A 
Practical Approach IRL Press, Washington, D.C. 

Alternatively, various immune-suppressed or immune-deficient host animals can be 
used. For example, genetically athymic "nude" mouse (see, e.g., Giovanella, et al. (1974) J. 
Natl. Cancer Inst. 52:921-930), a SCID mouse, a thymectomized mouse, or an irradiated mouse 
(see, e.g., Bradley, et al. (1978) Br. J. Cancer 38:263-272; Selby, et al. (1980) Br. J. Cancer 
41:52-61) can be used as a host Transplantable tumor cells (typically about 10 6 cells) injected 
into isogenic hosts will produce invasive tumors in a high proportions of cases, while normal 
cells of similar origin will not. In hosts which developed invasive tumors, cells expressing a 
cancer-associated sequences are injected subcutaneously. After a suitable length of time, 
preferably about 4-8 weeks, tumor growth is measured (e.g., by volume or by its two largest 
dimensions) and compared to the control. Tumors that have statistically significant reduction 
(using, e.g., Student's T test) are said to have inhibited growth. 
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Polynucleotide modulators of cancer 
Antisense and RNAi Polynucleotides 

In certain embodiments, the activity of a cancer-associated protein is down-regulated, or 
entirely inhibited, by the use of an inhibitory or antisense polynucleotide, e.g., a nucleic acid 
5 complementary to, and which can preferably hybridize specifically to, a coding mRNA nucleic 
acid sequence, e.g., a cancer protein mRNA, or a subsequence thereof. Binding of the antisense 
polynucleotide to the mRNA reduces the translation and/or stability of the mRNA. 

In the context of this invention, antisense polynucleotides can comprise naturally- 
occurring nucleotides, or synthetic species formed from naturally-occurring subunits or their 
1 0 close homologs. Antisense polynucleotides may also have altered sugar moieties or inter-sugar 
linkages. Exemplary among these are the phosphorothioate and other sulfur containing species. 
Analogs are comprehended by this invention so long as they function effectively to hybridize 
with the cancer protein mRNA. See, e.g., Isis Pharmaceuticals, Carlsbad, CA; Sequitor, Inc., 
Natick, MA. 

15 Such antisense polynucleotides can readily be synthesized using recombinant means, or 

can be synthesized in vitro. Equipment for such synthesis is sold by several vendors, including 
Applied Biosystems. The preparation of other oligonucleotides such as phosphorothioates and 
alkylated derivatives is also well known. 

Antisense molecules as used herein include antisense or sense oligonucleotides. Sense 

20 oligonucleotides can, e.g., be employed to block transcription by binding to the anti-sense 
strand. The antisense and sense oligonucleotide comprise a single-stranded nucleic acid 
sequence (either RNA or DNA) capable of binding to target mRNA (sense) or DNA (antisense) 
sequences for cancer molecules. A preferred antisense molecule is for a cancer sequences in the 
Tables, or for a ligand or activator thereof. Antisense or sense oligonucleotides, according to 

25 the present invention, comprise a fragment generally at least about 14 nucleotides, preferably 
from about 14-30 nucleotides. The ability to derive an antisense or a sense oligonucleotide, 
based upon a cDNA sequence encoding a given protein is described in, e.g., Stein and Cohen 
(1988) Cancer Res. 48:2659-2668; and van der Krol, et aL (1988) BioTechniaues 6:958-976. 
RNA interference is a mechanism to suppress gene expression in a sequence specific 

30 manner. See, e.g., Brumelkamp, et aL (2002) Sciencexoress (21March2002); Sharp (1999) 
Genes Dev. 13:139-141; and Cathew (2001) Curr. Op, Cell Biol. 13:244-248; In mammalian 
cells, short, e.g., 21 nt, double stranded small interfering RNAs (siRNA) have been shown to be 
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effective at inducing an RNAi response. See, e.g., Elbashir, et al. (2001) Nature 41 1:494-498. 
The mechanism may be used to downregulate expression levels of identified genes, e.g., 
treatment of or validation of relevance to disease. 
Ribozymes 

In addition to antisense polynucleotides, ribozymes can be used to target and inhibit 
transcription of cancer-associated nucleotide sequences. A ribozyme is an RNA molecule that 
catalytically cleaves other RNA molecules. Different kinds of ribozymes have been described, 
including group I ribozymes, hammerhead ribozymes, hairpin ribozymes, RNase P, and axhead 
ribozymes (see, e.g., Castanotto, et al. (1994) Adv. in Pharmacology 25: 289-317 for a general 
review of the properties of different ribozymes). 

The general features of hairpin ribozymes are described, e.g., in Hampel, et al. (1990) 
Nucl. Acids Res. 1 8:299-304; European Patent Publication No. 0 360 257; U.S. Patent No. 
5,254,678. Methods of preparation are described in, e.g., WO 94/26877; Ojwang, et al. (1993) 
Proc. Natl. Acad. ScL USA 90:6340-6344; Yamada, et al. (1994) Human Gene Therapy 1 :39- 
45; Leavitt, et al.(1995) Proc. Natl. Acad. Sci. USA 92:699-703; Leavitt, et al. (1994) Human 
Gene Therapy 5:1 151-120; and Yamada, et al. (1994) Virology 205: 121-126. 

Polynucleotide modulators of cancer may be introduced into a cell containing the target 
nucleotide sequence by formation of a conjugate with a ligand binding molecule, as described in 
WO 91/04753. Suitable ligand binding molecules include, but are not limited to, cell surface 
receptors, growth factors, other cytokines, or other ligands that bind to cell surface receptors. 
Preferably, conjugation of the ligand binding molecule does not substantially interfere with the 
ability of the ligand binding molecule to bind to its corresponding molecule or receptor, or 
block entry of the sense or antisense oligonucleotide or its conjugated version into the cell. 
Alternatively, a polynucleotide modulator of cancer may be introduced into a cell containing the 
target nucleic acid sequence, e.g., by formation of an polynucleotide-lipid complex, as described 
in WO 90/10448. It is understood that the use of antisense molecules or knock out and knock in 
models may also be used in screening assays as discussed above, in addition to methods of 
treatment. 

Thus, in one embodiment, methods of modulating cancer in cells or organisms are 
provided. In one embodiment, the methods comprise administering to a cell an anti-cancer 
antibody that reduces or eliminates the biological activity of an endogenous cancer protein. 
Alternatively, the methods comprise administering to a cell or organism a recombinant nucleic 
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acid encoding a cancer protein. This may be accomplished in any number of ways. In a 
preferred embodiment, e.g., when the cancer sequence is down-regulated in cancer, such state 
may be reversed by increasing the amount of cancer gene product in the cell. This can be 
accomplished, e.g., by overexpressing the endogenous cancer gene or administering a gene 
encoding the cancer sequence, using known gene-therapy techniques. In a preferred 
embodiment, the gene therapy techniques include the incorporation of the exogenous gene using 
enhanced homologous recombination (EHR), e.g., as described in PCT/US93/0386. 
Alternatively, e.g., when the cancer sequence is up-regulated in cancer, the activity of the 
endogenous cancer gene is decreased, e.g., by the administration of a cancer antisense or other 
inhibitor, e.g., RNAi. 

In one embodiment, the cancer proteins of the present invention may be used to generate 
polyclonal and monoclonal antibodies to cancer proteins. Similarly, the cancer proteins can be 
coupled, using standard technology, to affinity chromatography columns. These columns may 
then be used to purify cancer antibodies useful for production, diagnostic, or therapeutic 
purposes. In a preferred embodiment, the antibodies are generated to epitopes unique to a 
cancer protein; that is, the antibodies show little or no cross-reactivity to other proteins. The 
cancer antibodies may be coupled to standard affinity chromatography columns and used to 
purify cancer proteins. The antibodies may also be used as blocking polypeptides, as outlined 
above, since they will specifically bind to the cancer protein. 
Methods of identifying variant cancer-associated sequences 

Without being bound by theory, expression of various cancer sequences is correlated 
with cancer. Accordingly, disorders based on mutant or variant cancer genes may be 
determined. In one embodiment, the invention provides methods for identifying cells 
containing variant cancer genes, e.g., determining all or part of the sequence of at least one 
endogenous cancer gene in a cell. In a preferred embodiment, the invention provides methods 
of identifying the cancer genotype of an individual, e.g., determining all or part of the sequence 
of at least one cancer gene of the individual. This is generally done in at least one tissue of the 
individual, and may include the evaluation of a number of tissues or different samples of the 
same tissue. The method may include comparing the sequence of the sequenced cancer gene to 
a known cancer gene, e.g., a wild-type gene. 

The sequence of all or part of the cancer gene can then be compared to the sequence of a 
known cancer gene to determine if any differences exist. This can be done using known 
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homology programs, such as Bestfit, etc. In a preferred embodiment, the presence of a 
difference in the sequence between the cancer gene of the patient and the known cancer gene 
correlates with a disease state or a propensity for a disease state, as outlined herein. 

In a preferred embodiment, the cancer genes are used as probes to determine the number 

5 of copies of the cancer gene in the genome. 

In another preferred embodiment, the cancer genes are used as probes to determine the 
chromosomal localization of the cancer genes. Information such as chromosomal localization 
finds use in providing a diagnosis or prognosis in particular when chromosomal abnormalities 
such as translocations, and the like are identified in the cancer gene locus. 

1 0 Administration of pharmaceutical and vaccine compositions 

In one embodiment, a therapeutically effective dose of a cancer protein or modulator 
thereof, is administered to a patient. By "therapeutically effective dose" herein is meant a dose 
that produces effects for which it is administered. The exact dose will depend on the purpose of 
the treatment, and will be ascertainable using known techniques. See, e.g., Ansel, et al. (1999) 

15 Pharmaceutical Dosage Forms and Drug Delivery Lippincott; Lieberman (1992) Pharmaceutical 
Dosage Forms (vols. 1-3) Dekker, ISBN 0824770846, 082476918X, 0824712692, 0824716981; 
Lloyd (1999) The Art, Science and Technology of Pharmaceutical Compounding Amer. 
Pharmaceut. Assn.; and Pickar (1998) Dosage Calculations Thomson. Adjustments for cancer 
degradation, systemic versus localized delivery, and rate of new protease synthesis, as well as 

20 the age, body weight, general health, sex, diet, time of administration, drug interaction, and the 
severity of the condition may be necessary. U.S. Patent Application No. 09/687,576, further 
discloses the use of compositions and methods of diagnosis and treatment in cancer. 

A "patient" for the purposes of the present invention includes both humans and other 
animals, particularly mammals. Thus the methods are applicable to both human therapy and 

25 veterinary applications. In the preferred embodiment the patient is a mammal, preferably a 
primate, and in the most preferred embodiment the patient is human. 

The administration of the cancer proteins and modulators thereof of the present 
invention can be done in a variety of ways, including, but not limited to, orally, subcutaneously, 
intravenously, intranasally, transdermally, intraperitoneally, intramuscularly, intrapulmonary, 

30 vaginally, rectally, or intraocularly. In some instances, e.g., in the treatment of wounds and 

inflammation, the cancer proteins and modulators may be directly applied as a solution or spray. 
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The pharmaceutical compositions of the present invention comprise a cancer protein in a 
form suitable for administration to a patient. In the preferred embodiment, the pharmaceutical 
compositions are in a water soluble form, such as being present as pharmaceutical^ acceptable 
salts, which is meant to include both acid and base addition salts. "Pharmaceutically acceptable 
acid addition salt" refers to those salts that retain the biological effectiveness of the free bases 
and that are not biologically or otherwise undesirable, formed with inorganic acids such as 
hydrochloric acid, hydrobromic acid, sulfuric acid, nitric acid, phosphoric acid, and the like, and 
organic acids such as acetic acid, propionic acid, glycolic acid, pyruvic acid, oxalic acid, maleic 
acid, malonic acid, succinic acid, fumaric acid, tartaric acid, citric acid, benzoic acid, cinnamic 
acid, mandelic acid, methanesulfonic acid, ethanesulfonic acid, p-toluenesulfonic acid, salicylic 
acid, and the like. "Pharmaceutically acceptable base addition salts" include those derived from 
inorganic bases such as sodium, potassium, lithium, ammonium, calcium, magnesium, iron, 
zinc, copper, manganese, aluminum salts, and the like. Particularly preferred are the 
ammonium, potassium, sodium, calcium, and magnesium salts. Salts derived from 
pharmaceutically acceptable organic non-toxic bases include salts of primary, secondary, and 
tertiary amines, substituted amines including naturally occurring substituted amines, cyclic 
amines and basic ion exchange resins, such as isopropylamine, trimethylamine, diethylamine, 
triethylamine, tripropylamine, and ethanolamine. 

The pharmaceutical compositions may also include one or more of the following: carrier 
proteins such as serum albumin; buffers; fillers such as microcrystalline cellulose, lactose, corn 
and other starches; binding agents; sweeteners and other flavoring agents; coloring agents; and 
polyethylene glycol. 

The pharmaceutical compositions can be administered in a variety of unit dosage forms 
depending upon the method of administration. For example, unit dosage forms suitable for oral 
administration include, but are not limited to, powder, tablets, pills, capsules and lozenges. It is 
recognized that cancer protein modulators (e.g., antibodies, antisense constructs, ribozymes, 
small organic molecules, etc.) when administered orally, should be protected from digestion. 
This is typically accomplished either by complexing the molecule(s) with a composition to 
render it resistant to acidic and enzymatic hydrolysis, or by packaging the molecule(s) in an 
appropriately resistant carrier, such as a liposome or a protection barrier. Means of protecting 
agents from digestion are available. 
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The compositions for administration will commonly comprise a cancer protein 
modulator dissolved in a pharmaceutical acceptable carrier, preferably an aqueous carrier. A 
variety of aqueous carriers can be used, e.g., buffered saline and the like. These solutions are 
sterile and generally free of undesirable matter. These compositions may be sterilized by 
5 conventional, well known sterilization techniques. The compositions may contain 

pharmaceutically acceptable auxiliary substances as required to approximate physiological 
conditions such as pH adjusting and buffering agents, toxicity adjusting agents, and the like, 
e.g., sodium acetate, sodium chloride, potassium chloride, calcium chloride, sodium lactate, and 
the like. The concentration of active agent in these formulations can vary widely, and will be 

1 0 selected primarily based on fluid volumes, viscosities, body weight, and the like in accordance 
with the particular mode of administration selected and the patient's needs (e.g., (1980) 
Remington's Pharmaceuti cal Science (18th ed.) Mack, and Hardman and Limbird (eds. 2001) 
Goodman and Gilman: T he Pharmacological Basis of Therapeutics (10th ed.) McGraw-Hill. 
Thus, a typical pharmaceutical composition for intravenous administration would be 

15 aboutO.l to 10 mg per patient per day. Dosages from 0.1 up to about 100 mg per patient per 
day may be used, particularly when the drug is administered to a secluded site and not into the 
blood stream, such as into a body cavity or into a lumen of an organ. Substantially higher 
dosages are possible in topical administration. Actual methods for preparing parenterally 
administrable compositions will be known or apparent. 

20 The compositions containing modulators of cancer proteins can be administered for 

therapeutic or prophylactic treatments. In therapeutic applications, compositions are 
administered to a patient suffering from a disease (e.g., a cancer) in an amount sufficients cure 
or at least partially arrest the disease and its complications. An amount adequate to accomplish 
this is defined as a "therapeutically effective dose." Amounts effective for this use will depend 

25 upon the severity of the disease and the general state of the patient's health. Single or multiple 
administrations of the compositions may be administered depending on the dosage and 
frequency as required and tolerated by the patient. In any event, the composition should 
provide a sufficient quantity of the agents of this invention to effectively treat the patient. An 
amount of modulator that is capable of preventing or slowing the development of cancer in a 

30 mammal is referred to as a "prophylactically effective dose." The particular dose required for a 
prophylactic treatment will depend upon the medical condition and history of the mammal, the 
particular cancer being prevented, as well as other factors such as age, weight, gender, 
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administration route, efficiency, etc. Such prophylactic treatments may be used, e.g., in a 
mammal who has previously had cancer to prevent a recurrence of the cancer, or in a mammal 
who is suspected of having a significant likelihood of developing cancer based, at least in part, 
upon gene expression profiles. Vaccine strategies may be used, in either a DNA vaccine form, 
or protein vaccine. 

It will be appreciated that the present cancer protein-modulating compounds can be 
administered alone or in combination with additional cancer modulating compounds or with 
other therapeutic agent, e.g., other anti-cancer agents or treatments. 

In numerous embodiments, one or more nucleic acids, e.g., polynucleotides comprising 
nucleic acid sequences set forth in the Tables, such as RNAi, antisense polynucleotides or 
ribozymes, will be introduced into cells, in vitro or in vivo. The present invention provides 
methods, reagents, vectors, and cells useful for expression of cancer-associated polypeptides 
and nucleic acids using in vitro (cell-free), ex vivo or in vivo (cell or organism-based) 
recombinant expression systems. 

The particular procedure used to introduce the nucleic acids into a host cell for 
expression of a protein or nucleic acid is application specific. Many procedures for introducing 
foreign nucleotide sequences into host cells may be used. These include the use of calcium 
phosphate transfection, spheroplasts, electroporation, liposomes, microinjection, plasma 
vectors, viral vectors, and other well known methods for introducing cloned genomic DNA, 
cDNA, synthetic DNA, or other foreign genetic material into a host cell (see, e.g., Berger and 
Kimmel (1987) Guide to Molecular Cloning Techniques from Methods in Enzvmology (vol. 
152) Academic Press; Ausubel, et al. (eds. 1999 and supplements) Current Protocols Lippincott; 
and Sambrook, et al. (2001) Molecular Cloning: A Laboratory Manual (3d ed., Vol. 1-3) CSH 
Press. 

In a preferred embodiment, cancer proteins and modulators are administered as 
therapeutic agents, and can be formulated as outlined above. Similarly, cancer genes (including 
both the full-length sequence, partial sequences, or regulatory sequences of the cancer coding 
regions) can be administered in a gene therapy application. These cancer genes can include 
inhibitory applications, e.g., as inhibitory RNA, gene therapy (e.g., for incorporation into the 
genome), or antisense compositions. 

Cancer polypeptides and polynucleotides can also be administered as vaccine 
compositions to stimulate HTL, CTL, and antibody responses. Such vaccine compositions can 
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include, e.g., lipidated peptides (see, e.g.,Vitiello, et al. (1995) J. Clin. Invest 95:341-349), 
peptide compositions encapsulated in poly(DL-lactide-co-glycolide) ("PLG") microspheres 
(see, e.g., Eldridge, et al. (1991) Molec. Immunol. 28:287-294,; Alonso, et al. (1994) Vaccine 
12:299-306; Jones, et al. (1995) Vaccine 13:675-681), peptide compositions contained in 
5 immune stimulating complexes (ISCOMS) (see, e.g., Takahashi, et al. (1990) Nature 344:873- 
875; Hu, et al. (1998) Clin Exp Immunol. 1 13:235-243), multiple antigen peptide systems 
(MAPs) (see, e.g., Tarn (1988) Proc. Natl. Acad. Sci. USA 85:5409-5413; Tarn (1996) L 
Immunol. Methods 196:17-32), peptides formulated as multivalent peptides; peptides for use in 
ballistic delivery systems, typically crystallized peptides, viral delivery vectors (Perkus, et al., p. 
10 379, in Kaufinann (ed. 1996) Concepts in Vaccine Development de Gruyter; Chakrabarti, et al. 
(1986) Nature 320:535-537; Hu, et al. (1986) Nature 320:537-540; Kieny, et al. (1986) 
Bio/Technology 4:790-795: Top, et al. (1971) J. Infect. Pis. 124:148-154; Chanda, et al. (1990) 
Virology 175:535-547), particles of viral or synthetic origin (see, e.g., Kofler, et al. (1996) I 
Immunol. Methods 192:25-35; Eldridge, et al. (1993) Sem. Hematol. 30:16-24; Falo, et al. 
15 (1995) Nature Med. 1:649-653), adjuvants (Warren, et al. (1986) Annu. Rev. Immunol. 4:369- 
388; Gupta, et al. (1993) Vaccine 11:293-306), liposomes (Reddy, et al. (1992) J. Immunol. 
148:1585-1589; Rock (1996) Immunol. Today 17:131-137), or, naked or particle absorbed 
cDNA (Ulmer, et al. (1993) Science 259:1745-1749; Robinson, et al. (1993) Vaccine 1 1 :957- 
960; Shiver, et al., p 423, in Kaufinann (ed. 1996) Concents in Vaccine Development de 
20 Gruyter; Cease and Berzofsky (1994) Annu. Rev. Immunol. 12:923-989; and Eldridge, et al. 
(1993) Sem. Hematol. 30:16-24). Toxin-targeted delivery technologies, also known as receptor 
mediated targeting, such as those of Avant linmunotherapeutics, Inc. (Needham, Massachusetts) 
may also be used. 

Vaccine compositions often include adjuvants. Many adjuvants contain a substance 
25 designed to protect the antigen from rapid catabolism, such as aluminum hydroxide or mineral 
oil, and a stimulator of immune responses, such as lipid A, Bortadella pertussis, or . 
Mycobacterium tuberculosis derived proteins. Certain adjuvants are commercially available as, 
e.g., Freund's Incomplete Adjuvant and Complete Adjuvant (Difco Laboratories, Detroit, MT); 
Merck Adjuvant 65 (Merck and Company, Inc., Rahway, NJ); AS-2 (SmithKline Beecham, 
30 Philadelphia, PA); aluminum salts such as aluminum hydroxide gel (alum) or aluminum 

phosphate; salts of calcium, iron, or zinc; an insoluble suspension of acylated tyrosine; acylated 
sugars; cationically or anionically derivatized polysaccharides; polyphosphazenes; 
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biodegradable microspheres; monophosphoryl lipid A and quil A. Cytokines, such as GM-CSF, 
interleukin-2, -7, -12, and other like growth factors, may also be used as adjuvants. 

Vaccines can be administered as nucleic acid compositions wherein DNA or RNA 
encoding one or more of the polypeptides, or a fragment thereof, is administered to a patient. 

5 This approach is described, for instance, in Wolff et. al. (1990) Science 247:1465-1468, as well 
as U.S. Patent Nos. 5,580,859; 5,589,466; 5,804,566; 5,739,118; 5,736,524; 5,679,647; WO 
98/04720; and in more detail below. Examples of DNA-based delivery technologies include 
"naked DNA", facilitated (bupivicaine, polymers, peptide-mediated) delivery, cationic lipid 
complexes, and particle-mediated ("gene gun") or pressure-mediated delivery (see, e.g., U.S. 

10 Patent No. 5,922,687). 

For therapeutic or prophylactic immunization purposes, the peptides of the invention can 
be expressed by viral or bacterial vectors. Examples of expression vectors include attenuated 
viral hosts, such as vaccinia or fowlpox. This approach involves the use of vaccinia virus, e.g., 
as a vector to express nucleotide sequences that encode cancer polypeptides or polypeptide 

15 fragments. Upon introduction into a host, the recombinant vaccinia virus expresses the 

immunogenic peptide, and thereby elicits an immune response. Vaccinia vectors and methods 
useful in immunization protocols are described in, e.g., U.S. Patent No. 4,722,848. Another 
vector is BCG (Bacille Calmette Guerin). BCG vectors are described in Stover, et al. (1991) 
Nature 35 1 :456-460. A wide variety of other vectors are availablel for therapeutic 

20 administration or immunization, e.g., adeno and adeno-associated virus vectors, retroviral 
vectors, Salmonella typhi vectors, detoxified anthrax toxin vectors, and the like. See, e.g., 
Shata, et al. (2000) Mol Med Today 6:66-71; Shedlock, et al. (2000) J. Leukoc. Biol. 68:793- 
806; Hipp, et al. (2000) In Vivo 14:571-85. 

Methods for the use of genes as DNA vaccines are well known, and include placing a 

25 cancer gene or portion of a cancer gene under the control of a regulatable promoter or a tissue- 
specific promoter for expression in a cancer patient. The cancer gene used for DNA vaccines 
can encode full-length cancer proteins, but more preferably encodes portions of the cancer 
proteins including peptides derived from the cancer protein. In one embodiment, a patient is 
immunized with a DNA vaccine comprising a plurality of nucleotide sequences derived from a 

30 cancer gene. For example, cancer-associated genes or sequence encoding subfragments of a 
cancer protein are introduced into expression vectors and tested for their immunogenicity in the 
context of Class I MHC and an ability to generate cytotoxic T cell responses. This procedure 
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provides for production of cytotoxic T cell responses against cells which present antigen, 
including intracellular epitopes. 

In a preferred embodiment, DNA vaccines include a gene encoding an adjuvant 
molecule with the DNA vaccine. Such adjuvant molecules include cytokines that increase the 
5 immunogenic response to the cancer polypeptide encoded by the DNA vaccine. Additional or 
alternative adjuvants are available. 

In another preferred embodiment, cancer genes find use in generating animal models of 
cancer. When the cancer gene identified is repressed or diminished in cancer tissue, gene 
therapy technology, e.g., wherein inhibitory or antisense RNA directed to the cancer gene will 

10 also diminish or repress expression of the gene. Animal models of cancer find use in screening 
for modulators of a cancer-associated sequence or modulators of cancer. Similarly, transgenic 
animal technology, including gene knockout technology, e.g., as a result of homologous 
recombination with an appropriate gene targeting vector, will result in the absence or increased 
expression of the cancer protein. When desired, tissue-specific expression or knockout of the 

1 5 cancer protein may be necessary. 

It is also possible that the cancer protein is overexpressed in cancer. As such, transgenic 
animals can be generated that overexpress the cancer protein. Depending on the desired 
expression level, promoters of various strengths can be employed to express the transgene. 
Also, the number of copies of the integrated transgene can be determined and compared for a 

20 determination of the expression level of the transgene. Animals generated by such methods will 
find use as animal models of cancer and are additionally useful in screening for modulators to 
treat cancer. 

Kits for Use in Diagnostic and/or Prognostic Applications 

For use in diagnostic, research, and therapeutic applications suggested above, kits are 

25 also provided by the invention. In diagnostic and research applications, such kits may include 
at ( least one of the following: assay reagents, buffers, cancer-specific nucleic acids or antibodies, 
hybridization probes and/or primers, antisense polynucleotides, ribozymes, dominant negative 
cancer polypeptides or polynucleotides, small molecule inhibitors of cancer-associated 
sequences etc. A therapeutic product may include sterile saline or another pharmaceutically 

30 acceptable emulsion and suspension base. 

In addition, the kits may include instructional materials containing instructions (e.g., 
protocols) for the practice of the methods of this invention. While the instructional materials 
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typically comprise written or printed materials, they are not limited to such. A medium capable 
of storing such instructions and communicating them to an end user is contemplated by this 
invention. Such media include, but are not limited to, electronic storage media (e.g., magnetic 
discs, tapes, cartridges, chips), optical media (e.g., CD ROM), and the like. Such media may 
include addresses to internet sites that provide such instructional materials, j 

The present invention also provides for kits for screening for modulators of cancer- 
associated sequences. Such kits can be prepared from readily available materials and reagents. 
For example, such kits can comprise one or more of the following materials: a cancer-associated 
polypeptide or polynucleotide, reaction tubes, and instructions for testing cancer-associated 
activity. Optionally, the kit contains biologically active cancer protein. A wide variety of kits 
and components can be prepared according to the present invention, depending upon the 
intended user of the kit and the particular needs of the user. Diagnosis would typically involve 
evaluation of a plurality of genes or products. The genes will typically be selected based on 
correlations with important parameters in disease which may be identified in historical or 
outcome data. 

EXAMPLES 

Example 1: Gene Chip Analysis 

Molecular profiles of various normal and cancerous tissues were determined and 
analyzed using gene chips. RNA was isolated and gene chip analysis was performed as 
described (Glynne, et al. (2000) Nature 403:672-676; Zhao, et al. (2000) Genes Dev. 14:981- 
993). 
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Table! lists mei&al condition^ abnormalifes, cr organs affected by disease, referred to in Tables 2A and 3A. fox which markers have been identified, and other related medical 
conditions (mduding vanous stages andfor metastases) in which those markers wffl also be useful, eg. in therapeutic diagnostic, prognostic subsetOng, vaccine, and other uses. 

blood vesseis/angjogeneste hernangiornas, tympnangtomas. angiosarcoma. rymptangjosarcoma KaposFs sarcoma, wound healing, tissue remodeling, psoriasis, ischemic, heart 
disease, mnarnmatory diseases (e.g., arthrifis. asthma, chronic bronchitis), atherosclerosis, endometriosis, presumed ocular histoplasmosis syndrome, hypoxia, solid tumors, 
[ym f < ^ / ^^ e ^' lymphangitis, aitommme diseases (e.g., RA. SLE,juvenBechrcw arthritis, pigmented vSkmodutar synovitis, etc), retinal neovascularization 
SerinTSds 9 *' ^ macuIar de 9 enefafioa P«s«med ocular histoplasmosis syndrome, etc). sderitisAxwjunctivitis, hypertrophic scars (keloid), birth control 

Madden carcinoma in situ, papillary carcinomas, transitional cell carcinoma, squamous eel carcinoma 

bone: Ewtng sarcoma ^sarcomas arising from skeletal and extraskeletal connective tissues, Including the peripheral nervous system (ag. chondrosarcoma osteosarcoma) 
brain: gBoWastoma, oGgodaxiroglioma. anabtasfc astrocytoma, meningioma medulaWastoma. neurobtastoma, ependymoma, schwannoma, craniopharyngioma, pineoblastoma. 
pmeocytoma, n^itoma, neurofibrosarcoma, maKgnanl peripheral nerve sheath tumors, granular cell tumors, ptexosarcoma gangTioneuroblastoma, neuroepiMoma 



breast ductal carcinoma in situ, lobular carcinoma in situ 
1 0 cervix: cancer of the cervix, vagina, or vulva 



cokWrectem: precancerous cctoectal disease (ag„ neoplastic polyps (adenomas), familial adenomatous polyposis, ulcerative colitis), colon cancer, e.g., epithelial tumor {e.g. 

adenc^an^noma, rrnicmous adenocarcinoma, signeWng cell aoenocarcinoma. squamous cell carcinoma, adenosquarnous carcinoma undifferentiated carcinoma, unclassified 
caranoma) earmold tumor (ag., argentaffin, nonargentafiin. composite), norvepitheHal tumor (e.g.. teimyo sarcoma, others), inflammatory bowel disease (e.g., ulcerative 
9 H I^ 0 "™ 5 ^as? (granulomatous colitis), dysplasia), rectal cancer, cancer of the anal region (eg., squamous ceil carcinoma, transitional carcinoma, adenocarcinoma 

&\J carcinoma papillary villous carcinoma mucinous adenocarcinoma melanoma) 

esophagus: ^malignant or predisfjosingconoitions {e.g.. esophagitis), squamous cell cancers (e.g., cancers of the head and neck, lung, or cervix), gastrodigestivecarcinornas 

(e.g., cancers of the stomach, colon, or rectum) 
fibrosis: lung fibrosis idiopathic pulmonary fibrosis, hypersensitivity pneuironifi5.lnterstitial pneumonitis, nonspecific idiopathic pneumonitis), chronic obstructive pulmonary disease 
<)z (ag.^hyseina chronic bronchitis), astrtma broncM^ , 

Sl^^J^l^J^^^ par3 ^ ^J 85 - nasopharynx, oral cavity, oral pharynx, lip, larynx, hypopharynx, salivary glands, paragangfiomas. esophagus 
kidney, dear cell (nonp^llary) c^oma papillary carcinoma chromophobe renal carcinoma hypernephroma adenocarcinoma sporadic renal carcinomas, hereditary renal 

carcinomas (von Hippei-Undau disease), carcinoma of the renal pelvis, ureteral carcinoma fibroma papillary adenoma angtomyolipoma oncocytoma 
leukocy^acute lymphoblasfic leukemia/r/mpboma chronic lymphocytic leukemia WKcutar lyrnphoma large B-ceH lymphoma Burkftt lymphoma plasma cell neoplasms, mantle cell 
on lympficr^ peripheral T-cell lymphoma adult T-celi leukemia^mphorna HodgWn disease, acute myelogenous leukemia chronic myelogenous 

u teukemra thymichyperplasla, hairy cell leukemia malignant transformation, Inappropriate actrvafion or abnormanfies of leukocytes {aa, Immature, precursor B (pr*B) or 

precursor T (pre-T) lymphocytes monocytes, neutrophils, eosinophils, basophils, dendritic cells, lymphoblasts), arthritis, inflammation, leukocytosis, lymphadenitis, 
lymphangjus, bacteremia chronic nonspecific lymphadenitis, psoriasis, wound healing 

Sado^oVSlrct 8, Qt be " i9n ePHheIial lUm0rS IUm0r COfldlfi0n ^ Prim3fy maIl9nant epitheSaI lum ° re ' Pfima,y maH9nant mesenCh ^ tumors, tumors of the 
3 5 lung: lung csmR^aO I cell tog caretona (oat cell caranoma), notwmatl cell carcinomas (e.g., squamous cell carcinoma adenocarcinoma large cell lung carcinoma, carcinoid, 

granulomatous), ™™ s {"Spathic pulmonary fibrosis, hypersensitivity pneumonitisjnterstitial pneumonitis, nonspecific Idiopathic pneumonitis), chronic obstructive pulmonary 

disease (e.g., emphysema chronic bronchitis), asthma bronchiectasis, esophageal cancer 
ovary: ovarian carcinoma (ag epithelial (serous tumors, mucinous tumors, endometrioid tumors), germ cefl (e.g„ teratomas, crwrfoardnomas, potyembryomas. embryomal 
40 r^noma letonryoma ^ dysserTninoma ' Qcnadoblastnma), stromal carcinomas (e.g., granulosa! stromal cell tumors)), fallopian tube carcinoma peritoneal 

pancreas: adenocarcinoma ductal adenocarcinoma mucinous cyst adenocarcinoma acinar cell carcinoma unclassified large cell carcinoma small cell carcinoma 
n ^* P ^C«:r k"! 3, ****** mucHhhypersecrefing tumor, mucinous cyst adenoma papillary cysOc neoplasm, serous cyst adenoma diabetes melius, chronic pancreatitis 
prostate: epuiefial neoplasms (ag., adenocarcinoma small cell tumors, transitional cell carcinoma carcinoma in situ, and basal cell carcinorna), carcinosarcoma, non-epithelial 
45 nS °Kfe S maSe ^ fym P homa ^' Kn ^nore, prostafic IntnaepitheDal neoplasia (PIN), hormone independent prostate cancer, benign prostate hyperplasia 



sWn/rretenoma: melanoma lentigo (common benign localized hyperplasia of melanocytes), nevoceBular nevi (congenital or acquired neoplasm of melanocytes), actinic keratosis 
(overgrowth of outer layers of skin), basal cell carcinoma Merkel ceO carcinoma benign fibrous histiocytoma (dermal neoplasms of fibroblasts and histiocytes), 
dermatofibro^coma protuberans (well differentiated fibrosarcoma of the skin), xanthomas (tumortfce collections of foamy histiocytes within the dermis), dermal vascular 
a ™ mors - seborrheic keratoses (benign tumor), acanthosis nigricans (benign or malignant hyperplasia and hyperpigmentation of skin), and squamous ceil carcinomas of the skin. 

JW lung, cervix, esophagus, uterus, head, neck, cr bladder 

soft tissue: soft tissue tumors (ag., fibrosarcoma Brjosarcoma tetomyosarcoma hlsOocytoma fibrohisticcytic sarcoma) smooth muscle tumors (e.g., rftaMomyoma 

rhabdomyosan^ tumors the blood and lymph vessels (e.g. angiosarcoma, lymphangiosarcoma Kaposi's sarcoma), perivascular tumors (e.g., glomus tumors, 
r^angtopencytoma), synovial tumors (e.g., m^otheOoma), neural tumors (e.g., neurofibroma neurofibrosarcoma malignant peripheral nerve sheath tumors, granular cell 
« turnore, ptexosarcoma gangtoneuroblastoma neuroepithelioma extraskeletal Swing's sarcoma, schwannoma neuroma gangBoneuroma), paraganglioma, extraskeletal 

SSato^ sa^a 3 thonAms3Icma ' osteosarcoma), phiripotential mesenchymal tumors, epMod sarcomas, rhabdoid tumors, desmoplastic small cell 

stomach: adenocarcuroma, squamouscellcarcinoma adenoacarrthoma carcinoid, leiomyosarcoma gastrifis (chronic atrophic ft pylori associated), hyperplastic polyps, lipoma 
leiomyoma esophageal adenocarcinomas 

60 ^ d ^S!^ tUm0rS (|^"* n 9 ^omas. embryonal carcinomas, teratomas, choriocarcinomas, yolk sac tumors), sex chord stromal tumors (Including Leydig cell tumors. 

222 7i£ ra ^. eBl1 ?™ 083 and flonadaI stnjmal etemenb flonadoWastomas), adnexal and paratestlcular tumors (ag., mesotheliomas, soft 
fcsue sarcomas, and adnexal of the rete testes), miscellaneous neoplasms (Including carcinoid, lymphoma, and cysts) 
uterus: epithelial tumors (e.g., endometrioid, papillary endometrioid, papillary serous, clear cell, mucinous), mesenchymal tumors (ag. endometrial stromal sarcoma 
leiomyosarcoma, nonspecific sarcomas), mixed tumors (ag., malignant mixed mufiertan tumors, adenosarcoma) 

65 

70 I^Slr 6, 76 5 ^ 798 ^ fof Pkeys teddn9 Uni 9enelD's for Tebles 2A-72A. 76A, and 79A. respectively. For each probeset Is listed gene duster number 

tv rram wnwi oligonucleoOdes were des^ned. Gene clusters were compiled using sequences derived from Genbank ESTs and mRNAs. These sequences were clustered based on 
SSn^cdumn austerfnB AR 9 nment Tods (DoubleTwist. Oakland Cafifomia). Genbank accession numbers for sequences comprising each duster are listed in the 

7 S 12?? ^T 7 ? 0, 76C ! ^ 790 U flenomIc P««loning for Pkeys lacking Unlgene I rjs and accession numbers In Tables 2/W2A, 76A. and 79A respectivery. For each predicted 
/J exon cs Trsted genomic sequence source used for prediction. NudeoGde tocafions of each predicted exon are a&o listed. 

Table 2A. Disease Indications and Preferred Mies for Selected Genes 
g0 Table 2Aprovxjesprcferreddisea^ These genes were identified using Eos/Afrymetrix Genechip arrays. 



Ptey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number 
UnigenelD: Unlgene 10 number 
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UnigeneTiue: Unigene gene tiue 

Disease: preferred diseases Indicated far selected gene as described in table 1 and abbreviated as follows: blad (bladder diseases), angio (blood vessel diseases), EWS 
(bone diseases), gfio (brain Diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal diseases), esoph {esophageal diseases), fibro (fibrosis 
c diseases), headnk (head & neck diseases), teio (leiomyoma diseases), teuk (leukocyte diseases), hepC (liver diseases), lung (lung diseases), ovar (ovarian 

3 diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases), 

sarc (soft tissue and bone diseases), mela {sMn diseases), stom (stomach diseases), test (testicular diseases), uter (uterine diseases) 
Utility: preferred utilities for selected gene as described in the text and abbreviated as follows: CTL (DNA vaccine target), diag (diagnostic or prognos8c target), mAb 

(monoclonal antibody target), sm (smafl motecufe target) 

10 Pkey; ExAccn; Unigene! D; Unigene Tifle; Disease; USity 

102692; BE440042; Hs.83326; matrix metaltoprotelnase 3 (st headnk; mAb*diag*s.ra 

104865; T79340; Hs.22575; B-cefl OLflymphoma 6, member ; angio; CTL 

104978; AJ199268;Hs^9322;r^ sapiens. Si^ 
1 D 109424; NMJ05329; Hs.85962; hyaluronan synthase 3; Wad, rung; mAb+s.m. 

110765; AK000322; Hs.18457; hypothefJcel protein FU 20315; colon, pros, stom, uter. mAb+oiag 

110906; AA035211; Hs.17404; SOX7 SRY (sex determining regi; angio, blad; CTl 

115522; BE614387; 1&333893; c-Myc target JPOI; coton. lung, btad, pane; OTL 

1 16176; AA31 1 152; r&288708; hypothetical protein RJ21562; coton; CTL 
ZU 118695; AK000465; Hs.50081; KIAA1 199 protein; colon, lung; diag 

123049; BE047680; Hs.21 1869; dicktepf (Xenopus laevis) homo; EWS; mAtndiag 

131486; F06972; Hs.27372; endothelial tyrosine kinase (E; anglo; CTL-^m 

133370; AF245505; Hs.72157; Adfican; breast, rung, pane; (flag 

310016; AW449612; Ks.152475; ESTs; colon; CTL 
ZO 322303; AI357412; Hs.157601; ESTs; colon, pros, fibro, breast; CTL^diag 

400289; X07820; Hs.2258; matrix metafloproteinase 10 (s; angio, Wad. lung, cerv, ovar, headnk, esoph; mAb*diag*s.m. 

400297; AI127076; Hs.288381; hypothetical protein DKFZp5640; breast blad, colon, pros; mAb 

400303; AA242758; Hs.79136; UV-1 protein, estrogen regula; breast, ovar. pros, stom, uter, blad, lung, headnk; mAb 

400843; ; ; NMJW310^:Homo sapiens sorti!; blad; s.m. 
iU 402075; ; ; ENSP00000251056*:Plasrna membra; blad, lung, headnk, cerv. mela, esoph; mAb*diag 

402901; ; ; N^025206":Homo sapiens hypolh; Wad ; CTL 

404287; ; ; FGENESH predicted novel CUB^o; pane, lung, colon, uter, esoph; mAb+sjn, 

404682; ; ; ortholog of mouse porydomain p; pane; diag 

404875; ; ; NM_022819*:Homo sapiens phosph; blad; CTL+s.m. 

404977; ;;rnsuDrrfte growth factor 2 (; Wad, ovar, sarc; mAtndiag 

405033; ; ; C1002652^gi|544327|sp[Q04799|; blad; sjn 

406400; ; ; kallikrein 8 (neuropsin/ovasln; ovar, uten diag 

406964; M21305; ; FGENES predicted novel secrete; angio, blad. fibre, sarc; diag 
A A 407603; AW955705; Hs.62604; Homo sapiens, clone IMAG&4299; gDo, Mad; CTL 
4U 407792; AI077715; Hs.39384; putative secreted Ggand homol; ovar. uter, cerv, pane; rnAtndiag 

407811; AW190902; Hs.40098; cysteine knot superfamfly 1, B; blad, pane, stem, uter, lung, esoph; diag 

407836; T79340; Hs.22575; B-cetl CLL/ryrnphoma 6. member; angio; CTL 

407975; X89426; Hs.41716; endothelial celkpecific mole; angio, renal; diag 

408243; Y00787; Hs.624; interteukin 8; blad, stom, headnk, cerv.lung, angio, esoph, pane; diag 
40 408367; AK001 1 78; Ks.44424; Homo sapiens orphan rteurctas; mela; mAtHs.m 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family ; pros, lung, fibro, uter. gHo, cerv, ovar; mAb 

408380; AF123050; Hs.44532; dhjbtqidfJn; rung, Wad, headnk, pane, stom, fibro, esoph, mete; CTL 

408482; NM-O0C676; Hs.45743; adenosine A2b receptor, lung, esoph, headnk. colon; mAtusm 

408562; AI436323; Hs.31141; roundabout (axon guidance rece; uter, fibro, sarc; mAb+sm 
JV 408790; AW580227; Hs.47860; neurotrophic tyrosine kinase, ; lung; mAb+sm 

408908; BE296227; Hs.250822; serineflhreonlne kinase 1 5; Wad, lung, headnk, stom,colon; s.m 

409041; AB033025; Hs.50081; Hypothetical protein, XP.Q5186; uter, ovar, lung, colon, stom, headnk. breast, pane; CTL^fiag 

409079; W87707; Hs.82065; Interteukin 6 signal transduce; breast pros; mAb*s.m. 
_ 409103; AF251237; Hs.1 12208; XAGE-1 protein; lung; CTL 
55 409178; BE393948; Hs.50915; kailikrein 5; ovar, breast, mela; diag 

409220; BE243323; H&51233; tumor necrosis factor receptor, angio, renal, colon, stom; mAb+s.m. 

409420; 215008; H&54451; laminin, gamma 2 (riceki (100k; lung, headnk, pane, stom, cerv. esoph, Wad; diag 

409632; W74001; Hs.55279; serine {or cystetoe) proteinas; lung, Wad, headnk; diag 

409663; AI743750; Hs.9B306; KIAA1862 protein; renal; CTL 
OU 409757; NMJJ01B9B; Hs.1231 14; cyslatin SN; pane, stom, tung, Wad; diag 

409889; AW630041; Hs.56937; suppression of tumorigenicity ; colon, ovar, pros; mAb+s.m. 

409893; AW247090; Hs£7101 ; inirachromosorne maintenance def; tung, cerv, blad, test esoph; CTL+s.m. 

409956; AW103364; Hs.727; inhibin. beta A (acuvln A, ac; breast pane, ovar, colon, headnk, lung, blad, esoph; diag 
- 410001;ABM1036;Hs^mi;kaBikreto11;ovac,^ 
05 41 0055; AJ 250839; Hs.58241 ; gene for senMrueonina prot renal; sjr 

410153; BE311926; Hs.15830; hypothetical protein FU12891; rena!,Wad; CTL 

410274; AA381807; Hs.336402; hyrjoxlwnductWe protein 2; lung, renal; CTL 

410309; BE043077; Hs.278153; alpha-2,8^ialyitransferase II; pane; sjrt 

410407; X66839; HsJ63287; carbonic anhydrase IX; renat lung, coton, stem, ovar, uter, blad, sarc; mAb*s.m. 
/ U 41 0418; D31382; Hs.63325; transmembrane protease, serine; colon, Wad, lung, ovar. pane, headnk; mAb+diag+sjn. 

41 1274; NMJJ02776; Hs.69423; kaOikrein 10; colon, ovar, uter, cerv, headk, pane; diag 

41 141 1; AA345241; Hs.55950; ESTs, WeaWy smflar to WAA13; renal; mAlnem 

41 1773; NIVL006799; Hs.72026; protease, seraie, 21 (testisbv; ovar, diag 

41 1975; AI916058; Ks, 144583; 3*UTR of: dead ringer (Drosoph; test colon; CTL 
75 412078; X69699; Hs.73149; paired box gene 8; ovar; CTL 

412140; AA219691; Hs.73825; RAB6 interacting, kmestn-fike; tung, Wad, headnk. breast ovar, pane, angio, test mela; s.m 

412314; AA825247; Hs.356084; G protein-coupled receptor 27 ; ovar, uter, test mAb*sm 

412609; Z48804; Hs.74124; <x^ albinism 1 (Metfleshlp-; mela; sm 

412628; AI972402; HsJ506051; hypothetica] protein MGC2648; pros; diag 
OU 412709; AL022327; Hs.74518; KIAA0027 protein; gQo, sarc; mAb+sjn. 

412719; AW016610J Hs.816; ESTs; lung, headnk, Wad, gDo. cerv, sarc; sm 

412959; D87458; Hs.75090; WAA0282 protein; gfio; CTL^jn. 

41 3048; M93221; fe.75182; mannose receptor. C type 1; fibro, pane; mAb 
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41 3063; AL035737; Hs.75184; chttinase Mke 1 (cartilage ; gSo, ovar, Nad, tung ; diag 

413278; BE563085; Hs.833; intejferon-sfhnulated protein,; pane, lung, blad, breast, cerv, ovar, headnk, esoph, me] a; CTL+s-m. 

41 3324; V00571 ; Hs.75294; corticotropin releasing hormon; blad; diag 

41 3385; M34455; Hs.840; hdoteamlne-pyrrole 2,3 dloxyg; blad, tung, mete, fibre, uter, saic; s.m 

413554; AA319146; Ks.75426; secretogranin 11 (chromogranin; pane, gib; diag 

41 3719; BE439580; Hs.75498; small inducible cytokine subfa; leuk, pane, lung, headnk, cerv, colon, uter, stom, esoph; diag 

414555; N98569; Hs.76422; phosphoGpasa A2, group IIA {p; pros; sm 

414577; AJ056S48; Hs.378938; hypothetical protein RJ20992 ; angio; CTL+olag 

414774; X02419; Hs.77274; plasminogen activator, urokina; tung, blad. headnk, pane, stom, ovar, esoph; diag 

41481 Z X72755; Hs.77367; monokine induced by gamma into; breast blad, lung, fibro. pane, colon, headnk, cerv, stom, renal, ovar, test, mela, esoph; diag 

414883; AA926960; Hs. 34 8669; COC28 protein kinase 1; tung, ovar, stom, colon, cerv, headnk, test sm 

414907; X90725; Hs.77597; poto {DrosophtaHtke kinase; Mad, tung, ovar. test; sm 

41 4991 ; CI 7898; ; Homo sapiens unregulated by B; fibro, tung; mAb+diag 

415138; C18356; Hs.295944; tissue factor pathway mhibtto; angio, pane, stom, hmg, uter; CTL+diag 

415539; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; breast; mAb+sm 

41 5668; AW957684; Hs. 30681 4; Homo sapiens tysyl oxidase-fik; mala; diag 

415669; NM.005025; Hs.78589; serine (or cysteine) protein as; lung; rnAb+diag+sjn. 

415817; U88967; Hs.78857; protein tyrosine phosphatase, ; tung, gllo, headnk, cerv, mela, esoph, fibro; mAb+s.m. 

415929; AA724373; Hs.304950; Homo sapiens mucoEpin-3 (MCOU mela; mAb 

416091; AF295370; Hs.283082; defensln, beta 3; headnk, esoph, mela; CTUfiag 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest deficient; tung, headnk, colon, uter. stom; CTL+s.m 

41 6250; AA581386; Hs.73452; Kremen 2; esoph, lung, cerv, ovar; mAb+s.m. 

416530; U62801; Hs.79361; kalfikrein 6 (neurosin, lyme); ovar, uter, diag 

41 6636; N32536; Hs.42645; solute carrier famOy 16 (mono; breast, pane, uter, mela; mAb+Sjn 

41 6658; U03272; Hs.79432; fibrillin 2 (congenita) contra; lung, ovar, uter, blad, angio, test sarc; diag 

416836; D54745; Hs.80247; cholecystoWnin; pros, EWS, gHo ; diag 

416857; M188775; Hs.292453;FGENESH predicted TMcon^ 

416965; N26223; Hs.160436; MDAC1; fibro. ovar, uter, mAb 

417034; NM.006183; Hs.80962; neurotensin; lung, headnk, cerv, diag 

417079; U65590; Hs.81 134; interteuxin 1 receptor antagon; blad, lung, headnk, cerv, esoph; diag 

417166; AA431323; Hs.42146; Paired box protein Pax-3; mela, sarc; CTL 

417389; BE260964; Hs.82045; mldklne (neurite growth-prornot; ovar, lung, blad, uter, cerv, pane, stom, mela test colon, sarc; mAb+diag 

417433; BE270266; Hs.82128; 5T4 oncofetal trophoWastglyc; pane, breast blad. lung, headnk, cerv, uter, ovar, stom, renal; mAb 

417771; AA804698; Hs.82547; retinoic acid receptor respond; blad, cerv. pane, pros, ovar; mAb 

41 7866; AW067903; Hs.82772; collagen, type XI, alpha 1 ; lung, pane, breast ovar, headnk, stom, sac; CTL 

417931; W95642; Hs.82961; trefoil factor 3 (intestinal); ovar, pane, stom, colon, uter, pros; diag 

417933; X02308; Hs.82962; thyrnidylate synthetase; blad, tung, angio, colon, pane, esoph; s.m. 

418007; M13509; Hs.63169; matrix metafioprctelnase 1 (in; lung, btad, fibro, headnk, pane, stom, colon, ovar, esoph. mela; mAb+diag +s.m. 

418030; BE207573; Hs.83321; neuromedin B; gfio, pane; diag 

418064; BE387287; Hs.83384; S100 caWunvbinding protein, ; mela; diag 

418281; U09550; Hs.1154; ovktuctai glycoprotein 1, 120k; uter, ovar; CTL+diag 

418478; U38945; Hs.1174; cycOn-dependent kinase inhibi; lung, blad, ovar, headnk, pane, cerv, mela, sarc; s.m. 

418506; AA084248; Hs.372651; Unknown protein for MGC:29643 ; angio, ovar, gHo, uter, lung, Wad, pane, mela, sarc; mAb+diag 

418526; BE019020; Hs.85838; solute carrier family 16 (mono; lung, blad, renal pane, stom. colon, ovar; mAb+sm 

418558; AW082266; Hs.86131; Fas (TNFRSF6>associated via d; esoph, headnk; s.m. 

418678; NM.G01327; Hs.87225; cancer/testis antigen (NY-6SO-; hmg, Wad, stom, ovar, pane, esoph, cerv, sane; CTL 

418738; AW388633; Hs.6682; solute earner family 7, (cafi; angio, lung, ovar, btad, colon, stom, pane, uter, leuk; mAb+sjn. 

418830; BE513731; Hs.348874; hypothetical protein MGC4816; lung; CTL 

418867; 031771; Hs.89404; rush (Drosophila) homeo box horn; Wad; s.m. 

418870; AF147204; Hs.89414; chemokfne (C-X-C motif), recep; leuk, ovar, breast blad, renal; mAb+s.m. 

419080; AW1 50835; Hs.18878; hypothetical protein FU21620; renal, lower uter, lung; CTL 

4191 21; AA374372; Hs.B9626; parathyroid hormone-Hka hormo; lung, esoph, headnk, Wad; diag 

419171; NM-002846; Hs.89655; protein tyrosine phosphatase, ; lung; mAb+s.m. 

419172; AW33B625; Hs.22026; ESTs; simHar to TRANSMEMBRAN; angio, renal; mAb+sjn. 

419183; U60669; Hs.89663; cytochrome P450. subfamily XXI; Wad, lung, headnk, pane; CTL+sm 

419216; AU076718; Hs.164021; small inducible cytokine subfa; pane, lung, stom, cerv, pros, headnk, esoph; diag 

419235; AW470411; Hs.288433; neurotrimin; pane, fibro, headnk, lung; mAb+diag 

41 9452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ovar, pros, lung, breast uter, test pane, stom, sarc; mAb+s.m. 

41 9508; AW997938; Hs.90785; ATP-binding cassette, sub-fami; gHo, omuc, stom, lung, pane, colon, renal, uter; mAb+s ja 

419556; U29615; Hs.91093; chiSnase 1 (chitotriostdase); lung, fibro, test mAb+diag 

419704; AA429104; Hs.45057; ESTs; gHo; CTL+s.m 

419723; AL1 20193; Hs.339810; longevity assurance (LAG1, S. ; gib; mAb+diag 

419741; NM.007019; K&93002; ubiquitin carrier protein E2-C; blad, lung, colon, ovar, test esoph, mela, sarc; CTL+s.ra 

41 9833; AA251 131; Ks^20697; Homo sapiens tryptophanyt-tRNA; fibro, stom, btad, esoph, uter, diag 

420159; AI572490; Hs.99785; Homo sapiens cONA: FU21245 fi; Wad. stom; mAb 

420162; BE378432; Ks.95577; eyefin-dependent kinase 4; lung, mela, sarc; sm 

420370; Y13645; Hs.97234; uroplakfn 2; Wad; mAb 

420440; NM.002407; Hs.97644; mammagtobin 2; ovar, uter, cerv; diag 

420602; AF060877; Hs.99236; regulator of Gfrotetn slgnall; headnk. gDo, cerv, mela; CTL+s.m. 

420610; AI683183; Hs.99348; cfetaWess homeo box 5; uter, endo, lung; CTL 

420737; L08096; Hs.99899; CO70 ; tumor necrosis factor ; renal; mAb+s.m. 

420876; AA918425; Hs.177744; FGENES predicted novel protein: pane, blad; sjn. 

421066; AU076725; Hs.101408; branched chain aminotransferas; Wad, tung; CTL+sm 

421110; AJ250717; Hs.1355; cathepsin E; Wad, pane, stom, lung, fibro, ovar, esoph; sm+diag 

421340; F07783; Hs.1369; decay accelerafing factor for ; angio, pane, stom; diag 

421379; Y15221; Hs. 103982; smafl indudWe cytokine subfa; breast pane, headnk. lung, stom, Wad, cerv, colon, teuk, fibro, test mela, esoph; diag 
421471; U90545; Hs.327179; solute carrier family 17 (so<ft renal; mAb+sm 
421474; U76362; Hs.104637; solute carrier famDy 1 (gtuta; lung; mAb+s.m. 
421524; AA31 2082: Hs.105445; GDNF family receptor alpha 1; breast mAb+sm 

421552; Af 026692; Hs.105700; secreted mzzled-related prot breast ovar, pane, cerv, uter, pros, lung, stom, headnk; diag • 

421563; NM.006433; Hs.105806; granulysin; fibre; diag 

421574; AJ000152; Hs.105324; defensin. beta Z headnk, tung; CTL+<Eag 

421582; A1910275; Hs.350470; trefoil factor 1 (breast cance; breast pane, hmg, omuc; diag 
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421659: NMJH4459; Hs.106511; cfotoeadherin 17; fibro; mAb 

421753; BE314828; Hs.107911; ATP-Wnding cassette, sub-fami; lung; rnAb+sm 

42181 7; AF146074; Hs.108860; ATW}bMfing cassette, sub-farr* tung, cerv. headnk, Wad; mAb+sm 

421829; AB018330; Ks.108703; caldum/catmotMiKtependent p; pros; sm 

422048; NM_01 2445; Hs.2881 26; spondln 2, extracellular matri; pane, pros, sarc; drag 

422083; NM.001141; Hs.1 11256; aracNdonate ISTtpoxygenase, ; pros; sjil 

422109; S73265; Hs.1473; gastrfn-reteaslng pepfide; pane, tung, colon, fibro; dlag 

422158; L10343; Hs.112341; protease inhibitor 3, skhvder, headnk, Wad, tung, cerv, stom, esoph; drag 

422192; AA305159; Hs.113019; Qs485; mela; am 

422260; AA3 15993; Hs.105484; regenerating gene type W; colon, omuc stom, pane; mAb+diag 
422282; AF019225; Hs.114309; apoHpoprotein L; Wad, rung, headnk, renal; dlag 
422283; AW41 1307; Hs.1 1431 1; COC45 (cefl division cycle 45,; tung, Wad. test cerv, headnk, esoph; s.m. 
422330; D30783; Hs. 1 15263; epIreguGn; pane, colon, biad; mAb+diag 

422397; AJ223366; Hs. 11 6051; MYEOV Myeloma overexpressed ge; pane, stom. colon, esoph, renal, Wad; CTl+s.m. 

422424; AI186431; Hs.296638; prostate drfferenfiaBon facto; Wad, pane, pros, angio, colon, stom, rung, mela; diag 

422578; AF239666; Hs.1 545; caudal type homeo box transcri; colon; CTL 

422627; BE336857; Hs.1 18787; transforming growth factor, be; colon, renal, sarc; mAb+diag 

422765; AW409701; Hs.1578; bacuroviral IAP repeaVcontain; lung, Had; s.m. 

422809; AK001379; Ks.121028; hypothetical protein FU10549; Wad, cer, tung, uter. angio, stom, test s.m. 

422867; L32137; Hs.1584; cartflage oQgomeric matrix pr, breast, ovar. pros, pane, tung. colon, uter. sarc; diag 

422956; BE545072; Hs.122579; ECT2 protein (Epithelial cell ; ovar, Wad, pane, tung, headnk, colon^tom; CTL+sm 

423161; AL049227; Hs.124776; downstream of cadherin 6 (by 3; renal, ovar, Wad; mAb+sm 

423184; NM.004428; Hs.1624; ephriivAl; pros, pane, renalcolon; mAb+sm 

423242; AL039402; Hs.125783; DEME-6 protein; breast, renal, ovar, pros, colon; CTL 

423508; AW604297; Hs.129711; hepatitis A virus cethdarrec; renal colon; mAb 

423583; AL1 22055; Hs.129836; WAA1028 protein; pros; sm 

423534; AW9599Q8; Hs.1690; heparnvblnding growth factor ; lung, blad, headnk, pane; diag 

423673; BE0Q3054; Hs.1695; matrix rrtetaDoproteinase 12 (m; blad, tung, headnk, ovar, pane, colon, stom, uter, cerv, esoph, test; mAb+diag+s.m. 
423936; U77629; Hs. 135639; achaete-scute complex (Drosoplr, colon, stom, ovar, CTL 

423961; 013666; Hs.136348; periostin (QSF-2os); breast coton. blad, tung, ffliro, pane, headnk. ovar, mela, sarc; mAb+diag 

424008; R0274Q; Hs.137555; putative chemoWne receptor, G; Wad, headnk. stom, cerv, esoph; mAb+s.m. 

424046; AF027866; Hs.138202; serine (or cysteine) protelnas; headnk, tung, cerv; diag 

424321; W74048; Hs.1765; rymphocyt&^pecific protein ty; mela, fibro; sm 

424381; AA285249; Hs.1 46329; protein kinase Chk2 (CHEK2); lung, colon, test sm 

42441 1; NM.005209; Hs.146549; crystaflin, beta A2; pane, sarc; sm 

424502; AF242388; Hs.149585; tengsln; lung; sm 

424503; NM.002205; Ks.149609; Integrin, alpha 5 (fibronectm; pane, pros.angto, blad, lung; mAb+sm 
424620; AA1 01043; Hs.1 51 254; kalWn 7 (chymotrypSc, st ovar, diag 

424687; J05070; Hs.151738; matrix nretatoprotetoase 9 (ge; headnk, pane, lung, Wad, uter, cerv, colon, stom, test mela, sarc; diag 

424735; U31875; Hs,272499; shortchain alcohol dehydrogen; Wad. breast CTL+sm 

424825; AF207069; Hs.1 53357; procollagen-lysine, 2-oxogruta; mela; CTL+sm 

424905; NMJXJ2497; Hs.1 53704; N1 MA (never In mitosis gene a); ovar, Wad, lung, headnk, pane, stom; sm 

424917; AI636208; Hs.96901; hypothetical protein HJ23049; fibro, utar, ovar; CTL 

424943; AU077260; Hs.153924; death-associated protein kJnas; fibro; sm 

425009; X58288; Hs.154151; protein tyrosine phosphatase, ; renal, fibro; mAb+sm 

425071; NMJJ13989; Hs.154424; detocflnase, (odothyronine, typ; pros, colon, stom, uter, cerv, headnk. esoph, pane; dlag 
4251 1 5; R446S4; Hs.1 23956; downstream of. G protein-coup; gfio; mAb+sm 

425247; NM.005940; Hs.155324; matrix metaltoprotetnase 11 (s; breast, ovar, lung, colon, pane, headnk. stom, uter, cerv, brad, esoph, sarc; mAb+diag+sm 
425263; NMJW1 197; Hs.15541 9; B02-interacting killer (apopt pros; sm 
425322; U6363Q*. Hs.155637; protein kinase, DNAracthrated,; lung, headnk; sm 
425535; AB 007937; Hs.158287; syndecan 3; mela gSo; mAb+sm 

425650; NM_001 944; Hs.1925; desmogteh 3 (pernphlgus vulgar; tung, headnk, cerv, esoph, Wad; mAb 
425721; AC002115; Hs.159309; uroptakin 1A; blad; mAb 

425723; NM.014420; Hs.15931 1 ; dicktopf (Xenopus laevis) homo; endo, uter, colon; CTl+diag 

425734; AF056209; Hs.159396; pepSdytglycine arpha-amWatin; lung; sm 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; ovar, uter, lung; mAb+diag 

425842; AI587490; Hs.159623; Nfc-2 (Drosophila) homotog B; pane, gfio; sm 

425852; AK001504; Hs.159651; death receptor 6, TNF superfam; blad, lung, headnk; mAb+sm 

425883; AL1377Q8; Hs.161031; Homo sapiens mRNA; cDNA 0KFZp4; Wad, pane; mAb 

425998; AU076629; Hs.165950; fibroblast growth factor recep; renal; mAb+sm 

426028; NMJKM10; Hs.172028; a disintegrin and metafloprote; Wad; mAb+diag 

426215; AW963419; Hs.1 55223; stannlocaJcfn Z breast lung, renal, colon, ovar, uter; mAb+diag 

426227; U67058; Hs.154299; Human proteinase activated req pane, lung, colon, esoph, stom; mAb+sm 

426322; J 05068; Rs.2012; transcobalamin I {vitamin B12 ; pane. Wad, stom; dlag 

426344; H41821; HsJ22469; transcriptional activator of t fltto; CTL+sm 

426427; M86699; Hs.169840; TTK protein kinase; ovar, lung, headnk, cerv, colon, uter, stom, test CTl+sm. 
426451; A1908165; Hs.1 69946; GATA^lndlng protein 3 (T-cell; Wad. breast sm 
426514; BE616633; Hs.170195; bone rnorphogenetic protein 7 1 ovar, colon, blad, rung, cerv; mAb+diag 
426600; NMJM3378; Hs.17101 4; VGF nerve growth factor induct; mela sarc; (Sag 

426761 ; A1015709; Hs.1 72089; PORIMIN Prc-oncosis receptor I; lung, esoph, pros, uter, pane, colon, ovar, headnk; mAb+s.m. 

426812; AF105365; Hs.1 7261 3; solute carrier famfly 12 (pota; renal; mAb+sm 

426890; AA3931 67; Hs.41 294; ESTs; renal, colon, ovar, uter. stom; CTL 

427239; BE270447; Hs.356512: uWquUh carrier protein; rung, blad, test mela. sarc; CU+sm 

427335; AA448542; Hs^7B444; G antigen 7B; tung, headnk. Wad, mela, esoph, sarc; CTL 

427343; A1880O44; Hs.176977; protein kinase C binding prote; gEo; CTL+sm 

427722; AK000123; Hs.180479; hypothefcal protein RJ20116; colon, stem, pane; CTL 

427747; AW41 1425; Hs.1 B0655; senneAhreonine kinase 12; Wad, lung, ovar, stom. test esoph, sarc; sm 

427923; AW274357; Hs^01406; FGENESH predieted 11 TMprotd; mefec mAb 

427969; NMJXH 963; Hs^230; epidermal growth factor (beta-; pane; mAb+diag 

428093; AW59450S; Hs.1 04630; ESTs; ovar, pane; CR 

428179; AI127772; Hs.380877; senxn/^uc<x»rtcoid reguteted; breast sm 

428187; A1687303; Hs.285529; G protein-coupled receptor 49; ovar, uter, coton, stom; mAb+s.ra 

428242; H55709; Hs.2250; teukemla inhibitory factor (ch; ovar, pane, teux, hing; diag 
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428296; NMJ03058; Hs. 183572; sdute canter family 22 (orga; renal; mAtHsm 

428330; L22524; Hs.2256; matrix metalloproteinase 7 (ma; liter, ovar, fibro, pros, pane, lung, Mad, headnk, esoph, mela; mAb^flag^m. 

428368; BE440O42; Ks.83326: matrix metaDoproteJnase 3 (st; headnk, stem, esoph, colon; diag 

428392; H 10233; Hs.2265; secretory granule, neuroendocr; pane; (Sag 

428450; NMJH4791; Hs. 184339; KIAA0175 gene product ovar, cerv. pane, rung, Wad. mela; s.m. 

428479; Y00272; Hs.334562; cell division cycle 2, 61 to S; lung, Mad, colon, titer, ovar; s.ra 

428484; AF 104032; Hs.184601; solute carrier family 7 (cafo; lung, Wad, headnk, cerv, esoph, glio. uter, stom, colon, mela; mAtMsm 

428486; AW583497; Hs.184604; pancreatic polypeptide; pane; diag 

428505; ALQ35461; Hs.2281; chromograntn B (secretogranin ; pane, lung; diag 

428513; BE220806; Hs. 184697; ptexin CI; mela, pane, breast stom, headnk; mAb 

428579; NM.005756; Hs.184942; G protein-coupled receptor 64; ovar, EWS, uten mAb+sm 

428664; AK001665; Hs.189095; similar to SALL1 (sal (Drosoph; Mad, ovar, pros, lung, stom, test; CTL+sm 

428698; AA852773; Hs.334838; K1AA1866 protein; breast, colon, lung, pane, stom, headnk, ovar, EWS; mAb 

428748; AW5932Q6; Hs.98785; Ksp37 protein; lung, sarc; diag 

428758; AA433988; Hs.98502; CA125 antigen; mucin 16; ovar, cerv, lung, pane, stom, renal; diag 
428778; AK000530; Hs. 193326; fibroblast growth factor recep; ovar; mAb+sm 

428953; AA306610; Hs.348183; tumor necrosis factor receptor; cerv, pane, colon, stom, headnk, renal; mAb*diag 
428969; AF 120274; Hs. 194689; artemin; lung, cerv, diag 

428970; BE276891; Hs.1 94691; reSndc add Induced 3 (RA1G; stom, pane, colon, ovar, fibro; mAb*s.m. 
429149; AW193360; Hs.197962; Homolog of mouse ADP-rlbosylat glio; mAb+sm 

429211; AF052693; Hs. 138249; gap junction protein, beta 5 C lung, Mad, headnk, cerv, esoph, stom, mela; mAb+sm 

429263; AAO19004; Hs.198396; ATP-Mndtng cassette, sub-tami; lung; mAb+sm 

429276; AF056085; Hs.198612; G protsrwoupled receptor 51; angro. Mad, glio; mAb+sm 

429353; AL1 17406; Hs.335891; ATP-bmdlng cassette transport; breast pros ; mAb+sm. 

429547; AW009166; Hs.99376; FGENESH predicted novel secret; pane, headnk, lung, ovar; diag 

429610; AB024937; Hs.211092; LUNX protein; PLUNC (palate be lung, fibre- mAb+dfag 

429903; AL134197; Hs.93597; cycfirHfependent kinase 5, reg; lung, mela; s.m. 

429910; NMJJ00867; Hs.2507; 5-rrydroxytryptamine (serotonin; leio; mAb*sm 

430147; R60704; Hs.234434; hairyfenhancer-of-sp&t relate; gfio; sm 

430178; AW449612; Hs.152475; 3UTRof; achaete-scute compile; colon, stom, ovar; CTL 

430377; NMJ101922; Hs.301855; dopachrome tautomerase (dopach; mela; CTL 

430413; AW842182; Hs.241392; small nduciMe cytokine A5 (R; fibro, esoph, mela; diag 

430486; BE062109; Hs.241551; chloride channel, calcium actj; king, blad, headnk, cerv. esoph; mAb+sm 

430822; AJ005371; Hs^48017; gtyceratdehyde~3kphosphata deh; mela, sarc; s.m. 

431 130; NMJW6103; Hs.2719; HE4; epio1dymis«|)etifk whey; ovar. uter; dag 

431462; AW583672; Hs.25631 1; granh-Ske neuroendocrine pep; pane, rung, gjio, test; diag 

431515; NM_012152; Hs.258583; EDG-7 (endothelial different!; ovar, pros, lung. Mad; mAb+sm 

431620; AA126109; Hs.264981; ^-S-ofigoadenylate synihetas; esoph, cerv; CTL+sm 

431629; AU077025; Hs.265827; Interferon, aipha-indurible pr; pane, uter, cerv, stom, esoph, mela; mAb+diag 

431630; NM.002204; Hs^65829; integrin, alpha 3 (antigen CD4; ovar, pane, blad, headnk, mela, renal; mAb+sm 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadhen fibro, ovar, uter; mAb 

431840; AA534908; Hs.2860; POU domain, class 5, transcrip; test, renal, Mad; CTL 

431846; BE019924; Hs.271580; uroplakin 1B; lung, Mad, headnk, uter, cerv, stom, ovar; mAb+diag 

431958; X63629; HsJ2877; cadherin 3, type 1, P-cadherin; lung, Mad, cerv, headnk, ovar, colon, pros, pane, breast, esoph, test, mela; mAb+diag 

432101; AI918950; Hs.123542; EphA3; pros, pane, EWS sarc; s.m. 

432179; X75208; Hs.2913; EphB3; ovar, colon; mAb+sm 

432196; AW300888; Hs.273230; hypothetical protein FU1 0830; renal; CTL 

432201; A1538613; Hs.298241 ; Transmembrane protease, serine; breast, colon, ovar, stom, pane, uter, cerv, hmg ; rnAb+dtag+sm 
432579; AF043244; Hs.278439; nucleolar protein 3 (apoptosis; renal; CTL 
432596; AJ224741; Hs.278461 ; matriBn 3; pane, breast, sarc; diag 

432606; NMJW2104; Hs.3066; granzyme K (serine rjrotease, g; renal, breast, lung, stom, hepC. fibro, leuk; CTL 
432829; W60377; Hs.57772; ESTs; blad*. CTL+sm 

432874; W94322; Hs.279651 ; melanoma inhibitory activity; pane, stom, mela, sarc; diag 

432990; AL036071 ; Hs.279899; tumor necrosis factor receptor; pros, renal; mAb+sm 

433001; AF217513; Hs.279905; done HQ0310 PR00310p1;coton, breast, lung, Mad, cerv, uter, test mela; sm 

433447; U29195; Hs.3281; neuronal pentraxin 11; mela, esoph, colon, renal; diag 

433848; AF095719; Hs£3764; caiboxypepfidase A4; headnk, esoph, lung; em 

433867; AK000596; Hs.3818; rUppocafcWike 1; renal; CTL 

434206; AW136973; Hs.36291 5; ESTs, Weakly similar to S698S0; colon, lung, stom; CTL+sm 
434276; AF1 23659; Hs.93605; leucine zipper, putative tumor; mela; sm 
434293; ML004445; Hs.3786; EphB6; Mad. pros; sm 

435013; H91923; Hs.1 10024; NM_020142:Homo sapiens NADttub; renal, lung, sarc; CTL 

435472; AW972330; Hs. 283022; triggering receptor expressed ; glio; mAb 

435505; AF200492; Hs.211238; Werleukhvl homolog 1; lung, headnk; (Sag 

435456; AW292677; Hs.248122; melanin-ccncentrafing hormone ; mela, gfio; mAb+sm 

436480; AJ271643; Hs.87469; putative acid-sensing ion chart; gfio; mAb+sm 

436481; AA37S597; Hs.5199; HSPC150 protein similar to uK; lung, Mad, colon, ovar, uter, headnk. test; sm 

436576; Al 45821 3; Ks.77542; ESTs; renal, pane, headnk, lung; mAb+sm 

436608; AA628980; Hs. 192371; down syndrome critical region ; blad, lung, sarc; CTL+sm 

436895; AF037335; Hs£338; carbonic enhydrase XII; breast, renal, ovar, gfer, mAb+sm 

436961; AW375974; Hs.156704; ESTs; hmg, pane, renal, uter, colon ; CTL 

436982; AB018305; Ha, 5378; sponcfin 1, (tepondln) extrace; ovar, fibro; dag 

437016; AU076916; Hs.5398; guanine mon phosphate synihetas; lung, Mad, cerv, esoph, colon, headnk; sm 

437044; AL035864; Hs.6951 7; differentially expressed In Fa; headnk, cerv, lung, Mad, breast pros, ovar, stom. esoph; CTL 

437789; AI581344; Hs.1 2781 2; ESTs, Weakty similar to T17330; lung; CTL 

437852; BE0Q1B38; Hs.256897; putative GPCR Mad. lung; mAb+sm 

438380; T06430; Hs.6194; chondroQln sulfate proteogJyc; gDo. mete; diag 

438549; BE386801; Hs.21858; trinucleotide repeat contahln; mela, sarc; CTL+dlag 

439018; AW300887; Hs.26638; membrane-spanning 4-domams, s; uter, stom, pros, fibro; mAb 

439223; AW238299; Hs.250618; UL16 binding protein 2; king, headnk. cerv, esoph. teux, Wad, colon; mAb 

439477; W69813; Hs.58042; ESTs, Moderately similar to GF; lung; mAb*sm 

439569; AW602166; Hs 222399; CEGP1 protein; breast pros, Mad; diag 

439506; W791 23; Ks.58561 ; G protein-coupled receptor 87; lung, Mad, headnk. cerv, esoph; mAb*sm 
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439738; BE246502: Hs.9598; sema domain, bnmunogksbuSn doc Wad. lung, cerv. renal: mAb+sm 

439979; AW600291; Hs.6823; hyrjoihetkal protein FU1Q430; renal, cerv, pros, headnk, colon, test sarc; mAb 

440006; AK000517; Hs.6844; NALP2 protein; PYRlhWfcntainin; Wad. ovar. lung, headnk. test; am 
c 440065; W03476; Hs.266331 ; Homo sapiens Fc receptor homd; mela; diag 
J 440304; BE159984; Hs. 125395; hepafifis A vims cellular rec; renal, colon. Wad; mAb+sm 

440516; S42303; Ks.161;cadherin 2, type 1, t^cadherin; gito, ovar, liter, renal, hepC rnAlndiag 

440672; AF083B1 1 ; Hs.7345; MAOI (mJtofc arrest deficient mela; sm 

441362; BE614410; Hs.23044; RAD51 (S. cerevfeiae) homoiog ; lung, Wad. headnk, test mela, esoph; s.m. 

442117; AWB64954; Hs.128899; ESTs; hypotheCcal protein tor; breast lung. Wad. pane, headnk, stom, ovar. pros, sarc; mAb+sm 
1 U 442133; AW874138; Hs.129017: ESTs; type la transmembrane p; ovar, uten mAb 

442275; AW449467; Hs.54795; Homo sapiens secretoglobln, fa; fibre; (flag 

442652; AI005163; Hs.201378; Homo sapiens cDNA FU40427 fis; fibre, ovar. uten CTL 

443105; X98753; Hs.9004; chondraifln sulfate proteogtyc; mela; mAb+diag 

443247; BE614387;rte,333893;(>Myc targets 
1 D 443324; R44013; Hs.164225; ESTs; fibre; mAb+diag 

443426; AF098158; Hs.9329; chromosome 20 open reading fra; colon, lung, blad, stem, test mela, sarc; CTL 

443595; AF169312; Hs.9613; PPAR(gamma) angtopoietin relat renal; diag 

443646; A1085198; Hs.164226; Thrembospondin 1; anglo, pane, uten diag 

443859; NMJJ13409; Hs.9914; folGstatin; lung, cerv, headnk. Wad, esoph; diag 
ZU 443987; AW163123; Hs. 10071; seven transmembrane protein TM; renal; mAb+sm 

444006; BE395085; Hs.334762; type I transmembrane protein F; pane, cdon, king, ovar, renal esoph. mela, Wad, stom. cerv; mAb 

444090; S691 15; Hs.10306; natural kfflerceil group 7 se; fibre, renal, mela; diag 

444371; BE540274; Hs.239; forkhead box M1; lung, headnk. Wad, gBo, test mela; sm 

444381; BE387335; Hs.283713; hypothefical protein BC014245; breast colon. Wad, lung, pane, headnk, ovar, stom, uter. renal, angio, test mela esoph, sarc; CTL+diag 
ZD 444488; AW1 92879; Hs.355660; ancient conserved domain prote; renal; mAb+sm 
444527; NMJJ05408; Hs.11383; small induciWe cytokine subfa; fibre, esoph; diag 
444781; NMJJ1440Q; Hs.11950; GPI-anchored metastasis^associ; lung. Wad, headnk, cerv; mAb+diag 

444783; AK001468; Hs.62180; aniilin (Drosophila Scraps horn; ovar, lung, Wad, headnk, pane, cerv, stom, uter, colon, esoph; CTL+sm 

445417; AK001058; Hs.12680; a disintegrfn-fike and metaflo; pane, headnk. stom. lung, esoph, sarc, colon; diag 
-5U 445537; AJ245671; Hs. 12844; EGWike^ornain, multiple 6; ovar, blad, uter, breast lung, headnk, renal, fibre, pane, cerv, sarc; mAb+diag 

445891; AW391342; Hs.199460; DPCR1 protein; stom, pane, esoph. omuc esoph; mAb 

445895; D29954; Hs.13421; K1AA0056 protein; pros; CTL 

446051; BE048061; Hs.37054; ephrin-A3; colon, breast mAb+diag 

446163; AA026880; Hs.25252; prolactin receptor; breast cerv, uten mAb+sm 
J J 446341; AL040763; Hs.310735; FGENESH prediction simflar to ; mela; mAb+sm 

446619; AU076643; Hs.313; secreted ptospheprotein 1 (ost; ovar, fibre, pane, headnk. lung, colon, Wad. mela, esoph, uter, sarc; diag 

446650; AB016625; Hs.15813; solute (anier family 22 (orga; renal; rnAb+sm 

446921; AB012113; Hs.16530; small inducible cytokine subfa; breast pane, headnk. lung, fibre, mela; diag 

447033; AI357412; Hs. 157601; Predicted gene: Eos cloned; se; colon, pros, fibre, breast ovar, lung, pane, sarc; CTL+diag 
4U 447072; D61594; Hs. 17279; ryrosylprotain sdfolransferas; gfo, pane; CTL+sm 

447131 ; NMJJ04585; Hs,17466; refinocc acid receptor respond; renal, breast stom. lung, mela, ovan mAb+sm 

447208; BE315291; Hs.237971; hypottefcal protein MGC5627; esoph, stom. colon; CTL«diag 

447269; NM.004861; Hs.17958; cerebrostde PsrfwsptioaoVmyry; renal; CTL 

447342; AI19926B; Hs.19322; Homo sapiens, Similar to RIKEN; colon. Wad. pros, lung, stom. ovar, CTL 

447400; AK000322; Hs.18457; hypothetical protein FU20315; cdon, pros, stom, uten mAb+diag 

447674; BE270640; Hs.19192; cycluvdepenoent kinase 2; mela; sm 

448243; AW369771; Hs^67688; integrin, beta 8; ovar, uter. rung, stom, headnk, glio. pane ; mAb+sm 

448610; NR.006157; Hs.21602; net (dilckenHike 1; meta, sarc; diag 

448733; NM_005629; Hs, 187958; solute canierfamfly 6 (neuro; rung, renal; mAb+sm 

448844; AI581519; Hs.177164; FGENESH predicted novel cell s; pane, lung, stom. omuc; mAlHsm 

449032; AA045573; Hs.22900; nuclear factor (erythrold-deri; colon, test stom; CTl+sm 

449048; Z45051; Hs.22920; similar to S68401 (cattle) ghi; pane. ovar. uter, gBo, headnk, lung, sarc; mAb 

449444; AW818436; Hs.351 306; solute canter family 16 (mono; renal pane; mAb+sm 

449523; NMJJ00579; Hs.54443; cfiemddne (C-C motif) receptor; lung, pane, renal stem, hepC fibre, leuk, mete; mAb+sm 
DD 449720; AA311152; Hs.288708; hypothetical protein FU21 562; colon; CTL 

449722; BE280074; Hs.23960; eyefin B1; headnk. blad, lung, pane, angio. test mala, esoph; sm 
450001 ; NM.001044; Hs.406; solute carrier family 6 (neuro; renal; mAb+sm 

450375; AA009647; Hs.352537; a disintegrin and metafloprote; breast ovar, headnk, pane, lung, esoph, colon, sarc; mAb+diag+sm 

450531; AW3m(B2; Hs.2038W,(BC»1750^ 
OU 450701; H39960; Hik288467; hypotheGcai protein XP_098151; lung, headnk, pane, breast stom, ovar. esoph, colon, sarc; mAb+diag 

450726; AW2046Q0; Hs.355462; HUMPSPBA Human pulmonary surfa; fibre, rung; sm 

450931; N25156; Hs.25648; tumor necrosis factor receptor, lung, renal; mAb+sm 

450983; AA305384; Hs.25740; EROI (S. cerevisfaeHke; blad, lung, ovar, pane; diag 

451310; AW250651; Hs.26213; Human ONA sequence from done : colon, pane; CTL 
OD 451527; AF02281 3; HsJ6518; transmembrane 4 superfamBy me; renal; mAb 

451537; R56631; Hs.26550; refinoW X receptor, gamma; meb; CTL+sm 

451668; Z43948; Hs^26444; cartilage acidic protein 1; Wad, ovar, rung; mAb+diag 

451939; U80456; HsJZ7311; sinQte^Ttlnded (DrosopMa) hem; pros; CTL 

451979; F06972; Hs.27372; endothelial tyrosine kinase (E; angto; CTL+sm 
/ U 451988; AF263928; Hs.27410; papillomavirus regulatory fact renal; CTL 

45201 7; AF1 09302; H&27495; prostate cancer assodated pro; pros; sm 

452097; AB002364; Hs^7916; a disintegrirhlike and metaHe; ovan mAb+sjn.+dIag 

4521 90; H26735; Hs.91668; Homo sapiens done PP14S8 unkn; breast stom. pane; mAb 

452194; AI69441 3; Hs.373599; olfactory receptor, family 2. ; stom. pane, renal colon, meb. fibre; mAb+sm 
O 452203; X57522; Hs^52018; transporter 1, ATP-binding cas; cerv, escph, Wal, stom. mela, renal; mAb+sm 

452281; T93500; Hs^8792; Homo sapiens cDNA FU 11041 fis; breast headnk, pane, stom, rung, esoph, fibre, (Sag 

452401; NMJXJ7115; Hs^9352; tumor necrosis factor, alphas Wad, breast pane, headnk.stom, lung, leuk. renal, esoph; diag 

452431; U88879; Hs^9499; tolWikD receptor 3; renat hepC; mAb 

452747; BE153855; Hs.61460; Ig supertamily receptor LMIR; breast Wad, lung, headnk. ovar, stem. uter. pane; mAb 
452838: U65011; Hs.30743; preferenuafly expressed anSg; lung, ovar. breast mela, test esoph, renal, sarc; CTL 
452862; AW378065; Hs.8687; ADAMTS2 (a dismtegrWika a; headnk. breast colon, leuk, lung, Wad, esoph, stom, sarc; mAtHdiag 
453195; BE241876; Hs.32352; hypothefical protein DKF^>434K; renal; CTL 
453496; AA4421 03; Hs.33084; solute carier famfly 2 (faril; renal pros; mAb+sm 
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453837: AL138387; Hs^56125; bacutovlrai IAP repeat-contain; renal, mela, saic; s.m. 
453968; AA847843; Hs.62711; High mobffity group (nonKston; lung, titer, Wad. test CTL+s.m. 
456546; AI690321; Hs.203845; KCNK15 potassium channel, subt ovar ; mAtwua 
456662; NM.002448; Hs.1494; msh (Oroscphita) homeo box hom; uter. ovar ; CTL 
457133; M54968; Ks.351221; v-Kkas2 Wrsten rat sarcoma ; pane, sm 
457489; AI693815; Hs.127179; crypfic gene; pane, pros, lung; diag 
457819; M057484; rte.35406; RJ20522 Hypothetical protein ; lung. cerv. headnk; mAlndiag 
458079; A179S870; Hs.381 220: Homo sapiens similar ta RIKEN ; mela. fibre, sarc; mAb 
458627; AW088642; Hs.97984; SRY (sex determining region Y); ovar, uter. test; CTL 

TABLE 28 

Pkey: Unique Eos probeset Identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

414991 1785136.1 D78831 C17898 D78863 

TABLE 2C 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et aT refers to the publication entitled The DMA 

sequence of human chromosome 22." Dunham L et at., Nature {1 999) 402:48W95. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400843 


9188605 


Plus 


5863^970,7653-7784.8892-9023,9673-9807, 


402075 


8117407 


Pius 


121907-122035.122804-122921,124019-12416 


402901 


8894222 


Minus 


175426-175667 


404287 


2326514 


Plus 


53134-53281 


404682 


9797231 


Minus 


40977-41150 


404875 


9801324 


Plus 


96588-96732.97722-97831 


404977 


3738341 


Minus 


43081-43229 


405033 


7107731 


Minus 


■ 142358-142546 


406400 


9256298 


Plus 


1553-1712,1878.2140,4252-4385,5922-6077 



Table 3A. Disease Indications and Preferred Utilities for Selected Genes 

Table 3A provides preferred disease Indications and preferred uSfifies for about 2709 selected genes. These genes were identified using Eos/Afrymetrtx Genechlp arrays. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number 
UnigenelD: Unigene ID number 
Unigene Title: Unigene gene fitle 

Disease: preferred diseases Indicated for selected gene as described in table 1 and abbreviated as follows: blad (bladder diseases), anglo (blood vessel diseases), EWS 
(bone diseases), gfio (brain diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal Diseases}, esoph (esophageal diseases), fibre (fibrosis 
diseases), headnk (head & neck diseases), too (leiomyoma diseases), teuk (teukocyte diseases). hepC (liver diseases), lung (lung diseases), ovar (ovarian 
diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases), 
sarc (soft tissue end bone diseases), mela (skin diseases), stem (stomach diseases), test (testicular diseases), uter (uterine diseases) 

Utility. preferred utiles for selected gene as desoribed In the text end abbreviated as fo^ CTL (DNA vaccine target), diag (diagnostic or prognostic target), mAb 

(moncctonaJ anGbody target), sm (small molecule target) 

Pkey; ExAccn; UnigenelD; Unigene Ttfla; Disease; UUUtyv 

100125; R0274O; Hs. 137555; putative cternoldne receptor; G; blad; mAb+sm 

100131; D12485; Hs.11951; ectomjcteolkfe pyrophosphatase; breast; mAb 

100147; D13666; Hs.136348; perfosfln (OSF-2os); breast colon, blad, lung, fibre, pane; mAiwfiag 

100241; BE273648; Hs.32963; cadherfn 6, type 2. Kodherin; blad; mAb 

100299; D49493; Hs.2171; growth (fiflerenuafion factor ; EWS; diag 

100335; AW247529; Hs.6793; plateleUacfivaSng factor ace; breast, lung, blad; sm 

100365; A1878927; Hs.79284; mesoderm specific transcript (; colon, pros; diag 

100372; NM_014791; Hs.184339; KIAA0175 gene product ovar, lung, cerv, pane; sja 

100405; AW291587; Hs.82733; nidogen % angio; diag 

100420; 086983; Hs, 118893; Melanoma associated gene; breast, pros, lung, colon, angio. teuk; diag 

100448; AF234887; Hs.57652; cadherin, EGF LAG seven-pass G; breast mAb*s.m. 

100452; D87742; Hs.241552; K1AA0268 protein; pros; diag 

100559; NMJJ00094; Ks.1640; collagen, type VII, alpha 1 (e; lung; CTL-KJ.m. 

100654; A03758; Hs.18441 1; NM_00O47T:Homo sapiens albumi; pros; diag 

100655; A03758; Hs.184411; Entfricatty selected from AFFX; pros; drag 

100668; L05424; Hs.169610; CD44 antigen (homing function ; lung, breast mAb 

100824; A1393237; Hs.193989; runt-related transcription fee; ovar; CTL-^m. 

10093a. J04129; Hs.82269; progestagen-assoclated endomet lung; diag 

101063; D54745; Hs.80247; ctolecystokWn; pros, EWS; diag 

101097; BE245301; Hs.89414; chernokme (C-X-Cmotif), recep; teuk, ovar, breast Wad; mAb*s.m. 
101104; AW862258; Hs.169265; neuropepfide Y receptor Y1; breast EWS; mAb 
101192; BE247295; Hs. 78452; solute canter family 20 (phes; angfa; mAb*un 
1 01 193; L20861; Hs. 15221 3; wingless-type MMTV bitegrafion; Wad, lung; diag 
101249; L18964; Hs.1904; protein kinase C, iota; ovar, sxn 
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101261; 030857; Hs. 82353; protein C receptor, endothefia; angio; mAb+sm 

101389; AW951430; Hs.78888; diazepam binding Inhibitor (GA; pros; mAb+SJn. 

101431; BE185289; Hs.1076; small proine-rlch protein 1B ; lung, Wad; cfiag 

101447; M21 305; ; gbiHuman alpha satellite and s; angio, Nad; (flag 

101461; N98569; Hs.76422; phospholioase A2. group ItA (p; pros; cfiag 

101485; AA295520; Hs.89546; setectin E {endothelial adhesi; pros, ovar, mAb 

101506; J02931 ; Hs.62192; coagulation factor U1 (thromb; pros; mAb 

101526; NM_002t97; Hs.220529; aconitase 1, soluble; lung, colon. headnk, pane; mAb 

101543; M31166; Hs.2050; pentaxirwelated gene, rapidly; angb, ovar; dlag 

101545; BE246154; Hs.154210; endothelial differentiation, s; angio; mAb*sm 

101560; AW958272; Hs.347326; intercellular adhesion motecut angio; mAb 

101626; M57399; Hs.44; pletotrophin (heparin binding ; lung; dag 

101649; AW959903; Hs.1690; hepartivWndmg growth factor ; lung, blad; dlag 

101714; M68874; Hs. 21 1587; phosphoGpase A2, group IVA {c; angio; sm 

101724; L1 1690; Hs.198689; bullous pemphigoid antigen 1 0 breast, pros, btad, lung; mAb+CTL 

101741; NM.003199; Hs.326198; transcription factor 4; angio; CTb*m 

101748; NMJXM944; Hs.1925; desmoglem 3 (pemphigus vulgar; rung, blad, headnk, cerv; mAb 

101759; M80244; Hs. 184601; solute carrier family 7 (caUo; lung, gflo, blad, headnk; mAb+s.m. 

101791 ; M83822; Hs.62354; ceH division eyrie 4-Gke; pros; sm 

101804; M86699; Hs.169840; TTK protein kinase; ovar. lung. Wad, cerv, CTUs.m. 

101805; AA586894; Hs.112408; S100catcium4*nding protein A; lung, breast blad; diag 

101809; M86849; Hs.323733; gap junction protein, beta I ; colon, blad, lung, pane, headnk; mAb 

101839; AA446644; Hs.692; GA733-2 antigen; epithelial gt ovar, pros; mAb 

101845; U889S7; Hs.78867; protein tyrosine phosphatase, ; lung, gfio, headnk, cerv; mAb*sm 

101851; BE260964; Hs.82045; midkine (neurits growuvpromot; lung, blad, ovar, breast, pane; mAb-Kliag 

102009; BE245149; Hs.82643; protein tyrosine kinase 9; ovan s.m. 

102012; BE259035; Hs.1 18400; singed (OrosopHlaHke (sea ; angio; diag 

102024; AA301867; Hs.76224; EGF-oontaWng fibuHn-fike ex; angio; dlag 

102048; U07225; Hs.339; purinergfc receptor P2Y, G-pro; blad; mAb 

102076; BE299197; Hs. 179565; cycfitHiependent kinase Inhibi; pros; CTL+sm 

102125; NMJM6456; Hs.288215; siatyllransferase; breast, lung, ovar; s.m. 

102136; AA300576; Hs.85769; acidic 82 kDa protein mRNA; ovar; cfiag 

102151; T27013; Hs.3132; steroidogenic acute regulatory; ovar; dlag 

102154; U17760; Hs.75517; laminin, beta 3 (nfceln (125kD; lung, Wad. headnk; dlag 

102178; AW178761; Hs.227948; serine (or cysteine} protemas; Wad; mAcndiag 

102187; U2032S; Hs.1707; cocaine- and amphetarnlne-regur; breast; diag 

102193; AL036335; Hs.313; secreted phosphoprotein 1 (ost ovar, lung, fibro; diag 

102200; AA232362; Hs.317432; branched chain aminotransferas; ovar; sm 

102208; U22961; Hs.184411; gbrHuman mRNA clone with simil; pros; diag 

102211; 8E314524; Hs.78776; putative transmembrane protein; breast, blad; mAb 

102283; AW161552; Hs.83381 ; guanine nucleotide binding pro; angio; CTL+sm 

102297; NM.001504; Hs.198252; G protein-coupled receptor 9, breast; mAb 

102304; AF015224; Hs.46452; mammaglobin 1; breast; diag 

102305; AL043202; Hs.90073; chromosome segregation 1 (yeas; ovar, lung, blad ; diag 

102348; U37519; Hs.87539; aldehyde dehydrogenase 3 famB; lung, Wad; sjn. 

102380; U40434; Ks.155981; mesoMn; ovar, diag 

102394; Nty.003816; Hs.2442; a dlsintegrm and metaDoprote; pane; sm 

102455; U48705; Hs.75562; discoidln domain receptor fami; breast mAb 

102457; NMJJ01394; Hs^359; dual specificity phosphatase 4; breast; sm 

102522; BE250944; Hs.183556; solute carrier family 1 (neutn pros; mAb 

102581; AU077228; Hs.77256; enhancer of zeste (Drosophila); Wad, EWS, teuk; CTUsm 

102610; U6501 1; Hs.30743; preferenfialty expressed arrfig; lung, ovar, CTL 

102623; AW2492B5; Hs.371 10; melanoma antigen, family A. 9; lung, Wad; mAb+CTL 

102669; U71207; Hs.29279; eyes absent {Drosoptnla) homot lung, pros; CTl+sm 

102696; BE540274; Hs.239; forkhead box Ml; lung. Wad; sm 

102725; AB026187; Hs.374280; protocadherin 11; EWS; mAb 

102742; U79293; Hs. 159264; Human clone 23948 mRNA sequent* breast, ovar ; diag 

102745; AW753865; Hs.74376; dractomedin related ER lecafi; EWS; cfiag 

102803; H48299; Hs.261 26; daucfin 10; ovar; mAb 

102829; NM.006183; Hs.60962; neurotensin; lung , ovar, headnk; dlag 

102836; U94320; Hs.158330; neuropeptide Y receptor Y5; EWS; mAb 

102852; V00571; HsJ5294; corticotropin releasing hormon; blad; (Gag 

102898; NM.002205; Hs.149609; inlegrin, alpha 5 (fibronectin; angio, Wad, lung, pros; mAb+s.m. 

10291 5; X07820; Hs.2258; matrix metafiorjretetnase 10 (s; angio. Wad. lung, ovar; mAbHfiag«SJn. 

102917; A1016712; Hs.287797; Wegrfn. beta 1 (fibronectin; angfc mAb 

102927; BE512730; Hs.651 14; keratin 18; ovan (Sag 

10868; AU076611; Hs.1 54672; methylene tetrahydrofolafa deh; ovar; sm 

102994; X51730; Hs.2905; progesterone receptor; Wad; mAb+s.m. 

103003; A1910275; Hs.350470; trefoil factor 1 (breast cance; breast pane; cfiag 

103021; BE001596; Hs.85266; integrm. beta 4; lung blad; mAb 

103036; M135Q9; Hs.83169; matrix metailoproieinase 1 0n; angio, colon, Wad. lung, leuk, ovar, headnk, fibro, pane, storm mAb+diag+sm 
103037; BE01B302; Hs.2894; placental growth factor, vascu; angb; diag 

103060; NM.005940; Hs.1 55324; matrix rnetafloorotelnase 11 (s; breast, hmg. ovar, pane; mAfrdtag+sm 
103080; AU077231; Hs.82932; cyclin 01 (PRAD1: parathyroid ; breast, EWS; cfiag 
103095; NM.005424; Hs.78824; tyrosine kinase with Immunoglo; angio; mAb 
1031 11; NVL006103; Hs.2719; eptdidymis-specific, whey**!; ovar, uter. diag 

103119; X63629; HsJ2877; cadherin 3, type 1. P-cadherin; rung, Wad, ovar, colon, pros, pane, breast; mArxfiag 

103206; X72755; Hs.77367; monokine induced by gamma kite; breast, lung; diag 

10321O; X72925; Hs.69752; desmccoffin 1; pros; mAb 

103280; U34722; Hs.76206; cadherin 5, type 2, VE-cadherfe angio, fibre; rnAb+sm 

103299; NM.005756; Hs.1 84942; G protein-couDled receptor 64; ovar, mAb*sm 

103312; Y12642; Hs^185; lysosomal; lung, blad; mAb 

103365; X9090B; Hs.74128; tatty add binding protend; Wad; cfiag 
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103408; NM.001504; Hs.198252; G prote&KOupted receptor 9; breast ; mAb 

1 03478; BE514982; Hs.38991; S100 catchmvblnding protein A; lung, blad, headnk; diag 

103587; BE27Q266; Hs.82128; ST4 oncofetal trophobtast gtyc; breast, Wad, lung; mAb 

103594; AI368680; Hs.816; SRY {sex determining region Y); rung, gtb; am 

103892; AW13791 2; Hs. 227583; Homo sapiens chromosome X map ; angto; mAb+SJn. 

103739? AA115173; ; gtezn30d02^1 Stratagene neuro; pros; sjn. 

103767; BE244667; Hs.348998; CGM00 protein; angio; dlag 

103389; AA3 15993; Hs. 105434; regenerafing gene type IV; colon, omuc; mAtwfiag 

104052; MM.002407; Hs.97644; mammaglobin 2; ovar, dag 

1041 15; AF183810; Hs.26102; opposite strand ot trichorhl; breast mAb 

104252; AF002246; Hs.210863; cefl adhesion molecule with ho; ovar; diag 

104301; AA768491; Hs.6783; hypothetical protein FU22724; ovar; dag 

104308; N25117; Hs.355957; ribosomat protein S26; pros; diag 

104394; AA1 29551; Hs. 1721 29; Homo sapiens cDNA: FU21409 6; colon; diag 

104542; R29657; ; gfcFI-1 1790 22 week oW human ; pros; diag 

104608; AF143867; Hs.337588; ESTs, Moderately similar to S6; btad; mAb 

104659; AW969769; Hs.100343; ESTs; EWS; diag 

104660; BE298S65; Hs.14846; Homo sapiens mRNA; cDNA DKFZp5; uter, colon, pros; mAb 

104667; AI239923; Hs.63931; dachshund (DrosophUa) hcmotog; breast, pros, colon; diag 

104689; AA420450; Hs.380088; PlakophiHn; lung; dlag 

104691; U29690; Hs.37744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb*s.ra 

104755; T49951; Hs.9029; DKFZP434GQ32 protein; breast, colon; diag 

104784; A1039243; Hs.278585; ESTs; angio; diag 

104786; AA027167; Hs.380438; WAA0955 protein; angio; CTL+s.ra 

104877; A1138635; Hs.22968; fntron ofVEGFR; renal; diag 

1048B8; AW939591; Hs.5940; mucin 13, epithelial transrnemb; colon, stom, uter; mAtHs.m. 

104919; AA026880; Hs^5252; Homo sapiens cONA RJ13603 6s; breast, cerv, uter; mAb+s.m 

104943; AF072873; Hs. 11 42 18; frizzled (Drosophila) hornotog ; ovan mAlnsm 

104954; AW250651; Hs.26213; Human DMA sequence from clone ; colon; diag 

104971; BE311926; Hs.15830; hypothefical protein FU12891; blad; CTL 

105012; AF098158; Hs.9329; chromosome 20 open reading fra; colon, lung, blad; CTL 

105038; AW503733; Hs.9414; KIAA1488 protein; breast, angio; CTUsm 

105039; AA907305; Hs.36475; ESTs; breast diag 

105093; AL137566; Hs.32405; Homo sapiens mRNA; cDNA DKFZpS; Wad; diag 

105149; BE089288; Hs.8958; Homo sapiens cDNA FU 12024 Us; pros; (Sag 

105175; AA305384; Hs.25740; EROI (S, cerevisiaeHike; colon, lung; mAb 

105263; AW388633; Hs.66B2; solute carrier family 7, (caS; angio, lung, ovar, Mad. pane; mAb*s.m. 

105298; BE387790; Hs.26369; hypothetical protein RJ20287; ovar, lung; diag 

105301; AW352357; Hs.7457; MAGE1 protein; EWS; diag 

105316; AI671245; Hs.24835; hypothetical protein FU 14594; EWS; mAb 

105329; AA234561; Hs.22862; ESTs; breast, pros; CTUs.m. 

10533ft AW338625; Hs.22026; ESTs; similar to TRANSMEMBRAN; angto; mAb+sjn. 

105370; AF179274; Hs.22791; transmembrane protein with EGF; pros ; mAb*s.m. 

105500; AW602166; Hs.222399; CE6P1 protein; breast pros; diag 

105503; AW963624; HsJ1707; ESTs, Weakly similar to YEW4 Y; pros, breast, colon; CTL^sjn. 

105507; BE268348; Hs.380963; CCR4-NOT transcription complex; colon; diag 

105516; AK001269; HsJ0738; hypothefical protein FU 10407; ovar; diag 

105564; BE616694; Hs.288042; hypothetical protein FU14299; breast diag 

105645; AW294631; Hs.351270; ESTs; pros; diag 

105715; BE621800; HsJ29444; putative small membrane protei; colon; diag 

105743; BE246502; Hs.9598; soma domain, Immunoglobulin do; breast tung; mAtHs.m. 

105746; AW1 51952; Hs.46679; hypothetical protein FU20739; breast CTUs.nL 

105777; R42755; Hs.23096; ESTs; breast diag 

105782; H09748; Hs.57987; Bcel COflymphoma 11B (zinc; EWS; CTL^sjn. 

105826; AA478756; Hs.194477; E3 ubtquHin Bgase SMURF2; angio; s.m. 

105990; A1690586; Hs^9403; hypothefical protein FU22060; breast dlag 

106000; AW194426; Hs.20726; ESTs; breast dlag 

10S012; A1240665; Hs^52537; ESTs; breast lung; diag 

106014; AF123094; Hs.1 80566; mucosa associated lymphoid tis; leuk; diag 

106063; BE260415; Ks.348198; hypotheQcal protein FU20262; pros; (flag 

106066; AW274357; Hs.301406; hypothefical protein PP3501; me! a; CTL+s.m. 

106111; AW875398; Hs.6451; PRO0659 protein; EWS; CTl*s.m. 

106124; H93366; Hs.7567; branched chain aminotransferas; angio; &m. 

106155; AA425414; Hs.33287; nuclear factor l/B; breast pros, angio; diag 

105373; AW5Q3807; Hs.21907; histone acetyltransferase; breast sm 

106400; BE397649; Hs^79607; Homo sapiens cDMA FU 13634 ft* colon; (flag 

10641 4; BE568205; Hs3827; mitogervacUvated protein ktoa; breast s.m. 

106448; Z42061; Hs^7004; ESTs; pros; diag 

106533; AL134708; Hs.145998; ESTs; EWS; diag 

1 08574; BE044325; rk227280; U6 snRNA-asscciated Snvlike pr. colon; (flag 

106579; AA456135; Hs.23023; ESTs; pros; diag 

106632; NM.014400; Hs.1 1950; GPkmchored metastasis-assod; tung, btad, headnk; mAb*diag 

106738; AW149266; Hs,25130; Homo sapiens cONA FU14923 fis; ovar, diag 

106793; H94997; Hs.1 6450; ESTs; angto; diag 

106844; M485055; Hs.1 5821 3; sperm associated anfigen 6; breast mAb+CTL 

106906; AA881 271; Ks.222024; transcription factor BMAL2; lung, Wad; (flag 

106990; AA280722; Hs.24758; ESTs. Weakly similar to 138022; breast dag 

107036; A1973016; Hs.15725; hypothetical protein SBB148; pros; diag 

107102; AB 037765; Hs.30652; K1AA1344 protein; pros, breast diag 

107105; AW963419; Hs.1 55223; stanniccakan 2; breast diag 

107136; AV661958; Hs.8207; GK001 protein; breast colon; diag 

107151; AW378065; Hs.8887; ADAMTS2 (a dlstmegrWike a; breast colon, leuk, tung, blad; mAb*diag 
107216; D51069; Hs.21 1 579; melanoma eel! adhesion motecut angio; (Sag 
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107248; AW263124; Hs.350547; nuclear receptor compressor* breast colon, pros; mAb*s.m. 

107284; NMJJ05629; Hs.1 87958; sdute carrier fam2y 6 {neuro; lung; mAb«sm 

107385; NM.005397; Hs.16426; podccatyxin-fcke; angio; diag 

1070)1; 142612; Hs.335952; keralin 6B; breast Wad, rung; (Sag 

1 07922; BE153855; Hs.61 460; Ig superfamily receptor LNIR; breast blad. lung; mAb 

107932; AW392555; Hs.18878; hypothetical protein OJ21620: lung; CTL 

108055; AJ404672; Hs.334483; hypothetical protein FU23571; breast ovan diag 

108059; S69002; Hs^34773; Homo sapiens cDNA: FU22231 fi; ovar, CTl«s.m. 

108153; AW5192D4; Hs.40808; ESTs; pros; diag 

108188; AW068579; Hs.7780; Homo sapiens mRNA; cONAOKFZpS; pros; (flag 

108242; AA062746; Hs.355244; gb:zm03g12s1 Stratagene come; pros; diag 

108282; AA065142; ;gb2m50h11.r1 Stratagene fibre; pros; (Dag 

108505; AA083376; ; gbzn09gQ8.s1 Stratagene hMT rq pros; diag 

108679; AA1 1 5963; Hs.323423; ESTs, Moderately simitar to 8 ; pros; (flag 

108695; AB029000; Hs.70823; WAA1077 protein; breast colon, hmg; diag 

108732; AA258888; Hs. 107476; ATP synthase, H+ transporting,; pros; sm 

108778; AF133123; Hs.90847; general transcriptfon factor I; ovan diag 

108828; AK001693; Hs^73344; DKFZP564O0463 protein; breast diag 

108860; AA133334; Hs.816; ESTs; lung; sjfc 

109001; A105654B; Hs.72116; hypothetical protein FU20992 ; angio; CTWiag 
109032; AI219207; Hs.72222; hypothetical protein FU13459; Wad; CTL 
109077; AI732617; Hs.182362; ESTs; Wad; diag 

1091 12; AW419196; Hs.257924; hypothetical protein FU13782; breast pros, blad: diag 

109141; AF174600; Hs.5978; ESTs. Highly similar to AF1746; colon; CTL+s.m 

109165; AA219691; Hs.73625; RAB6 inleracOng, kmesm-Sks; rung, blad. breast colon, ovar, headnk, EWS; sm 

109220; AW958181; Hs.1 89998; ESTs; pros; diag 

109273; AA375752; Hs.348140; Homo sapiens mRNA; cDNA DKFZpS; breast; diag 

109292; AW975746; Hs.188662; KIAA1702 protein; breast diag 

109454; AA232255; Hs^95232; ESTs, Moderately similar to A4; ovar; diag 

109456; AW956580; Hs.42699; ESTs; angio, pane; diag 

109514; AA234087; Hs.262346; ESTs, WeaHy simflar to S72482; breast ; diag 

109530; AA908645; Hs.19597; WAA1694 protein; pros; CTL^m. 

109648; H17800; Hs.7154; ESTs; ovan diag 

109680; AB037734; Hs.4993; KIAA1313 protein; ovar; diag 

110009; BE075297; Hs.6614; ESTs. WeaHy similar to A43932; breast colon; diag 

110151; H18835; Hs.31608; hypothetical protein FU20041; pros, EWS; diag 

110156; AAS81322; Hs.4213; hypothetical protein MGC16207; lung, blad; diag 

110240;Al668594;rK176588;ESTs,WeaklysiinnartDCP4Y H; breast diag 

1 1 0278; AF061573; Rs.19492; protocadhertn 8; EWS; mAb*s.m. 

110675; H89355; Hs.249159; aoVenergic atpha-2Ar, recepto; pros; mAb-^ra 

1 1 0728; AA737106; Hs.32250; ESTs. Moderately similar to 17; EWS; am. 

110844; AI740792; Hs, 167531; metrryWoru>yl-Coenzyrn9 A can pros, pros;sjn. 

110915; BE0922B5; Hs.29724; hypothetical protein FU13187; breast, pros; diag 

110971; AI760098; Hs.21411; ESTs; pros; (flag 

111157; AL1 09729; Hs.99364; putative transmembrane protein; pros; mAb+s.m 

1 1 1 179; AK000136; Hs.10760; asporin (LRR class 1); breast colon; CTL«s.m 

111185; AJ245671; Hs.12844; EGF4ike-<tornain, multiple 6; ovar, blad; rnAtnojag 

11 1223; AA852773; Hs.334838; WAA1865 protein; breast colon, lung, EWS; mAb 

111299; AB033091; Hs.3S5925; WAA1265 protein; ovar; diag 

11 1357; BE314949; Hs.87128; hypothetical protein FU23309; breast (Sag 

11 1384; N94606; Hs.288969; HSCARG protein; breast <flag 

1 1 1900; AF 131 784; Hs.25318; Homo sapiens done 25194 mRNA ; breast diag 

11 1929; AF027208; Hs.1 12360; praminin (mouse)-Gke 1; colon, breast fibre; mAb 

112134; R41823; Hs.7413; ESTs; calsyntenin-2; breast EWS; diag 

1 1 2244; AB029Q00; Hs.70823; KIAA1077 protein; breast colon, blad. hmg; diag 

1 1 2280; AA863360; Hs.26040; ESTs, Weakly similar to fatty ; breast sm 

1 12283; L14561; Hs.20952; ATPase, Ca+* transporting, pla; ovan mAb 

112287; AB033064; Hs.236463; KIAA1238 protein; breast; diag 

112971; Z42387; Hs£3883; transmembrane, prostate androg; colon, pros, pros; mAtHsm 

113003; AW292315; Hs.7215; ESTs; EWS; diag 

113021; AU22055; Hs.129836; WAA1028 protein; pros; am 

113047; AI571940; Hs.7549; ESTs; breast colon; (flag 

113073; N39342; Hs.103042; rnlcrotubute^ssodated protein; pros; CTL+s.m. 

113168; AW0rj2393;Hs.3376»,gb,-wu61d05JCl NCI CGAP GC6 Horn; ovan (flag 

113195; H83265; Hs.8881; ESTs, Weakly similar to S41044; angto, lung; (flag 

113230; T61430*. ; gbn^06a03.s1 Stratagene lung ; blad; diag 

1 1 3361; T79589; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane, headnk; mAtHdiag+sm 

113374; T79925; Hs.269165; ESTs, Weakly similar to AWO* teuk; (flag 

113443;AW083920;Hs.16098;cta*fin2;^ ' 

1 1 3471; AJ7658S0; Hs.16341; MAWD binding protein; pros; (flag 

1 13490; BE1781 10; Hs.173374; Homo sapiens cONA FU 10500 lis; colon; (flag 

1 13950; AI267652; Hs^46107; Homo sapiens mRNA; cDNA DKF2p4; breast pros ; (flag 

1 13970; W27249; Hsi1Q9; hypothetical protein FU21 080; breast lung, stom, uten diag 

114124; W57554; Hs,125019; lymphoid nudear proton (IAF-; breast diag 

114251; H15261; H&21948; ESTs; breast (Sag 

114292; AI815395; Hs.184641; fatty acid desaturase Z breast sjti 

114334; AB037784; Hs.22941; WAA1363 protein; ovan diag 

114407; BE539976; Hs.1 03305; Homo sapiens mRNA; cDNA OKFZp4; breast cdon, ling; diag 
1 1 4452; AI369275; Hs.243010; Homo sapiens cDNA FU 14445 fa; angio; diag 
114480; BE066778; Hs.151678; UDP-N^acetrl^a^alactosa; breast sjn. 

114531; AA053033; Hs.63325; transmembrane protease, serine; coton, Wad, lung, ovar, pane, headnk; mAb+dag+sm 

114540; A1904232; Hs.75323; prohlbilin; breast (flag 

1 14542; AW970128; Hs.91011; anterior gradient 2 (Xenepus t breast pros; dtag 
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1 14587; AF086009; Hs.296398; gb:Homo sapiens full length in; colon; dlag 

\]™< ™*5^ Hs.155986; DEAD/H (Asp^lu^AspWs) b; ovan CTL^m. 

114768; AF212848; Hs.1 82339; ete homologous factor; pros, breast, coton; CTL-^m. 
_ 1 14798; M159181; Hs.54900; serotogteafly defined coton ca; pros; CIVsjn. 
J 114908; AA454985; Hs.54973; cadherfn-flo protein VR20; pros; drag 

114918; BE165762; Hs.23518; hypothefcat protein from BCRA; pros; dlag 

114965; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; breast; mAb 

112? ^f;^ 6 ?? 1 Hs * 19 8249; gap junction protein, beta 5 (; rung. Wad. headnk; mAb+s.m. 

115221; AW365434;rte.79741;hyrjotr^ 
1 U 115239; BE251328; Hs.73291; hypothetical protein FU10881; colon; diag 

115291; BE545072; Hs. 122579; hypothetical protein FU10461; ovar, rung; CTUsjn. 

115412; AW131168; Hs.372382; ESTs. Weakry similar (o 138022; pros; dlag 

^S^J? 0 ^ Scraps hom; ovar, rung. Wad. headnk. pane, cerv, stem, uter, coton; CTL^m. 
1 S HSU 1 ^ rt 2356; Hs - 380760 "- Ho ™ sapiens pyruvate dehydrog; ovan s.m. 
13 15675; W87707;Hs*20£5;mterieukin 6 signal transduce; braast pros: mAb^rn. 

115683; AF255910; Ks.54650;jimcttonal adhesion molecule 2; angjo, gfto; mAb 

S 2 a^S?^? 2406: Homo saptens « don8 'MAGE^507; pros, breast, colon; CTUs.m. ,rw ^ r " 
115B19;AA48562fcHs.41135;endomucm-2;an^ 
115827; AA428000; Hs.283072; acfin related protein 2/3 comp; angjo; diag 
1 15844; AI373062; Hs.332938; hypothefcal protein MGC5370; pros; diag 

^^£ 56 " 1 _ HS -1 84942: G P"**™** receptor 64; ovar. EWS. uter. mAlxs.m. 
115892; AA291377; Hs. 50831; ESTs; ovar. brad, rung; diag 
9 * IIS?? ^ 72527 » Hs.59761; ESTs. Weakly similar to DAP1.H; ovar. tung; diag 
/3 115947; R47479;Hs.94761; K1M1K1 protein; coton; diag 

S £££££ u SIS C J? m for <fifferen8afl y «W ^ast, pros, ovar. headnk; CTL 

116003; BE275469; Hs.66493; Down syndrome critical region ; colon; mAb 
116011; AL359053; Hs.57664; Homo sapiens mRNAtuil length ; breast diag 

- 116028; H59799; Hs.42644; mioredc*in-fike; ovar. ting; diag 

116107; AL133916; Hs.47660; hypothetical protein FU2QQ93; tung. breast diag 
1 16202; BE 159395; Hs^94092; ESTs; pros; (flag 
116238; AV660717; Hs.47144; DKFZP586N0819 protein; ovan (flag 
116301; AW959706; Hs.293332; ESTs; EWS; diag 

- 116334; AL038450; Hs.48948; ESTs; pros; diag 

OD 116335; AK001100; Hs.41690; oesmocoBin 3; tung. Wad, headnk: diag 
116393; AI972402; Hs.306051; hypothetical protein M6C2B48; pros; cfiaq 
11639% M88912QC Hs.1 10637i homeo box A10: pres; CTL«sm 
116401; AW893940; Hs.59698; ESTs; ovar diag 
116416; AW753676; Hs.39982; ESTs; ovan dag 

!!!2? J*- 35192 * SRY (sex determining region Y); colon, breast, angio. Wad; diag 

116483; AI346201; Hs.76118; uWquffin canbcxyWemiinales; angjo. fans sT 

116610; D80449; H&184841; ESTs; pros; diag 

1 16732; AW152225; Hs. 165909; ESTs. WeaMy similar to 138022; colon; dlag 

11SS ^^ K ^ Hs ^ 6 ?l 7; "J™ 8a P fens cDNA *Jtt416 to! pros, breast, colon, pros; mAb 
*0 116962; H79677;;gbyu76g105lSoares fetal Dv; pros; diag 
117027; AW085208; Hs.130093; ESTs; breast ; diag 

117280; M18217; Hs. 1721 29; Homo sapiens cONA: FU21409 fi; breast, coton, pros; diag 
117284; AK001701; Hs.183779; Homo sapiens cDNA FU10590 ft^dbn 

- ft 1 17320; AB024937; Hs.21 1092; WNX protein; PLUNC (palate m lung; mAb^iag 
50 117367;AIM1793;Ks.42502;ESTs;bie^t;oiag i^^™*'™™** 

U7412; N32536; Hs.42645; solute carrier family 16 (mono; breast ovar : mAtxsjn. 

1 17425; AK000028; Hs.356100; ribosomal protein S24; pros; diag 

1 1 7563; AF055634; Hs.44553; unc5 (Cjetegans homolog) c; leuk ; dlag 
* * IIS? N35020: Hs ' 44685 ' C3HC443ce zinc finger protein; EWS; CTl+sm 

1 1792 1; AA021459; Hs.306480; Homo sapiens mRNA; cDNA DKFZp7; pros ; dlag 
17984; AF189723; Hs.1 06778; ATPase. Ca+* transporting, typ; pros, breast coton; mAb 

118049; N53145; ; fl b.yv55f09.s1 Scares fetal Bv; prosTdiag 

118314; N48580; Hs.46692; ESTs; Wad.lunffi<r«i 
^ n 1 18336; BE327311; Hs.47166; HT021; breast ovar, Wad. pros; CTL^.m. 
OU 1 183CT; N64339; Hs.48956; gap junction protein, beta 6 1 lung, blad; mAb 

1 18417; AF080229; ; gbrHuman endogenous retrovirus; pros; s.m. 

1 1 8472; AL1 57545; Hs.173179; bromodornain and PHD finger con; breast diag 

118511; N7562Q; Hs.43157; ESTs; angio; diag 
^ 118901; AW292577; Hs.94445; ESTs; breastdiag 

1 18905; AW973708; Hs,201925; Homo sapiens cONA FU13446 fts; breast dag 

l!^!?^ 11431 "s- 27869 *; Homo sapiens prostein mRNA. co; pros, pros; fiag 
S : 5 95 ? 721 Hs ' 117572: < * emoHne binding protein 2; breast war. mAb 
onS ^SS? S^L 4: ^ ej y th ^tosis virus E; angio, pros; CTL^m 
1(\ IIS? ^ 2 ? 2297; <Vtochrame P450 retinoid metab; EWS; diag 

/0 ll^S [!S ^^18^ ESTs; pros, breast colon; dlag 

119279; N57568; Hs.48028; EST; breast dlag 

119307; BE048061; Hs.37054; epruin-A3; colon, breast; mAbxfiag 

119478; AI624342; Hs. 179082; ESTs; breast oTag 
7 119617; AA516531; Hs.55999; KK homeobox (Drosophila), rami; pros; (fiag 
° 9743; AA947552; Hs.56086; branched chain aminotransferas; ovar; sm 

9771; A1905687; HsJ48419; AI905687:IL^T095.19019W)19 B; breast; diag 
£Sl ^ 01662S: "s.191381; hypomeficat protein; ovar. tung; CTl+sm 

119789; BE393948; Hs.50915; kaffikrein 5; ovar; (fiag 

SO USS !!SS. H !?¥l 1: 6 P"**"*^ rea^ 87; tung, blad. headnk. cerv; mAb*s.m. 
OU 119940; AL050097; Hs^72531; DKF2P586B0319 protein; pros; diag 

?S ?S SS?, 01231 Hs - 180479 = hypothetical protein RJ20116; coton. lung; drag 

225 ^ 7554: Hs ' 125019; P 10 ^ 0AF-; pros, breast (flag 

120147; AI917116; Hs.348941; hemoglobin, beta; EWS; diag 
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120206; H26735; Hs.91668; Homo sapiens done PP1498 unkn; breast ; mAb 

120242: AW969587; Hs.86366; ESTs; Wad; diag 

120328; AA92327B; Hs.290905; ESTs, WeaMy similar to protea; pros; sm 

120438; AW01 5242; Hs.99488; ESTs, Weakly slmflar to YK54JT; ovan diag 

120471; AA251944; Hs. 104058; CO-29 protein; colon; (flag 

120486; AW368377; Hs.137569; tumor protein 63 kDa with stro; tung, blad, headnk; diag 

120588; AA70322S; Hs.16193; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 

120824; AW407987; Hs. 1735 18; M-phase phosphoprotein homotog; breast; sm 

120830; AI568170; Hs.9S886; ESTs; EWS; diag 

120977; AA398155; Hs.97600; ESTs; breast ovan diag 

121027; AI572490; Hs.99785; Homo sapiens cDNA: FU21245 fi; Wad; mAb 

121231; AA814948; Hs.96343; ESTs, Weakly simlar to ALUCJi EWS; diag 

121335; AA404418; ; gb:zw37e02*1 SoaresJotaUet; angio; diag 

121362; AF050147; Hs.97932; ctoncVomodulin I precursor, EWS; mAb 

121457; W07404; Hs.102558; hypothetical protein FU22055; colon; diag 

121619; AA528339; Hs.178062; ESTs, Wealdy similar to phosph; EWS; sm 

121710; AF163474; Hs.96744; prostate androgen-regulated tn pros; diag 

121721; AL047051; Hs.199961; ESTs. Weakly similar to ALU7.H; pros; diag 

121723; AA243499; Hs.104800; hypothetical protein FU 10134; breast; diag 

121748; BE536911; Hs.234545; hypothetical protein NUF2R; breast diag 

121779; AW513143; Hs.98367; SRY (sex determining region Y); ovan diag 

121791; AA815378; Hs.293317; ESTs, Weakly similar to GGC1_H; Wad, headnk. lung, ovar; mAb+CTL 

121792; AW969726; Hs.98381; ESTs, Weakly similar to serine; EWS; diag 

121913; A1249368; Hs.98558; ESTs; protease inhibitor 15 (; breast, pros; sm 

121 920; AA428300; ; gbzw18b02.s1 Scares ovary turn; ovar. uter, cerv; diag 

1 22041; AA677577; Hs.38021 3; Homo sapiens Otrornosome 16 BAC; pros; diag 

122520; AW951324; Hs.173609; pregnancy specific beta-1-glyc; colon; diag 

122797; AJ 251027; Hs.99526; odorant-Wnding protein 26 (OB; breast dag 

122802; A) 687303; Hs.285529; G protein-coupled receptor 49; ovar, uter, mAb+s.m. 

122969; AW821252; Hs.1 04336; hypothetical protein; ovar; diag 

1 23005; AW369771; Hs.367688; Integral, beta 8; ovar, lung, headnk, glto; mAb+sm 

123044; AK001035; Hs. 130881; B-ceH CU/lymphorna 11A (zinc ; Eung; diag 

123137; AI073913; Hs.100666; ESTs, Weakly similar to JE035Q; breast, colon, ovar, uter, lung, stom; diag 

123158; AF161426; Hs.218329; hypothetical protein; breast; diag 

123160; AA488687; Hs.284235; ESTs, Weakly similar to 138022; lung; diag 

123169; AI950087; Hs.369628; gbwq05cO2jc1 NCLCGAPJM12 H; ovar; diag 

123209; AW9S8543; Hs.203270; ESTs, Weakly simflar to AIU1.H; pros; diag 

123308; C14187; Hs.157208; ESTs; EWS; diag 

123339; AW188464; Hs.101515; ESTs; ovar; diag 

123475; BE4395S3; Hs.12329; Homo sapiens, clone IMAGE:4098; pros; diag 

123494; AW179019; Hs.112110; mitochondrial ribosomal protei; ovan diag 

123520; AA608550; ; g b:ae53d1ls1 Stratagene lung ; pros; sm 

123533; AA608751; ; gb:ae56h07.s1 Stratagene lung ; colon; diag 

123619; AA602964; Hs.366318; gbmo97c0Zs1 Na_CGAP_Pr2 Horn; breast; CTL^sm 

123689; AA399323; Hs.285130; Homo sapiens ptoch-2 protein m; ovan diag 

123709; AA706910; Hs.112742; ESTs; breast; (flag 

123829; AF251237; Hs.1 12208; XAGE-1 protein; lung, Wad, test; CTL 

123972; T46848; Hs.70337; immunoglobulin superfarnBy, me; ovar; diag 

124006; AI147155; Hs.279727; ESTs; homoJogue of PEM-3 (Cton; breast, angio. lung, ovar, EWS; diag 

124059; BE387335; Hs.283713; ESTs, Weakly similar to S64054; breast colon, blad. lung; CTWiag 

124153; AU077333; Hs.1 60483; erythrocyte membrane protein b; pros; mAb 

1 24352; AA640891; Hs. 1 02406; ESTs; breast pros, ovar, lung; diag 

124526; N62096; Hs393185; ESTs, Wealdy similar to JC7328; pros; mAb^m 

124579; AI693815; Hs.127179; cryptic gene; pane; diag 

124777; R41933; Hs. 140237; ESTs, Weakly simflar to ALUIJi* pros, breast diag 

125103; AA570056; Hs.1 22730; ESTs, Moderately similar to W; colon; mAb 

125154; W38419;;gbzc78a07^1 Pancreatic Islet ovar; diag 

125250; W26524; Hs.356686; protein phosphatase 4 reguJato; ovan CTL+sm 

125266; W90022; Hs.186809; ESTs, Highly sonilar to LCT2.H; angio; diag 

125453; BE3B5523; Hs.18048; melanoma antigen, family A. 10; blad; mAb+CTL 

125666; AU90172; Hs.317432; Homo sapiens cDNA: FU21270 fi; ovan diag 

125770; AA143045; Hs.81665; v-kH Hardy-Zuckerman 4 feline; EWS; diag 

125976; AA435760; H&35552; gtezv67d11.r1 SoaresJotaUet pros; diag 

126399; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAb+s.m. 

126645; AA316181; Hs.61635; six transmembrane epiftefial a; pros, breast lung, pane, headnk, EWS; mAb+CTL 

126758; AI559444; Hs.104679; ESTs; pros, breast mAb 

126799; AW753865; Hs.74376; olfactomedln related ERtocafi; EWS; diag 

126872; AW450979; ; gfcUUWi3^a-a-12-WJI.s1 N; blad; diag 

126892; AF121856; Hs^84291; sorting nexin 6; ovan (fag 

126960; AL390172; Hs317432; branched chain aminotransferas; ovan sm 

126966; R38438; Hs.118747; solute carrier family 15 (H«fc pros; mAb 

127003; AW816515; Hs.1 73540; ATPase. Class V, type 10D; pros; mAb 

127221; BE062109; Hs.241551; chloride channel, calcium acfi; hing. Wad, headnk, cerv; mAtMS.m 

127240; AJ 005683; Hs. 86998; nuclear factor of activated T-; pros; CTL-sm 

127425; AF183810; Hs.26102; trWwrhinoprdangeal syndrome; breast mAb 

127479; D31 152; Hs.1 79729; collagen, type X, alpha 1 (Sen; breast lung, headnk. pane; diag 

127537; AI926047; Hs.1 62859; ESTs; pros; diag 

127664; AA806164; Hs.1 16502; ESTs; EWS; diag 

128046; AA873285; Hs.357313; gb:oh68m05j5l NCI_CGAPJ<id5 Ho; pros, breast, colon; (Sag 

128305; AI954968; Hs.355706; matrix Gla protein; breast diag 

128478; AA708205; Hs.100343; ESTs; EWS; CTl+sm 

128515; BE395085; Hs.334762; type I transmembrane protein F; pane; mAb 

1285S5; U31875; Hs.272499; short-chain alcohol dehydrogen; Wad. breast CTl+sm 
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128610: N48373; Hs.10247; activated leucocyte cefl adhes; breast pros, lung, wan (flag 

128734; A8008390; Hs.104570; kaffikreln 8 {neurcpsfavovasin; ovar, (flag 

128790; AF0&692; Hs.1 05700; secreted mzrfed-related prot breast colon, pros, ovar, uter, pane; diag 

128797; NM_00297S; Hs. 105927; stem cell growth factor, lymph; EWS, teuk; dag 

128854; BE159181; Hs.168232; hypothetical protein FU13855; breast; diag 

128925; R67419; Hs.21B51; Homo sapiens cDNA FU12900 fis; breast; (flag 

128949; AA009647; Ks. 352537; a cismtegrin and metancprote; breast, ovar, headnk, pane; mAb-Kfiag+s.m. 

128969; Z42047; Hs.107479; Homo sapiens PR02751 mRNA, com; pros; dag 

129041; BE382756; Hs.169902; solute carrier family 2 (facO; lung, Wad; mAb+s.m. 

129097; BE243933; Hs.108642; zinc finger protein 22 (KOX 15; ovar; CTL+s.m. 

129099; AF146074; Hs.108660; ATP-binding cassette, sub-femi; lung. Wad, headnk ; mAb+sjn, 

129184; AW161450; Hs.109201; CGL86 protein; pros; mAb 

129260; AF077200; Hs.279813; hypothetical protein; colon; diag 

129284; AA318224; Hs.296141; ESTs; colon; diag 

1 29352; U30246; Hs, 11 0736; sohite carrier family 12 {scot; colon, breast, pros; mAb 

129366; BE220806; Hs.184697; Homo sapiens clone 23785 mRNA ; breast; diag 

129389; NMJ12445; Hs.288126; spondin 2, extracellular matri; colon, pros; diag 

129404; A1267700; Hs.351201; ESTs; pros, ovar, lung, blad, headnk, pane; diag 

129466; 142583; Hs.334309; keratin 6A; lung. Wad; diag 

129482; AA188185; Hs.289043; srindfin; breast; diag 

129534; AK002126; Hs.11260; hypothetical protein FU11264; pros; diag 

129571; X51630; Ks.1145; Wilms tumor 1; ovar; CTL+s.m. 

129605; AF061812; Hs.1 15947; keratin 16 (focal non-epldermo; lung, Wad, headnk; diag 

129620; 079338; Hs.239720; CCR4-NOT transcription complex; breast angio; diag 

129628; U38945; Hs.1 174; cyeRn-dependent kinase inhibi; lung, btad, ovar, headnk; sm 

129650; AF 109298; Hs.1 18258; prostate cancer associated pro; pros, EWS; diag 

129889; AW748482; Hs.77873; B7 homolog 3; breast diag 

129703; BE388665; Hs.1 79999; Homo sapiens, clone IMAG&3457; EWS, leufc; diag 

129720; AA156214; Hs.12152; APMCF1 protein; breast dag 

129750; AF056Q85; Hs.198612; G protem-coupled receptor 51; angto, blad; mAb^jru 

129869; AI222069; Hs.13015; hypothetical protein similar t breast diag 

12991 2; AF155096; Hs.107213; hyrjothefical protein FU20585; ovar, CTUsm 

129936; AJ250717; Hs,1355; cathepsin E; blad; simdiag 

129953; AA412195; Hs.13740; ESTs; breast diag 

129977; NMJJ00399; Hs.1 395; early growth response 2 (Krox-; EWS; CTL«sjn. 

130010; AA301116; Hs.142838; nucleolar phosphoprotein Nopp3; ovar; diag 

130057; AF027153; Hs324787; sohite earner family 5 {Inost breast mAb 

130095; AK001635; Hs.14838; hypothefical protein FU 10773; breast diag 

130155; AA101043; Hs.151254; kaliikretn 7 (chymotryptfc, st ovar; (flag 

130181; AF052119; Hs.151608; Homo sapiens done 23622 mRNA ; pros; diag 

130184; H58306; Hs.1516S; retinoic add induced 14; anglo; diag 

130262; D63216; Hs.153684; frizzled-related protein; pane, EWS. stem, renal; diag 

130343; AB040914; Hs.278628; KIAA1481 protein; breast diag 

130376; R40873; Hs.155174; COC5 (cell division cyde 5, S; ovar; CTUsm 

130385; AW067800; Hs.1 55223; stannixaidn 2; breast lung; mAb+diag 

130455; D90041; Hs.155956; r^acetyllransrerase 1 (arylami; breast s.m. 

13051 1; L32137; Hs.1 584; cartilage oBgomeric matrix pn breast ovar; diag 

130558; BE564937; Hs.1 5984; pp21 homolog; pros; CTL^m. 

130577; M69241; Hs.1 62; insuMe growth factor bin; ovar. diag 

130604; AA383256; Hs.1657; estrogen receptor 1; breast mAb+s.m. 

130627; BE003054; Hs.1 695; matrix metalloprotainase 12 (m; lung, colon, btad, headnk, ovar, pane; mArWiag^.m. 
130637; AA356764; Hs.17109; integral membrane protein 2A; EWS; mAinem 
130648; A1458165; Hs.1 7295; hypothetical protein MGC2376; colon; diag 
130667; BE246961; Hs.17639; Homo sapiens uhtquiSn protein; breast sm 
130690; AB006625; Hs.139033; paternally expressed 3c ovar; diag 
130714; AI348274; Hs.18212; DNA segment on chromosome X (u; breast diag 
130760; AW379130; Hs.18953; phosphodiesterase 8A; pros; CTL«s.m. 
130800; AJ 187292; Hs.1 9574; hypothetical protein MGC5469; colon, lung; diag 
130839; AB01 1 169; Hs.380875; simQar to S. cerevisiae SSM4; angio; diag 
130844; U76248; rte^0191; seven In absentia (Drosophila); breast diag 
130892; AL120837; Hs.20993; r^r^gtucose-reguiated protein; breast CTL*s.m. 
130941; NMJJ00869; Hs.2142; 54iydraxytryptamine (serotonin; ovar, mAb 
130967; AA393071; Hs.182579; leucine arrdrtopepfidase; ovar; sjn. 
130972; 081886; Hs.374468; Homo sapiens mRNA; cDNA DKFZpS; anglo; (Hag 
• 130987; 8E613269; Hs*21693; hypothetical protein DKFZp761N; colon; diag 
131046; AA321 649; Hs.2248; small inducible cytokine subfa; breast lung, btad. ovar, fibre; (flag 
131080; NM_001955; Hs.2271; endotheSn 1; angio; diag 
131083; Y09763; Ks.22785; gamrr»^rrfnobutyric add (GABA); pros; mAb 
131148; AW9S3575; Hs^03125; p5&induced protein PIGPC1; breast coton, angio; diag 
131216; AI815488; Hs.243301; Homo sapiens cONA FU20738 fis; colon, breast (flag 
131228; AW207469; Hs.24485; chondroitm sulfate proteoglyc; ovar; diag 
131244; A! 633429; Hs.24763; RAN binding protein 1; hmg, Wad, headnk; CTl-s.m. 
131288; AA278482; Hs.25328; ESTs, Moderately sirriar to AU pros; diag 
131289; AA296696; Hs. 333418; FXYO oornairHSntaining ion tra; colon; diag 
131307; NM.000025; Hs.2549; adrenergic beta-3-, receptor. EWS; mAb 
131313; R96290; Hs.75874; rtbosomal protein U4; EWS; diag 
131492; AI452601; Hs^88869; nuclear receptor subfamily 2. ; pros; mAb+SJn. 
131 544; AL355715; Hs.28555; programmed cell death 9 (PDC09; breast diag 
131559; AL078599; Hs.1 0784; hypothetical protein FU 20037; breast diag 
131564; T93500; Hs.28792; Homo sapiens cDNA FU 11 041 fis; breast diag 
131603; X81334; HsJ2936; matrix rnetafloprotemase 13 (c; btad; sm 
131643; AW410801; Hs.30026; HSPC182 protein; breast diag 
131739; AF017986; Hs.31386; secreted tazleoVebted prot breast mAlnsm 

96 



WO 03/042661 



131817: U20536; Hs.3280; caspase 6, apoptosi^related cr, fibro, breast cerv, lung, tot pane, gfio; 

13188% BES02341; Hs34Q2; ESTs; breast; (flag 

131919; T15803; Hs.272458; protein phosphatase 3 (formed; pros, breast sm 

131925; AF151048; Hs.183180; anaphase promoting complex sub; breast flag 

131965; W79283; Ks.35982; ESTs; tung, ovan diag 

131985; AA503020; Hs.36563; hypothetical protein FU2241B; breast, ovan (flag 

132050; AI267615; Hs.38022; ESTs; angio; diag 

132173; X89426; Hs.41716; endothefiat celKspecffic mote; angto; drag 

132180; NM.004460; Hs.418; fibroblast activation protein,; colon, pane, esoph; mAb 

132191; AA507576; Hs.288361; Homo sapiens cONA: FU 22695 fi; ovan cDag 

132349; AW975654; Hs 181 286; serine protease inhibitor, Kaz; pros, blad; sm 

132354; BE185289; Hs.1076; small profine-rich protein 1B ; lung; diag 

132358; NNL003542; Ks.46423; H4 histone famly, member 6; pros; CTl«sm 

132371; AA235448; Hs.222088; PRO2000 protein; breast diag 

132454; BE2S6227; Hs.250822; serineAhreonina kinase 15; brad, breast sm 

132490; NM.001 290; Hs.4980; UM domain binding 2; angio; diag 

132520; AA257992; Hs.50651; Janus kinase 1 (a protein tyro; EWS; sm 

132528; T78736; Hs50758; SMC4 (structural maintenance o; over. CTl+sm 

132543; BE568452; Hs.344037; protein regulator of cytokines; colon, tung; (Sag 

132572; A1929559; Hs.237825; signal recognition particle 72; ovan drag 

132592; AW803564; Hs. 288850; Homo sapiens cDNA: FU22S28 fi; colon; diag 

132624; AA326108; Hs.33829; bHLH protein DEC2; ovan drag 

132632; AU076916; Hs.5338; guanine monphosphate synthetas; ovar, lung; s.m, 

132669; W38586; Ks.380933; guanine nucleotide binding pro; colon; diag 

132710; W74001; Hs.55279; serine (or cysteine) proteinas; tung, Wad, colon, headnk; diag 

132725; NMJJQ6276; Hs.1B4167; splicing factor, argtnlne/seri; ovan CTL»sm 

132767; BE182592; Hs.11261; small rxoEne-fich proteto 2A; tung; diag 

132791; AB029551; Hs.7910; R1NG1 and YY1 binding protein; pros; CTUs.m 

132837; AA370362; Hs.57958; EGF-TM7-latrophiaHelated pn angio; diag 

132856; NMJXJ1448; Hs.58367; glypican 4; breast, colon, pros; mAb 

132888; NMJ05476; Hs.5920; UDP-N^tytg>cosamine-2^pim; pros; sm 

132902; A1936442; Hs.59838; hypothetical protein RJ 10808; coton; diag 

132939; AB009284; Hs.61152; exostoses {mulBpIe)-Bke 2; ovar, dag 

132964; A1362575; Hs.303171; ESTs; pros; diag 

132967; AA316181; Hs.61635; six transrrwrnbrane epitheDai a; pros, pros; mAb*CTL 

132990; X77343; Ks.334334; transcription factor AP-2 atph; breast, rung; CTl«sm 

132994; AA112748; Hs.279905; clone HQ0310 PRO0310p1; coton. breast sm 

133006; AW978436; Hs.62515; WAA0494 gene product colon; diag 

133015; AJ002744; Hs.246315; UDP-N-acetyl^pha^alactDsa; breast, colon, pros; sm 

133016; A1439688; Hs.6289; hypothetical protein FU2088S; breast; diag 

133061; A1186431; Hs.296638; prostate differentiation facto; angio. pros, blad; diag 

133063; A1654133; Hs.356247; thyroid receptor Interacting p; pros; mAb+sm 

133070; U92649; Ks.380136; a cDslntegrin and metailoprote; Eeuk; diag 

133179; 118159% Hs.66731; homeo box B13; pros; CTL+sm 

133199; AF231981; Hs250175; homotog of yeast long chain po; breast, angio; CTl+s.m. 

133260; AA403045; Hs.6906; Homo sapiens cDNA: FU23197 fi; angio; diag 

133272; NM_002776; Hs.69423; kaffikrein 10; coton, ovar, diag 

133314; AA102670; Hs.70725; garrrma-anunobutyrto acid (GABA); breast, pane; mAb 

133321; T79526; Hs.1 7951 6; integral type I protein; breast diag 

133391; AW103364; Hs.727; inhibin. beta A (activin A, a* breast, blad. lung; diag 

133415; X69699; Hs.73149; paired box gene 8; ovan CTL 

133477; AW502935; Hs.740; PTK2 protein tyrosine kinase 2; breast sm 

133579; X75346; Hs.75074; rratogervacfivated protein Idna; pros; diag 

133626; AW836130; Hs.75277; hypothetical protein RJ13910; pros; diag 

133736; D49958; Ks.75819; glycoprotein MSA; pros; mAb 

1 33829; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZpS; ovan diag 

133860; S78295; Hs.76888; hypothetical protein MGC12702; blad; diag 

133944; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 

133975; CI 8356; Hs.295944; tissue factor pathway InhlWto; angio, pane; CTL-Kfiag 

133976; AI908165; Hs.169946; GATA^inding protein 3 (T-ceil; breast blad; mAb*sm 

134100; AA460085; Hs.171075; repDcafion factor C (acQvato; pros; diag 

1341 10; U41060; Hs.791 36; UV-1 protein, estrogen regula; breast blad, ovar. pros; mAb 

134169; AI690916; Hs.178137; transducer of ERBB2. 1; breast CTL^sm 

134219; NMJM0402; Hs.B0206; gfucose^hosphate dehydrogen; breast sm 

134319; BE304999; Hs.285754; fumarate hydratase; coton; sm 

134326; AW903838; Hs.8180O; chondroitin sulfate proteoglyc; ovar. breast pane, tung; diag 

134348; AW291946; Hs.82065; interteukin 6 signal transduce; breast mAtnsm 

134374; N22687; Hs.8236; ESTs; pros; diag 

134390; R35528; Hs.8258; DKF2P434D1335 protein; pros; CTUsm 

134401; AI916652; Hs.211577; kmectjn 1 (kinestn receptor); pros, breast mAb+sm 

134405; AW0S7903; Hs.82772; collagen, type XI, alpha 1; breast, lung, ovar, headnk; at 

134470; X54942; Hs.83758; COC28 protein kinase 2; tung, Wad. headnk; sm 

134520; BE091005; Hs.349506; activated RNA potymerase 0 tn ovan sm. 

134529; AW411479; Hs.848; FK506-binaing protein 4 (59kD); breast diag 

134570; U66615; Hs.172280; SW1/SNF related, matrix associ; EWS; CTUsm 

134654; AK001741; Hs.8739; hypothetical protein FU 10879; breast ; diag 

134666; BE391929; Hs.8752; trartsmembrane protein 4; breast mAb+sm 

134691; AW382967; KsJB8474; prostaglarufin-enAiperoxide syn; ovan sm 

134727; X80507; Hs.84520; yes-associated protein 65 kDa; blad; diag 

134731; 089377; Hs89404; msh (DrosophHa) homeo box horn; blad; sm 

134786; T29618; Hs89540; TEK tyrosine kinase. endotheK; angto; sm 

134824; S78723; Hs.298823; S^iyaroxytryptamine (serotonin; blad; mAb 

134856; BE281128; Hs.9030; TONDU; Wad; CTL«sm 
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134668; AB020689; Hs.90419; KIAA0382 protein: breast; diag 

134924; BE294029; Hs.279903; Ras homotog enriched in brain ; breast mAb 

134972; AL033527; Hs.169252; v-myc avian myelocytomalosts v; ovar; CTl+sjn. 

134975; R50333; Hs.92186; Leman cofled-coO prated breast (flag 

134989; AW968058; Hs.92381 ; nudix (nucleoside diphosphate ; colon; diag 

135073; W55956; Hs.94030; Homo sapiens mRNA; cONA DKFZpS; angio; diag 

1351 17; W52493; Hs.94634; Homo sapiens cDNA FU10561 fis; breast diag 

135166; AA135867; Hs.280858; ESTs. Highly similar to A35661; pros; diag 

135235; AW298244;Hs.266195; EST* angio; diag 

135242; AI583187; Hs.9700; cydin El; ovan CTl«SJn. 

135243; BE463721; Hs.97101; putative G protanooupled rec; colon; mAlHs.m. 

135255; Y13645; Hs.97234; uropiakm Z triad; mAb 

135309; Al 5641 23; Hs.355689; ADP-ribosytafion factor-Gke 5; pros; diag 

135315; H81138; Hs.334604; Homo sapiens mRNA for WAA1B70; pros; diag 

135389; U05237; Hs.99872; fetal Alzheimer antigen; pros, breast colon; CTL*sm 

135400; X7B592; Hs.99915; androgen receptor (dihydrotest pros; mAb+s.m. 

300254; AW183618; Hs.55610; solute carrier family 30 (zinc; pros, breast mAb*sm 

300256; AW591433; Hs.298241; Transmembrane protease, serine; breast colon, rung, ovar, mAMag^jn. 

300318; AW444502; Hs.256982; ESTs, WeaHy similar to NEL1.H; angb; CTL-dtag 

300605; A1218847; Hs.152670; ESTs; pros; diag 

300921; AF146747; Hs.232165; polycythemia rubra vera 1; cet pros; rrAb+sm 

300923; AW 138372; Hs.1852; acid phosphatase, prostate; pros; s.m. 

301042; AI659131; rK366053; hypotheScal protein MGC2849; pros; mAb 

301043; AI1 60316; Hs.149155; vdlage-deperident anion channe; pros; mAb+s.m. 

301050; AW136973; Hs.362915; ESTs, Weakly simitar to S69890; cdon, lung; CTb»sjn. 

301341; M887801 ; Hs.208229; G protein-coupled receptor; breast, lung; mAb+sm 

302001; AB020711; Hs.374965; KIAA0904 protein; breast; CTl«sm 

302005; BE252922; Hs.123119; MAD (mothers agains! decapenta; pros; diag 

302067; BE542706; Hs.222399; CEGP1 protein; breast diag 

302167; NM.006227; Hs.283007; phospholipid transfer protein; pros; mAb 

302225; NM.007231; Hs.16221 1; solute carrier family 6 (neuro; pane, mAb4$jn 

302276; AW057736; Hs.323910; HER2 receptor tyrosine kinase ; breast mAb+s.m. 

302290; AA 179949; Hs.175563; Homo sapiens mRNA; cDNA OKFZpS; pros, breast (flag 

302372; AL117406; Hs.335891; ATP-toufing cassette transport breast pros : mAb+s.m. 

302384; AI6780S9; Hs.202676; synaptonemal complex protein 2; breast cerv; diag 

302410; NMJJ04917; Hs.218366; kattikrein 4 (prostase, enamet pros; diag 

302468; AL133561; Hs^OISS; DKFZP434B061 protein; pros; diag 

302562; BE149762; Hs.48956; gap junction protein, beta 6 (; lung, blad; mAb 

302881; AA508353; Hs.105314; retaxh 1 (HI); pros; diag 

303295; AA205625; Hs.208067; ESTs; blad; diag 

303380; AW962764; Hs.303171; olfactory receptor, family 51.; pros; mAb 

303506; AA340605; Hs.105887; ESTs, Weakly similar to Homolo; pros, breast colon ; diag 

303699; BE143707; Hs.19525; hypothetical protein FU22794; pros; diag 

303753; AW503733; Hs.9414; WAA1488 protein; pros, breast colon; CTL+s.m. 

305503; AA7591 77; Hs.298148; ESTs, Weakly similar to WAA05; pros; diag 

306273; AA936290; ; gfcon70a01.s1 SoaresJJRJLGBC; pros; diag 

306676; A1005603; ; gb:ov15c1Qs1 NCI_CGAP_G« Horn; lung; diag 

306840; AI077477; Hs.307912; ESTs; angio; diag 

3091 77; A1951 118; Hs^26736; Homo sapiens breast cancer ant breast pros; mAb+CTL 

309583; AW 170 035; Hs.326736; Homo sapiens breast cancer ant breast mAb+CTL 

309931; AW341683; Rs.343663; gb:hd13d01j(1 SoaresJiRJlGBC; lung; mAb 

310382; AI734009; Hs.127699; WAA1603 protein; pros; diag 

310431; AI420227; Hs.366053; ESTs, Weakly similar to A4601 0; pros; diag 

310573; AW292180; Hs.156142; ESTs; pros; dtag 

310636; AI814373; Hs.164175; ESTs; lung; diag 

310781; A1380797; Hs.158992; ESTs; breast ; drag 

310955; AI476732; Hs.263912; ESTs; breast angio; diag 

311034; BE567130; Hs.311389; ESTs, Highly similar to NKGD_H; lung; mAtHsm 

311166;AI821005;Hs.118599;intonot BFF9 (GONFRa).; breast ; diag 

311251; AI655662; Hs.197698; ESTs; pros; diag 

311557; AF200492; Hs.211238; interteuHn-1 homotog 1; lung; diag 

311596; AI662088; Hs.79375; smglewriinded (DrosopMa) horn; pros; CTl 

31 1630; AI915444; Ks.372037; ESTs; colon, Wad, lung, ovar, pane, headnk; mAtHdIag«s.m. 

311877; AA084248; Hs.372651; G f^rotein-coupJed receptor 39; ovar. angio, gigg mAb+s.m 

31 191 1; R19175; Hs. 169793; ribosomaf protein L32; pros; diag 

311928; T62216; Hs.378028; ESTs; pros; (Bag 

312182; T94344; Ks.326263; ESTs; pros; diag 

312252; A) 1 28388; Hs. 143655; ESTs; Wad; diag 

312319; AASQ6997; Hs. 180780; TERA protein; colon; CTl^m. 

312521; A1263307; Ks.356901; H28 htstone family, member U pros, breast lung; diag 

312544; AA516420; Hs.352340; ESTs, WeaHy similar to 138022; breast diag 

312742; A1650363; Hs,1 16462; ESTs; colon; dag 

312795; AW975014; Hs.26; ferrochelatase (rjrotop<)rphyria; pros; sjti. 

312857; BEC83868; Hs.126914; WAA1430 protein; colon, pros; CTL^.m. 

312922; AA329256; Hs.378739; ESTs, Moderately simaar to at pros; dag 

313328; AW449211; Hs.105445; GONF family receptor alpha 1; breast ; mAb*s.m. 

313513; AW298600; Hs.64313; ESTs, WeaWy similar to S59501; angio; mAtHSjn. 

313556; AA628517; Hs, 11 8502; ESTs; angio; diag 

313665; AW751201; Hs. 120932; ESTs; angio; diag 

313774; A1916058; Hs.144583; ESTs; colon; CTL 

313915; C18863;Hs.163443;intron of pertostln (OSF-2os); breast diag 

313978; A1870175; Hs.13957; ESTs; angio; diag 

314078; AW129357; Hs.329700; ESTs; breast diag 
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314097; AA648744; Hs.269493; ESTs; breast; dlag 

314121; AJ732083; Hs.187619; ESTs; pros, breast ; dlag 

314171; AI821895; Hs. 193481; ESTs; pros; dlag 
r 314506; AA833655; Hs.206868; Homo sapiens cDNA RJ14056 fis; breast dag 
J 314547; AA399272; Hs.144341; ESTs; breast; diag 

314558; AI873274; Hs.370280; ESTs; breast pros; dag 

314589; AK001432; Hs. 153408; Homo sapiens cONA FU10570fis; lung, blad; diag 

314691; AW207206; Hs.356982; ESTs; breast, pros; diag 
1 H ?! f 8 * A 1538226 : Hs.32976; guanine nucleotide binding pro; colon, pros; diag 
1U 314907;AVV971(ffl2;Hs.222886;ESTs,We^sirraartoTRHY H;pros;oia7 

Hs,293241; Transmembrane protease, serine; breast colon, lung, ovar; mAb^fiag^ra 

31 5033; AI493046; Hs.146133; ESTs; colon; diag 

31 5051; AW292425; Hs.163484; ESTs; breast, pros, Wad; diag 
t 315052; AA876910; Hs.134427; ESTs; pros, breast ; diag 
1 0 315196; AI367347; Hs.44898; Homo sapiens done TCCCTA00151; breast diag 

315368; AB037745; Hs.104696; KIAA1324 protein; pros; diag 

315408; AW273261; Hs.216292; ESTs; pros; diag 

315634; AA837085; Hs.372254; ESTs; breast, pros; diag 

315720; AA292998; Hs.163900; ESTs; blad; diag 
ZU 316177; AI904982; Hs.293102; downstream of breast cancer an; breast mAb+CTL 

316442; AA760894; Hs.125350; ESTs; pros; dlag 

2 f!22!* 5* 1461 ^ P 0 * 1 ™ 2 * 9*™* breast angio; sjn. 

316886; AA836331; Hs.170261; ESTs; breast ; diag 
^ 316943; AW014875; Hs.137007; ESTs; Wad; diag 
17> 317079; BE159984; Hs.125395; ESTs; blad; mAiHsm 

317140; AA885430; Hs.201925; Homo sapiens cDNA FU13446 fis; breast diag 

317224; X73608; Hs.93029; sparc/osteoneclin, cwcv and ka; pros, angio; diag 

317548; BE568568; Hs. 159066; ESTs; pros; CTL-^m. 
„ 317803; AW664964; Hs.128899; ESTs; breast lung, ovar, pros; mAb^m. 

317881; AI827248; Hs. 224398; Homo sapiens cDNA FU11469 fis; breast lung ; diag 

318240; AI085377; Hs. 143610; ESTs; lung; diag 

318524; AK001050; Hs.159066; hypothefical protein FU10188; pros, colon; CTL+s.m. 
318532; AW139377; Hs.127179; cryptic gene; pane; diag 
0 c 318744; AI793124; Hs.144479; ESTs; breast diag 

318754; W21423; Hs.44222; CGI-90 protein; pros; diag 
319080; AW967646; Hs.23023; ESTs; pros; Qlag 
319795; AB037821; Hs. 146858; protocadherin 10; pros, glio; mAb+sm 
320066; BE305242; Hs.16098; claudln 2; colon, pane; dag 
320167; AA984373; Hs.90790; Homo sapiens cDNA FU22930 6; breast pros; diag 
320203; AL049227; Hs.124776; downstream of cadherin 6 (by 3; renat ovar; mAtnsm 
320211; AL039402; Hs.125783; DEME-6 protein; breast pros; CTL 
320322; AF077374; Hs.139322; small proDne-rich protein 3; lung; diag 
320324; AF071202; Hs.139336; ATP-Hnding cassette, sub-femt pros; mAb 
320561; AF085B08; Hs.159330; uroplakin 3; pros, blad; diag 
43 320590; US7058; Hs.154299; Human proteinase activated rec; pros; mAb+sm 
320635; N50617; Hs.80506; small nuclear ribonucleoprotei; angio lung; diag 
320736; AA315361; Hs.170195; bone morphogeny protein 7 (; ovan rnAb+diag 
320796; AK001541; Hs.31 21 8; secretory carrier membrane pro; pros, colon; diag 
ca 320896 5 BE019924; Hs.271580; uroplakin 18; lung, Wad. ovar. headnk; mAb+diag 
3U 321023; AW294316; Hs. 125608; ESTs; colon; diag 

321 107; AT732643; Hs.144151; downstream of breast cancer an; breast mAb+CTL 
321412; AI674383; Hs^2891 ; solute carrier family 7 (cafio; pros; mAb+sm 
321441; AF107493; Hs.201675; Homo sapiens LUCA-15 protein m; pros, breast ; diao 
. c 321644; AW975944; Hs.237396; ESTs; breast pros ; diag 
O D 321717; AW956580; Hs.42699; ESTs; angio; (flag 

321906; AW270608; Hs.170195; bone morohogenefic protein 7 (; ovar; mAtwflag 
32191 1; AF026944; Hs^93797; ESTs; angio, lung, Wad; diag 
322035; AL137517; Hs^06201; hypothetical protein DKFZp5640; breast Wad; mAb 
322521; AF147347; ; gfcHomo sapiens full length in; breast ; diag 
322706; AA018899; Hs.127179; cryptic gene; pane; dlag 
322782; AA056060; Hs.202577; Homo sapiens cDNA FU12166 fis; pros; diag 
322818; AW043782; Hs.29361 6; ESTs; pros, breast angio, gib ; diag 
322882; AW248508; Hs.279727; Homo sapiens cDNA FU 14035 fis; breast lung, ovar. angio, blad- diao 
_ 322975; CI 6391; ; Intron of breast cancer anSge; breast ; mAb+CTL 
00 • 32316B;AL12Q862;Hs.124165;pragrarrffned«^ 

323226; AF05501 9; Hs.355279; Homo sapiens clone 24670 mRNA ; pros; diao 
323262; AL133990; Hs.190642; CEGP1 protein; breast pros, blad; diag 
323287; AA639902; Hs.104215; ESTs. Moderately stater to SP; pros; diag 
323332; A1B29520; ; gb.-wt19c06.x1 NCLCGAP_Ut1 Horn; breast ; diag 
/O 323335; A1655499; Hs.161712; ESTs; pros, breast mAb 

323587; AI299709; Hs.131886; Homo sapiens cDNA FU22113 fi; colon; diag 
323817; AA410943; ; NAME OMITTED ... receptor kinase; breast ■ mAb 
324261; BE069341; ; gb:GV3~BT0381 -2701 0CW)73^08 B; breast diao 
- 324295; AA434579; Ks. 143691 ; ESTs; pros; diag 
O 324338; AA927668; Hs. 145078; regulator of dBerenfiatton C colon; diag 

324430; AA464018; Hs.335798; Homo sapiens cONA FU23241 fi; pros, colon; diao 
324432; AA464510; Hs.152812; ESTs; E lung, pane; <fc« ^ 
324503; AW993522; Hs.299867; ESTs; pros, breast; diag 
324617; AA508552; Hs.222874; ESTs, Weakly similar to 138022; pros; diao 
324658; A1694767; Hs. 129179; Homo sapiens cDNA RJ 13581 fis; prosTdian 
£22 SI? ^ 11B467 ;smafl nuctear protein PRAC; colon, pros; diag 
324866; AI541 214; Hs.46320; SmaB proSne-rich protein SPR; lung, Wad; Sag 
324871; AI890347; Hs. 27 1923; Homo sapiens cONA FU22785 fi; a*>*dteg 
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324987; AI375572; Hs. 172634; ESTs; breast; (flag 
325372; ; ; Phase 2 & 3 Exons; breast; CTb»«m 
325544; ;; Phase 2 & 3 Exons; breast, angio; (flag 
^ 327035; ; ; Phase 2 & 3 Exons; femg, angio; cfiag 
-> 327075; ; : Phase 2 & 3 Exons; breast, lung; diag 
327414; ; ; Phase 243 Exons; angio; diag 
328700; ; ; Phase 2& 3 Exons; breast, angte; (flag 
33021 1; ; ; Phase 2 & 3 Exons; pros; CTL+sm 
n 330463; L 10343; Hs. 11 2341; protease Inhibitor 3; skm-der; lung, coton, Wad; diag 
1 U 330493; M27826; Hs.334372; endogenous retroviral protease; lung, coton; sm 
330830; NM_002902; Hs.79088; reficutocalbtn 2; EF-hand cate; pros; diag 
330762; AW407332; Hs.13014; ADP-ribosytation factor GTPase; pros; CTL-*s.m, 
330790; AI660243; H<l318545; Hu01 Chip Redos; pros, Nad; dag 
330814; AI955040; Hs.265398; PAR-6 beta (parfitforing del; breast diag 
1 5 330827; AI961486; Hs^49196; ESTs; lung, uter; diag 

330892; AF 109298; Hs.1 18258; prostate cancer associated pro; pros; diag 
331014; AW770994; Hs.30340; hypothetical protein KIAA1 165; colon; diag 
331151; R82331; Ks.121602; ESTs; pros, breast ; drag 
331183; T40769; Hs.8469; ESTs; colon; diag 
ZU 331237; W87874; H&25277; Homo sapiens cDNA FU10717fis; angio; diag 
331490; AF216751; Hs.26813; CDA14; pros; diag 
331578; AI246482; rte^43010; ESTs; angio; diag 
331614; N92293; Hs.206832; EST; Moderately similar to ALU; breast ; diag 
331811; AW885727; Hs.9914; Hu01 Chip Redos; lung; diag 
ZD 331889; AA677577; Hs.380213; Homo sapiens Chromosome 16 BAQ pros; diag 
331969; AA52691 1; Hs.82772; collagen; type XI; alpha 1; breast, lung; CTL 
332180; AF134160; Hs.7327; ctaucfin 1; lung; mAb 
332247; AA669097; ; ESTs; pros, breast ; (Sag 
332396; AW579842; Hs.380730; hypothetical protein FU10697; pros; diag 
D U 332453; L42583; Hs.334309; Hu01 Chip Redos; lung; dag 

332466; AB018259; Hs.1 18140;-K1M0716 gene product angio; diag 
, 332530; M31689;HsJ735;tnWbin; beta B{a^ 
332535; AF1 67706; Hs.19280; cystane-rich repeat-containin; angio; diag 
332640; BE568452; Hs.344037; protein regulator of cytokines; blad, headnk; diag 
JJ 332645;AA284371;rls.118064;ESTs;breast.colon;o1ag 

332686; X69S99; Hs.73149; paired boxgene8;ovar; CTUsm 
332697; X51405; Hs.75360; carboxypepfidase E; pros; diag 
332740; BE4098S9; Hs.286241; Homo sapiens cDNA; FU22698 ft pros; diag 
332798; ; ; C22000007:gi|12314195|emb|CAB9; pros, breast ; diag 

; ; NM_005940*:Homo sapiens matrix; breast colon, lung; mAb^ag+s.m. 
; ; Chromosome 22; pros; diag 
; ; NM_005Q80*:Homo sapiens X-box ; pros, breast diag 

;;NM_012429*^omo sapiens SEC14 ; pros; cfiag 

3351 15; ; ; NM_006498*:Homo sapiens tecfin; pros; CTL*s.m. 
4!) 335809; ; ; NM.01450r:Homo sapiens kraken; breast CTL-sm 

335824; ; ; ENSP00000249072-.DJ222E13.1 (N; breast pros; CTUsm 
335825; ; ; ENSP00000249072*:OJ222E13.1 (N; breast dag 
335936; ; ; Chromosome 22; lung; diag 

336034; ; ; NM_007172:Homo sapiens nucleop; breast angio; CTL«$m 
3 U 336152; ; ; NM.01424&Homo sapiens cadheri; breast ; mAb 

336636; ; ; C22aJ0024*^l)1(»45308lgblAAG2; lung, breast CTl-Kun. 
338008; ; ; NM_005940*:Homo sapiens matrix; lung, breast colon; mAb+diag+s.ra 
338033; ; ; Chromosome 22; lung, angio; diag 
338158; ; ; NM_012399*:Homo sapiens phosph; lung, angio; diag 
«■> J 338255; ; ; NM_014323 # :Homo sapiens zinc f. pros, breast colon ; CTL*s.m. 
400195; ; Hs.42650; NMJX)7057*:Homo sapiens ZW10 1 lung; CTL^rn. 
400269; ; Hs.253495; Ecs Control fibro; diag 
400285; ;; Eos Control; lung; diag 
400287; S39329; Hs.181350; kslGkrein 2, prostatic; pros; diag 

400288; X06256; Hs.149609; integrin, alpha 5 (fibronecSn; pane, pros,angb, Wad, tung; mAb+s.m 
400290; H18836; Hs.31608; hypothetical protein FU20041; pros, colon, EWS; mAb 
400294; N95796; Hs^78695; Homo sapiens prosteln mRNA. co; pros, pros; mAb 
400295; W72838; Hs^48419; AI905687:IUBT095.1 9019&O1 9 8; breast diag 
- 400298; AA032279; Hs.61 635; six transmembrane epithelial a; pane, lung, headnk, stem, EWS, ovar; mAb+CTL 
OD 400328; X87344; ; transporter 2, ATP-bindfig cas; lung; mAb*s.m 

400409; AF 153341; ; Homo sapiens winged heKxflbrk; blad; CTl+sjn. 
40041 9; AF084545; ; Target lung, sarc; diag 
400440; X83957; Hs.83870; nebuth; sarc; diag 
400494; ; ; ENSP0000023897O*:CIG30 (Fragma; angio; mAb 
/U 400517; ;;tengsm;ston\cerv, uter, tung, pros, coto^ hepC; diag 
400651 ;; ; ENSP00000228031 -.COPPER CHAPER; saro; sjil 
400665; ; ; NMJM2425:Horno sapiens matrix ; lung; mAtHdiag^sjn. 
400773; ; ; NMJX»1Q5*:Homo sapiens sorGt Wad; mAb 
400844; ; ; NM_003105*:Homo sapiens sortU; Wad; s.ra 
O 400846; ; : sorfilh-related receptor, L(D; Wad; mAt>*s.m. 

400881; ; ; NNL025080:Homo sapiens hypothe; ovan (flag 
401093; ; ; C12000586*:ml5330167|dbf]BAA8; Wad. lung; CTL^rn. 
401234; ; ; mitogeivac6Vated protein kina; angio; (Sag 
401424; ; ; NMJJ01172:Homo sapiens argtoas; pros; sm 
5U 401485; ; ; C4000S47^il47S850^reJlNPjOOt headnk; mAb 
401704; ; ; NM_021195*:Homo sapiens daudi; test mAb 
401732; ; ; NMJW1 176*:Homo sapiens Rho GO; pane; diag 
401747; ; ; Homo sapiens keratin 17 (KRT17; Wad. tung. headnk. mela; diag 

100 



40 333769; 
333904; 
334223; 
334447; 



60 



WO 03/042661 



PCT/US02/36810 



401760; ; ; Target Exon; blad, tung, headnk, esoph; diag 

401780: ; ; NM_005557^Homo sapiens kerafi; lung, Had, headnk, esoph, mela; diag 

401781; ; ; Target Exon; tung, blad, neadnk, esoph, cenr t diag 

401785; ; ; N^002275^omo sapiens kerati; hing; diag 
5 401797; ; ; Target Exon; sarc; (Dag 

401994; ; ; Target Exon; lung; diag 

402145; ; ; Target Exon; test CTVs.m 

402199; ; ; Target Exon; test CTL«s.m. 
„ _ 402230; ; ; Fgenesh predicted: CYTOCHROME ; Wad; diag 
10 402239;;; Target Exon; blad; diag 

402260; ; ; NNL001436*:Homo sapiens fibril; blad; CTl*s.m. 

402265; ; ; Target Exon; lung; dag 

402305; ; ; CigOOOTSS-^SOSOTTIreqKP.a. blad; CTUsjtl 

402420; ; ; C1000823*:gil10432400!emb|CAC1; tung; diag 
1 5 402424; ; ; NMJ>24901:Homo sapiens hypothe; Wad; CTL+sm 

402447; ; ; C1000201^i|204416|gb[AAA02627; esoph; mAb 

402474; ; ; NMJ)D4079:Homo sapiens catheps; tung, colon, stem, fibro; diag 

402550; ; ; Target Exon; fibro; diag 

402604; ; ; Target Exon; glto; diag 
20 402605; ; ; Target Exon; gQo; diag 

402606; ; ; NM_024626:Homo sapiens hypothe; ovar, breast mAb 

402680; ; ; Target Exon; test mAb 

402777; ; ; C1002652*-^!5443Z7|spiQ04799|; Wad; diag 

402860; : ; ENSP0000023921O:DJ50O24.4 (nov; mela; CTL*s.m 
25 402888;;; Target Exom sarc; diag 

402992; ; ; Target Exon; sarc; diag 

402994; ; ; NMJ)02463*:Homo sapiens myxovt esoph; diag 

403046; ; ; NM_005656*:Kcmo sapiens transm; pros; mAb 

403047; ; ; NMJK55656*:Homo sapiens transm; pros, blad, colon; mAb 
3 0 403071; ; ; NM_003319*:Homo sapiens titin ; sarc; diag 

403088; ; ; NM_003319*:Homo sapiens titin ; sarc; cfiag 

403171; ; ; C2001472*:gi(5809678|gblAAB418; test diag 

403328; ; ; Target Exon; mela; diag 

403329; ; ; unnamed protein product [Homo ; lung; diag 
35 403381; ; ; ENSK)0000231844*:Ecotroplcvir; blad; CTl+s.nt 

403409; ; ; NMJ)05929:Homo sapiens antigen; mela; mAb 

403433; ; ; MM.001 622-. Homo sapiens alpha-2; hepC; diag 

403478; ; ; NM_022342:Homo sapiens Idnesin; lung; CTL«s.m. 

a r\ 5: : : Tar 9 et l urs & diag 

40 403740; ; ; NMJ)01076*:Homo sapiens UDP gl; pros, hepC; s.m. 
403776; ; ; EN SPOO00 0226542*: Small indudb; pane; diag 
403903; ; ; C5001632*:gil10645308fgb|AAG21; Wad; CTl.-*s.m. 
404029; ; ; NM^0 18936*: Homo sapiens protoc; gito; mAb 
404049; ; ; NMJ>18937*:Homo sapiens protoc; gib; mAb 
45 404210; ; ; NM_005936:Homo sapiens myeloid; pane, uter, cerv. lung, ovar, pros, colon, stom; diag 
404240; ; ; NM_018950;Homo sapiens major h; fibro; mAb 
404253; ; ; NMJ)21C58*:Homo sapiens H2B hi; lung; CTL^m. 
404286; ; ; C6001909:giJ70444l|dbJ|BAA1890; pane; diag 
404298; ; ; C6001238^gi|121715|sp|P26697|; lung; sm 
50 404403;;; Target Exon; Wad; diag 

404440; ; ; NM_021048.Momo sapiens melanom; tung, Wad; mAtnCTL 
404866; ; ; ENSP00000251112*:Sodium/potass; pane; s.m. 
404877; ; ; NM_005365;Homo sapiens melanom; lung, Wad; CTL*s.m 
404927; ; ; Target Exon; lung, headnk; diag 
55 404996; ; ; Target Exon; lung, headnk, esoph; cfiag 
405001; ;; IntedeuHn enhancer binding f; sarc; diag 
405025; ; ; Homo sapiens bone morphogeneS; anglo; diag 
405121; ; ; fritogen-acfivated protein kina; angto, renal; sm 
405238; ; ; Target Exon; gHo; diag 
60 405239; ; ; oxidafive 3 alpha hydroxystero; gHo; sm 
405451; ; ; Homo sapiens gtotamlmApepW; mela; sm 
405545; ; ; Target Exon; cerv; mAb 
405546; ; ; NMJ)18833*:Homo sapiens tnmsp; cerv; mAb 
_ 405547; ; ; NMJ)18833*Homo sapiens transp; cerv, mela; mAb 
65 405646; ; ; C12000200:gi|455722%flMP.00; lung; (Tag 
405704; ; ; NM_001844*-.Homo sapiens coflag; sarc; (flag 
405770; ; ; KM_002362:Homo sapiens melanom; lung, esoph; mAb+CTL 
40349; ; ; Target Exon; pane; diag 
„ 405932; ; ; C15000305:gil3806122lgb|MC691; Wad, lung, headnk. cerv; CTUsm 
70 406081;;; Target Exon; btefc diag 

406137; ; ; NM_000179*:Homo sapiens tnutS fc lung; CTL*sm 
406173; ;; ENSP00000250148*:Gro*th hormon; pane; CTL+sm 
406348; ; ; Target Exon; breast CTL*sm 
406360;;; Target Exon; lung, headnk; diag 
75 406399; ; ; NM_003122**tomo sapiens serine; Wad; (flag 
406434; ; ; NMJ>30579*:Homo sapiens cytcch; blad; (flag 
406467;;; Target Exon; lung, headnk, Wad; diag 
406506; ; ; Target Exon; angb; (flag 
_ 406547;;; Target Exon; test (Tog 
80 406627; T64904; Hs.163780; EST* angio; CTL*sm 

406671; AA129547; Hs.285754; met proto-oncogene (hepatocyte; pane; mAb 

406672; M26041; Hs. 198253; major histocomp^bHily compl; fibro; mAb 

406685; M18728; ; gfcHuman nonspecific crossreac; pane, colon, Wad. headnk, stom, lung; mAb+CTL 
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406687; M31126; Hs.352054; matrix metafloprotelnase 1 1 (s; breast, lung, war, cerv, uter. para; esoph, mela, sarc; mAb+dlag+sm 
406690; M29540; Hs.220529; cartinoembryonk: antigen-relat lung, headnk. pane, stom, btad, colon, cerv; mAb+CTL 
406706; X03740; Hs.231581; myosin, heavy porypep&le 1, s\ sarc; diag 
406850; A162430Q; Hs. 172928; collagen, type I, alpha 1; sarc; CTL+sm 
5 406306; 225424; ; gb:Hiap4efts pTOtdrv^erlne^; ttad, tung; s ja 
406937; U14622; ; gb:Human transtetolase-Ste pn test; sjti 
406967; M24349; ; gb:Human paralhyrcid hormone-t king; CTL*sm 
406974; M57293; ; gfcHuman parathyroid hormones lung, Mad; dag 
407013; U35637; Hs.83870; gfeHuman nebuSn mRNA, partial; sarc; diag 
1 O 407034; U84540; ; gfcHuman dystrobrevin koform ; glio; diag 

407103; M424881; Hs.256301; hypothetical protein MGC13170; pros; cfiag 
4071 18; AA156790; Ks.252036; ESTs, WeaWy similar to Z223.H; pros; diag 
407122; H20Z76; Hs.31742; ESTs; pros; diag 

407137; T97307; ; gb.ye53h05.s1 Soares fetal liv; lung, btad, ovar, pros, pane, headnk; diag 
15 407168;R45175;Hs.117183;ESTs;pros.breast,colon;(flag 

407178; AA195651; Hs352312; AP-2 beta transcription factor; breast ; CTL^sjn. 
407202; N58172; Ks.109370; ESTs; pros; diag 
407216; N91773; Hs.348385; tysyl oxidase; pane; diag 

407242; M 1 8728; ; gfcHuman nonspecific cross reac; pane, colon, blad, headnk, stom, tung, ovar, cerv; mAb 
20 407244; M10014; ; fibrinogen, gamma polypeptide; lung; diag » 

407245; X90568; Hs.172004; titm; sarc; diag 

407251; U67611; Mm.29182; transatdolase 1; pros; sm 

407252; AA659037; Hs. 163780; ESTs; angio; CTUsm 

407276; AI951 118; Hs.326736; Homo sapiens breast cancer ant; breast; mAb+CTL 
25 407289; AA135159; Hs.203349; Homo sapiens cONA FU12149 fis; lung; diag 

407366; AF026942; Hs.17518; gb:Homo sapiens cig33 mRNA, pa; ovar, hepC, stom, mela. esoph; dag 

407581; R48402; Hs.173508; P3ECSU Wad; CTL*sm 

407601; AC002300; Hs.37129; sodium channel, nonvdtage-gat blad; mAb 
_ 407619; AL050341; Hs.37165; collagen, type IX, alpha 2; sarc; diag 

30 407634; AW016569; Hs.136414; UDP-QcNAcbetaGai bete-I^N-: tung, headnk; sm 

407710; AW022727; Hs.23616; ESTs; test diag 

407720; AB037776; Hs.38002; KIAA1 355 protein; tung; mAb 

407746; AK001962; Hs.38114; hypothetical protein FU11100; lung; diag 

407756; AA116021; Hs. 38260; ubiquitin specific protease 18; pane, tung, esoph, fibro, mela; CTL+s.m. 
35 407758; 050915; Hs.38365; KIAA0125gene product lung; diag 

407777; AA161071; Hs.71465; squalene epoxkjase; pane, esoph; sjti. 

407782; AA608956; Hs.112619; ESTs, Moderately similar to PU; tung; diag 

407786; AA687538; Hs.38972; tetraspan 1; pros, colon, uter, stom, ovar, cerv; mAb 

407788; BE514982; Hs38991 ; S100 calcium-binding protein A; headnk, pane, blad, lung, fibro; diag 
40 407818; AL021938; Hs.40t54; Jumonfl (mouse) homotog; test; CTl«s.m. 

407824; AA147884; Hs.9812; Homo sapiens cONA FIJI 4388 fis; sarc; diag 

407839; AA045144; Hs.161566; ESTs; blad, headnk; mAb 

407846; AA426202; Hs.40403; Cbp/p30Wntef3Cting transacti; mela; diag 

407853; AA336797; Hs.40499; dfckkopf (Xenopus taevis) homo; colon, stem, renal, breast, ovar, uter, cerv; diag 
45 407856; AA045281; Hs.266175; phosphoprotein associated with; mela; diag 

407872; AB039723; Hs.40735; frizzled (Drosoprifla) homolog ; ovar; mAb 

407881; AW072003; Hs.40968; heparan sulfate (glucosamine) ; pane; sm 

407910; AA650274; Hs.41 296; fibronectin leucine rich trans; fibro; mAb 

407944; R34008; Hs.239727; desmocolin 2; lung, headnk. esoph; mAb 
50 407949; W21874; Hs^47057; ESTs. Weakly simBar to 210926; fibro. Wad; diag 

407962; AI133530; Hs.62930; ESTs, Weakly similar to S59501; angio; mAb+s.m. 

408000; L11690; Hs. 198689; bullous pemphigoid antigen 1 C breast pros, blad, lung, headnk, cerv, esoph; mAb+CTL 

408015; AW136771; Hs.244349; epidermal dfferenfiafion comp; mela, sarc; diag 
_ _ 408045; AW138959; Hs.245123; ESTs; breast ; diag 
5 5 408056; AA312329; Hs.42331; ephrin-A4; ovar. dag 

408063; BE086548; Hs.381047; catdneurtn-blnding protein ca; pros, lung; diag 

408081; AW451597; Hs.167409; Intronof basic4ie8x4oop-hel; ovar, gHo; dag 

408101; AW968504; Hsl78346; CDC2-feIated protein kinase 7; breast lung, stom; sm 

408122; AI432652; Hs.42824; hypothetical protein FU10718; lung; dag 
60 408209; NMJW4454; Hs.43697; ets variant gene 5 (ets-relate; mela; CTL+sm 

408296; AL1 17452; Hs.44155; DKFZP586G1517 protein; angio; dag 

408308; AL033377; Hs.44197; hypothetical protein DKFZp564D; pane, renal, colon; mAb 

408353; BE439838; Hs.44298; rrtitcchondrial ribcscmal prctel; rung; diag 

408430; S79876; Hs.44926; dpeptidylpeptidase IV (CD26. ; pros; mAb 
65 408522; A1541214; Hs.46320; Small profine-rich protein SPR; tung, Wad, headnk, eosph, cerv; diag 

408561; AI308037; Hs.84120; hypothetical proteki MGC13016; mala; CTl+sm 

408570; AU046406; Hs. 103483; KIM 17 93 proterrc angio; CTL+s.m 

408572; AA05561 1; HsJ226568; ESTs, Moderately similar to AL; lung; diag 

408S91; AF015224; Hs.46452; inariunaglobin 1; breast cerv; dag 
70 40861 1; NM.004367; Hs.46468; chernoldne (C-C mofif) receptor; mela; mAb 

408833; AW963372; Hs.222088; PRO200O protein; blad, lung, headnk, pros; diag 

408660; AA525775; Hs.89040; ESTs, Moderately similar to PQ ovar, pane, pros, esoph, sarc; diag 

408728; AL137379; Hs.47125; hypothellcat protein FU13912; test diag 

408758; NMJJ03686; Hs.47504; exonuctease 1 ; mela; CTL+sm 
75 408770; AW270608; Hs.170195; bone morphogeneSc protein 7 {; ovar; mAb-Kfiag 

408771; AW732573; Hs.47584; potassium voltage-gated channe; lung; mAb 

408780; D31797; Hs.652; tumor necrosis factor {Qgand}; leuk; diag 

408795; AW749126; Hs. 170345; hypothetical protein FU13710; ovar, diag 
orv 408826; AF21 6077; Hs.48376; Homo sapiens done HB-2 mRNA b; pane, pros; diag 
80 408833; AW612232; Hs^54835; ESTs; pros; diag 

408877; AA479033; Hs.13031 5; ESTs, Weakly similar to A47582; breast diag 

408915; NM_016651; Hs.48950; heptacetlutar carrinoma novel ; pane, sarc; dag 

408930; AA146721; Hs.334685; hypolhefcat protein FU21588; Wad; CTL^sm 
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408962: BE385436; Hs.44317; SRY (sex determining region Y); mela; diag 

408592: AA059325; Hs.301 1 4: guanine nucleotide hinting pro; lung; diag 

408996; A1979168; Hs.82226; glycoprotein {transmembrane) n; mela; mAb+s.m 

409012; AL1 17435: Hs.49725; DKFZP434I216 protein; sarc; CTL^sjn. 
D 409038; T97490; Hs.50002; small inducible cytokine subfa; mela; diag 

409051; AA080912; ; gbzrr04d03j1 Stratagene hNT rr, pros; sm 

409077; AA063037; Hs.66803; ESTs; lung; diag 

409093; BE243834; Hs.50441; CGWM protein; lung; diag 
t . 409123; AA063403; ; gfczm04d12.s1 Slratagene come; pros; sjr 
1 U 409142; AL135877; Hs.50758; SMC4 (structural maintenance o; ovar, lung, mela; diag 

409153; W03754; Hsi081 3; hypothetical protein FU20022; fibro; (Sag 

409200; AL042914; Hs.51 039; K1M0076 gene product; sarc; CTUs.m. 

409203; AA780473; Hs.687; cytochrome P450, subfamily (VB; fibro, Wad, ovar, diag 

409228; R16811; Hs.22010; ESTs, Weakly similar to 210926; lung; mAb 
1 J 409231 ; AM46644; Hs.692; GA733-2 antigen; epithelial gl; pros, ovar, breast, uter, pane, colon, stem; mAb 

409243; AB037761; Hs.51743; WAA1 340 protein; test; diag 

409262; AK000631; Hs.52256; hypofhefical protein FU20624; pros; CTl«s.m. 

409264; NMJ)1 4937; Hs.52463; KIAA0966 protein; mela; CTl*sm 

409269; AA576953; Hs.22972; steroid 5 aiphereductase 2-fl; breast, ovar, tung. pane, uter, mAb 
ZK) 409327; L41 162; Hs.53563; collagen, type IX, alpha 3; colon, pane, sarc; CTL*s.m. 

409340; BE174629; Hs.321 130; hypothetical protein MGC2771; mela; CTL+s.m. 

409342; AU077058; Hs,54089; BRCA1 associated RING domain 1; test CTL*sm 

409348; A1401 535; Hs. 146090; ESTs; renal, glio; diag 

409361; NMJJ05982; Hs.64416; sine ocufe hemeobox (Drasophi; Wad, lung, pros; CTL+s.m 
ZD 409389; AB007979; Hs.301281; Homo sapiens mRNA, chromosome ; glio; diag 

409395; U46745; Hs.336678; dystrobrevin, alpha; glio; diag 

409402; AF208234; Hs.695; cystaGn B (stefin B); blad; diag 

40941 5; AA579258; Hs.6083; Homo sapiens cDNA: FU21028 fi; mela; diag 

409421; AA1 99883; Hs.67624; ESTs; test; diag 
30 409430; R21945; Hs.346735; splicing factor, arglnlneteeri; mela; diag 

409432; D49372; Hs.54460; small inducible cytokine subfa; stem, esoph; drag 

409433; AA074382; Hs.135255; ESTs; gto, sarc: diag 

409509; AL03S923; Hs.322710; ESTs; angio; diag 

409512: AW979187; Hs.293591 ; melanoma (DfTeremlation assoc; mela, esoph; CTL*sm 
DD 409542: AA503020; Hs.36563; hypolheDcal protein FU22418; breast, ovar, diag 
409582; R27430; Hs.271565; ESTs; rung; diag 

409601; AF237621 ; Hs.80828; keratin 1 (epidermoid hyper; headnk, mela, sarc; CTL-*m 

409633; AW449822; Hs.55200; ESTs; sarc; diag 
. A 409637; AA323948; Hs.55407; Homo sapiens mRNA; cONA DKFZp4; renal; flag 
40 409638;AW450420;Hs.21335;ESTs;grio;dteg 

409670; AI368109; Hs.381163; KIAA1 856 protein; test; CTL+sm 

409703; NMJJ06187; Hs.56009; M^jBgcadenylate synthetas; pane, esoph, mela; sjtu 

409705; M37762; Hs.56023; brain-derived neurotrophic fee; hmg; diag 

409719; AI769160; Hs.108681; Homo sapiens brain tumor assoc; lung; diag 
4^ 409731; AA125985; Hs.56145; thymosin, beta, identified in ; pros, sarc; CTL*s.m. 

409745; AA077391; ; gb:7B14E12 Chromosome 7 Fetal ; ovar, renat CTL^rn. 

409935; AW51 1413; Hs.187393; ESTs: lung; diag 

409958; NMJJ01523; Hs.57697; hyahnonan synthase 1; pane, ovar, mAb 

409968; N27687; Hs.334334; transcription factor AP-2 alph; mela; diag 
DU 410006; AW732308; Hs.57783; eukaryofc translaSon Iniflat test; diag 

410037; AB020725; Hs.58009; WAA0918 protein; pros; diag 

410044; BE566742; Hs.58169; highly expressed in cancer, rt; blad; diag 

410048; W76467; Hs343874; proline oxidase homotog; test; am ■ 
c c 410076; T05387; Hs.7991; ESTs; lung, pros; diag 
DD 410079; U94362; Hs^80757; glycogenin 2; mela; (fiag 

410082: AA081594; Hs.15831 1; MusasW {Drosoph3a) homoiog 1; pros; diag 

410102; AW248508; Hs.279727; ESTs; homofogue of PEM-3 [Cion; ovar, breast Wad, lung, angio, sarc; diag 

410174; AA305007; Hs.59461; DKF2P434C245 protein; mela; (Sag 
^ 410240;AL157424;Hs.61289;synaptoianh2;angio;diag 
OU 410247; AF181721; Hs.61345; RU2S; ovar, CTUsjn. 

410268; AA316181; Hs.61635; six transmembrane epithelial a; pane, pros, EWS; mAb+CTL 

410290; AA4O2307; Hs.322844; hypothetical protein DKF2p564A: mela; diag 

410310; J02931; Ks.62192; coagutation factor 111 (thromb; pros, pane; mAb 

410361; BE391804; Hs.62661; guanytate binning protein 1, t meta, esoph, hepC, fibro, uter; diag 
OD 410438; AW748012; Hs.45207; hypothetical protein WAA1335; lung; CTL«s.m. 

410467; AF102546; Hs. 63931; dachshund (Drosophuaj homotog; breast coton, uter, stem; (Sag 

410480; R97457; Hs.63984; cadherin 13, Hoadherln (heart angio; mAb 

410491; AA465131; Hs.64001; Homo sapiens clone 25218 mRNA ; mela esoph; diag 

410530: M25809; Hs.64173; ATPase, H transporting, tysoso; ovar; mAb 
/U 410553; AW0 16824; Hs^72068; hypoiheScaJ protein MGC14128; Wad, lung; diag 

410555: U92649; Hs. 380135; a dtsintegrtn and metaltoprote; teuk. lung; mAb 

410561; BE540255; Hs.6994; Homo sapiens cDNA: FU22044 fi; lung; diag 

410566; AA373210; Hs.43047; Homo sapiens cDNA FU13585 fis; pane; diag 

41060ft AW575742; Hs.351676; ESTs, Moderatefy similar to S6; mela; mAb*sm 
75 410621; AA194329; Hs.172004; fitin; sarc; diag 

410681; AW246890; Hs.6542S; (dbmdin 1, (28kD); tung; diag 

410687; U24389; Hs.65436; lysyl oxidase* 1; pane; diag 

410733; D84284; Ks.66052; CD38 anflgen (p45); pros; mAb*CTL 

410763; AF279145; Hs.8966; hypothetical protein FU 21776; pane; mAb 
OK) 410855; X97795; Hs.66718; RAD54 (ScerevisiaeHike; test CTL^sm 

410867; X63556; Hs.750; fibrffim 1 (Marfan syndrome); pane; diag 

410870; U81599; Hs.66731; homeo box B13; pros; CTl+s.m. 

410883; D43767; Hs.66742; Cai7 ctowkine (TARC) (SCYA1; leuk; diag 
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410889; X91662; Hs.66744; twist (DrosopMa) homotog (ac; sard CTl*sjn. 

410929; H47233; Hs,30S43; ESTs; ovar, test; cfiag 

41 1078; AJ222020; Hs. 182364; CoooaCrisp; pros, gGo, breast diag 

41 1089; AA456454; Hs,21 4291; cell division cycte 2-fike 1 0 tung. ftro; CTL«s.m. 

41 1243; AB039886; Hs.69319; CA11; esoph; diag 

41 1248; AA551538; Hs.69321; Homo salens cDNA FU 14403 fis; blad; diag 

41 1257; M628967; Hs.115274; Incfian hedgehog protein (IHH) ; ovar; diag 

41 1263; BE 297802; Hs.63360; Wnesin-Gke 6 (mitotic centra; lung, Wad, headnk; CTL^sm 

41 1296; BE207307; Hs.101 1 4; growth suppressor 1 ; sarc; diag 

41 1358; R47479; Hs.94761; WM1691 protein; mefcyenal. sarc; mAb 

411388; X72925; Hs.69752; desmocoJOn 1; headnk, mela; mAb 

411393; AW797437; Hs.69771; B«factor, properdin (COMPLEMEN; ovar.ifiag 

41 1558; AA102670; Hs.70725; garmr^minobutyric acid (GABA); pane, pros, stom, breast, utar, cerv, wan mAb 
41 1573; AB 029000; Hs.70823; K1AA1077 protein; pane, headnk, rung, stom; diag 
41 1579; AC005258; Hs.70830; U6 snRNA-assodated Sm-Gka pr, lung; diag 
41 1732; U47924; Hs.71642; guanine nucleotide binding pro; lung; diag 
411768; NMJM3371; Hs.71979; interieukin 19; ovar, utar, cerv, diag 

41 1789; AF245505; Hs.72157; Adftcan; breast, pane, lung, stom, headnk, ovar, uter, esoph, sarc; diag 
41 1825; AK000334; Hs.352415; solute carrier family 39 {zinc; colon, ovar, mAb 
41 1828; AW161449; Hs.72290; wingtess-tvpe MMTV tntegrafion; ovar; diag 
41 1869; W20027; Hs.23439; ESTs; angto; diag 
41 1874; AA096106; Hs.20403; ESTs; Wad; diag 

411880; AVV872477;;gbJim30mx1 NCLCGAP_Thy4 Ho; Wad; diag i 

41 1945; AL0335Z7; Hs.92137; Lmyc-2 protein (MYCL2); Wad, ovar, CTL*sm 

412006; AW451618; Hs.380683; ESTs; sarc; cfiag 

41 2026; AA38361 8; Hs.73073; testls-specffic ankyrin motif ; test; diag 

412045; AA099802; Hs.63883; transmembrane, prostata androg; pros; mAb+s.m. 

412)99; U64198; Ks.73165; interieukin 12 receptor, beta ; leuk, mela; mAb 

412104; AW205197; Hs.240951; Homo sapiens, Similar to RIKEN; pane, fibro; diag 

4121 15; AK001763; Hs.73239; hypothetical protein FU 10901; lung, blad; CTUs.m. 

41 21 16; AW402166; Hs.784; EpsteirvBarr virus induced gen; pane; mAb 

41 2133; U83460; Hs.380728; solute carrier family 31 (copp; pros; mAb 

41 2228; AW503785; Hs.73792; complement component (3d/Epste; mela; mAb 

412247; AF022375; Hs.73793; vascular endothelial growth fa; renal, gib, blad, colon; diag 

412265; AA101325; Hs.86154; hypofoefcal protein FU12457; test; CTL+s.m. 

412326; R07566( Hs.73817; smaU bufudUe cytoMna A3 {In pros, teulc diag 

412351; AL135960; Hs.73828; T-ceD acute tymphocytlc leuke; angto; CTUsjn. 

412420; AL035668; Hs.73853; bone morphogenefc protein 2; blad, gtio, hing, stom, angio: diag 

412448; L12964; Hs.73895; tumor necrosis factor receptor; leuk; mAb 

412471; M63193; Hs.73946; endothelial cefl growth factor, cerv, mela, esoph; diag 

412490; AW803554; Hs.288850; Homo sapiens cONA: FU22528 ft mela; diag 

412519; AA196241; Hs.73980; troponin T1. skeletal, slow; sarc; dag 

41 2530; AA766268; Hs.266273; hypothetical protein FU13346; blad, lung; diag 

41 2564; X83703; Hs.355934; cardiac ankyrin repeat protein; angio; diag 

412580; AA113262; Hs.17901; similar to CABLES (Homo sapien; mela; diag 

412610; X90908; Hs.74126; fatty acid binding protein 6, ; Wad; diag 

412661; N3286Q; Hs.24611; ESTs, Weakly similar to 154374; blad; CTl*s.m. 

412715; NM.000947; Hs.74519; primase, polypeptide 2A (58kO); pros; 6 jn. 

412723; AA648459; Hs.338951; hypothetical protein AF301222; lung, Wad, headnk, coton, stom, uter, diag 

412755; BE144306; Hs.179891; ESTs, Weakly similar to P4HAJH; angio; s.m 

412811; H06382; Hs.349705; ESTs: lung; diag 

412817; ALQ37159; Hs.74619? proteasome (prosome, macropain; lung; sjh 

412843; AF007555; Hs.74624; protein tyrosine phosphatase, ; pros; mAb 

412856; BE386745; Hs.74631; basigin {OK blood group); mela; mAb 

412926; A1879076; Hs.76061; macrophage rnyristoylated alani; mela; CTL*sm 

412939; AW411491; Hs.750S9; eukaryotic translation elongat mela, renal; diag 

412970; AB02S436; Hs. 177534; dual specificity phosphatase 1; breast, mela; sjtl 

412986; X81 120; Hs.75110; cannabinoid receptor 1 (brain); gOo; mAb 

413004; T35901; Hs.75117; interieukin enhancer binding f; lung; diag 

413011; AW068115; Hs.821; blgiycan; lung; CTt-*sm 

413049; NMJJ02151; Hs.823; hepsin (transmembrane protease; pros; mAb 

413095; AA494359; Hs.30715; potassium vottage-gated charme; pane, stom, renal, colon; mAtHfljrt 

413125; BE244589; Hs.75207; gryoxatase I; pros; sm 

413126; AW419203; Hs.174174; ESTs; angio; diag 

413129; AF292100; Hs.104613; RP42 homotog; lung; diag 

413132; NMJXJ6823; Hs.75209; protein kinase (cAMP-dependent; angto; CU^jn. 

413142; M81740; Hs.75212; ornithine decarboxylase 1; lung; s.m. 

413163; Y00815; Hs.75216; protein tyrosine phosphatase, ; pros; mAb 

413171; AA318325; Hs.75219; tyrosinase-reiated protein 1; mela; mAb 

413190; AA151802; Ks.40368; adaptor-related protein compte; mela; diag 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU13692 fis; esoph. cenr, diag 

413223; AI732182; Hs.191866; ESTs; lung; diag 

413268; AL03S079; Hs.75256; regulator of G-protein signafl; heacWq CTL+sjn. 

413281; AA861271; Hs, 222024; transcription factor BMAL2; tung, blad, headnk, pane, angio; diag 

413313; NM..002047; Hs.293885; gtycykRNA synthetase; test; s.m. 

413328; Y15723; Hs.75295; guanyiate cyclase 1. sotubte, ; pros; sm 

413335; AI613318; Hs.48442; ESTs; ovar; (Sag 

413364; BE536218; Hs.137516; fidgethvGke 1; tung; diag 

413372; H 5 5532: Hs.349695; tubulin, alpha 2; test (flag 

413435; X51405; Hs.75360; carboxypepOdase E; pros, gtio. pane, sarc; diag 

413436; AF238083; Hs.68061; sphkgosine kinase 1; sarc; am 

413472; BE242870; Hs.75379; solute carrier family 1 (gfial; gto; mAb 

413566; AW604451; Hs.381 153; sprouty (DrasophHa) homotog 4; sarc; CTL-^.m 
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41 3573; AI733859; Hs. 149089; ESTs; tung; diag 

41 3582; AW295647; KsJ1331; hypothetical protein MGC5350; lung; dag 

41 3597; AW3Q2885; Hs.1 1 71 83; ESTs; pros; (&g 

413623; AAB25721; Ks.246973; irrtron d Bicauda! D homotog 1 ; ovar, pros; diag 

413691; AB023173; Hs.75478; ATPase, Class VI, type 1 1B; lung; mAb 

41371 1; AW291765; Ks.75488; heat shock transcription facto; renal; diag 

413753; U17760; Hs.75517; laminin. beta 3 (rucein (125kD; lung, blad, headnk, pane, cerv, esoph, colon; (flag 

413762; AW41 1479; Hs.848; FK506-Wnding protein 4 (59XD); test diag 

413778; AAQ90235; Hs.75535; myosin, fight porypepfide 2, r; sarc; diag 

413794; AF 234532; Hs.61638; myosin X; mela; diag 

413804; T64682; ; gb.-yc48bQZr1 Stratagena Oven blad; diag 

41 3808; J00287; Hs.350038; Homo sapiens mRNA for caldesmo; esoph; diag 

413813; rv©6956; Hs.75561; teratocarcirKOTa^eTived growth; colon; diag 

413833; Z15005; Hs.75573; centromere protein E (312KD); lung; CTL«s.m. 

413842; M29383; Hs.856; interferon, gamma; teuk; diag 

413869; NM_000878; Hs.75596; interteuWn 2 receptor, beta; fibro, renal; mAb 

413880; A1660842; Hs.110915; InterteuWn 22 receptor; pane, colon; mAb+s,m. 

413924; AL119964; Hs.75616; seladkvl; pros, breast, ovar, diag 

413943; AW294416; Hs. 144687; Homo sapiens cONA FU12981 Gs; blad, tung; CTL-^m 

413985; AI018666; Hs.75667; synaptophysln; gib, sarc; mAb 

414004; AA737033; Hs.7155; ESTs, Moderately similar to 21; pane, mela; diag 

414020; NM02984; Hs.75703; Ca4 Chemokine (OC moGt) Bg; pros; diag 

414034; U89277; Hs.305985; early development regulator 1 ; test; CTL+sjtl 

414035; Y00830; Hs.75716; serine (or cysteine) proteinas; lung, cerv, headnk, blad; sjtl 

414053; BE391635; Ks.75725; transgelin 2; blad; diag 

414061; NM-000699; Hs.300280; amylase, alpha 2A; pancreatic; ovar, diag 

414065; AW515373; Hs^71249; Homo sapiens cONA FU13580 fis; pros; diag 

414085; AA1 14016; Hs.75746; aldehyde dehydrogenase 1 farri; pros, pane, sarc; s.m. 

414142; AW368397; Hs.334485; hemicentin (Gbufin 6); fibro, pane, sarc; diag 

414161; AA136106; Hs.184852; KIAA1553 protein; test; diag 

414166; AW888941; Hs.75789; N-myc downstream regulated; pros, renal; diag 

414217; A1309298; Hs.279898; Homo sapiens cDNA: FU23165 fi; gfio; diag 

414219; W20010; Hs.75823; ALL1 -fused gene from chromosom; sarc; diag 

414221; AW450979; ;gb:U^BI3da-a-12-0AJI^1 N; blad; diag 

414251; AL042306; Hs.97689; VASA protein; test CTl_-s.ro. 

414259; W44633; Hs.301296; integrtn. beta-Gke 1 (with EG; pane; diag 

414334; AA824298; Hs.21331; hypothetical protein FU1C036; test; diag 

414359; M62194; Hs.75929; cadherin 11, type 2, OB-cadher, breast, ovar, liter, pros, colon, pane, sarc; mAb 

414368; W70171; Hs.75939; uridine monophosphate kinase; lung; sm 

414386; X00442; Hs.75990; haptoglobin; ovar; diag 

414416; AW409985; Hs.76084; hypothetical protein MGC2721; Wad. tung; CTUsm 

414420; AA043424; Hs.76095; immediate earty response 3; pane, colon; diag 

414430; AI346201; Hs.761 18; uWquifin carboxyMerrninal es; lung; sjn. 

414443; AU077268; Hs.76144; plateteVderived growth factor; sarc, pane, headnk; mAb 

414476; AA301867; Hs.76224; EGF-containing fibuIin-Gke ex; angio; diag 

414477; U41635; Hs.76228; ampTified in osteosarcoma; sarc; diag 

414509; AW161311; Hs.76294; CD63 antigen (melanoma 1 anBg; mela; mAb 

414521; 028124; Ks.76307; neuroblastoma, suppression of; breast ovar, uter, pros, blad, pane, colon, stom, fibr, diag 

414565; AA502972; Hs. 183390; rrypothetical protein RJ13590; pros; diag 

414569; AF 109298; Hs.1 18258; prostate cancer associated pro; pros. EWS; diag 

414575; H11257; Hs.375743; Homo sapiens clone IMAG&45193; renal; diag 

414595; AA641726; Hs. 2890 15; hypothetical protein MGC4171; Wad; diag 

414602; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZpS; pros; mAb 

414683; S78296; Hs.76888; hypothetical protein MGC12702; blad, lung, test diag 

414732; AW410976; Hs.77152; minichromoscme maintenance def; test blad; (flag 

414761; AU077228; Hs.77256; enhancer of zeste (Drosophfla); lung, blad, test CTL+sm 

414776; AA155598; Hs.21 2839; hypothetical protein FU14195,*; engio; diag 

414786; AI246482; Ks~243010; Homo sapiens cONA FU14372 fis; angio; diag 

414799; AI752416; Hs. 77326; insuWke growth factor bin; renal; diag 

414806; D14694; Hs.77329; phosphaGdylserine synthase 1; lung; mAb 

414807; AI738816; Hs.77348; hydrcoyprostaojarutn defrydroge; blad; sm 

414809; AI434699; Hs.77356; transferrin receptor (p90. C07; lung; rnAb+sjn. 

414825; X06370; Hs.77432; epidermal growth factor recent giio, lung, renal, esoph, pane, headnk, teuk ; mAb+s.m. 

414915; NM.002462; Hs.76391; rrryxovirus (influenza) resistan; esoph; diag 

414918; AI2192Q7; Hs.72222; hypothetical protein FU13459; blad; CTL 

414921; BE390551; Hs.77628; steroidogenic acute regulatory, breast diag 

414945; BE076358; Hs.77667; lymphocyte antigen 6 complex, ; mela; mAb 

414987; AA524394; Hs.294022; hypothetical protein FU14950; blad, pane, esoph; diag 

414998; MMJM2543; Hs.77729; oxidised low density fipoprote; fibro, ovar, pane, colon; mAb 

41 5003; M1 1437; Hs.77741; tdninogen; pane; diag 

41 5025; AW207091; Hs.72307; ESTs; blad; diag 

415091; AL044872: Hs.77910; 3-rry*oxy^™tm^utaryW^ lung, headnk; s.m. 

415178; D80503; Hs.46692; ESTs; Wad; diag 

415214; A1445236; Hs.125124; EphB2; colon, stem; mAb 

415314; N88B02; Hs.5422; glycoprotein M6B; mela; mAb 

415457; AW081710; Hs.7369; Homo sapiens testes specific A; fibro, ovar, uter, CTL+Sjn. 

41551 1; AT732617; Hs.182362; ESTs; Wad, ovar, renal; diag 

415542; R13474; Hs.290263; ESTs, Weakly stmOar to 138022; Wad; diag 

415724; NM.0Q3580; Hs.78687; neutral sphlngcrrryeHnase (N-SM; test CTL*sm 

41575% 8E314524; Hs.78776; putative transmembrane protein; endo, uter. breast stom. Wad. mela; mAb 

415766; AW419196; Hs.257924; hypothetic^ protein FU13782; breast pros. Wad; diag 

415787; H01463; Hs.93534; ESTs; pros; diag 

415819; AU077330; Hs^60791; transcription elongafion facto; test CTl^.m. 
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415829: AW450198; Hs.163742; ESTs; test disg 

415857; AA866115; Hs. 127797; Homo sapiens cDNA FU11381 fis; lung, test diag 
415910; U20350; Hs.78913; chemokine (OX34) receptor 1; gSo; mAb 
415947; U04045; Hs.78934; mutS (E coO) homotog 2 (octo; test (flag 
5 41 5989; AI267700; Hs.351201 ; ESTs; pros.ovar, blad, lung, headnk, pane, colon, sarc; diag 
415992; C05837; Hs. 145807; hypothetical protein FU 13593; pros, fibro; mAb 
415999; AA172179; Hs.294029; ESTs; pros, uter ; dteg 
41601 8; AW138239; Hs.78977; proprotein oonvertase subtflis; colon, pane lung; dag 
416030; H15261; Hs,21948; ESTs; breast, fibro; (Hag 
1 U 416065; BE267931 ; Hs.78998; profiferafing cell nuclear ant blad, lung, headnk. mala; CTL+sm 
4161 11; M033813; Hs.79018; chromatin assembly factor 1, s; rung, stom; CTl+sm 
416188; BE157260; Hs.79070; v-myc avian myeJocytomatosis v; pros; diag 
416201; AA467752; Hs.195161; ESTs; test; (Sag 
„ _ 416208;AW291168;rtU1295;ESTs,WeaMysmto^ 
1 5 416224; NMJJ02902; Ha.79088; reScutocalbm 2, EF-hand cate; ovar; diag 

416225; AA577730; Hs.188684; ESTs, Weakly simBar to PC4259; pros, blad; diag 
416350; AF 188625; Hs.189507; pnospho&pasa A2. group HD; test mela, ftro; diag 
416370; N90470; Hs,203697; C038 antigen (p45); pros, gBo; mAb*CTL 
416373; AA195845; Hs.73680; ESTs, Weakry similar to S 12658; sarc; diag 
20 416402; NMJJ0071 5; Hs.101 2; complement component 4-binaing; fibro; diag 

416448; L13210; Hs.79339; lecfin, galactosidB-bmdmg, s; ovar, colon, stom; diag 
416498; U33632; Hs.79351; potassium channel, subfamily K; pane, stom, breast, ovar, colon; mAb 
416539; Y07909; Hs. 79368; epithelial membrane protein 1; pros, headnk; diag 
416602; NMJW6159; Hs.367895; Protein kinase Obinding prote; breast; diag 
25 416640; BE262478; Hs.13406; neuron-specific protein; mela; diag 

416661; AA634543; Hs.79440; 1GWI mRNA-bincfing protein 3; Wad, rung, headnk, cerv, pane, anglo; diag 
416773; AK000340; Hs.79828; hypotheficaJ protein FU20333; test; CTtem 
416815; U41514; Hs.80120; UDP^N^tyWpha-D^alactosa; angio; sm 
416819; U77735; Hs.80205; pim-2 oncogene; lung, test; diag 
30 416881; N32520; Hs.141358; ESTs; mela; dag 

416929; N20535; Hs.43265; melastafin 1; mela; diag 
416975; NMJM4131; Hs.1051; granzyme 8 (granzyme 2, cytoto; mela; sm 
417003; AL038170; Hs.80756; betalne-homocysteine melhyltra; blad; sm 
_ _ 417070; Z19077; Hs.172004; titin; sarc; diag 
3 5 417105; X60992; Hs.81226; C06 antigen; fibro; mAb 

4171 15; AW952792; Hs.334612; small nuclear ribonucteoprotel; test; CTl«sm 
417124; BE122762; Hs.25338; ESTs; angio; diag 
417148; AA359896; Hs.374554; hypothetical protein FU14902; pane; diag 
417151; AA19405S; Hs.293858; ESTs; Nad; diag 
40 417153; X57010; Hs.81343; collagen, type 0, alpha 1 (pn pros, sarc; diag 

417218; AA005247; Hs. 285754; met proto-oncogene (hepatocyte; lung; mAb+s.m. 
417237; H86385; Hs.81737; palmitoyl-protein thtoesterase; mela; sm 
417259; AW903838; Hs.81 800; chondroilln sulfate proteogryc; pane, breast; diag 
417275; X63578; Hs.295449; parvalbumin; blad; diag 
45 41 7295; AW993524; Hs.43148; epithelial membrane protein 1 ; pros; diag 

417308; H6072O; Hs.81892; K1AA0101 gene product; lung, headnk, blad, cerv, angio, mela sarc; diag 
417312; AW888411; Hs.25081 1; teukerraa^ssociated phosphopro; blad; CTb*m 
417333; AL157545; Hs.173179; brorrodornain and PHD finger con; breast diag 
417355; D1 31 68; Hs.82002; endotheCn receptor type B; gtio, mela; mAb 
5 O 417365; D50683; Hs.82028; transforming growth factor, be; fibro, angio; mAb 

417366; BE185289; Hs.1076; small protine-nch protein IB ; lung, triad, headnk. pane, esoph, mela; diag 
417370; T28651 ; Hs.374466; tryptophanyMRNA synthetase; fibro, mela; diag 
417391; AYV291946; Hs.82065; Interteukin 6 signal transduce; breast; mAb+sm 
. _ 417400; AA663486; Ks. 123072; RAB3B, member RAS oncogene fern; pros; (flag 
55 417407; AA923278; Hs.290905; ESTs, Weakly similar to protea; test, pros; sm 
417409; BE272506; Hs.82109; syndecan 1; blad; diag 
417412; X16896; Hs.821 12; Interteukin 1 receptor, type I; fibro, pros, pane; mAb 
417426; NMJXJ2291; Hs.82124; lamWn, beta 1; angto; diag 
417437; U52682; Hs.82132; interferon regulatory factor 4; mete; CTL+sm 
60 417512; X76534; Hs.82226; glycoprotem (transmembrane) n; rung, mela, headnk, pane, breast; mAb 
417515; L24203; Hs.82237; ataxia-telangiectasia group D-; hing, headnk, blad; diag 
417542; J 04129; Hs.82269; progestagen-associated endomet lung, mete; diag 
417592; AA204664; Hs.182437; ESTs, WeaWy similar to 154383; test diag 
417599; AA204688; Hs.62954; ESTs; Wad, esoph; diag 
65 417621; AV654694; Hs.82316; hterferon-tnduced, hepatitis ; esoph; diag 
417696; BE241624; HsJ2401; CD69 anfigen (p60, early T-cet pros; mAb 
417705; AW134952; Hs.175220; hypothetical protein FU14541; test mAb 
417715; AW96S587; Hs. 88356; ESTs; blad, lung, headnk; diag 
417720; AA205625; Hs^08067; ESTs; blad. lung, esoph. headnk; diag 
70 41 7750; A1257720; Hs.260523; synovial sarcoma, translocated; sarc; diag 
417777; AI823763; Hs.7055; ESTs, Weakly similar to 178885; test sm 
41 7791; AW965339; Hs.44269; ESTs; ovar, Wad, lung, headnk; CTL^.m. 
41 7801; AA417383; Hs.82582; integrin, betake 1 (with EG; pane, fibro; diag 
41 7805; U38545; Hs.82587; pJwsphoHpase D1, phophafidyfc; angio; sm 
75 417831; H16423; Hs.82685; CD47 anfigen (Rlweteted anfig; ovar, mAb 
417843; W07361; Hs22545; Homo sapiens cONA FU 12935 6s; pros; diag 
417847; Ai 521 558; Hs.7331; hypothetical protein FU22316; ovar; diag 
417849; AW291587; Hs.82733; nidogen 2; angto, headnk; diag 
41 7874; BE616160; Hs.82829; protein tyrosine phosphatase, ; pane; mAb«sm 
oO 417880; BE241595; Hs^2848; selectin L (lymphocyte edhesto; mela; mAb 
417886; AA214584; ; ESTs; test ovar; diag 

417900; BE250127; Hs.82905; COC20 {ceO division cycle 20.; lung, atom, test blad, headnk, cerv, esoph; CTb»*m 
41791 1; AA333387; Hs.82916; chaperonin containing TCP1 , su; test diag 
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17944; AU077196; Hs.82985; collagen, type V, alpha 2; sarc; (flag 
17975; AA641836; Ks.30085; hypolhefical protein FU23186; colon, stom, lung; mAb 
17976; BE565892; Hs.83077; inlerieuWn 18 (interferan-gam; colon, stom, fibres; diag 
18004; U37519; Hs.87539; aldehyde dehydrogenase 3 fam2; lung, headnk, esoph; sm 
18036; Z37976; Hs.83337; latent trarasfcmrung growth fa* angto; diag 
U8054; NM.00231B; Hs.83354; rysyi coddase4ike 2; King, angto, test, sarc; diag 
118067; AI127958; Hs.83393; cystefin E/M; headnk. pane, Wad; drag 
18068; AW971 155; Hs.293902; ESTs, Weakly similar to ISHUSS; blad; s.m. 

181 13; AI272141; Hs.83484; SRY (sex determining region Y); blad, breast, uter. colon, lung, ovar, glio, test, sarc; CTLts.m 
18134; AA397769; Hs.86617; ESTs; test; diag 

18140; BE613836; Hs, 83551; rrocrofibriliar-assocteted prot lung, headnk, esoph, ovar, sarc; diag 

18156; W17055; Hs.83623; nudear receptor subfamily 1, ; ftro; mAtHS.n\ 

18203; X54942; Hs.83758; COC28 protein kinase 2; rung. blad. test, mela, stom; sjh. 

18216; AA662240; Hs.283099; AF15q14 protein; headnk, lung, blad; diag 

18245; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAtHSJiu 

18263; S79895; Hs.83942; cathepsin K (pyenodysostosis); breast, cerv, ovar, uter, pros, headnk, lung, pane coton, stom; diag 

18318; U47732; Hs.84072; transmembrane 4 superfamfly me; pane, pros, colon, stom, omuc; mAb 

18322; AA284166; Hs.84113;cycCiwJependent kinase Inhibi; headnk, rung, blad; sjtl 

18338; NM.002522; Hs.84154; neuronal pentraxin I; sarc; diag 

18339; AA639902; Hs.104215; ESTs. Moderately similar to SP; pros; diag 

18345; AJ001696; Hs.241407; serine (or cysteine) proteinas; cerv, lung; s.m 

18371; M13560; Hs.84298; CD74 antigen frnvariant polype; renal; mAb 

18379; AA216940; Hs.137516; fidgeOn-fike 1; lung; (flag 

18394; AF132818; Hs.84728; KruppeWike factor 5 (intesti; pane; CTL*s.m 

18396; AI765805; Hs.26691; SLC2A12 Solute carrier family ; pros; mAb 

1 8397; NrvL001269; Hs.84746; chromosome condensation 1; lung; diag 

18399; AF131781; Hs.84753; hypotheucaJ protein FU12442; test blad. sarc; diag 

18406; X73501; Hs.84905; cytokerafin 20; Wad, coton; diag 

18432; M14156; Hs.851 1 2; fnsufiivUKe growth taetor 1 (; pros, fibre; diag 

18460; M26315; Hs.85258; CD8 antigen, alpha polypeptide; fibro; mAb 

1 8462; BE001596; Hs.85266; bitegrin. beta 4; lung, Wad, cerv, headnk. ovar. mAb 

1 8543; NMJJ05329; Hs.85962; hyaluronan synthase 3; Wad, lung; mAb 

18576; AW968159; Hs.302740; Epithelial catehim channel 2, ; pros; rnAb*s.m. 

18610; AW245993; Hs.32417; hypothetical protein MGC2742; pros; (flag 

18641; BE243136; Hs.86947; adisintegrin and metaJIoprote; cerv, lung, pane, Wad, headnk, stom; mAb 

18655; AA226354; Hs.1 1 1240; ESTs; pros; (Sag 

18661; NM.001949; Hs.1189; E2F transcripfion factor 3; ovar, lung, mela; CTL*s.m. 
118663; AK001100; Hs.41690; desmoccllin 3; lung, Wad, headnk. cerv, esoph; mAb 
H8683; U90908; Hs.87241; hypothetical protein ftomctorv; angto; CTb*.m. 
18686; Z36830; Hs.87268; annexin A8; Wad, rung; diag 
18693; AI750878; Hs.87409; thrcmbospondin 1; angto, pane; diag 
18696; AW959433; Hs.326290; hypotheucal protein FU12581; test; (tog 
18739; AA310964; Hs,880t2; SHP2 interacting trarsmernbrane; mela; dag 
'8756; AA252254; Hs.226949; ESTs; test ; (flag 
8825; AA228881; Hs.22394; hvpothefical protein FU 10893; angio; diag 
18829; AA516531; Hs.55999; NK homeobox (Drosophlla), fami; pros; diag 
18882; NMJ304996; Hs.89433; ATP-Wrefing cassette, suWarni; ovar, pros, breast lung; dag 
18883; BE387036; Hs.121 1; acid phosphatase 5. tartrate n fibro; em 
18888; AU076801; Hs.89435; cadherin 17, U cadherin (Gve; colon, stom, ovar, uter. pane; mAb*s.ra 
18918; X07871; Hs.89476; CD2 antigen (p50), sheep red b; mela, fibro; mAb 
18932; 134059; Hs.89484; cadherin 4, type 1, R^cadherin; gfio; mAb 
18941; AA452970; Hs.239527; E1B^5kDa^ssccia!ad protein 5; angio, Wad; (flag 
18968; NrvLO00078; Hs.89538; cholesteryl ester transfer pro; mela; diag 
18994; AA296520; Hs.89546; selectin E (endothelial adhesi; pros, angto: mAb 
19038; AW134924; Hs.58290; ESTs; pros; diag 

19073; AW372170; Hs.183918; transmembrane receptor Unc5H2 ; ovar, renal, Wad, lung; mAb 
19078; M93119; Hs.89584; tosultoorna-associaied 1; Wad, rung, pane, sarc; (fog 
19079; AW014836; Hs.18844; ESTs; esoph, hmg, stom, colon; diag 
19086; NM.000216; Ks.89591 ; Kallmann syndrome 1 sequence; fibro; diag 
19092; J05581; Hs.89603: mucin 1, transmembrane; breast pane, tung, Wad, fibro; mAb 
19222; AD001528; Hs.89718; spermine synthase; pros; s.m. 
19223; X60111; Hs.1244; C09 antigen (p24); breast pros, ovar; mAb 
19231; AL046294; Hs.136245; ESTs, Weakly similar to T1 7227; fljro; diag 
19261; X07876; Hs.89791; wingtess-type MMTV integration; pane; diag 
19264;M8771M;Hs.293S72;ESTs.WealdysimilartoALUB H; pros; (flag 
19290; AI128114; Hs.1 12885; spinal conWerived growth fac; pane; diag 
19356; AI656165; Hs.7331; hypothetical protein FU22316; uter, ovar, (flag 
19359; AU043202; Hs .90073; chromcscme segregation 1 (yeas; lung, blad. test; (flag 
9440; AB020S83; Hs.90419; NAA0882 protein; breast; diag 
19485; AA489Q23; Hs.99807; ESTs, WeaWy similar to unname; mela; (flag 
19490; NMJW5144; Hs.90708; granzyme A (granzyrne 1 . cytoto; fibro; sm 
19519; AI198719; Ha. 176376; ESTs; mela; dag 

19551; AW582256; Hs.91011; anterior gradient 2 (Xenepus t; pane, pros, breast (flag 
19559; Y07828; Hs.91096; ring finger protein; Wad, colon, stom; CTL+sm 
19568; AB0261 16; Hs.283078; hOAT4; renat mAb 
19569; AI971651; Hs.91 143; lagged 1 (AlagSle syndrome); headnk. lung; (flag 
19628; H67546; Hs.49768; ESTs; mela, sarc; diag 

19667; AU077005; Hs.92208; a dlslntegrin and metatoprote; breast cerv, angjo; mAb 

19693; AA 133749; Hs^01350; FXYD (torriairvcontaining ton tra; pros, breast ovar, pane, lung; mAb 

19721; NM_001650; Hs.315369; aquaporin 4; glio, rung, fibro; mAb 

1 9743; AW408762; Hs^957; Homo sapiens done 2441 6 mRNA ; Wad, headnk; diag 

19749; X73608; Hs.93029; sparcteteonecfin. ewev and ka; pros, pane, lung; diag 

19752; AA249573; Hs.152618; ESTs. Moderately slmaarto ZN; lung; (flag 
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419839; U24577; Hs.93304; phosphcl^aso A2, group VII (p; pros, lung: dtag 

419870; AW40391 1; Hs.266175; fetoprotein associated wit* rrela; diag 

41 9875; AA853410; Hs.93557; proenkephaHn; sarc; drag 
_ 419948; AB041035; Ks.93847; NMJ)16931:Homo sapiens NADPH o; angio; mAb 
3 419956; AL137939; Hs.40096; cadherin 19, type Z mda; mAb 

419958; X0443O; HsJ3913; bterteukln 6 (interferon, bet lung, pane, escph; diag 

419981; AAB97581; Hs.128773; ESTs; angio; diag 

420005; AW271 106; Hs.133294; ESTs; lung, test. Wad. colon; diag 
t A 420062; AW411096; Hs.94785; TGF(betaHnduced transcripUo; test CTl+s.m. 
1 U 420067; T52431; Hs.94795; Homo sapiens mRNA: cDNA OKFZpS; sarc; diag 

4201 37; AA306478; Hs.95327; CD3D antigen, delta pdypepSd; fibre; mAb 

420154; A1093155; Hs.95420; G anfigen family C 1 protein (; pros, bio; CTL-^m 

420174; AI824144; Hs.199749; ESTs; angio; CTLfun 

420208; BE276055; Hs.95972; silver (mouse homotag) Ra; meia, sarc; mAb 
1 D 420209; AA256444; Hs. 126485; hypothetical protein FU 12604; angio; diag 

420218; AW958037; Hs.381105; ribosomal protein 14; mela, pros; diag 

420255; NMJJ07289; Hs.1298; membrane rnetaOcwndopepOdase; pros; mAb 

420256; U84722; Hs.76206; cadherin 5. type 2. VE-cadheri; angio, fibro; mAb 

420267; N37030; Hs.173337; ESTs; mela, sarc; diag 
ZU 420281; AI623693; Hs.323494; Predicted cation efflux pump; lung, blad, ovar, pane; mAb 

420301; AA767526; Hs.22030; paired box gene 5 (B-cefl Dne; mela; (flag 

420338; AA825595; Hs.88269; Homo sapiens, done MGC17339,; mela; mAb 

420340; NM.000734; Hs.97087; CD3Z anfigen, zeta polypeptide; fibro; mAb 
O C l???^ 4 ' BE463721 : Hs.97101; putative G proteirwoupied rec; colon, pros, Wad, headnk, pane, stom, ovar; mAb 

420347; AL033539; Hs.971 24; Human DNA sequence from done ; test dag 

420360; U83171; Hs.97203; small indudbie cytokine subfa; leuk; diag 

420367; AA259090; Hs.257028; ESTs; test diag 

420376; AL137471; Hs.97266; protocadherin 1B; sarc; mAb+sjn. 

420378; NMJH4143; Hs.97269; B7-H1 protein; leuk; mAb 

420380; AA640891; Hs.102406; ESTs; lung; diag 

420424; AB033036; Hs.97594; KIAA1210 protein; pros; diag 

420462; AF050147; Hs.97932; chondromoduHn I precursor, lung, EWS, sarc; mAb 

420474; L09753; Hs.1313; tumor necrosis factor (Ggand); leuk; mAb 

420544; AA677577; Hs.380213; Homo sapiens Chromosome 16 BAC; pros; dag 
3D 420576; AA297634; Hs.54925; KIAA1858 protein; sarc; diag 

420596; NMJXJ2692; Hs.99185; polymerase (DMA directed), eps; test CTL-*.m. 

420633; NMJM4581; Hs^74480; odorant-Wnding protein 2B (OB; breast endo; diag 

420656; AA27909B; Hs. 187636; ESTs; fibro; diag 
A 420710; NM.007Q09; HsS9875; zona peKudda braflng protein; test diag 
40 420729; AW964897; Hs.290825; ESTs; pros; diag 

420757; X78592; Hs.99915; andtrogen receptor (dihydrotest pros; mAb+sja 

420759; T11832; Hs.127797; Homo sapiens cDNA FU1 1381 fis; test diag 

420783; AI659838; Hs.99923; lectin, galactoside^inding, s; lung, Wad, headnk; diag 

420789; AI670057; Hs.199882; ESTs; renal; diag 

420859; AW468397; Hs.100000; S100 cateumtindng protein A; sarc; diag 

420908; AL049974; Hs. 100261 ; Homo sapiens mRNA; cDNA DKFZpS; pane; diag 

420923; AF097021; Hs.273321; differenflaUy expressed in he; Wad, colon; diag 

420931; AF044197; Hs. 100431; small inducible cytokine B sub; breast faing, mela; diag 

420981; L40904; Hs.100724; peroxisome proliferative actor; coton; mAb*sm 

421016; AA504583; Hs.101047; transcription factor 3 (E2A fan; test CTl^m 

421044; AF061871; Hs.101302; Human DNA sequence from done ; pane; (fiag 

421059; AI654133; Hs^5524* thyroid receptor interacting p; pros; mAb*sm 

421064; AI245432; rte.101 382; tumor necrosis factor, alpha* Had, uter diag 
- 421070; AA283185; Hs.19327; ESTs; Wad; diag 
W 421100; AW351839;Hs.124660; Homo sapiens cDNA:FLJ2 1763 ft Wad; diag 

421133; AA814971; Hs.26410; ESTs; tong; diag 

421 154; AA284333; Hs.287631; Homo sapiens cDNA FU14269 fis; BPH; diag 

421155; H87879; Hs. 102267; rysyi oxidase; headnk, pane, renal, sarc; diag 

421218; NM.000499; Hs.72912; cytochrome P450. subfamily I {; blad, angio; diag 
OU 421233; AA209534; Hs.284243; tetraspan NET-6 protein; pros, breast ovar; mAb 

421241; X91817; Hs.102866; transkeWasB^e 1; test s.ra 

421302; T34462; Hs.103291; neuriCn; uter, endo ; diag 

421305; BE397354; Hs.324830; diptheria toxin resistance pro; ovar; (fiag 
^ 421307; BE539976; Hs. 103305; Homo sapiens mRNA; cDNA OKF2p4; breast lung, angio. test sarc; diag 
OD 421341; AJ243212; Hs.27961 1; deleted in malignant brain turn; pane, lung; dag 

421350; AW301608; Hs.278188; ESTs, Moderately similar to 15; test (flag 

421373; AA8Q8229; Hs.222088; ESTs; Wad; diag 

421433; AI829192; Hs.22380; ESTs; pros; diag 

421451; AA291377; Hs.50831; ESTs; ovar. Wad. lung; diag 
/U 421458; NM_003S54; Hs.104576; carbohydrate (keratan sulfate ; sarc; sm 

421478; AI683243; Hs.97258; ESTs, Moderately simiar to S2; ovar. Wad, renal, uter; dag 

421481; AW391972; Hs.104696; WAA1324 protein; pros; diag 

421502; AF111856; Hs.105039; solute carrier family 34 (sodi; ovar. fibre; mAb 
7 421506; BE302796; Hs.105097; thymidine kinase 1. soluble; lung, headnk. escph; sm 
/ J 421508; NMJXW833; Hs.105115; absent In melanoma 2; Wad. escph, lung, mela; CTb*m 

421535; AB002359; Hs. 105478; phosphon^osyifortrrylQlyciii^ test sjtu 

421537; BE383488; Ks. 105547; neural prdiferafen, difieren; pros; diag 

421566; NW.000399; Hs.1335; early growth response 2 (Krox-; pros; CTL^.m. 
o/\ 421579; NMJW2975; Hs.105927; stem ceH growth factor; lymph; sarc; mAb 
OU 421633; AF121860; Hs.t06260; sorting nexin 10; mda; diag 

421650; AA781795; Hs.343800; ESTs; mda; diag 

421666; AL035250; Hs.1408; endothefn 3; mela; diag 

421727; Y13153; Hs. 107318; kynurenlne 3<ronooxygenase (ky; breast sjn. 
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421773; W69233; Hs.112457; ESTs; mela, esoph, sac: diag 

421777; BE552088; Hs.108196; HSPC037 protein; esoph, cerv, lung; diag 

421779; A1879159; Hs.108219; wingless-type MMTV mtegrafioo; colon, ovar; diag 

421798; N74880; Hs.355462; N-acyisphlngosme amidohydrota; Qxo; s ja 
5 421814; L12350; Hs. 108523; thrombospomfin Z pane; diag 

421831; AA298836; Hs.22026; ESTs; similar to TRANSMEMBRAN; angio; mAb+s.m. 

421887; AW161450; Hs. 109201; CQ-86 protein; pros; mAb 

421896; N62293; Hs.45107; ESTs; pros; (Sag 

421917;AB028943;Hs.109445;KIAA1020prolein;testdlag 
1 O 421920; BE551245; Hs.1438; gamma-arrinobutyrtc acid (GABA); sarc; mAb 

421924; BES14514; Hs, 109606; coronin, acCn-binding protein: fibro; diag 

421948; L42583; Hs.334309; keratin 6A; lung, headnk, Wad, esoph, cerv, mela; diag 

421952; AA300900; Hs.98849; dynem light chain 2B (DNLC2B); to; diag 

421991; NVL014918; Hs.110488; WAA0990 protein; pane; diag 
15 421996: AW583807;Hs.1460; glucagon: pane; diag 

422002; X70070; Hs.1 10642; neurotensin receptor 1 (high a; colon; mAb 

422027; AL043100; Hs.288828; fatty acid amide hydrolase; pros; s.m. 

422033; AW245805; Hs.1 10903; claudin 5 (transmembrane prole; glio; mAb 

422087; X58968; Hs.111301; matrix metalloproteinase 2 (ge; sarc; diag 
20 422089; AA523172; Hs.103135: ESTs. Weakly similar to SFR4_H; pros; diag 

422094; AF1 29535; Hs.272027; F-box only protein 5; Wad, lung; CTL+s.m. 

422095; AI868872; Hs.282804; hypothetical protein FU22704; lung, pane, ovar, breast; CTL+s.m. 

422099; AA156022; Hs.111518; hypothetical protein; angio; CTL+s.m. 

422100; A1096988; Hs.111554; ADP-ribosylat»n factor-Tike 7; rung, esoph: CTL+sm 
25 4221 10: A1376736; Hs.121555; secreted protein, addle, cyst; pane; diag 

4221 1 9; A1277829; Hs.1 1 1862; WAA0590 gene product blad; diag 

422134; AW179019; Hs.112110; mitochondrial ribosomai proteh, lung; diag 

422152; AA909249; Hs.1 12282; solute carrier family 30 (zinc; Wad; mAb+sm 

4221 63; AF027208; Hs.1 12360; promirdn (mouse)-fike 1; colon, breast, fibro; mAb 
30 422164; NMJJ14312; Hs.112377; cortic al trivmocyte receptor (; Mad; mAb*s.m. 

422168; AA586894; Hs.112408; S100 calcium-binding protein A; lung, blad, headnk, breast, mela, esoph, sarc, cerv; CTL+sm 

422170; AI791949; Hs.112432; antHUufierian hormone; uter, blad; diag 

422173; BE385828; Hs.250619; phorbofirvGke protein MDS019 ; mela; diag 

422247; U1 8244; Hs.1 13602; solute carrier family 1 (high ; Wad; mAb 
5 5 422278; AF072873; Hs.1 1421 8; frizzled (Drosophiia) homolog ; ovar. headnk, blad, cerv. lung, pane stom; mAb 

422309; U79745; Hs.114924; solute carrier family 16 (mono; mela; mAb+s.m. 

42231 1; AF073515; Hs.1 14948; cytokine receptor-like factor ; lung, fibro; diag 

422355; AW403724; Hs.300697; coagulation factor VII (serum ; fibro; diag 

422363; T55979; Hs.1 15474; repHcalion factor C (acfivato; mete, coton; diag 
40 422398; AI476149; Hs.334489; hypothetical protein RJ21992; fibro; CTL+s.m 

422406; AF025441; Hs.1 16206; Opatoteracting protein 5; Wad, lung; diag 

422420; U03398; Hs.1524; tumor necrosis factor (ligand); colon, pane, stom. leuk; mAb 

422423; AF283777; Hs.1 16481 ; CD72 antigen; spleen, leuk; mAb 

422440; NNL004812; Hs.116724; akio-keto reductase family 1 t ; lung, headnk; sjtl 
45 422487; AJ010901; Hs.198267; mucin 4, tracheobronchiai; lung, headnk, pane, sarc; diag 

422532; AL003726; Hs.1 18126; protective protein for beta-ga; renal, mela; sjtl 

422565; BE259035; Hs.118400; singed (DrosopMaHlke (sea ; pane, test; meta; diag 

422573; AW297985; Hs^95726; integrin, alpha V (vitronecti; pane; mAb+s.m. 

422596; AF06361 1 ; Hs.1 18633; 7-5 , -o0goadenylatB synthebs; esoph, mela; sjr 
5U 422603; BE242587; Hs.1 18651; hematopolallcally expressed ho; angio; CU^sm 

422633; X56832; Hs.1 18804; enolase 3, (beta, muscle); sarc; sm 

422658; AF231 981; Hs.250175; tomotog of yeast long chain po; pros; diag 

422689; AW856665; Hs.299797; gb:RC3^Q297-29010<W)13-d03 C; test diag 

422726; U11690; Hs.1 572; faciogenital dysplasia (Aarsko; test; diag 
5 5 422728; AW937826; Hs. 103262; MAD (mothers against decapenta; pros; diag 

422789; AK0011 13; Hs.120842; hypothetical protein FU 10251; test; CTL+s.m. 

422835; BE218705; Hs.121376; metaJtothtoneln^ke 5, testis; breast; diag 

422871; AL031228; Hs.121509; collagen, type XI, alpha 2; sarc; diag 

422887; AT751848; Hs.49215; ESTs; sarc; CTL-Kun. 
OO 422938; NM-001809; Hs.1594; centromere protein A (17kD); lung, test; CTL+s.m 

422963; M79141; Hs.13234; ESTs; rung, pane; diag 

422997; BE01S212; Hs.1 22908; DNArepIIcaQon factor; test CTL+sm 

423017; AW178761; Hs.227948; serine (or cysteine) protein as; Wad, headnk, mela; mAtwfiag 

423052; M2&14; Hs.1 23072; RAB3B, member RAS oncogene tarn; pros; diag 
65 423189; M59371;Hs.171896;EphA2; coton, ovar; mAb 

423196; AK001866; Hs.1 251 39; hypothetical protein FU1 1004; fibro; CTL^sm 

423198; M81933; Hs.1634; cell dMston cycle 25A; test CTUsjtl 

423201; N'M_000163; Hs.1 25180; growth hormone receptor; pros; mAb 

423217; NMJM0094; Hs.1 640; collagen, type VII, alpha 1 (a; king, esoph; diag 
/ O 423271; W47225; Ks. 126256; interteukin 1, beta; Wad, stom, esoph; diag 

423309; 8E006775; Hs.1 26782; sushi-repeat protein; lung, coton; diag 

423354; AB01 1 130; Hs.1 27436; calcium channel, vottage-depen; test fibro; mAb 

423387; AJ012074; Hs.348500; vasoacflve intestinal peptide ; pros; mAb 

423397; NMJJ01838; Hs.1652; chemokine (OC motif) receptor; Wad, meta; mAb 
/5 42341 2; AF1 09300; Hs.351 61 5; prostate cancer associated pro; pros; diag 

423422; AC005175; Hs.128425; NY-REN-24 anOgen; gfio; mAb+CTl 

423445; NMJJ14324; Hs.128749; drjha^thytecyVCoA racemase; pros; s.m. 

423453; AW450737; Hs.128791; CGHJ9 protein: lung; CTl+Sjn. 

423458; AI204212; Hs.351113; ESTs; test CTl-sm 
oU 423511; AF036329; Hs.1 2971 5; gonadotropin^eleaslng hormone; rung; diag 

423515; AA327017; Hs.176594; ESTs; ovar; diag 

423541; AA296922; Hs.1 29778; serine protease inhibitor, Kaz; coton. pane; diag 

423575; CI 8863; Hs.163443; intron of pertostin (OSF-2os); headnk, breast pane, tung, fibre, esoph; diag 
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423605; AF047826; Hs.1 29887; cadhenn 19, type 2; mete; mAb 

423842; AW452650; Hs. 157 148; hypothetical protein MGC13204; lung; diag 

423862; AK001035; Hs.1 30881; B-cefl CLUtymphoma 1 1A (zinc ; lung; (Sag 

423685; BE350494; Hs.49753; uveal autoanfigen with coated ; pane, uter, colon; CTI+sjtv 
D 423725; AJ403108; Hs. 1321 27; hypolhefoal protein LOC57822; lung, headnk, Wad; diag 

423739; AA398155; Hs.97600; EST* breast, ovar, pane; diag 

423761; NM.Q06194; Hs. 132576; paired box gene 9; headnk; CTL*sm 

423765; R23858; Hs.143375; Homo sapiens, clone IMAGE3840; test diag 

423778; Y09267; Hs.132821; Bavin containing monoaxygenas; fibro; sm 
1 U 423779; AW071837; Hs.57971; TRANSCRIPTION FACTOR HESS gfo; diag 

423787; AJ295745; Hs.236204; nuclear pore complex protein; test esoph; diag 

423798; AF047Q33; Hs.1 32904; solutB carrier family 4, sodiu; angto; mAb 

423799; AW026300; Hs.132906; 19A24 protein; mela; mAb 

423849;AL157425;Hs.133315;HomoBapiensm 
1 D 423887; AL080207; Hs.134585; OKFZP434G232 protein; headnk. lung; diag 

423899; NMJM1427; Hs.134989; engrailed homotog 2; mete; CTL*sm 

423905; AW579960; Hs.135150; lung type-1 cell membran^asso; test mAb 

423909; AJ223183; Hs.135194; Immunoglobulin superfamfly. me; test diag 

423934; U89995; Hs.159234; forkhead box El (thyroid trans; lung; CTl*sm 
ZU 424001 ; W67883; Hs.137476; paternally expressed 10; breast ovar; diag 

424012; AW368377; Hs.137569; tumor protein 63 kDa with stra; lung, Wad, headnk. esoph; diag 

424036; AA770688; Hs.348495; H2A hlstone family, member U pane, ovar, CTl+s m 

424054; AA33451 1; Hs.26638; membrane-spanning 4-domains, s; pros, fibro; mAb 
0 c 424078; AB006625; Hs.139033; paternally expressed 3; ovar. uter; CTL«s.ra 
ZD 424081; NM.006413; Hs.139120; ribonuclease P (30kD); test s.ra 

424098; AF077374; Hs.1 39322; sman profine-rich protein 3; lung, blad. headnk, esoph, cerv; diag 

424125; M31669; Hs.1735; inhibin, beta B (acOvin AB be; ovar. pros; diag 

424144; AA454033; Hs.41644; AKAP-associated sperm protein; fibro; diag 
- n 424153; AA451737; Hs.141496; MAGE-like 2; meta; CTUsm 
30 424165; AW582904; Hs.142255; islet amytoid polypeptide; pane; mAb 

424212; NMJM5814; Hs.1 43131; glycoprotein A33 (transmembran; colon, stem, ovar, mAb 

424218; AF031824; Hs.143212; cystatin F (teukocystafin); mela, fibro; diag 

424244; AV647184; Hs.143601; hypothetical protein hCLA-teo; Nad; diag 

424252; AK000520; Hs.143811; hypothetical protein FU20513; colon, storm diag 
DD 424264; D8O400; Hs.239388; Human DNA sequence from clone ; blad; mAb 

424308; AW975531 ; Hs.1 54443; frurachnjmoscme maintenance del; Wad, lung, test diag 

424310; AA338648; Hs.50334; testes development-related NYD; fibro; diag 

424332; AA338919; Hs.101615; ESTs; pros; diag 

424339; BE257148; Hs.145416;endoglvcan; pros, lung; diag 
4U 424343; AW956360; Hs.4748; adenylate cyclase activating p; glio. ovar, uter; mAb 

424364; f W383226; Hs.163834; ESTs. Weakly similar to G01 763; lung, brad, headnk, cerv; diag 

424399; AI905687; Hs.348419; AJ9Q5687:IL-8T095-19019W>19 B; breast uter, headnk; diag 

424420; BE614743; Ks.146688; prostaglandin E synthase; lung, blad; sm 
A . 424440; AA340743; Hs.133208; ESTs; sarc; diag 
45 424441; X14850; Hs.1 47097; H2Ahistonefanay, member X; lung; diag 

424450; AL137526; Hs.147472; dynein Intermediate chain 2; fibro; dag 

424522; AL134847; Hs.149957; noosomeJ protein S6 kinase. 9; breast cerv, ovar, uter, blad. colon, stom; s.ra 

424527; AW138558; Hs.334873; ESTs. Weakly similar to 154374; fibro; diag 

424578; AK001973; Hs.150890; hypothetical protein; test CTL«sm 
DK) 424581; M62062; Hs.150917; catenin (cadherln-assoclated p; gfio, ovar, uter; mAb+s.m. 

424586; NMJJ03401; Hs.150930; X-ray repair complernenfing def; pane; CTL+sm 

424629; M90656; Hs.1 51 333; glutamate-cystelne Ggase, cat lung: CTL+s.m. 

424635; AA420687; Hs.1 1 5455; Homo sapiens cDNA FU14259 fls: gBo; dag 

424676; Y08565; Hs.1 51 678; UDP-N-acetyWpha-r^galactosa; breast; sm 
DD 424704; AI263293; Hs.152096; cytochrome P450, subtamty IU; renal; sm 

424711; NM-005795; Hs.152175; calcitonin receptor-like: angio; mAb 

424717; H03754; Hs.152213; wingless-type MMTV integration; blad, lung, headnk; diag 

424800; AL035588; Hs.1 53203; MyoO family Inhibitor; test pros: diag 

424806; AA382523; Hs.105689; MSTP031 protein; angto; mAb 
OU 424834; AK001432; Hs.1 53408; Homo sapiens cDNA FU 10570 fis; lung, blad, ovar. headnk, esoph, cerv, uter; diag 

424846; AU077324; Hs.1832; neuropeptide Y; pros; diag 

424897; D63216; Hs.153684; frizzleckelated protein; pane. EWS, stom. renal; diag 

424902; NrvL003866; Hs.153687; Inositol polyphosphate^hcsp; pane, leuk. mela; CTL^m. 

424954; NMJKXJ546; Hs.1846; tumor protein p53 {UJraumenfc mela, colon; CTL+sm 

424971; AA479005; Hs.1 54036; tumor suppressing subtransfera; pane, mela; CTL«sm 

424998; U58515; Hs.154138; chtee 34ke 2; glto; dag 

425023; AW956889; Hs.1 54210; EDG-1 (endotheTtal different!; angio; mAb 

425048; H05468; Hs.1 64502; ESTs; lung, blad; diag 

425057; AA826434; Hs.1 619; achaete-scute complex (Drosoph; gBo, lung; CR+sm 
/ U 425088; AA663372; Hs.169395; hypotheucal protein FU1201 5; gHo, mela; diag 

425154; NMJXH851; Hs.154850; collagen, type IX. alpha 1; sarc; (Sag 

425159; NM.004341; Hs.154868; rartemoyVphosphatB synthetase; lung, test sm 

425200; BE255203£omp; Hs.155101; ATP synthase, H transporting, ; pane; sm 

425206; NM.002153; Hs.155109; hydroxysterotd (17-beta) dehyd; Mad; mAb 
/ J 425211; M18667; Hs.1 667; rjrogastrfcsin (pepstogen Q; fibro, esoph, pros; diag 

425234; AW152225; Hs.1 65909; ESTs, Weakly similar to 138022; rung, angio, Wad, mela; diag 

425235; AA3531 13; Hs.105468; Homo sapiens cONA: FU 22743 a; angto; diag 

425237; U076S5; Hs.1 55227; EphB4; test mAb 

425245; AI751 768; Hs.1 5531 4; K1AA0095 gene product lung; diag 
oU 425259; AL049280; Hs.1 45010; Homo sapiens mRNA; cDNA OKFZpS; pros: diag 

425262; D87119; Hs.155418; GS3955 protein; mela renak CTl^sm 

425266; J00077; Hs.1 55421; aJpha-fetoproteh; lung: diag 

425274; BE281191; Hs.155452; rmruchromcsorne maintenance det test diag 
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425289; AW 139342; Hs. 155530; Interferon, ganvna^ndudble pr, meto; CTL+SJa 

425308; M97639; Hs. 155585; receptor tyrosine kmase-Cte ; pros, sarc; mAb 

425367; BE271188; Hs. 155975; protein tyrosine phosphatase, ; fibro; (Sag 

425371; 049441; Hs. 155981; mssomeCn; ovar, lung, fibro* mAb 
J 425397; J04088; Hs.156346; tooofeomerase (DNA) II alpha (; lung, Wad, pane, angle, test, mela, esoph; CTUs.m, 

425427; A1652662; Hs.317432; branched chain aiTwwtransferas; test; s.m. 

425428; AL110261; Hs.157211;DKFZP586B0621 |>roteh; pane; (Bag 

425465; L18964; Hs.1904; protein kinase C, lota; ovar, pros, coton; sm 

425525; AA358883; Hs.23871; ESTs; sarc; tliag 
1 0 425545; N98529; Hs.158295; Homo sapiens, done MGC12401,; sarc; diag 

425555; AA359291; Hs. 130767; Homo sapiens cONAr FU23553 6; fibro; CTUs.m. 

425572; AB01 1076; Ks.158307; undifferentiated embryonic eel; lest CTL+s.m. 

425601; AW629485; Hs. 140720; GSK-3 binding protein FRAT2; test CTL+sm 

425606; U52112; Hs.158331; renin-Wrafing protein; mela; diag 
1 5 425628; NMJXJ4476; Hs. 191 5; folate hydrolase (prostate-spe; pros; sm 

425638; NMJN2337; Hs.158450; nasopharyngeal epithelium spec; fibro; CTl«sm 

425679; X05997; Hs.159177; lipase, gastric; esoph; sm 

425692; D90041; Hs.155956; N-aceryitransferase 1 (arytamt breast son. 

425695; NMJ054O1; Hs.159238; protein tyrosine phosphatase, ; lung; rnAb+sm 
ZU 425709; AA383076; Hs.159274; outer dense fibre of sperm tai; test diag 

42571 0; AF030880; Hs.1 59275; solute carrier family, rnember ; pros; mAb 

425722; AI659076; Hs.97031; hypothetical protein MGC13047; mela; diag 

425726; AF085808; Hs.159330; uroplakin 3; pros. Mad; diag 
- r 425769; U72513; Hs.159486; Human RPL13-2 pseudogene rnRNA,; test diag 
25 425811; AL039104; Hs. 159557; karyopherin alpha 2 (RAG cohor; test diag 

425849; AJ000512; Hs.296323; serunVglucocwtiooid regulated; lung, headnk; sm 

425921 ; NM.007231; Hs.16221 1; sotutB earner family 6 (neuro; stem, pane; mAb 

425976; C75094; Hs.334514; NG22 protein; pros, ovar; mAb 
„ - 426027; NNL002608; Hs.1 976; platelet-derived growth factor, sarc; diag 
3 O 426050; AF017307; Hs.166096; E74-Gke factor 3 {ets domain ; ovar, blad, stem; CTb*m 

426059; BE292842; Hs. 1661 20; interferon regulatory factor 7; esoph, cerv; CTl*s.m 

426067; AW664691; Hs.97053; ESTs; lung; diag 

426088; AF038007; Hs.166196; ATPase. Class I, type 88, rnemb; blad, lung; mAb 
_ e 426094; AF03461 1; Hs.166206; cubiiin (intrinsic factor-coba; renal; diag 
35 426116; AA868729; Hs.144694; ESTs; fibro; diag 

426125; X67241; Hs.166994; FAT tumor suppressor (Drosophi; coton, stom, pane, pros, renal, fibro, cerv; mAb 

426156; BE244537; Hs.167382; natriuretic peptide receptor A; ovar; mAb 

426158; NMJKM982; Hs.199067; v-erb-b2 avian erytruoblastte ; breast ovar, uter, pros, blad, pane, colon, fibro, mete; diag 

426172; AA371307; Hs.125056; ESTs; pros; diag 
40 426174; AA547959; Hs.1 15838; Homo sapiens similar to Echino; breast pros, fibro; diag 

426212; S71824; Hs.167988; neural cell adhesion molecule ; gfio; mAb 

426271; AF026547; Hs.169047; chondroifin sulfate proteogryc; gfo; diag 

426274; D38122; Hs.2007; tumor necrosis factor (Cgand); fibro, mela; mAb 

426300; U 15979; Hs.169228; delta-like homdog (DroscphOa; ovar, sarc; mAb 
45 426310; NM_000909; Hs.169266; neuropeptide Y receptor Y1; breast mAb 

426312; AF026939; Hs.181874; tnterferorvinduced protein wit esoph, mela; diag 

426320; W47595; Hs.169300; transforming growth factor, be; ovar, pros. Wad, pane; diag 

426350; NM.003245; Hs.2022; transglutaminase 3 (E polypept cerv; sm 
_ _ 426363; M58524; HsJQ25; transforming growth factor, be; pros; diag 
50 426370; R38288; Hs.261706; sorflin 1; sarc; diag 

426416; AW612744; Hs.169824; killer ceO lectin-iike recept fibro; mAb 

426440; BE382756; Hs.1 69902; solute carrier family 2 (tacit; lung, pane, ovar, Wad. headnk, esoph; mAb 

426462; U59111; Hs.1 69993; dermatan sulphate proteoglycan; sarc; diag 

426470; AA528794; Hs.128644; ESTs; mela; diag 
5 5 426471; M22440; Hs.170009; transforming growth factor, at headnk, renal, pane; diag 

426490; NM-001621; Hs.170087; aryl hydrocarbon receptor, pane; mAb+sjn. 

426501; AW043782; Hs.293616; ESTs; pros, breast gto, lung, mela; mAb 

426502; Y07759; Hs.170157; myosin VA (heavy polypeptide 1; mela; diag 
^ _ 426534; U58096; Hs^OSl; testis specific protein, Y-fin; test CTUsm 
60 426535; AU077012; Hs.170279; ESTs, Weakly similar toublqufc anglo; diag 

426555; NMJ300372; Hs.2053; tyrosinase (oculocutaneous alb; mela, sarc; mAb 

426559; AB001914; Hs.170414; paired basic amino acid cteavi; hepC, breast ovar, renal; diag 

426575; M74826; Hs.1 70808; glutamate decarboxylase 2 (pan; pane; sm 
. _ 426627; AF012359; Hs.1 95685; ESTs; test <fiag 

65 426635; BE395109; Hs.129327; hyrjc4heucat protein MGC130S7; ovar CTUsm 

426682; AV660038; Hs.2056; UDP glycosyitransferasa 1 fami; Wad, lung; sm 

426691; NrvL006201; Hs.171834; PCTAJRE protein Wnase 1; ovar; CTVsjr 

426696; AW363332; Hs,171844; Homo sapiens cDNA: RJ22296 fi; angio; mAb 
_ _ 426721; AA383588; Hs.288545; ESTs, WeaWy similar to T2901 2; fibro; drag 
/ 0 426726; AA488915; Hs.171955; trophinm associated protein C test diag 

426747; AA535210; Hs.171995; kaffikretn 3, (prostate specif; pros; diag 

426752; X69490; Hs.172004; fifin; sarc; diag 

426759; AI59O401; Hs.21 213; ESTs; mela; diag 

426793; X89887; Hs.1 72350; HIR (hlstone cell cycle regula; pros; CTL+s.m 
/ 5 426828; NMJJ00020; Hs. 172670; acfivin A receptor type IUOq angio; mAb 

426866; U02330; Hs.172816; neureguDn 1; esoph; CTl«sm 

426897; AW976570; Hs.97387; ESTs; lung; diag 

426900; AW163564; Hs.142375; ESTs; Wad. pros; mAb 
0 A 426935; NM-000088; Hs.172928; collagen, type I, alpha 1; test sarc; CTl**m 
80 426966; A1493134; Hs.349204; scierosUn; lung; diag 

426968; U07616; Ha.173034; ampruphysin (SfirTMann syndro; Wad; rnAb^TL 

426991; AK001536; Hs.21 44 10; Homo sapiens cDNA FU 10674 fis; ovar. sarc; diag 

427080; AW068287; Hs.301 175; ras-related C3 botuEnum toxin; mela; diag 
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427099; AB032953; Hs. 173550; odd OzAerwn homotog 2 (Drosop; headnk, esoph; diag 

4271 22; AW057736; Ks.32391 0; HER2 receptor tyrosine kinase ; breast mAb 

427244; AA402400; Hs.178045; ESTs; esoph; diag 

427260; AA663848; ; gb:ae70b06\s1 Stratagene schiz; lung; <fiag 
3 427274; NM_005211; Hs. 174 142; colony sSmulafing factor 1 re; pros, sarc; mAb 

427298; AA400495; ; ESTs; test diag 

427318; AF18S081; Hs.175783; zinc transporter; pros; mAb 

427333; AF057797; Hs. 176658; aquaporin 8; pane, colon; mAb 

427344; NMJM0869; Hs.2142; 5-rrydroxytryptamine (serotonin; ovan mAb 
1 U 427356; AW023482; Hs.97849; ESTs; ovar, breast, pros, Wad, lung; diag 

427398; AW390020; Hs.2041S; chromosome 21 open reading fra; pros; dag 

427427; AF077345; Hs. 177936; lectin, superfamBy member 1 (; breast diag 

427441; AA4126G5; Hs.293266; SPANX family, member C; lung, esoph; CTL<*m. 

427461; AA531527; Hs.332040; hypothetical protein MGC13010; pros; mAb 
1 D 427474; U13192: Hs.2159; aggrecan 1 (chondroifin sulfat sarc; (Cag 

427486; AA974433; Hs.362432; fibroblast growth factor 4 (he; test diag 

427510; Z47542; Hs.179312; small nuclear RNA activating q lung; CTL*s.m 

427515; T79526; Hs.179516; integral type I protein; pros; diag 

427521; AW973352;; ESTs; test diag 
2A) 427528; AU077143; Hs.1 79565; irdnk^romosorne maintenance det mela; CTL+s.m. 

427535; R29543; Hs.2164; pro-platelet basic protein (in; fibro; diag 

427546; AA405280; Hs.36793; hypothetical protein FU23188; lung; diag 

427550; BE242818; Hs,31 1609; nuclear RNA hefease, OECD van mela; CTUsm 
_ _ 427557; NMJJ02659; Hs.179657; plasminogen activator, urotoia; pane, colon, stom, ovar, cerv, blad, lung, headnk. esoph; mAb 
10 427578; AI591305;r&169084; ESTs, Highly sto 

427583; M82962; Hs. 179704; meprin A, alpha (PABA peptide ; colon; mAb 

427584; BE410293; Hs.17971 8; v-myb avian myeloblastosis vin test CTl+sm 

427585; D31 152; Hs.179729; collagen, type X, alpha 1 (Sch; breast, lung, headnk. pancstom, colon, ovar. cerv, sarc; diag 

427615; BE410107; Hs.179817; CGW2 protein. PSDR1; pros; diag 
5 U 427634; AI399745; Hs.18449; hypothetical protein MGC10820; mela, sarc; diag 

427647; W19744; Hs.180059; Homo sapiens cONA FU20653 fc; sarc; diag 

427666; AI791495; Hs.180142; calrnodulin-nke sWn protein t breast, cerv, Wad, lung, headnk, esoph; diag 

427667; AK001279; Hs.180171; Horno sapiens cONARJ10417fis; test diag 

427668; AA298760; Hs.180191; hypothetical protein FU14904; lung, test diag 
3 J 427681; AB018263; Hs.284232; tumor necrosis factor receptor; ovar; mAlnsjn. 

427698; AW972594; Hs.335499; ESTs; fibro; CTL-sm 

427701; AA411101; Hs.243886; nuclear autoantigente sperm pn lung; mAb+CTL 

427715; BE245274; Hs.180428; KIAA1181 protein; pros; diag 
. A 427719; AI393122; Hs.134726; ESTs; test blad; (flag 
40 427730; AW250549; Hs.180577; granufln; mela; diag 

427786; BE407863; Hs.256871; ESTs; esoph. blad; diag 

427809; M26380; Hs.180878; fipoprotein Dpase; ovar; mAb 

427811; M81057; Hs.180884; carboxypeptidase B1 ((issue); breast sm 

427897; NM.017413; Hs.303084; apeiin; pepfide ligand for APJ; angio, renal pros; diag 
HO 427912; AL022310; Hs. 181 097; tumor necrosis factor (Rgand); angio; mAb 

427958; AA418000; Hs.376771; potassium Intermediate/small c; pros, gSo; mAb 

427961; AW293165; Hs.143134; ESTs; lung, sarc; diag 

428001; H97428; Hs.219907; ESTs, ModeratBly similar to Tr, mela; diag 

428004; M449563; Rs.151393; glutamate-cysteine Ugase, cat lung; sm 
DU 428023; AL038843; Hs.374530; Homo sapiens cDNA: FU23602 fi; lung; diag 

428046; AW812795; Hs.337534; ESTs, Moderately similar to 13; lung, colon ; diag 

428062; AA420683; Hs.98321; hypothetical protein FU14103; angio; diag 

428087; AA100573; Hs.182421; troponin C2. fast sarc; CTUs.m. 

428141; D50402; Hs.182611; solute carrier famny 11 (prot gHo; mAb 
D J 428153; AW513143; Hs.S8357; SRY (sex determining region Y); ovar, diag 

428169; AI928984; Hs.182793; golgl phosphoproteln 2; pros; diag 

4281 82; 8E386042; Hs.293317; ESTs. Weakly similar to GGCIJt Wad, headnk. lung, ovar, sarc; CTL^m. 

428183; AW969726; Hs.98381; ESTs, Weakly sim3ar to serine; EWS; diag 
. 428206; AB020643; Hs.1 83006; K1AA0836 protein; angio; mAb 
OU 428221; U96781; Hs.183075; ATPase, Ca transporting, card!; sarc; sjtl 

^^27; AAa21649; Hs^248; small inducible cytokine subtat breast, lung, Wad, ovar, headnk, horo, colon, stom, cerv, teuk, renal, test mela, esoph. hepC; diag 

428248; Al 126772; Hs.40479; ESTs; sarc; diag 

428293; BE250944; Hs.1 83556; solute earner family 1 (neutr, pros; mAb 
^ 428305; AA446628; Hs^799; cartilage linking protein 1; sarc; diag 
OD 428329; AA426091; Hs.98453; ESTs, Moderately sfrnBar to R2; test <fiag 

428336; AA5031 15; Hs.1 83752; miciosemtooproteln, beta-; pros; (Sag 

428355; BES6452; Hs.2257; vitronectin (serum spreading f, colon; diag 

428398; AI249368; Hs.98558; ESTs; pros, breast ; diag 
nr . 428405; Y00762; Hs.2266; cholinergic receptor, nfcofint esoph, sarc; mAb 
/ U 428423; AU076517; Hs.1 84276; solute earner family 9 (sodiu; ovar, CTL«sm 

428434; AW363590; Hs.65551 ; Homo sapiens, Similar to DNA e; king, fibro; diag 

428467; AK002121 ; Hs.1 84465; hypothetical protein FU 11259; fibro; mAb 

428471; X57348; Hs.1 84510; stratifin; lung, headnk, colon, pane; diag 

428645; AA4314Q0; Hs.98729; ESTs, WeaWy similar to 201720; lung; sm 
/J 428S51; AF19S478; Ks.188401; annextn A10; Nad, stom, pane; diag 

428667; AJ 375550; Hs.346868; nucleolar protein p40; homotog; fibro, uter; diag 

428722; U76456; Hs.190787: tissue Inhibitor of metaltopro; giro; diag 

428728; NMJH6625; Hs.1 9 1381; rrypomeOcal protein; ovar, lung, BPH; CTl^m. 
af\ 428771; AB028992; Hs. 1931 43; WAA1069 protein; lung; CTl+sjn. 
5U 428784; Y12851; Hs.1 93470; purinerrjc receptor P2X, figan; giro, mela; mAb 

428800; M57627; Hs.1 9371 7; interteukin 10; fibro; diag 

428801; AW277121; Hs^54881; ESTs; pros; (flag 

428804; AK000713; Hs.193736; hypothefical protein RJ20706; mela; (flag 
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428810; AF0S8236; Hs. 193788; nitric oxide synthase 2A (indu; tung; sm 
428819; All 35623; Hs. 19391 4; WAA0575 gene product pros; CTL*sm 
428824; W23624; Hs. 173059; ESTs; pane; dlag 

428832; AA578229; Hs.324239; ESTs, Moderately similar to ZN; pane, uter. (flag 

428841; AI41843Q; Hs.104935; ESTs; renal; diag 

428848; NM.000230; Hs. 1 94236; tepOn (murine obesity homolog; sarc; diag 

428862; NM.000346; Hs.2316; SRY (sex determining region Y); pros, sarc; CTL*sm 

428927; M441837; Hs.90250; Homo sapiens hypothetical prot fibro; rnAtHdiag 

428928; 8E409838; Hs. 194657; cadhertn 1, type 1. E-cadherin; pros, breast stem, blad; mAb 

428949; AA4421 53; Hs. 104744; hypothetical protein 0KFZp434J; sarc; diag 

428957; NM.003881; Hs.194679; WNT1 inducible signaling pathw; cerv; diag 

428959; Af 100779; Hs. 194680; WNT1 Inducible signaling patfrw; sarc; (fag 

428977; AK001404; Hs.194698; eyefin B2; test CTl-*m 

428981; BE313077; Hs.93135; ESTs, Weakly similar to ALU2_K sarc; diag 

429002; AW248439; Hs.2340; junction ptakoglobin; Wad; CTL-^m. 

429010; Y18198; Hs.194725; one cut domain, family member ; pane; diag 

429038; AL023513; Hs.194766; seizure related gene 6 (mouse); lung; mAb 

429058; AF1 38863; Hs,35254; hypoMcal pr^ 

428065; AJ753247; Hs.29643; Homo sapiens cDNA FU13103 (is; rung: diag 

429083; Y09397; Hs.227817; BCU-related protein A1; meia; cfiag 

429113; D28235; Hs. 195384; prostaglaffxfin-endoperoxide sym angio, blad, stem; s.m. 

429120; AK001673; Hs.196530; hypotheflcal protein FU1081 1; test <flag 

429150; AF1 20103; Hs.197366; smoothened (Drosophila) homoto; over; mAb 

429163; AA884766; ; gfcam20a1(Xs1 Soares.NFlJLGBC; pros; (flag 

429170; NMJJ01394; Hs.2359; dial specificity phosphatase 4; breast, pancstom, lung, meia; sm 

429201; X03178; Hs.198246; group-spedfic component (vita; pane; diag 

429220; AW207206; Hs.356962; ESTs; breast, pros, BPH; <fiag 

429228; A1553633; Hs.356828; ESTs; lung, fibro. headnk, esoph; diag 

429259; AA42045O, Ks.380088; Rakopniiin; tung, headnk; diag 

42929ft AF203032; Hs.198760; neurofilament, heavy polypepti; pros; CTL-tsm 

429299; AI620463; H&347408; hypothetical protein MGC13102; pros, cerv; diag 

429329; AA456140; Ks.99235; Homo sapiens pannexin 3 (PANX3; sarc; mAb 

429345; R1 1 141; Hs.199695; hypothetical protein; blad; dag 

429359; W00482; Hs.2399; matrix metaltoprotetnase 14 (m; headnk, breast cerv, ovar. blad, tung, esoph, meia, sarc; mAb 

429413; NM.014Q58; Hs.201877; 0ESC1 protein; lung, btad; dag 

42941 5; NMJW2593; Hs.202097; procollagen Oendopeptkfase en; sarc; diag 

429423; AI01671 2; Hs.380983; Inlegrin, beta 1 (fibronectin ; angio; mAb 

429432; AI678059; Hs.202676; synaptonemal complex protein 2; breast cerv, diag 

429441; AJ224172; Hs.204096; Rpophilln B (uteroglobin (ami; breast pros, ovar; diag 

429466; M85835; Hs.12827; ESTs; gOo, uter. CTL«sm 

429469; M64590; Hs.380791; glycine dehydrogenase (decarbo; test sm 

429486; AF155827; Hs.203963; hypotheScai protein FU10339; blad, lung, headnk, test diag 

429500; X78565; Hs.2891 14; hexabrachlon (tenasdn C, cyto; lung, glio, headnk. meia, sarc; diag 

429504; X99133; Hs.204238; lipocaTm 2 (oncogene 24p3) {N; ovar, lung, blad; diag 

429505; AW820035; Hs.278679; a distntegrm and metaQoprote; colon, ieuk; mAb 

429538; BE182592; Hs.139322; small proTme-rich protein 2A; tung, esoph; diag 

429563; BE619413; Hs.2437; eukaryorjc translation Initiat lung; diag 

429586; T73510; Hs.2091S3; angtopoleiin-fike 3; hepQ CTL«sm 

429597; NM_003816; Hs.2442; a distntegrin and metalioprote; pane, colon, stom, lung; mAb 

429609; AF002246; Hs.210863; ceQ adhesion molecule with ho; ovar, meia; diag 

429612; AF062649; Hs.252587; pituitary tumor^ransfbrming 1; tung, blad, headnk; diag 

429655; U48959; Hs.21 1582; myosin, light polypeptide kina; pros; sm 

429663; M68874; Hs.21 1587; phospholfpase A2, group IVA (e; angio, rung; sm 

429664; L20433; Hs.21 1588; POU domain, class 4, transcrip; sarc; CTl+sm 

429736; AF1 25304; Hs.21 2680; tumor necrosis factor receptor, king; mAb 

429747; M87507; Hs.2490; caspase 1, apoptosis-related c; colon, stom, fibro; sm 

429764; BE245076; H&216958; WAA0194 protein; pros; mAb 

429769; NMJJ04917; Hs.21 8366; kallikrein 4 (prostase, enamel; pros; sm 

429784; M89796; Hs JO; merrtae-spanrtlng 4-domains, s; fibro; mAb 

429623; AA459443; Hs.181400; ESTs; sarc; diag 

429859; NM-007050; Hs, 225952; protein tyrosine phosphatase, ; breast mAb+s.m. 
429918; AW873986; Hs. 11 9383; ESTs; pros, g&o; diag 
429921; AA526911; Hs.82772; cdtagen, type XI, alpha 1; headnk, pane, sarc; CTL 
429983; W92620; Hs£60855; ESTs; blad; diag 

429986; AF092047; Hs.227277; she ocults homeobox (Drosopht tung; CTL-tsm 

430014; H59354; Hs.374303; acfinin, alpha 4; renat diag 

430016; NMJXM736; Hs.227656; xenotropic and potytropfe retr; ovar, mAb 

430044; AA464510; Hs. 15281 2; ESTs; breast tung, pane, headnk, ovar, stom, esoph; diag 

430056; X97548; Hs.228059; KRA&«ssocferted protein 1; test CTL«sm 

430129; BE301708; Hs.233955; hypothetical protein FU20401; angio; diag 

430130; AL13731 1; Hs.234074; Homo sapiens mRNA; cONA DKFZp7; pros; mAb 

430144; AI732722; Hs.96927; ERGL protein; ERQC-53-tflcB pr, pros; diag 

430152 AB001325; Hs.234642; aquaporin 3; blad, fibro; mAb 

430154; AW583058; Hs.234726; serine (or cysteine) proteinas; pros; diag 

430157; BE348706; Hs.278543; ESTs; blad; diag 

43016B; AW968343; Hs.145582; DKFZP43411735 protein; blad; diag 

430223; NM_002514; Hs*235935; nephroblastoma overexpressed g; meia; diag 

430226; BE245562; Hs.2551; adrerergjc, beta-2-, receptor,; pros; mAb 

430228; AW950939; Hs,6382; ESTs, Highly similar to T00391; g&x. (Sag 

430252; A1638774; Hs. 105328; testes deveiopmenkeiated NYD; test CTL+sm 

430253; AK001514; Hjl236844; hypothetical protein FU 10652; test CTL*sm 

430255; AKOO07O3; Hs.323822; Homo sapiens mRNA for WAA1551; test CTL*sm. 

430259; BE550182; Hs.375142; Ra36EF-0ke protein 3, mouse h; ovar; CTL-^m 
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430280; AA381258; Hs.237858; tnterteukin 7 receptor; mela, rung, pane, stem, esoph, headnk, fibro; mAb+s.m. 
430287; AW 182459; Hs.1 25759; ESTs, Weakly similar to LEU5Jt test (flag 
430294; Al 538226; Hs.32976; guanine nucleotide binding pro; pros; <2ag 
430337; M36707; Hs.239600; calmoduRn-lite 3; hmg; (flag 

430354; AA954810; H&239784; human homolog of DrosophEa Sc; ovar; diag ' 

430378; Z29572; Hs.2556; tumor necrosis factor receptor; lung.fibro, breast headnk. Wad, breast colon, stem; (Sag 

430393; BE185030; Hs.241305; estrogeivresponstve B box prot lung; diag 

430396; D49742; Hs.241363; hyaluronan-btoding protein 2; pane; diag 

430407; H23551; Hs^0974; ESTs; pane; diag 

430439; AL133561; Hs.380155; DKFZP434B061 protein; lung, test olag 

430451; AA836472; Hs.297939; cathepsin B; ovar, lung, headnk, pane, stom; diag 

430454; AW469011; Hs.105635; ESTs; lung; diag 

430476; AA447465; Hs^563; tachykinin, precursor 1 (subst sarc, diag 

430487; D87742; Hs.241552; K1AA0268 protein; pros; (flag 

430491; AL109791 ; Hs24 1 559; Homo sapiens mRNA full length ; ovar, diag 

430498; X029 10; HsJM1 570; tumor necrosis factor (TNF sup; leuk; diag 

430508; AI015435; Hs.104637; ESTs; lung; mAb*s.m. 

430521; M/L016383; Hs.242183; HOM-TES^5 tumor anQgen; test CTL+sm 

430540; AW245422; Hs.106357; Homo sapiens cDNA: FU22105 ft mela; mAb 

430563; AA481269; Hs.348628; ATP-binding cassette, sub-femi; lung; diag 

430594; AK0O079O; Hs.246885; hypothetical protein FU20783; mela; diag 

430634; A1860651; Hs.26685; cafcyphesine; ovar, diag 

430637; BE1 60081; Hs.256290; S100calclum4)lnding protein A; mela; diag 

430647; AC003682; Hs.1 27988; ESTs, Weakly similar to Z21 IJt test diag 

430676; AF084866; Hs.372585; flb:Homo sapiens envelope prate; test diag 

430677; Z26317; Hs.359784; desmoglein Z lung, colon; mAb 

430678; AI458174; Hs.192855; ESTs; lung; diag 

4306B6; NM.001942; Hs.2633; desmoglein 1; lung, headnk, mela; mAb 

430691; C14187; Hs.1 57208; aristaless-related homeobox pn EWS. ovar, pane; diag 

430704; AW813091; Hs.335799; ESTs; stom; diag 

430770; AA765694; Hs.123296; ESTs; mela; diag 

430832; AI07391 3; Hs.1 00686; ESTs, Weakly similar to JE0350; breast colon, ovar, titer, lung, stom, fibro; diag 

430838; N46664; Hs.1 69395; hypothetical protein RJ12015; mela; CTL+s.m. 

430890; X54232; Hs.2699; gtyptcan 1; gtio, lung, cerv, btad, esoph; mAb 

430985; AA490232; Hs.27323; ESTs, Weakly similar to 178885; lung; mAb 

431009; BE149762; Hs.48956; gap junction protein, beta 6 fc lung, Wad, headnk, esoph; mAb 

431053; S40369; Hs.2491 4 1; Glutamate receptor subunH; gtio; mAb 

431070; AW408164; Hs.249184; transcripfon factor 19 (SC1); b!ad; oiag 

431089; BE041395; Hs.374629; ESTs, Weakly similar to unknot Wad, lung, pros, angio, fibro; diag 

431099; Y13367; Hs.249235; phosphdnositide-3-kin3se. da; pros; CTL+s.m. 

431 103; M57399; Hs.44; plelotrophin (heparin binding ; sarc mela; diag 

431 124; AF284221; Hs.59506: doubtesex and mai>3 related tr; lung; CTL«s.m. 

431151; BE207083; Hs.356053; gb:ba10d10.y1 NlH_MGC_7 Homo s; pros; mAb 

431164; AA493650; Hs.94367; thyroid transcription factor 1; fibro; CTL+s.m. 

431 183; MM_006855; Hs.250696; KOEL (Lys-Asp-Gtu-Lau) endopla; mela, pros, pane, colon, stom; mAb 

431211; M86849; Hs.323733; gap junction protein, beta 2, ; colon, blad. rung, pane, headnk, esoph; mAb 

431217; NM.013427; Hs.250830; Rho GTPase activating protein ; pros; CTUs.m. 

431221; AA449015; Hs.286145; SRB7 (suppressor of RNA polyme; lung; CTUsm 

431222; X56777; Hs.273790: zona pdluctda glycoprotein 3A; pros; diag 

431250; BE264649; Ks.251377; taxol resistance associated ge; esoph; diag 

431322; AW970S22; Ks.376626; gb:EST382704 MAGE resequences,; blad, ovar, uten diag 

431347; A1133461; Hs.251664; insufin-fike growfo factor 2 fc blad; mAtnolag 

431354; BE046956; Hs.251673; DNA (cytoslne-5-)-methyitransf; test CTL*s.m, 

431360; NM.000427; Hs.251680; tonerin; mela, sarc; diag 

431362; A1874223; Hs.293560; ESTs; angio; diag 

431369; BE184455; Hs.251754; secretory leukocyte protease fc ovar, btad; diag 

431384; BE158000; Hs.334372; gb:MR2-HTO377-15O20O-202-e03 H; lung; diag 

431385; BE 178536; Hs.1 1090; membrane-spanning 4-dornains, s, pane; diag 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gat ovar, pros, blad; mAb 

431448; AL137517; Hs^06201; hypothetical protein 0KFZp554O; blad; mAb 

431457; NM_012211; Hs.256297; integral, alpha 11; headnk; mAb 

431474; AL133990; Hs.190542; CEGP1 protein; breast pros, btad; diag 

431494; AA991355; Hs.298312; hypothetical protein DKFZp434A; lung; diag 

431 51 2; BE270734; Hs.2795; lactate dehydrogenase A; pane; sjl 

431548; AI834273; Hs.9711; novel protein: hmg. angio, pros; diag 

431553; X78075; Hs.2799; cartilage linking protein 1; sarc; diag 

431579; AW971082; Hs.222886; ESTs, WeaMy similar to TRHYJt pros; diag 

431616; AA508552; Hs.222874; ESTs, Weakly similar to I38Q22; pros, pane, coton ; mAb 

431674; AA098901; Hs.301642; G-proteln coupled receptor; ovar; mAb+s.m. 

431723; AW058350; Hs^78966; Homo sapiens mRNA; cDNA DKFZpS; fibro; dag 

431728; KM.007351; Hs.268107; mulfimerin; angio; diag 

431608; M30703; Hs.270833; amphiregufm (schwannoma^env; breast headnk, pane, coton; dag 
431836; AF178532; Hs.27141 1 ; beta-site APP-cleaving enzyme ; mete; mAb 
431870; AW449902; Hs.105500; ESTs; rend; diag 

431690; X17033; Hs771986; integrin. alpha 2 (C049B, aiph; blad. headnk, lung, pane, cerv, stom; mAb 

431938; AA938471; Hs.54431 ; specific granule protein (28 k; pane; diag 

431939; AW008061; Hs. 23 1994; ESTs; renal, coton; diag 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis; cerv, gBo; diag 

431989; AW972870; Hs.291069; ESTs; ovar. (Bag 

431992; NM.002742; Hs.2891; protein kinase C, mu; pros, gib; sm 

432004; BE018302; Hs.2894; placental growth factor, vasor. renat diag 

432)15; AL157504; Hs.1 591 15; Homo sapiens mRNA; cDNA DKFZp5; btad; (Sag 

432023; AW273128; Hs.300268; EST; lung; diag 
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432097; X51 730; Hs.2905; progesterone receptor; triad; rnAr>sm 
432117; AL035195; Hsl2909; protamine 1; test CTL+sm 
432128; AA127221; Hs.66; ESTs; angio; dog 

432141; BE4109S4; Hs.272735; nuclear receptor binding prole; test; mAb+s.m. 
J 432189;AA527941; ;gfcnh30cO4.s1 NCI CGAP Pr3 Hom; pros; diag 
432199; AIS9381 5; Hs.1 27179; cryptic gene; pane; diag 

432210; A1567421; Hs.273330; Homo sapiens, done 1MAG&3544; ovar, lung, Wad; diag 

432222; A1204995; ; gb:an03c03j(1 Stralagene schiz; angio. Wad, fibre; diag 

432231;AA339977;Hs,274127;Cl5T11240prote^ttnj;diag 
1 0 432239; X81 334; Hs.2936; matrix rneteDoprotelnase 13 (c; blad, tung, headnk, esoph, sarc; s.m. 

432240; AI694767; Hs.129179; Homo sapiens cONA FU 13581 6s; pros; diag 

432305; M62402; Hs.274313; insufin-like growth factor bin; cerv; diag 

432374; W68815; Hs.301885; Homo sapiens cONA FU11346 fis; cerv, lung, fibro, pros; diag 

432407; AA221036; ; gbzr03f12x1 Slratagene NT2 n; lung, testcoJon; diag 
1 5 432415; T16971; ; ESTs, Weakly slmiar to A43932; ovar, pros; diag 

432432; AA541323; Hs.115831; ESTs; uter, pros; diag 

432435; BE218886; Hs.282070; ESTs; pros, uter, colon, stom. fibro; diag 

432441; AW292425; Hs.163484; intron of hepatocyte nuclear t Wad, fibro. pros; diag 

432473; AI202703; Hs. 152414; ESTs; pros; diag 
20 432481; AW451645; Hs.151504; intron of coBagen. type ML a; sarc; <fiag 

432512; NMJKJ3284; Hs.3017; transffion protein 1 (during h; test CTL-»*m 

432519; AI221311; Hs. 130704; ESTs, Weakly simaar to BCHUIA; fibro. ovar, uter; CTl+sm 

432527; AW975028; Hs.102754; ESTs; pros, uter, ovar, cerv ; diag 
_ _ 432542; AW083920; Hs. 16098; claudin 2; colon, pane; diag 
25 432583; AW023624; Hs.162282; potassium channel TASK-4; pcta; lung; mAb 

432615; AA557191 ; Hs.55028; ESTs, Weakly similar to 154374; pros; diag 

432621; AI298501; Hs.21192; ESTs, Weakly similar to T46428; pros; mAb 

432629; AW860548; Hs.280658; ESTs; ovar; diag 
_ _ 432653; N62096; Hs.293185; ESTs, Weakly similar to JC7328; pros, lung ; mAb*sm 
30 432666; AW204069; Hs.351118; ESTs, Weakly similar to unname; test; diag 

432706; NM_013230; Hs.286124; CD24 antigen (smafl cell lung ; colon, ovar, pros; mAb+CTL 

432730; AI066520; Hs.131358; ESTs; test; diag 

432731; R31 178; Hs.287820; fibronectin 1; pane, fibro; oTag 
_ _ 432788; AA521091; Hs.178499; Homo sapiens cDNA: FU23117 6; lung, ovar; CTL«sm 
35 432800; BE391046; Hs.278962; AJW-1 protein; meia, pros; mAb 

432842; AW674093; Hs. 334822; hypothetical protein MGC4485; Uad, lung, headnk; CTVs.m.' 

432850; X87723; Hs.3110; angiotensin receptor 2 (AT2); leio; mAb 

432655; AF017988; Hs.279565; secreted fiizz!ed-re!ated prot; pane; diag 
. 432857; AW016936; Hs^33364; ESTs; stom, coton; diag 
40 432878; BE386490; HsJ79663; Pirin; meia; CTUsm 

432887; A1926047; Hs.162859; AK056805: Homo sapiens cDMA FL; pros; diag 

432938; T27013; Hs.3132; steroidogenic acute regulatory; ovar; diag 

43366; AA650114; Hs.325198; ESTs; pros; diag 
A _ 433012; NM.004045; Hs^79910; ATX1 (antioxidant protein 1. y. meia; diag 
45 433013; A1697890; Hs.127337; axin 2 (conducfin, axil); colon; CTl*sm 

433043; W57554; Hs.1 2501 9; lymphoid nuclear protein (LAF-; pros, breast; diag 

43306B; NMJM6456; Hs.288215; siaryltransferase; breast, ovar, meia; s.m. 

433078; AW015188; Hs.1 21 575; Homo sapiens cDNA FU12231 fis; blad; diag 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, ; btad. lung, headnk. cerv; mAb 
50 433147; AF091434; Hs.43080; platelet derived growth factor; ovar, pane, fibro; diag 

433159; AB035898; Hs. 150587; kinesMce protein 2; ovar, uter, coton, blad; diag 

433170; AB03781 6; Hs.8982; K1AA1335; angio; diag 

433183; AF231338; Ks.222024; transcription factor BMAL2; lung; (flag 
- _ 433228; F28212; Hs.1 4953; K1AA1491 protein; test; CTUsm 
55 433258;AI806626; Hs.207300, ESTs, WeaWy similar to ALUB.H; lung; dag 

433285; AW975944; Hs.237396; ESTs; breast pros ; diag 

433293; AF007835; Hs.32417; hypothetical protein MGC2742; fibro. pros, stom. pane; CTL*sm 

433323; AA805132; Hs.159142; ESTs; pros; diag 

433334; AJ927208; Hs.231 958; matrix metaJtoproteinase 28; pane; s.m 
60 433336; AF0 17986; Hs.31386; secreted fiizzled-retated prot; ovar, fibro, headnk, lung, pane, Wad; diag 

433364; AJ075407; Hs.296083; ESTs. Moderately stmilar to 15; meia; diag 

433365; AF026944; Hs.293797; ESTs; Wad; (Sag 

433376; AI249361; Hs.74122; caspase 4, apoptosis-related c; angio; sm 

433388; AW32672; Hs^88539; hypotheScal protein FU22191; ovan CTL-»sm 
65 433404; T32982; Hs.352670; Homo sapiens cDNA FU32C64 fis; pros; (flag 

433437; U20536; Hs-3280; caspase 6. apoptosis-related c; fibro, breast, cerv. tung, btad, pane, gtto, colon; sm 

433444; AW975324; Hs.129816; ESTs; pros; (flag 

433466; AA508353; Ha.105314; relaxin 1 (H1); pros; diag 

433485; AI493Q76; Hs.308098; atdoteto reductase family 1, ; rung; sm 
70 433495; AW373784; Hs.71 ; dpha-2-grVcorMotein 1, zinc; breast, pros; diag 

433576; BE080715; Ks.161091; ESTs; meia; (flag 

433662; W07162; Hs.1 50826; RAB25 RAB25, member RAS oncoge; colon; olag 

433671; AW138797; Hs.1 32906; 19A24 protein; fibro; mAb 

433701; AW445023; Hs.15155; ESTs; test diag 
75 433724; AJ8Z7749; Hs.144924; serine/threonine protein kinas; test CTL«sm 

433764; AW753676; Hs.39982; zinc finger profeh RiNZF (NMj pros, ovar; dag 

433800; A1034361; Hs.135150; tung type-l ceil rnembrane-asso;a>,lui^ test mAb 

433914; AF108138; Hs.1 12160; Homo sapiens DNA hefcase homo; test sm 
_ rt 43401 1; AW953437; Hs.5486; clone FLB5214; pros; (Sag 
80 434105; AW952124; Hs.13094; presenilis associated rhombot lung; (Sag 

434217; AW014795; H<l23349; ESTs; angio; (flag 

434262; AF121858; Hs.1 2169; sorting nextn 8; meia; CTL-*m 

434274; AA628539; Hs.57783; ESTs. Moderately similar to AL; test dag 
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434334; AA912476; Hs. 116750; Homo sapiens cONA FU13221 fc; test disg 

434340; AI193043; Hs.353146; ESTs, Weakly sinter to T 17226; lung; diag 

434360; AW015415; Hs.127780; ESTs; bmg; diag 

434370; AF 130988; Hs.58346; ectodysplasin 1, anhidroGc re; colon, stom; diag 
3 434377; AW137148; Hs.306593; intron of periosCn (OSF-2os); headnk; diag 

434398; AA121098; Hs.3838; serum-indudble kinase (SNK); angio. breast CTL-^ra 

43441 1; AAB32649; Hi201372; ESTs; stom, teuk; diag 

434414; AI798376; ; gb.tr34b07.x1 NO CGAP Ov23 Ho; lung, test, colon; diag 

434423; NMJJ06769; Ks.3844; UM domain only 4; pane; diag 
1 U 434449; AW953484; Hs.3849; hypothetical protein FU22041 ; sarc; diag 

434487; AF143867; Hs.337588; ESTs, Moderately similar to S6; blad; mAb+s.m. 

434596; T59538; ; gbcyb55g12^1 Stratagene ovary; angjo; sm 

434608; AA805443; Hs.179909; hypothetical protein FU22995; test CTL+s.m. 

434609; R76593; ; gb:yi60c1 l.rl Soares placenta ; pros; diag 
1 J 434636; AA083764; Hs.349208; hypothetical protein MGC3178; angio; diag 

434649; AA738254; Hs.165390; ESTs, Highly similar to A40350; test diag 

434665; AA642125; Hs.74502; gb:nr60c01.s1 NCI_CGAP_Lym3 Ho; pane; diag 

434666; AF1 51 1 03; Hs. 1 1 2259; T cell receptor gamma locus; pros; mAb«s.ra 
0 A 434699; AA643687; Hs.149425; Homo sapiens cONA FU11980 lis; pane; diag 
ZV 434826; AF155661; Hs.22265; pyruvate dehydrogenase phospha; mela; sm 

434846; AW295389; Hs.119768; ESTs; angio; diag 

434876; AF160477; Hs.61460; Ig superfamiry receptor LNIR; lung, Wad; mAb 

434927; H4661 2; Hs.293815; Homo sapiens HSPC285 mRNA, par; angio; diag 

434973; AW449285; Hs.313636; EST; pros; diag 
ZD 435045; BE297155; Hs.143698; ESTs; test diag 

435047; AA454985; Hs.54973; cadherin-fike protein VR20; pros; mAb 

435066; BE26175Q; Hs.4747; dyskeratosis congenita 1, dysk; colon; CTL*s.m. 

435080; A1831760; Hs.1551 1 1; hypothetica! protein FU14428; renal; mAb 

435094; AJ560129; Hs.2B90Q8; EST; ovar. cerv; diag 
3U 435099; AC004770; Hs.4756; flap structuie^peeific endonu; blad, test mela; CTt^s-m. 

435140; AA668123; Hs.134170; ESTs; fibro; diag 

435159; AA668879; Hs.116649; ESTs; lung; diag 

435206; AI432364; Hs.160594; ESTs; test diag 

435243; AW292886; Hs.348932; hypotheOcal protein dJ434014.; cerv, headnk; diag 
35 435292; N20514; Hs.172965; ESTs; mela; diag 

435299; AI7454S8; Hs.343026; ESTs. Weakly similar to T20593; fibro; diag 

435479; AF197137; Hs.155101; ATP synthase. H transporting, ; pros; s.m 

43549S; AW840171; Ks.265398; PAR-6 beta; breast pane, ovar; (flag 
A n 435563; AF210317; Hs.95497; solute carrier family 2 (fecit blad; mAb+s.m. 
4U 435575; AF213457; Hs.44234; triggering receptor expressed ; fibro; mAlnsjn. 

435602; AF217515; Hs. 283532; uneharacteifeed bone marrow pr; test diag 

43561 5; Y15065; Hs.4975; potassium voltage-gated channa; gib; mAb 

435652; N32388; Hs.334370; uncraracterized hypothalamus p; pane; diag 
. 435793; AB037734; Hs.4993; WAA1313 protein; ovar, lung, uter, diag 
45 435849; BE305242; Hs.16098; daudin 2; colon, pane; diag 

435876; AW612586; Hs.160271; G protein-ccupled receptor 48; pros; mAb 

435897; AF269223; Hs.128322; t-complex 11 (a murine top horn; test diag 

435904; AF261655; Hs.6910; 1,2^pha^Tlannosldase IC; blad; sjiu 

435918; AF263538; Hs.86232; growth differential factor ; test (flag 
DV 435974; U29590; Hs.37744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb*sm 

436032; AA1 50797; Hs.109276; latexin protein; pane, angio; diag 

436063; AK000028; Hs.356100; ribosornal protein S24; pros; diag 

436120; AI248193; Hs. 119860; ESTs; fibro; dag 
_ - 436199; R38946; Hs.127951; hypothetical protein FU14503; renal; diag 
55 436246; AW450953; Hs.119991; ESTs; blad; diag 

436251; BE515065; Hs.296585; nucleolar protein (KKE/D repea; colon, test blad; CTL*sm 

436278; BE396290; Hs.5097; synaptogyrin 2; pros; mAb 

436291; 8E568452; Hs.344037; protein regulator of cytokines; lung, Wad, headnk; diag 
, A 436293; AI6011B8; Hs.306201; ESTs; blad; diag 
OU 436302; AL355841; Hs.99330; hypothetical protein FU23588; lung; diag 

436315; BE390513; Hs^7935; rr/pomefcat protein MGC4837; meta; dag 

436396; AI683487; Hs.152213; wingless-type MMTV Integration; lung, headnk, pros, pane; diag 

436420; AA443966; Hs.31595; ESTs; angto; mAb 
r c 436476; AA326108; Hs.33829; bHLH protein 0EC2; pane; diag 
05 436511; AA721252; Hs^91502; ESTs; tung; diag 

436553; AW407157; Hs.181 125; immunogtobulin lambda locus; lung; diag 

436569; BE439539; Ks^01961; glutathione S*ansferase M2 (; blad; s.m 

436614; AW104388; Hs. 149091; ESTs; mela; CTUs.m, 
7n 436700; AI693690; Hs.301406; hypothetical protein PP3501; mela; mAb 

?^^°o 7 i^ 1316; transmembrane 4 superferaly me; pane, colon, stom, ovar. lung, biad; mAb 

436772; AW975688; Hs.348918; rretaiWhloneln 1E (funcScnaJ; angto; diag 

436775; AA73111 1; Hs.372225; ESTs; uter, ovar; diag 

436839; AA767346; H072277; ESTs; lung; diag 

436856; AI469355; Hs. 127310; ESTs; mela; diag 
/5 436954; AA740151; Hs.130425; ESTs; fibre, uter. ovar; diag 

436972; AA284679; Hs.25640; daudin 3; ovar, lung, pros; mAb 

437052; AAB61697; Hs.120591; ESTs; pros; diag 

437099; N77793; Hs.48659; ESTs, Highly similar to S14458; test diag 
on 4371 00; A1761073; Hs. 14535; Homo sapiens cDNA: RJ22314 fi; pane, renat diag 
<SU 4371 1 9; A1379921; Hs. 177043; XP.171387 simflar to rhotekin; fibro; diag 

437145; AF00721 6; Hs.5462; solute carrier family 4, sodiu; pane, pros, stom; mAb 

437156; AI916600;rtU 21 194; Hcnxsaptensc^ cdorccSao 

437181; AI306615; Hs.1 25343; ESTs, Weakly similar to WAA07; btad; mAb*sja 
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437204; All 10216; Hs.355961 ; ESTs, Weakly similar to 155214; lung; CTUs.m. 

43721 2; AI765021; Hs.210775; ESTs; rend, uter, war. (teg 

437224; AL1 17628; Hs.97808; ESTs; test diag 
- 437259; AI377755; Hs.120695; ESTs; tung/, diag 
5 437267; AW511443; Hs.258110; ESTs; BPH; diag 

437269; AA334384; Hs.149420; ESTs; angio; diag 

437330; AL353944; Hs.50115; Homo sapiens mRNA; cDNA DKFZp7; sarc; diag 

437381; NMJM3684; Hs.5591; MAP Hnase-lnteracfing serine* gTto; CTL«sm 

437390; All 25859; Hs.112607; ESTs; lung; diag 
I U 437412; BEC69288; Hs.34744; Homo sapiens mRNA; cONA OKFZpS; lung; diag 

437435; AA249439; Hs.27027; hypotheOca! protein DKFZp752H; tung; diag 

437437; AA226869; Hs.351623; hypothetical protein DKFZp762L; test CTL^.m. 

43747ft AL3901 72; Hs.317432; branched chain aminotransferas; angio; sm 
- - 437553; AI829935; Hs.130497; ESTs. Weakly srmflar to MATBJi; blad; mAb 
15 437571; AA760894; Hs.125350; ESTs; pros; diag 

437623; D63880; Hs.5719; chromosome condensaSofneiate; lest; diag 

437740; AA81Q265; Hs.122915; ESTs; met* diag 

437802; AI475995; Hs.122910; ESTs; pane; diag 
. 437862; AW978107; Hs.5884; Homo sapiens mRNA; cDNA DKF2p5; mela; CTL+s.m. 
20 437908; AI082424; Hs.351043; ESTs; test diag 

437915; AI637993; Hs. 2023 12; Homo sapiens clone N1 1 NTera2D; lung, headnk. ovar, blad, uter, diag 

437931; A1249468; Hs.124434; ESTs; Mad; diag 

437935; AW939591; Hs.5940; mucin 13, epithelial transmemb; colon, stom, uter, pane; mAb*s.m. 

437938; AI950087; Hs.369628; gbwq05c02jc1 Na_CGAP_KW12 H; renal, ovar, uter, cerv. blad; diag 
ZD 437939; AW29860O; Hs.64313; ESTs, Weakly similar to S59501; angio; mAb*s.m. 

437960; AI669586; Hs.369312; ESTs; uter, ovar, diag 

438167; R28363; Hs.24286; chemokine binding protein 2 (C; ovar, breast, uter, mAb 

438199; AW016531; Hs.122147; hypothetical protein FU13189 ; breast diag 

438209; AU20659; Hs.61 1 1; aryl-hydrocarbon receptor nucfc mela; mAtHsm 
3U 438233; W52448; Hs^6147; ESTs; pros, cerv ; diag 

438274; AI918906; Hs.55080; ESTs; headnk; diag 

438403; AA806607; Hs.292206; ESTs; lung; mAb 

438438; AA257992; Hs.50651; Janus kinase 1 (a protein tyro; EWS; s.m. 

438450; AI050866; Hs.65853; nodal, mouse, homotog; test flag 
35 438456; AA913381; Hs.279763; ESTs; test; diag 

438552; AJ245820; Hs.6314; type I transmembrane receptor ; pros, ovar; dag 

438670; AI275803; Hs.123428; ESTs; faro; CTL*sm 

438702; AI879064; Hs.7164; ESTs; lung; diag 

438707; UD8239; Hs.5326; amino acid system N transporte; ovar, mAb 
4U 438746; AI885815; Hs.184727; Human meranom^associated anfi; cane, blad, mela. ovar, mAb+CTL 

438817; Al 023799; Hs, 163242; ESTs; ovar, uter, Wad, renal; diag 

438859; AI559626; Hs.93522; Homo sapiens mRNA tor K1AA1 647; renal; diag 

438866; U44385; Hs.6441; tissue inhibitor of metatopro; mela; diag 

438873; AI302471; Hs.124292; Homo sapiens cDNA: FU23123 fi; fibro; diag 
45 438898; AI819883; Hs.106243; ESTs; lung; dbg 

438915; AA280174; Hs.355711; Wtlliams-Beuren syndrome chrom; tung, test mela; diag 

438929; AW195515; Hs.253177; ESTs; renal; diag 

438956; W00847; Hs.135056; Human DNA sequence from done ; lung; diag 
A 438966; AW979074; ; gb:EST391184 MAGE resequences,; renat dag 
J U 438983; AF0B5884; Hs^0029; proacrosin binding protein sp3; test Clt^sjn. 

438993; AAB28995; ; gb:od77b0as1 NC3 _CGAP_Ov2 Horn; ovar, mAlnem 

439053; BE244588; Hs.6456; chaperontn containing TCP1.su; test diag 

439092; AA830149; ; gb:oc44fDas1 NCLCGAPJ3C81 Ho; pros; diag 

4391 76; AI446444; Hs, 1 90394; ESTs, Weakly similar to B28096; pros; diag 
J J 439180; AI393742; Hs. 199067; v-ero-b2 avian erythroblasfic ; breast ovar, uter, pros, Wad, pane, colon, fibre, mela; mAb 

439221; AA7371 06; Hs.32250; ESTs. Moderately stmflar to 17; EWS; s.m, 

439237; AW408158; Hs318893; ESTs, Weakly sinter to A47582; mela, fibre; diag 

439239; AI031540; Hs.235331; ESTs; Wad; diag 
^ 439285; AL133916; Hs.47860; hypothetical protein FU20093; lung, breast diag 
60 439310; AFQ86120; Hs.102793; ESTs; mela; (flag 

439318; AW837046; Hs.6527; G protebvecupted receptor 56; colon, breast ovar, uter, cerv, pros, lung, headnk, blad, mela; mAb+sjn. 

439335; AA742697; Hs.62492; NA^052863:Homo sapiens secreto; fibro, uter, diag 

439366; AF1 001 43; Hs.6540; fibroblast growth factor 13; pros; CTL«sm 

439382; BE247684; Hs.103070; ESTs; angio; diag 
05 439394; AA149250; Hsi6105; ESTs; lung; diag 

439410; AA632012; Hs.188746; ESTs; angio; diag 

439453; BE264974; Hs.6566; thyroid hormone receptor inter, lung, esoph, ovar, mAb+s.m. 
439496; BE616501: Hs. 32343; Homo sapiens, SimBar to RIKEN; mela, esoph; diag 
n 439659; AW970780; Hs.59483; teucinewich repeatcontaining; ovar, stom, mela. coton; mAb 
/ U 439668; AI091277; Hs.302634; frizzled (Drosophaa) homotog ; ovar. uter, mAb 

439670; AF088076; Hs.59507; ESTs. Weakly similar to AC0048; lung, headnk, cerv; diag 
439702; AW085525; Hs.55964; ESTs; meta; (flag 

439706; AW872527; Hs. 59761 ; ESTs, Weakly similar to DAP1 H; ovar, lung, headnk; diag 
439735; A1535386; Hs. 142846; hypothetical protein; pros; diag 
/J 439737; AI751438; Hs.41271; Homo sapiens mRNA &fl length ; pane; diag 

439750; AL359053; Hs57664; Homo sapiens mRNA ful length ; pane, fibro, breast (Gag 
439755; AW748482; Hs.77873; B7 homotog 3; sac; mAb 

439759; AL359055; Hs.67709; Homo sapiens mRNA ftj length ; cdon, stom, pane, leuk,(ung; diag 
Qf\ 439778; AL109729; Hs39364; putative transmembrane protein; pros; mAb+sm 
oU 439780; AL1 09688; ; gtxHcmo sapiens mRNA fufl teng; Wad, esoph; diag 

439820; AL360204; Hs^83853; Homo sapiens mRNAfua length ; ovar, uter, cerv, breast pros ; diag 

439864; Al 720078; Hs.291997; ESTs. Weakly simDar to A47582; test diag 

439867; AA847510; Hs.161292: ESTs; pane; diag 
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439920; H0543Q; Hs. 288433; neurotrirrin; pane; mArWlag 

439926; AW014875; Hs.137007; ESTs; Wad, esoph, lung, cerv; diag 

439983; AW247529; Hs.6793; platetetefivafing factor ace; breast, lung, Wad; sjti 

440042; A1073387; Hs.133898; ESTs; ovar; CTLnun. 

44008S; NMJM5402; Hs.6906; v-rai simian leukemia viral on; angio; diag 

440099; AL080058; Hs.6909; DKFZP584G202 protein; pane; diag 

4401 19; AA8SS455; Hs.125331; ESTs, Moderately similar to un; test; diag 

440138; AB033023; Hs.318127; hypothefical protein FU10201; lung; CTb*jn. 
, n 440151;AA868167;;gb:ak38e07.s1 SoaresJesfisJM; sarc; diag 
1U 440207; A137197B; Hs. 1 28326; ESTs; test; diag 

440209; H05049; Hs.247837; neurexfn 3; fibro; diag 

440210; AW674562; Hs.122128; ESTs; gfio; diag 

440225; BE295782; Hs.159; tumor necrosis factor receptor; gib; mAb 

440238; AW451970; Hs.155644; paired box gene 2; ovar; diag 
15 440260; AI972867;Hs.7130;copine IV; pros; diag 

440273; A18Q5392; Hs.325335; Homo sapiens cDNA: FU23523 fi; lung, fibro; diag 

440274; R24595; Hs.7122; scrapie responsive protein 1; sarc; (flag 

44031 1; AJ733079; Hs.125407; ESTs, Moderately similar to AL; renal; diag 
0 n 440325; NM.003812; Hs.7164; a (fistntegrin and metaSoprote; turn; mAb 
ZU 440333; AI378424; Hs.288761; hypothefical protein FU21749; pros; CTl*s.m. 

440449; AA885430; Hs.201925; Homo sapiens cONA FU13446 fis; breast diag 

440452; AI92513S; Hs.55150; ESTs, Weakly simHar to CAYP H; fibro; diag 

440457; BE387593: Hs.21321; Homo sapiens clone FLB9213~PRO; mela; diag 

440484; BE328156; Hs. 150356; ESTs; pane; diag 
ZD 440529; AW207640; Hs.16478; Homo sapiens cONA: RJ21718 fi; pros; diag 

440659; AF134160; Hs.7327; daudin 1; lung; mAb 

440704; M69241; Hs.162; insulin-Ske growth factor bin; lung, gfio, ovar; diag 

440773; AA352702; Hs.37747; Homo sapiens. Similar to RIKEN; test diag 

440801; AA906366; Hs.370038; ESTs; pros; diag 

440819; AIB09444; Hs.202108; ESTs; pros; diag 

440901; AA909358; Hs.128612; ESTs; ovar, pros; diag 

440943; AW0B2298; Hs. 146161; hypothetical protein MGC2408; rung; diag 

440983; M20681; Hs.7594; solute carrier family 2 (facfl; test mAb 
- . 441020; W79283; HsJ5962; ESTs; lung, pane; diag 

J O 441031; A11 10684; Hs.7645; fibrinogen, B beta polypeptide; rung, pane, colon; CTl-*jn 

441085; AW136551; Hs.181245; Homo sapiens cONA FU12532 fis; pane, ovar, stom. uter, lung; diag 

441134; W29092; Hs.34€950; cellular retinric actd4>lndlng; sarc; dtag^ 

441247; AW1 18681; Hs.128051; Homo sapiens thymic stromal ly; pros- diag 

441321; H17182;r^7771;&^lassodated protein; test diag 

441345; AW068579; Hs.7780; Homo sapiens mRNA; cONA DKFZpS; prosi'diag 

441350; AB020590; Hs.7782; paraneoplastic antigen MA2; pane; mAb+CTl 

441377; BE218239; Hs.202656; ESTs; uter. endo, lung; diag 

441384; AA447849; Hs.288660; refinofc arid Induced 3; ovar; mAb+s.m 
A 441392;AW451831; Hs.222119; ESTs, Weakly similar to S30433; rena!;diafl 
45 441457;AW996651;Hs.43838;ESTs;anglo;(feg 

441495; AW294603; Hs.127039; ESTs; Wad; diao 

441525; AW241867; Hs.127728; ESTs; lung; diag 

441553; AA281219; Hs.121296; ESTs; lung, test, ovar. CTUs.m 

50 ^SS^^^^^'^^ he ^^^ ,fia9 

441801; AW242799; Hs.86366; ESTs; Wad; diag 
441835; AB036432; Hs.184; advanced grycosytation end pro; fibro* mAb 

£23 ^l^ : i ,s ' 380444: WerjeuHl>4 Educed gene-1 p ovar, mela, fibro; mAb 
441878; AI801869; Hs. 127982; ESTs; test diag 

442006; AW975183; Hs.372210; ESTs, WeaWy similar to S72482; fibro, angio; CTb*.m. 
442082; R41823; Hs.7413; cafevntentn-2; breast pros, ovar; diag 
4421 04; L20971; Hs.188; phosphodiesterase 4B, cAMP-spe anglo; CTL-»sjn 
442108; AW452649; Hs.343259; ESTs; lung; diag 
. A 442242; AV647908; Hs.90424; Homo sapiens cDNA; FU23285 ft BPH; diag 
OO 442323; AW016669; Hs.29190; ESTs; breast; diag 
442333; A1650877; Hs.129302; ESTs; test diag 

^2432; BE093589; Hs.38178; hypomefical protein FU23468; Wad, tung, pane, esoph, mela; CTl^m. 

442438; AA995998; Hs*370007; gb.tJs2a03.s1 NCLCGAP_Kid5 Ho; uter, ovar, renal; dag 
_ 442441; AI820662; Hs. 129598; ESTs; breast; diag 
OD 442503; AF147078; Hs.375031; pSJ-respcnsive gene 5; mela; diag 

442506; BE566411; Hs.41726; ESTs; angio; diag 

442573; H93366; Hs.7567; branched chain amfnotransferas; war, pane, angio, test s.m 

442577; AA292998; Hs.163900; ESTs; Wad, pane, colon, stem, ovar; (fiarj 
„ 442580; A1733682; Hs. 130239; ESTs; breast ; diag 
/U 442609; AL020^Hs^18;seleTOpWeinN;rr^ 

442613; Al 004002; Hs.130522; KvchanneHnteracfing protein; gSo; diag 

442622; NMJJ00435; Hs.8546; Notch (DrosophilaJ homctog 3; ovar; mAb 

*J*™i ff 15 Jl22 Hs * 8645; h yP° th8fcal P^ein; angio, mela, sarc; diag 
7<r ^007274; Hs^79;cytcsoIk:a^ 

/ O 442757; AI739528; Hs.28345; ESTs; mela; diag 

442818; AKD01741; Hs.8739; riypothefical protein FU 10879; breast diag 

44321; 8E391929; Hs.8752; transmembrane protein 4; ovar, diag 

442832; AW206560; Hs^53569; ESTs; pros, fibro; diag 
OA 442896; R37725; Hs.283093; ESTs; pane; dag 
OU 442994; A1026718; Hs. 16954; ESTs; Wad, fibro; diag 

443054; AJ 745 185; Hs.84520; yes^ssocfated protein 65 kDa; blad; diag 

443162; T49951; Hs.9029; DKF2P434G032 protein; Wad. King; CTlSi 

443171; BE281128; Hs.9030;TONOU; Wad, ovar; (Sag 
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443184; AI638728; Hs.135159; ESTs; sarc; diag 
44321 1; AI128388; Hs.1 43655; ESTs; Wad, ovar, lung, headnk. stom, colon; diag 
443216; W80487; Hs.324521; rr/pothefcaJ protein DC50; test diag 
c 443257; AI334040; Hs. 11614; HSPC065 protein; fibre- CTL-^nx 
0 443400; R28424; Hs.250648; ESTs; lung; diag 

443523; AK001575; Hs.9536; hypothetical protein FU10713; test CTl*s.m. 
443537; O13305; Hs.203; cnolecystokinin B receptor; test mAb 
443648; AI085377; Hs.143610; ESTs; hing, headnk; diag 
443709; AI082692; Hs.134662; ESTs; fibro; diag 
1 U 443715; AI583187; Hs.9700; cycOn El; lung, stom. ovar. colon; CTL-^jn. 

4437B5; AW449952; Hs.190125; basic-hefix-toop-heiix-PAS pro; alio, uter, ovar; CTL+sjtl 
443802; AW504924; Hs.9805; K1AA1291 protein; sarc; diag 
443883; M1 14212; Hs.9930; serine (or cysteine) protein as; sarc; s.m 

- . 443885; H91806; Hs.15284; ESTs; mela; diag 

I 5 443892; A1889572; Hs.246875; ESTs; lung; drag 

443950; NM_0Q1 425; Hs.9999; epithelial membrane protein 3; mela; mAb 
443968; AA287702: Hs.10031; WAA0955 protein; angta; diag 
443983; H04482; Hs.163724; ESTs; mela; mAb 

443991; NMJM2250; Hs.10082; potassium intermediatefernall c; pros, colon, uter mAb 
ZU 444009; A1380792; Hs.135104; ESTs; angio; diag 

444151; AW972917; Hs.128749; aipha-methytacyi-CoA racemase; pros; mAb 

444159; AF1 16846; Hs J 0431; dead ringer (DrosophHaHfte ; test; CTUsm 

444163; AI126098; ; FGENESH predicted RNaseH domat; Wad; s.m 
0 444301; AK0001 36; Hs.10760; asporin (LRR class 1 J; pane; diag 
25 444325; AW152618; Hs.16757; ESTs; esoph; diag 

444330; AJ597655; Hs.49265; ESTs; anglo; diag 

444342; NWL014398; Hs. 10887; similar to lysoswiie-assocjated; hepC lung, fibro, Wad, esoph; diag 

444378; R41339; Hs.47860; neurotrophic tyrosine Hnase, ; lung, gjio; mAb^rn, 
0 A 444409; AI792140; Hs.49265; ESTs; angio; diag 
30 444444; AI149332; Hs.14855; ESTs; Wad; diag 

444471; AB02Q684; Hs.11217; WAA0877 protein; glio, lung, colon ; mAb 

444476; AF020038; Hs.1 1223; feocftrate dehydrogenase 1 (NA; blad; s.m. 

444484; AK002126; Hs.11260; hypothetical protein FU11264; pros; diag 

444633; AF111713; Hs.12284; Junctional adhesion molecule 1; ovar, uter, breast, cerv. blad, headnk; mAb 
35 444649; AW207523; Hs.371001; ESTs; Wad; diag 

444670; H58373; Hs.332938; hypothetical protein MGC5370; sarc; diag 

444754; T8391 1 ; Hs.1 1 881 ; transmembrane 4 superfamOy me; pane, omuc, stom, lung, colon; mAb^jn. 

444809; BE207568; Hs.208219; oculospanin; meia; mAb 

444823; BE262989; Hs.12045; putative protein; test diag 
4U 444863; AW384082; Hs.104879; serine (or cysteine) protelnas; meta sm 

444895; AI674383; Hs. 22891; solute carrier family 7 (catio; ovar; mAb+sm 

444995; AJ272265; Hs.12230; secreted phosphoprotein 2, 24k; hepC, pane; diag 

445019; A120554O; Hs.281295; ESTs; headnk, lung, colon; diag 

445070; NMJJ00677; Hs.258; adenosine A3 receptor; gjio, renal; mAb 
45 445076; AI206888; Hs.154131; ESTs; test; diag 

445084; H38914; Hs.250848; rrypothetical protein FU14761; sarc; mAb 

445093; AI207197; Hs.156905; ESTs; test diag 

445109; AF039916; Hs.12330; ectonucleoside triphosphate di; pros; s.ra 

- A 4451 19; AF035121; Hs.12337; kinase Insert domain receptor ; angio; mAb 
DU 445160; A1299144; Hs.1 01 937; sine ocuTts horneobox (DrosopN; sarc; CTUsjn. 

445182; AW189787; Hs.361778; ESTs; Wad; diag 
445247; AW274290; Hs.153997; ESTs; mela; diag 
445279; R41900; Hs.22245; ESTs; angio; diag 
c c NM_005993; Hs.1 2570; tubutm^spedfic chaperone d; test diag 

J J 445413; AA151342; Hs.1 2677; CGM47 protein; pros, coton. uter, ovar, lung, pane : diao 
445418; AW139377; Hs.127179; crypfic gene; pane; diag 
445424; AB028945; Hs.12696; cortadln SH3 domain-binding p; pros ; diag 
445443; AV653838; Hs^95131; ESTs; lung; diag 
- n 445654; X91247; Hs.13046; trtoredoxin reductase 1; lung; sm 
OU 445684; AK001696; Hs.13109; Ran Knding protein 11; angio; diag 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; angio; CTL+sjh 
445784; AI253155; Hs. 146065; ESTs; mete; CTUsm 
445885; AI734009; Hs.127699; K1AA1603 protein; pros, fibro; diag 
445900; AF070526; Hs.1 25036; Homo sapiens done 24787 mRNA ; renal, leuk; mAb 
CO 445911; AI985987; Hs.145645; ESTs, Moderately similar to AL; Wad; diag 
445982; BE410233; Hs.1 3501; pescadlBo (zebrafish) homotog; mela; diag 
446057; AI420227; Hs.366053; Tn>p8 transient receptor pote; pros; mAb 
446082; AI274139; Hs.156452; ESTs; Wad; diag 
- A 446098; AW072215; HsJ08470; ESTs; angio; diag 
/ U 446100; AW967109; Hs.1 3804; hypotheficaJ protein dJ462023; pros; diag 
446102; AW168067; H017694; ESTs; lung; diag 
446113; AW967553; Hs.323518; Homo sapiens mRNA for FU00083; test mAb 
446269; AW263155; Hs.1 4559; hypothetical protein FU1054O; lung, headnk; CTL*sjn. 
446291; BE397753; Hs. 14623; Interferon, ganroa^udble pr; mela; diag 
/ ~> 446292; AF081497; Hs.279682; Rh type C glycoprotein; lung, cerv; mAb 

446293; AI420213; Hs, 149722; UM domain transcnp&n facto; ovar. test diag 
446320; AF1 26245; Hs.1 4791; ecyJ-Ojenzyme A dehydrogenase ; pros* sjtl 
446332; AK001635; Hs.1 483 8; hypothetical protein FU 10773; breast diag 
446342; BE298865; Hs.14846; solute earner femOy 7 (catb; uter, colon, rxos, mela mAb 
446428; AW082270; Hs.12496; ESTs, Weakly similar to ALU4_H; fibro; (flag 
446528; AU076640; Hs.1 5243; nucleolar protein 1 (120kD); rung, test diag 
446608; N75217; Hs.175622; ESTs; uter. fibro; diag 
446626; AW292180; Hs.156142; ESTs; pros; diag 
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446635; AC002563; Hs.15767; citron (mc^rferacting, serin; lung; CTL^m 

446644; NMJ303Z72; Hs.21065; transmembrane 7 superfamily me; mela; mAb 

446673; NMJD16361; Hs.1 5871; LPAP for fysophosphatkfic acid; blad; diag 

446727; AB011095; Hs. 16032; WAA0523 protein; angio; CR*sm 
3 446733; AA863360; Hs.26040; ESTs, Weakly similar to fatty ; breast; son. 

445755; AW451473; Hs.16134; senne/threonine kinase 10; meta; CTl*s.m. 

446791; A1632278; Hs.195922; ESTs; test diag 

446839; BE091926; Hs.16244; mitofic spindle co0eCHX)t1 re; test diag 
. n 446856; AI814373; Hs.164175; ESTs; lung; (flag 
1 U 446868; AV660737; Hs.348297; ESTs; pane; diag 

446872; X97058; Hs.16362; pyrtmidnergic receptor P2Y, 6; tung; mAb 

446932; AA961459; Hs.125644; ESTs; foro; diag 

446967; A1699629; Hs.156781; ESTs; Gbro; diag 

446979; A1654443; Hs. 197683; ESTs; test diag 
1 :> 446984; ABQ20722; Hs.16714; Rho guanine exchange factor (G; angio; CTL*sm 

446989; AK001898; Hs.16740; hypothetical protein FU1 1038; lung, headnk; cog 

446998; N99013; Hs.278966; Homo sapiens mRNA; cDNA 0KFZp5; pane, fibre; diag 

446999; AA151520; Hs.351416; hypothetical protein MGC4485; headnk; diag 

447004; AW296966; Hs.157539; FGENESH predicted secreted pro; glio; diag 
20 447078; AW885727; Hs.9914; ESTs; tung; diag 

4471 26; AW150632; Hs.170307; Rat guanine nucteofide exchang; angio; diag 

4471 64; AF026941; Hs.1 7518; vipirin; similar to inflammat cdon. tung, breast stom, hepC, esoph, mela; diag 
447178; AW594641; Hs,192417; ESTs; mela; diag 
447188; H65423; Hs.17631; hypothetical protein OKFZp434E; test diag 
AD 447210; AF035269; Hs.17752; phosphatkryiserine-specific ph; pros, mela,' sjti 

447289; AW247017; Hs,36978; melanoma antigen, family A, 3; lung, mela; mAb+CTL 
447334; AA515032; Hs.91 109; ESTs; blad; diag 

447343; AA256641; Hs.236894; ESTs, Highly similar to S02392; lung. blad. pane, headnk, mela; mAb+sjn. 

447350; AI375572; Hs.172634; v-erb-a avian erythroblastic t breast ovar, uter; diag 
3V 447377; X77343; Hs.334334; transcription factor AP-2a!ph; breast lung, mela; CTL«sm 

447395; AI418412; Hs.184793; Homo sapiens cONA: FU21880 fi; pane; diag 

447437; U07225; Hs.339; purinerglc receptor P2Y, G-pro; blad; mAb 

447499; AW2625B0; Hs.147674; protocaflierin beta 16; pros, gto, ovar ; mAb+sjn. 

447532; AK000614; Hs.18791; hypothetical protein FU20607; lung, blad; CTL*s.m, 
3 5 447534; AW953935; Hs.288655; ESTs; tung. test diag 

447578; AA912347; Hs.136585; ESTs, Weakly similar to JC5314; ovar; s.m. 

447595; AW379130; Hs.18953; phosphodiesterase 9A; pros; CTL*sjn. 

447604; AW089933; Hs.301342; hypothetical protein MGC4342; mela; diag 

447636; Y10043; Hs.19114; high-mobility group (nonhiston; hmg; CTL+s.m. 
4U 447733; AF157482; Hs.1 9400; MAD2 (mitotic arrest deficient test diag 

447749; T53260; Hs.8297; ESTs; renat diag 

447761; AF061573; Hs.19492; protocadherin 8; EWS, glio; mAb 

447768; X88400; Hs.19520; FXYD domairHXjntaining ion Ira; renat mAb 

447818; W79940; Hs355279; Homo sapiens done 24670 mRNA ; renat diag 
4 D 447835; AW591623; Hs.164129; ESTs, Weakly similar to I3SQ22; renat ovar, uter; (fiag 

447881; BE620886; Hs.355279; GCN1 (general control of amino; renat diag 

447937; AL109716; H&20034; Homo sapiens mRNA fuD length ; mela; mAb 

447993; AW1 39525; Hs.170362; ESTs; colon, blad, lung, ovar, pane, headnk; rnAtwfiag^m. 

448030; N30714; Hs^25960; mernbrane-spanning ^domains, s; pane, teuk. renal, stom lung; mAb 
J U 448045; AJ297436; Hs30166; prostate stem cell antigen; blad, pane, pros; mAb 

448105; AW591433; Hs.29B241; Transmembrane protease, serine; breast pane, colon, king, ovar, stom; mAb+diag+s.m. 

448133; AA723157; Ks,73769; folate receptor 1 {aduRh ovar. fibre; mAb 

448140; AF146761; Hs.20450; BCM4ike membrane protein prec; fibro, mela, leuk; mAb 
c c 448153; Y10805; Hs.20521; HMT1 (hnRNP methyl transferase,; test CTL+s.ra 

448181; AF272833; Hs.279763; hypometical protein FU10504; test diag 

448204; AI475124; Hs.170561; ESTs; sarc; diag 

448231; AI701916; rfcu202509; ESTs; angio; diag 

448258; BE386983; Hs.343214; hypothefical protein FU20396; mela, ovar; mAb 
. 448262; AW880830; Hs.1B6273; ESTs; blad; diag 
OU 448275; BE514434; Hs.20830; kirtesirOke 2; ovar, esoph, mete; diag 

448278; W07369; Hs.11782; ESTs; tung; diag 

448290; AK002107; Hs.20843; Homo sapiens cDNA FU 112456s; pros; diag 

448321; NMJW5883; Hs.20912; adenomatous polyposis coO Bk; gfto; CTUs.m. 
- 448357; N20169; Hs.1 08923; RAB38, member RAS oncogene fan; lung, mela: diag 
OD 448410; AK000227; Hs.21126; hypothefical protein FU20220; mela; diag 

448437; AW470125; Hs.220529; gb3cw60c04j(1 NCLCGAP_Pan1 Ho; pane, colon; diag 

448499; BE613280; Hs.77550; p53+egutated DDA3; gOo; diag 

448569; BE382657; Hs^1486; signal transducer and acuVato; pane, headnk, faro, cerv. mela, renat CTL-*m 
- A 448588; AI970276; Hs.156905; WAA1676; test CIL«s.m. 
/ U 448595; AB014544; Hs.21572; WAA0644 gene product breast gflot mAb 

448654; AI879317; Ks. 334691; splicing factor 3a, subunlt 1.; mela; CTL^m 

448674; W31178; Hs.154140; ovary-spedfic acidic protein; angio; diag 

448692; AW013907; Hs.1 67531; rnetrrylcrotorwyWijenzyr^ pros, pros; sm 

448706; AW291095; Hs.21814; interieukin 20 receptor, alpha; pros, uter, blad. colon; mAb 
/ J 44871ft AA033627; Hs31858; trinucteotide repeat contaWn; mela, sarc; CTl-^iag 

448775; AB025237; H&388; nudbc (nucleoside diphosphate ; test diag 

44881 1; AI590371; Hs.19946Ct ESTs; esoph. pane; mAb 

448939; BE267735; Hs.22595; hypothefical protein FU10637; test Ca-^m 
0 A 448966; AW372914; Hs.86149; phospholnosltoi 3fhosphate-bt mela; CTL-»sjn. 
80 448981; AI968719; Hs.195387; ESTs; test diag 

448988; Y09763; Hs^2785; gamnta-amlnobutync acid (GABA); pros, cerv, colon, lung, stom. blad. headnk, ovar, breast mAb 

448993; A1471630; Hs.355952; WAA0144 gene product lung, blad; diag 

448999; AF179274; HsJ2791; transmembrane protein wu^EGF; pros, gfo; mAb 
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449003; X76342; Hs.389; afcchol dehydrogenase 7 (dass; lung, headnk; sm 
449019: AI949Q95; Hs.67776; ESTs. Weakly simlar to T22341; Wad, hmg; dlag 
449027; AJ271216; Hs.22880; dipeptkJylpepSdase III; Wad, colon, ovar; s,m. 
445040; NM-012191; Hs.22919; putafive tumor suppressor hmg; CTb»ejn 
449078; AK001256; Hs.22975; WAA1576 protein; mela; dlag 
449101; AA205847; Hs.2301 6; G protein-coupled receptor lung, headnk; mAb 
449109; AW270992; Hs.120949; ESTs. Weakty similar to ALU7_H; sarc; dlag 
449156; AF103907; Hs. 171 353; prostate cancer anfigen 3, non; pros; mAb+CTl 
449207; AL044222; Hs.23255; nucteoporin 155kO; lung; diag 
449228; AJ403107; Hs.148590; protein related with psoriasis; lung; (Sag 

449230; BE61 3348; Hs.356392; melanoma cell adhesion motecut; king, cerv, headnk. Wad, ovar, colon; mAb 
449317; AW293413; Hs.132906; 19A24 protein; meta; mAb 

449318; AW236021; Hs. 78531; Homo sapiens, Simaar to RJKEM; headnk, lung, angio; CTL«s.m. 

449322; AI638616;Hs.196566; ESTs; test; diag 

449338; H73444; Hs.394; adreriomedutEn; renal; diag 

449394; AA0043S8; Hs.18160; Homo sapiens cDNA FU1 1550 6s; angio; mAb 

449437; AI702038; Hs.100057; Homo sapiens cDNA; FU22902 fi; test; diag 

449448; D60730; Hs.57471; ESTs; blad, lung, headnk, breast; diag 

449467; AW205006; Hs.197042; ESTs; lung; (flag 

449494; AW237014; Hs.315369; aquaporin 4; fibro; (flag 

449569; AI656634; Hs.195389; ESTs; test diag 

449592; A1655494; Hs.195718; ESTs; pane; diag 

449618; AI076459; Hs.15978; WAA1272 protein; angio; diag 

449625; NR.014253; Hs.349094; odz (odd Qz/terwn, Drosophlla); pros; diag 

449650; AF055575; Hs.23838; calcium channel, voltage-depen; pros; mAb 

449680; AI033821; Hs.12160; ESTs; renal; diag 

449961; AW265634; Hs.133100; ESTs; gHo, esoph, lung, Wad ; diag 

449976; H06350; Hs.135056; Human DNA sequence from done ; lung; diag 

450096; AI682088; Hs.79375; single-minded (Orosoprula) hom; pros; CTL 

450098; W27249; Hs.8109; hypothetical protein FU21080; breast, lung, stom, uter, diag 

450149; AW969781; Hs.132863; Zee family member 2 (odd-palre; sarc; CTL^m 

450152; AI138635; Hs.22968; intron of VEGFR; renal; (flag 

450377; AB033091 ; Hs.355925; K1AA1265 protein; ovar, colon; diag 

450382; AA397658; Hs.60257; Homo sapiens cDNARJI 3598 fis; pros; diag 

450400; AI694722; Hs.279744; ESTs; pane; (Sag 

450431; AW13S797; Hs.266041; ESTs; test; diag 

450451; AW591528; Ks.202072; ESTs; uter, endo; diag 

450506; Nty.004460; Hs.41 8; fibroblast activation protein,; pane, esoph; diag 

450534; AI570189; Hs.25132; WAA0470 gene product; angio; CTl*s.m. 

450581; Af 081513; Hs.25195; TGF-beia 4; uter, cerv, test; diag 

450635; AW403954; Hs.25237; mesenchymal stem cell protein ; Wad; mAb 

450642; R39773; Hs.7130; copine IV; pros; diag 

450656; AA010539; Hs.18912; unnamed protein product; fibro, uter; CTL+sjn. 

450663; H43540; Hs.25292; ribonuctease HI, large subunit; mela; s.m. 

450676; AI147155; Hs.279727; ESTs; sarc; diag 

450684; AA872605; Hs.25333; frtterleuWn 1 receptor, type I; blad, lung, headnk; mAb 
450690; AA296696; Hs.333418; FXYD domain-containing Ion tag meta; dlag 
450693; AW450461; Hs.203965; ESTs; pros, uter; diag 
450719; AI096837; Hs.21349; ESTs, Weakly similar to RB8B_H; test; diag 

450737; AW007152; Hs.S3325; transmembrane protease, serine; colon, Wad, tang, ovar, pane, headnk; rnAMag+sjn. 
450785; AA852713; Hs.108885; Homo sapiens, alpha-1 (VI) col; sarc; CTL^m. 
450B32; AW970602; Hs.105421; ESTs; lung; (Sag 

451027; AW519204; Hs.40808; Homo sapiens, Similar to RiKEN; pros, uter, glio; diag 

451035; AU076785; Hs.430; plasfin 1 0 isofbrm); pane; diag 

451050; AW937420; Hs.351869; ESTs; mete; (Sag 

451099; R52795; Hs.25954; interleuWn 13 receptor, alpha; gHo, fibro, mela; mAb 

451106; BE382701; Hs.25960; r^Concogene; test ovar; CTL^sjtl 

451110; AI955040; Hs.265398; PAR-6 beta {parSfionlng def; breast, ovar, lung, colon; CTl+s.m. 

451181; AJ796330; Hs.207461; ESTs; pane; diag 

451253; H48299; Hs.261 26; daudin 10; lung, ovar, pane; mAb 

451291; R39288; Hs.6702; ESTs; lung; diag 

451295; AI557212; Hs.17132; ESTs, Moderately similar to 15; pane; diag 

451320; AW118072; Hs^50251; diacylgtycerol kinase, zeta (1; lung; s.m. 

451345; NMJX)S338; Hs.26312; glioma amplified on chromosome; ovar; mAb 

451386; AB029006; Hs^6334; spastic paraplegia 4 (autosoma; lung; dlag 

451398; AJ793124; Hs. 144479; ESTs; breast, ovar, diag 

451411; AA017492; Hs.135655; EST; pros; (flag 

451497; H83294; Hs.284122; WW inhibitory factor-1; uter, fibro, pros, colon, sarc; diag 

451541; BE279383; Hs.26557; ptatopMln 3; lung. Wad. ovar; (Bag 

451592; A1805416; Hs^13897; ESTs; lung, headnk; diag 

451635; AA01 8899; Hs.127179; cryptic gene; pane; diag 

451663; A1872360; Hs.209293; ESTs; pros; diag 

451720; AW970985; Hs.290853; ESTs; pros; diag 

451743; AW074266; Hs.336428; ESTs; lung; diag 

451820; AW058357; Hs. 199248; ESTs; pane; mAb 

451844; T6 1430; ; gb,-yc06a0ls1 Straiagene hmg ; Wad; diag 

451 982; F 13036; Hs.27373; Homo sapiens mRNA; cONA DKF2p5; pros, Wad; mAb 

451999; AW176401; Hs.380623; DEAD/H (Asp^Ua^spWs) b; test; CTbKun 

452046; AB018345; Hs.27657; WAA08O2 protein; lung, uter; CTl^m. 

452208; AA024792; Hs.31895; hypothetical protein MGC4093; renal; (flag 

452240; AI591 147; Hs.61232; ESTs; Wad, hmg, headnk. pane, cerv; dag 

452243; AL355715; Hs.28555; prc^rammed ceD death 9 (PDC09; breast; diag 

452244; N33530; Hs.176674; ESTs; mela; diag 
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452291; AF015592; Hs.28853; C0C7 (cefl division cycle 7. S; test; CH«sm 
452295: BE379936; Hs.28866; programmed cefl death 10, lung; dag 
452298; AI039243: Hs,278585; ESTs; angio; cfiag 

452304; AA025386; Hs.61 31 1; ESTs. Weakly similar to S105B0; lung, pane, Wad, stem, esoph, fibro.colon; s.m 
5 452316; AA298484; Hs.61 265; ESTs, Moderately similar to G7; Had; (Gag 

452340; NMJX32202; Hs.505; 1SL1 transcription (actor, UM; pane, pros; CTL+s.m. 

452353; CI 8825; Hs.29191; epithelial membrane protein 2; pros, breast; mAb 

452355; N54926; Hs.29202; G protein-coupled receptor 34; gBo, fibro, pane; mAb 

452367; U71 207; Hs^9279; eyes absent (Drosophfla) homol; lung, pros, ovar, uter; CTt+sjn. 
1 0 452416; AA0261 15; Hs.1 14777; ESTs; fibro; (flag 

452461; N78223; Hs.108106; transcripfion factor; Wad, lung, headnk. ovar. gGo. stem, colon, cerv, CTl^sm 

452571; W31518; Hs.34665; ESTs; stem, lung, pane, colon, fibro; dlag 

452594; AU076405; Hs.29981 ; solute carrier family 26 (suif; ovar; mAb 

452613;AA461599; Hs.23459; ESTs; lung; diag 
15 452679; Z42387; Hs.B3883; transmembrane, prostate androg; pros, colon, pane, pros; mAb 

452705; H49805; Hs.246005; ESTs; pane; diag 

452717; AW160399; Hs.30376; hypothetical protein; pros; diag 

452721; AJ 269529; Hs.301871; solute carrier family 37 (glyc; pros; mAb 

452732; BE300078; Hs.80449; Homo sapiens, clone IMAGE:3535: blad; diag 
20 452744; AI267652; Hs.246107; Homo sapiens mRNA; cDNA DKFZp4; mela; diag 

452792; AB037765; Hs.30652; KIAA1344 protein; pros, uter, breast ; diag 

452795; AW392555; Hs.18878; hypothetical protein FU21620; renal, headnk, colon, lung, pane; CTL 

452796; AB011100; Hs.30656; KIAA0528 gene product test; diag 

452833; BE559681; Hs.30736; KIAA0124 protein: lung, meta; CTUsm 
25 452865; AI924046; Hs.1 19567; ESTs, Weakly similar to A47582; lung; (flag 

452899; M95739; Hs.30956; nescient helix loop helix 1; sanr, CTL+s.m. 

452924; AW580939; Hs.97199; complement component C1q recap; angio; diag 

452933; AW391423; Hs.288555; Homo sapiens cONA: RJ22425 ft angk); CTL^.m. 

452934; AA581322; Hs.4213; hypothetical protein MGC16207; lung, Wad; diag 
3 0 452955; AW390282; Hs.31 1 30; transmembrane 7 superfamfly me; pros; mAb+sm 

453006; AI362575; Hs.303171; ESTs; pros; diag 

453028; AB006532; Hs.31442; RecQ protein-Ota 4; blad, lung, test; CTL+sm 

453085; AW954243; Hs.351573; K1AA0251 protein; angio; (flag 

453096; AW294631; Hs.351270; ESTs; pros; diag 
35 453102; NM_007197; Hs.31664; frizzled (Drosophfla) homoiog ; lung, headnk, colon; mAb 

453107; NM.0161 1 3; Hs.279746; vanlHoid receptor-tike protei; mela; mAb 

453134; AA032211; Hs.118493; ESTs; blad; diag 

4531 42; AA033648; Hs.7473; Homo sapiens gap junction prat; fibro; mAb 

4531 60; AI263307; Hs.356901 ; H2B histone family, member U hmg, pane, pros; diag 
40 453210; AL133161; Hs3238Q; hypothetical protem FU10867; hmg; CTL*s.m. 

453216; AL137566; Hs32405; progesterone receptor (PR); blad; mAb+s.m. 

453256; A1565587; Hs.32556; KIAA0379 protein; mela; diag 

453310; X70697; Hs.553; solute earner family 6 (neuro; fibro; mAb 
A . 453321; A1984381; Hs.232521; ESTs; Wad; diag 
45 453323; AF034102; Hs.32951; solute carrier family 29 (nucl; ovar; CTL^m. 

453331; AI240665; Ks.352537; ESTs; breast, hmg, pane, esoph; mAb+diag+s.m. 

453344; BE349075; Hs.44571; ESTs; mela; diag 

45334B; BE272318; Hs.8595; rrypothefical protein FU12438; test; CTL*sm 
_ A 453365; AA035211; Hs.17404; SOX7 SRY (sex determining regi; angio, blad; CTL+sm 
50 453370; A1470523; Hs.139336; ATP-Wnding cassette, sub-fami; pros; mAb 

453389; 8E273648; Hs^2963; cadherin 6. type 2, rvcadherln; renal, ovar, Wad; mAb+sm. 

453392; U23752; Hs.32964; SRY (sex determining region Y); ovar, lung, gGo, sarc; CTL+s.m. 

453459; BE047032; Hs.257789; ESTs; ovar, cerv, Wad, uter, pane, anglo, rung; diag 
. _ 453464; AI884911; Hs. 32989; receptor (calcitonin) activity; pros; mAb 
55 453633; AA357001; Hs.34045; rrypoMcal protein FU20764; hmg, esoph, test; diag 

453637; NM_002589; Hs^4073; BH-protocadherm (braln-hearO; headnk; mAb 

453642; A1370936; Ks.34074; cTpepUdylpeptidase Vt; gib; mAb 

453779; N351 87; Hs.43388; 28kD interferon responsive pro; meta; diag 4 

453789; AA628517; Hs.1 18502; ESTs; angio; drag 
60 4538S7; ALD80235; Hs35861; Ras-induced senescence 1 (R1S1; gGo, lung, uter, headnk, cerv, pane, pros, sarc; mAb 

453883; A1638516; Hs.347524; cofector required for Sp1 tran; blad, lung; diag 

453884; AA355925; Hs.36232; KIAA0186 gene product; hmg, ovar, test esoph; diag 

453912; AL121031; HsJ56843; SVWSNF related, matrix assort; mela; diag 
r c 453922; AF053306; Hs.36708; budding urtrnMbirad by benzsni; colon, stom, hmg, test; CTL-^m. 
65 453935; A1633770; Hs.42572; ESTs; pane; diag 

453941; U39817; Hs.36820; Bloom syndrome; lung, cerv, headnk; CTL+sm 

453364; AI961486; Ks.249196; ESTs; hmg; diag 

453966; BE 148734; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane, headnk; rnAb+diag+sjn. 

453985; N44545; Hs.251 865; ESTs; test diag 
70 454034; NMJXJQ691; Hs.575; a'dehyde dehydrogenase 3 ferrrfl; hmg, headnk; s.m 

454042; H22570; Hs.47860; hypothetical protein FU20033; hmg; diag 

454066; X00356; Hs.37058; (^tonlr^caJcitonirwelated ; rung; diag 

454071; AI041793; Ks.42502; ESTs; breast ; diag 
_ _ 454077; AC0O5952; Hs.37062; tnsufirvCke 3 (Leydig cell); test; diag 
75 454098; W27953; Hs.217493; Plakophffln; lung; diag 

454117; BE410100; Hs.40368; adaptor-related protein comple; meta; CTVsm 

454360; L78207; Hs£4470; ATP-Wnding cassette, suttfami; gfio; mAb 

454429; BE273437; Hs.301406; hypothetical protein PP3501; mela; mAb 
e 454439; AW8191 52; Hs.1 54320; OKFZP56601 646 protein; hmg; dag 
oO 454478; AW805749; Hs. 372783; superoxide dismutase 2. rritoch; mela; sm 

455601; A1368680; Hs.816; SRY (sex datemnining region Y); hmg, cerv. esoph; sm 

456034; AW450979; ; gb:UH^^ala-a-12-04JLs1 N; Wad. fibro; diag 

456062; AI866286; Hs.71962; ESTs, Weakly sknflar to B36298; fibro, ovar, uter; diag 
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456177; NMJJ1 2391; Hs.79414; prostate epiWumspedBc E; breast pros; dtag 

456266; L29073; Hs. 198726; cold shock domain protein A; pane; CTL*s.m. 

456321; NMJJ01327; Hs.87225; cancertestis antigen; tung; CTL 

456553; AA721325; Hs. 169058; ESTs, Highly similar to Simfla; pane; dtag 

456723; 243902; Hs.4748; adenylate cyclase activating p; glio; mAb*s iti 

456736; AW248217; Hs.1619; achaete^cute complex (Drosoph; tung; diag 

456759; BE259150; Hs.127792; delta (OrosophilaHDce 3; gOo, lung; mAb 

456847; AI360456; Hs.86088; ESTs; test; diag 

456938; X52509; Hs. 161 640; tyrosine aminotransferase; breast s.m 

456977; AK000252; Hs.169758; hypothetical protein FU20245; angio; diag 

457200; U33749; Hs.197764; thyroid transcripSon factor 1; fibre; CTl/»$.m. 

45721 1 ; AW972565; Hs.32399; ESTs. WeaWy simflar to S51797; mela, pros; CTL+sm 

457292; A1921270; Hs.281462; hypothetical protein FU14251 ; Had; mAb 

457313; AF047002; Hs^41520; transcriptional coac8vaton test; CTUsm 

45741 1; AW085961; Hs. 130093; iroquois-dass homeobox protes; breast, fibre; cfiag 

457465; AW301344; Hs.122908; DNA replication factor, test, mete; diag 

457498; AI732230; Hs.191737; ESTs; pros; (flag 

457561; AA331517; Hs.286055; chimerin (chimaerin) Z gib; mAb 

457590; A1612809; Hs.5378; hypolheScal protein MGC10724; ovar. diag 

457869; AU077186; Hs.108885; Homo sapiens, atpha-1 (VI) cot sarc; CTL-*m 

458092; W67353; Hs.350558; WAA0251 protein; lung; diag 

458124; AW005548; Hs.124590; ESTs; fibre; diag 

458435; AI418718; Hs.144121; ESTs, Weakly similar to T4691 6; glio; diag 

458471; AV648609; Hs.194240; ESTs; renal, pane. hepC; diag 

458933; AI638429; Hs.24763; RAN binding protein 1; lung, test; diag 

459373; BE408266; Hs.301406; hypothetical protein PP3501 ; mela; mAb 

459578; AW612538; Hs.304491; EST; mela; diag 

459702; AI204995; ; gb:an03c03j(1 Stratagene schiz; blad, fibre; diag 

459705; BE082764; Hs^70252; ESTs, Weakly similar to androg; fibre; mAb*s.m. 

TABLE 3B 



Pkey: Unique Eos probeset Identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 



49403 J AA115173 AA075709 AA076354 AA0831 01 AA076396 AA085391 AA070684 AA083368 AA075779 AA075221 AA076395 AA650486 AA083500 
108971.1 AA065143AA065142 
2327174 1 AI&20&46 AI821336 T61430 

Li" AF080229 AF080232 U87593 U87592 U87591 U87590 AI636743 AI633818 AW206802 AI58371 8 AF080231 AF080234 AF080233 AL535594 
AI818326 AFC80230 S46404 AI970376 AA463992 AW665466 BF512210 U87595 U875B9 BE550633 AI672574 BE467547 AI680833 AW614951 
N29986 N25695 H59001 U87596 BE673974 AI797496 AI701526 AA703396 AW139734 H92278 N66048 BE219539 BE671665 AI624817 BE46661 1 
A1206344 AA574397 BF593413 BG231271 BF773517 U87594 BF062180 BE466420 A1887798 BF674385 AA204735 AW496808 AA204833 
AA207155 BI004756 AA206262 AI365204 H77608 AW59051 1 
AA404418AI217248 

AA136653 AA136856 AW450979 AA984358 AAB09054 AW238038 AA492073 BE168945 
AF147347 T55503T55426 
C16391 C16413 

AI829520 AI791 832 AI791823 AA229315 AA228414 AA229211 
AA410943 BF366582 AA334202 AA332882 BF371899 AW948953 
AU044891 AI908240 AA393080 AW748403 BE069341 BF330573 
M18728 

AA075419 AA082953 AA080912 AA062835 AA071252 AA084926 AA078992 AA11 3913 AA081 881 AA070343 AA0B3321 AA062836 AA1 13692 
AA07531 8 AA076594 AA078900 AA134801 AA063293 AA083403 AW974305 
AA070050 AA070823 AA063403 

BI030997 AA921874 AW188822 B1027862 A1347618 A1361453 AI088754 AW207491 AA077391 BG012775 BG997382 AA286833 AA150722 
BI007625 BI027864 BI009100 BI006275 BI006270 BI031000 BI029864 BI006277 BI007627 BI006266 BI005991 B1006990 BI007763 BI007762 
BG997377 AA150780 BI033518 BI027818 BG015789 BI033807 AA341445 
BE088101T05990AW872477 
BE168256BE168190T64682 

AA136653 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE 168945 
AA210987 057294 AA214584 AA207006 D56572 
AA401 424 AA400100 AA663848 
AA933717 BF061897 AW628327 AA641788 AA400495 

AW973352 BF222929 AW016853 BF059130 AIS51829 BE551767 AA558414 AI339359 BF059601 AI961 162 AI341422 A1206248 A1208165 
AA548736 AA768578 A1539081 AW025957 AA736837 N79575 AW594357 AA480892 
AW974271 AA592975 AA447312 AA884766 
AA527941 AA635266 AI810608 AI620190 

BG207209 BE1B62S9 AI204995 BG1 99355 AW969908 AAS28756 AW440776 BI044354 

BG036675 BF7720O5 BF771866 BG960386 BG960381 NMJXK712 AF1 10315 BE074534 BE182776 BE158000 BE157999 BE714315 AW816104 
AW847519AAG99426AW817981 AW856396BG961122AA224498AA308542 AW821833BF902155 AI732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224 BG988155AKD57283 BI861466 AA663341 AA457591 BG949294 AW392886AA071122 AA227849 
AA584918 BG959570 BF773486 AL041693 BF959013 R87170 C16859 BF770411 BF771298 AI075321 L13823AA216700BF771864AW861859 
BE537068 C18935 AA155719 BF771172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF74621 1 AA179928 
AW&61687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771 157 BG430030 AA055592 

BG166382 AW161086 N42363 BE935013 BE934998 BG291451 AV700520 BG1 52773 Al 224956 AI079635 AW0S4706 AA843979 AI744193 F04060 
T23457 F04044 AA723859 AA977643 AA283764 A1 123609 N21561 BF055052 BE856661 AI804220 AA843394 AM72045 AI740490 AA578830 
H09495 AI283334 AA609495 A1122773 AW162643 AW161798 BF940077 AI808825 AI360866 AI1 23189 R40236 R20726 AW975899 BE764052 
N31709 N31708 AI031947 AW1941 38 
434414 35978 1 AF134164 8f 809407 AA21 8567 &F842863A1267168 BF876178BG9992 

AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE0011 32 BF826B31 AW754298 

123 



103739 
108282 
113230 
118417 



121335 
126872 
322521 
322975 
323332 
323817 
324261 
406685 
409051 

409123 
409745 



411880 
413804 
414221 
417886 
427260 
427298 
427521 

429163 
432189 
432222 
432407 



432415 



.1 

14637J 

1784158J 

245301J 

887879 1 

1026976.1 

0J) 

107934J 

1G8378J 
MH1944.5 



1139083 J 

1556661J 

685586.1 

1031334J 

11272.50 

115241J 

513212.1 

1238297J 
112710J 
539529.1 
MH1429J2 



11371J 
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AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 A1694265 AA045564 BG9£ 


0256 A1829309 BG987850 BE093175 






BF854337 




434596 


14701J 


AF147374 T59538 T59589 T59598 T59542 




434509 


14739.1 


AF147390 R76593R76594 




438366 


1242593J 


AW979074 AA834841 AA828S50 




438993 


2580163J 


AI926361 AA834879 AA828995 




439092 


919640 1 


AW978407 AA830149 M85983 AW503637 8F352096 




439780 


49082 1 


AL 109688 R236S5 R26578 




440151 


1879911 1 


AA868167 F21 558 F3141 8 F35624 




444163 


682245.1 


BG403189 A1148521 AI1 84746 AI126098 R05933 B1057330 




451844 


2327174J 


AI820546 AI821336 T61430 




456034 
459702 


685585.1 
539529J 


AA13S653AA136655 AW450979 AA984358 AA809054 AW238038 AA492073 BE1 68945 
BG207209 BE166299 AJ 204995 BG193355 AW969908 AA528756 AW440776 Bi044354 





TABl£3C 



Pkey: Unique number oorrespondng to an Eos probesel 

Reft Sequence source. The 7 digit numbers In this column are Genbank IdenfiGer (Q) numbers. "Dunham I. et at" refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham I. el at, Nature (1999) 402:489495. 
Strand: Indicates DMA strand from which axons were predicted. 
NLposiBon: indicates nucleotide positions of predicted exons. 



Pkey 


Rsf 


Strand 


NLposition 


325372 


5866920 


Minus 


1117061-1117304 


325544 


6682452 


Plus 


171228-171286 


327036 


6531965 


Pius 


319951-320040 


327075 


6531965 


Plus 


404131 84041431 


327414 


5867750 


Plus 


4HV14&4 

102461-102586 


328700 


5868264 


Plus 


764089-764203 


330211 


6013592 


Plus 


CO 4 CO ClVI4r 

59158-59215 


332798 


Dunham, 1. etat 


Minus 232147-231974 




Dunham, 1. 


etal. 


"7COCC1C 7COC7fY7 

PIUS 7630025-7636707 


333904 


Dunham, 1. etal 


Minus 8217374-8217261 


334223 


Dunham, 1. eLal. 


Minus 1 Z734355-1 2734269 


334447 


' Dunham, 1. eLal 


PtUS 14308764-14308824 


335115 


Dunham, L etaL 


Minus 21388250-21388146 


335809 


Dunham, 1. etal. 


Pus 2631 0772-263 1 0909 


335824 


Dunham, L etat. 


Plus 26376850-26376942 


335825 


Dunham, 1. etal. 


PIUS Zo37oi75-2b37oZbo 


335935 


Dunham, 1. etal. 


Minus 27350474-27350400 


336034 


Dunham, 1. etaL 


Rus 29014404-29014590 


336152 


Dunham, 1. etal. 


Minus 301 56053-301 55870 


336636 


Dunham, 1. etaL 


Plus 988418589185 


338008 


Dunham, 1. etal. 


Rus 7697068-7697236 


338033 


Dunham, 1. etal. 


Rus 8092128-8092271 


338158 


Dunham, I. etaL 


Minus 11794465-11794343 


338255 


Dunham, 1. etal. 


Minus 15242294-15242231 


400494 


9714719 


Pius 


4CGOAC 41ft1T) 

169845-170272 


400517 


979S686 


Minus 


49995-50345 


400651 


8117978 


Minus 


81488-81646 


400665 


8118496 


Plus 


16879-17023 


400773 


8131629 


Minus 


4411644238.4820848321 


400844 


9188605 


Plus 


24746-24872,25035-25204 


400846 


9188605 


Pius 


39310-39474 


400881 


2842777 


Minus 


91448-91603,92123-92265 


401093 


6516137 


Minus 


22335-23166 


401234 


9929642 


Ptus 


120173-120337 


401424 


8176894 


Plus 


24223-24428 


401486 


7341763 


Ptus 


3258532756,36281^36540,4079140933,4401 


401704 


3097841 


Pius 


24712-25374 


401732 


1200312 


Plus 


19346-19525,19625-19708,19897-19973,2006 


401747 


9789672 


Minus 


118596-118816,119119-119244,119609-11976 


401760 


9929699 


Pius 


83126-83250,8532045540,94719-95287 


401780 


7249190 


Minus 


23397-28617,28920-29045.29135-29296,2941 


401781 


7249190 


Minus 


83215^343533531-B3656,8374O«3901 l 8423 


401765 


7249190 


Minus 


165776-165996,166189-166314,166408-16656 


401797 


6730720 


Plus 


6973-7118 


401994 


4153858 


Minus 


42904-43124,43211-43336.44607-44763,4519 


402145 


8018280 


Plus 


113086-114800 


402199 


8576116 


Minus 


84187-84744 


402230 


9966312 


Minus 


29782-29932 


402239 


7690131 


Plus 


38175-38304,4213342266 


402260 


3399665 


Minus 


113765.113910.115653-115765,116808-11694 


402265 


3287673 


Plus 


21059-21168 


402305 


7328724 


Plus 


4083241362 


402420 


9796339 


Phis 


129750-129919 


402424 


9796344 


Minus 


6492565073 


402447 


9796640 


Ptus 


4760547729,51696^1821,52070-52257,5330 


402474 


7547175 


Minus 


53526-53628,55755-53920,57530-57757 


402550 


7652009 


Mnus 


80413-80873 


402604 


9909420 


Phis 


20393-20767 


402605 


9909420 


Minus 


4768047973 



124 



WO 03/042661 



PCT/US02/36810 



402506 


9909429 


Minus 


047jT7 fi4MJ 

61747-82094 


402680 


0113438 


Ohm 

rtUS 


1 37634-1 37768,13W02-13Smj\14W75-14059 


W4/ 1 1 


9586235 


Plus 


liOfOO-1 20940 




0CRO777 


Minus 


/D4i3-/o5oU 


402888 


33OU03£ 


Minus 


CA7T7 EAQM 
Vtl U -Q43U 1 


402992 


7767907 


Minus 


•III 3/ -410 10 


402994 


£930040 


Minus 




403046 


0DHU I Do 


Minus 


OOf U/-00003,00003-003 1 1 


403047 


3540153 


Minus 


031 3O-033O0 


zrnn7i 


03544:41 


Plus 


130000-13/1130 


«HMU0o 


0334Z41 


Phis 


1RQR04 17rt40Q 47ACAV! 17AQAC 

1 03034-1 /Ul3o ( l / UOU4-1 fUoUO 


4Ugl f 1 


OQ7Q4 CA 


Minus 


74o0^-74703 


4Uo34to 


8469086 


Minus 


120428-120703 


4U33/3 


6516120 


Plus 


95450-96598 


4U3301 


' 9438267 


Minus 


26009-26178 


403409 


9438598 


Plus 


6860-7054, 1 2573-1 277 1 


403433 


9719611 


Minus 


72225-72437 


403478 


9958258 


Plus 


116458-116564 


403715 


7239669 


Plus 


65128-85292 


403740 


7630882 


Plus 


86504-87227 


403776 


7770611 


Minus 


1414-1513,1624-1756 


403903 


7710671 


Minus 


101165-102597 


AftAft'iQ 
4U4U*l3 


7C740C1 


Plus 


108710-111112 


4U4U49 


OODoO/4 


Minus 


75765-78155 


/ft/ 71 fi 


OvUO/40 


nUS 


103SKO-1 /Ul<il 


4U4Z4U 


5UUZDZ4 


Minus 


116132-1 16407,1 16653-1 16922 


4U4/0O 


09G77A0 


Minus 


oob/o-oouoo 






nUS 


olUoo-oioUl 


41/4*190 


OOAAWi 
3344ZW 


Minus 


/ 3531-/3/^3 


AhAAfYX 
4U44U3 


70701 K7 


Minus 


72053-72238 


4U444U - 


r5lOU51 


Plus 


ofMin 04 co4 

O0430-81581 


AftAQGR 


Q7CC04.Q 
930091? 


minus 


ii/43-nyzy • 


4U4tJ/ / 


1519284 


Plus 


4AAP 14*V7 

1095-2107 


404927 


7UOM1 

7342002 


Plus 


68630-69563 


404330 


6007890 


Plus 


37999-3o145^52-3o95A39727-o9872,4055 


405001 


6015406 


Minus 


104646-104819 


405025 


7107727 


Plus 


105267-100343,106184^106294,106387-10653 


405121 


8102330 


Minus 


QfAiA AAAAi 4fffA«| AMAi 

358 1 6-36004,35587-366 84 


40523B 


7249119 


Minus 


r 4 TA/l r4rtA/t 

51728-51835 


4uwjy 


7249119 


Plus 


1 44345-1 44464, 1 44690-1 44836,1 5 1 750-1 51 88 


405451 


7622517 


Minus 


4 icnin 4 A\&\*vt 

145949-146227 


4U5545 


1054740 


Plus 


4 4 AfrTT 4 4ftOm 44IVM4 44ntflff 40<CA» 40400 

118677-118807,119091-119296,121626-12162 


405546 


1054740 


Plus 


124010-124183 


405547 


1054740 


Plus 


1 24361-124520,1 24914-1 25050 


405646 


4914350 


Plus 


741-989 


405704 


4204244 


Phis 


4 0MJA 4 0(V\C4 

138842-139051 




£f OOvOf 


Plus 


OlU5/-0£U/5 


405849 


7651817 


Minus 


17705-18287 


405932 


7767812 


Minus 


123525-123713 


406081 


9123861 


Minus 


38115-38691 


406137 


9166422 


Minus 


30487-31058 


406173 


7230224 


Plus 


12925-13213 


406348 


9255985 


Minus 


71754-71944 


406360 


9256107 


Minus 


7513-7673 


406399 


9256288 


Minus 


63448-63554 


406434 


9256651 


Minus 


17803-17931 


406467 


9795551 


Phis 


182212-182958 


406506 


7711374 


Minus 


6843-8077 


406547 


7711513 


Minus 


172780-174358 



Table 4A fete about 425 genes up-regutated in breast cancer compared to normal adult tissues and to non-malignant breast tissues. These genes were selected from a starting 
coRedion of about 59680 probesets on the Aflyrnetrix/Eos-Hu03 GeneCWp® array. The "average" breast cancer level was set to the 90th percentile value amongst breast cancer 
specimens. The 'average' norma) adult tissue (evet was set to the 75th percentile value amongst non-maSgnant adult tissues. Certain predicted protein domains are noted. 

Table 5A lists about 231 genes up-regutated in breast cancer compared to normal adult tissues and to non-malignant breast tissues (hat are likely to encode proteins amenable to 
modulation by small molecules, peptides, or anybodies. These were selected similarfy as for Table 1. The 'average* breast cancer level was set to the 90th percentile value amongst 
breast cancer specimens. The •average' normal adult tissue level was set to the 50m percentile value amongst non-malignant adult tissues. The protein products of these genes often 
contain one or more domains Indicative of have oncogenic function or of transducing mtracefluiar signals, or of being modutatable by small motecules, peptides, or antibodies (ag. 
pWnase, death-domain, 7tm, phosphatase, or ioo^transpcrtar). Certain predicted protein domains are noted. 

TABLE 4A: ABOUT 425 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset Identifier number 

ExAccm Exemplar accession number, GenBank accession number 

UntGenelD: Untgene number 

Pred.F^LDornains; Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very Ckety to contain; =M, 

Weary to contain; =N, less Gkeiy to contain. AD other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title; Ura'gene gene fitie 
R1: Raboof5t)thpercenfledtunwto75thp 

Pkey ExAccn IWGenelD PrelProtDomatns UniGeneTifle R1 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



419551 
426174 
409340 
428471 
417931 
447966 
406387 
421814 



AW582256 Hs.91011 

AA547959 Hs. 11 5838 

BE174629 Hs.321130 

X57348 Hs.184510 

W95642 Hs.82961 

AA340605 Hs. 105887 



426104 
421481 
422511 
426539 
419693 
419329 
418344 
407116 
417389 
419452 
421552 
409453 
409832 
417515 
411573 
418751 
422087 
421143 
408491 
417944 
409062 
422281 
425308 
408349 
449019 
435561 
410687 
429455 
414407 
419390 
453902 
411089 
450172 
449717 
451529 
435370 
411761 
424223 
426935 
408796 
407230 
422830 
447528 
430168 
423225 
414822 
452683 
444784 
453857 
413859 
440369 
418140 
441384 
424464 
423582 
432562 



L12350 

AA157857 

AI204418 

AW391972 

AU076442 

AB011155 

AA133749 

AYQ07220 

AA216387 

AA130986 

BE260964 

U33635 

AF026692 

AI885516 

W74001 

L24203 

AB029000 

BE389014 



AB024536 
AI088063 
AU077196 
AL157488 
M36803 



429165 
416984 
448913 
430154 
400496 
442599 
448520 
431309 
426485 
435858 
446051 
451982 
450334 
431890 
434449 
422699 



BE546947 

A1949095 

AA351978 

U24389 

AI472111 

AA147026 

AI701162 

BE502341 

AA456454 

NM.005864 

AB040935 

AI917901 

AI984074 

AI733848 

AJ243706 

NNL000088 

AA688292 

AA157857 

AC007954 

A1612027 

AW968343 

AA852604 

AA156542 

AI089575 

D12485 

AL080235 

AW992356 

AW176150 

BE613836 

AA447849 

R68537 

BE000831 

BE531048 

D60647 

AW0O9885 

H38765 

M194422 

AW58305B 

AF078037 

AB002387 

AW451711 

NMJXJ6207 

AF254260 

BE048061 

F13036 



Hs.108523 
Hs.182265 
Hs.190080 
Hs.104696 
Hs.1 17938 
Hs.170290 
Hs.301350 
HsJ288998 

Hs^71627 

Ks.82045 

Hs.90572 

Hs.105700 

Hs.95612 

Hs.55279 

Hs.82237 

Hs.70823 

Hs.372548 

Hs.1 11301 

Hs.102171 

Hs.7882 

Hs.82985 

Hs£0150 

Hsl346935 

Hs.155585 

Hs.44276 

Hs.67776 

Hs.4943 

Hs.65436 

Hs.278594 

Hs.76704 

Hs.331904 

Hs.3402 

HsJ355702 

Hs.24587 

Hsl23954 

Hs^08841 

Hs.225838 

Hs.71935 

Hs.143323 

Hs.172928 

Hs.170345 

Hs.182265 

Hs.121371 

Hs.76277 

Hs.145582 

Hs.125359 

Hs.72127 

Hs.374574 

Hs.11951 

HsJ5861 

Hs.8364 

Hs.132449 

Hs.83551 



X17033 

AW953484 

BE410590 



Hs.17962 

HSJ23837 

Hs^78422 

H$l250879 

Hs.1 18258 

Hs.80706 

Hs.22554 

Hs.234726 

Hs.324051 

Hs.21355 

Hs.313760 

Hs.170040 

Hs.283009 

Hs.37054 

Hs.27373 

Hs^4879 

Hs.271986 

H&3849 

Hs.1 19257 



TM=M;SS=M 

aa_permeases,pyridoxal_de 
14-3-3;TM=M;SS=N 
trefofl;TM=N;SS=M ' 
Jacafin;TM=N;SS=M 

EGF.tspJ.vwc.TSPN.tsp 3; 
fi3amentbZIP;TM=N:SS=M 

TM=M;SS=M 
Coflagen.none 
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IM=M,t>b-N 


KIAAOioO gene product 
cbTs 


0 4 

0.1 


431176 


AI026984 


Hs.293662 


fyiUrSjgnajjarrinijri.D.iamin 


a n 
0.U 


419245 


AJ732742 


Hs.87440 


CCTo 
COlS 


0.U 


434493 


AA635305 


Hs.375591 




ESTs 


o n 
O.U 


449177 


BE616694 


Hs.2BB042 




nypouieocai protein r\j i^zya 

PMBfi 

raioo 


^ n 


430449 


AA352723 


Hs.241471 


»*n i , i (vj=iv],oo— ri 


O.U 


452887 


AI702223 


Hs,107253 




nypouiBucai protein UM-zp/o irZ4 1 


0.U 


451678 


AA374181 


Hs.26799 




UI\rCr0O4LW/DH pi u Ism 


O.U 


445457 


AF168793 


Hs.12743 


Pom oruttamcfTM^M-CQ-M 


camiQne O-octanoyllransf erase 


i n 

O.U 


407597 


AA043925 


Hs.333352 


UlO^y, 1 (Vr- T ,oo = Wl 


nomo sapiens orouier or uiu (duo) m 


in 


431629 


AU077025 


Hs.265827 


1 (Vi— (¥1,00— 1 


Inlot^aMn alM.ha_lrw4ii/ k SMA ffimtflin 

inieneiun, aipnanrtaucujie praicin 


in 

O.U 


432302 


AA345857 


Hs.274307 




l/IAAI/X') nmlfl'm 

i\iaai44z prote&i 


in 

O.U 


442549 


AI751601 


Hs.8375 




TNF receptor-associated factor 4 


o,u 




AJ472068 


Hs.375604 




KIM loos protein 


■a ft 
O.U 


447400 


AK000322 


Hs.18457 


ZKJHW, 1 M=Y,0O-M 


nypotneucai protein ruzujia 


O.U 


411734 


AW374954 


Hs.71779 




Homo sapiens DNA fnem chromosome 19 


O.U 


AAVIA7 


AW271273 


Hs.356487 


m3,non8 


hypothefical protein FU 12666 


3.0 


417000 


BE277919 


Hs.306019 


TW-V-QC-IJ 


CCT*. lA/a-iW»« c«nt1-Tf in Al 1 17 lit III AM 

to i s, weawy similar © alu i w huwian 


OA 
O.U 


416987 


D86957 


Hs.80712 


flTD fW-Tll-KI'CO-ll 

b 1 r_UUw, 1 W=N,oo=M 


iMAAu/uz protein 


1 ft 

0.U 


424494 


U78575 


Hs.149255 




pftcspnaLroyiinQaDffi^pno5pnara o- 


in 

O.U 


414496 


W73853 


Hs.355424 


ntrtnoeA CC CD Kma P o/4h 


to is 


in 


413336 


AJ569938 


Hs.298178 


rWhirfm*TlUb7M»CO-tJ 

UCuuotn, t NWVlJOO— N 


huvwslkalU^I nmlfttfi CI I70C07 

nypOutSQcai protein ruzzoor 


in 
O.U 


434314 


BE392921 


Hs.3797 


ltE>,cSl, i w-m,oo— n 


rvADzo, memoer tv\o oncogene iamuy 


in 

O.U 


401038 


AA088767 




TM=M;SS=M 


CI 1000425:gi|4507721|reflNP_0033ia 


3.0 


418245 


Hs.83883 


TM=Y^S=M 


transmembrane, prostate androgen tn * 


ao 


407688 


W25317 


Hs.37616 




Human D9 spice variant B mRNA, com 


ao 


456906 


AF 11 7646 


Hs.156637 


zraHC4,Ct!_N,CblJC,Ca 


Cas-8r-M (murine) ectopic retrovir 


ao 


424744 


AW175781 


Hs.152720 


TM=M;SS=N 


M-phase phosphoprotein 6 


ao 


452195 


AA994712 


Hs.1 16878 




ESTs 


ao 


415988 


BE407713 


Hs.78943 


PepLC1-Gke;TM=N;SS=M 


Weomycfai hydrolase 


ao 


418399 


AF131781 


Hs.84753 


TM=N;SS=N 


hypotheCca) protein FU12442 


ao 


420568 


F09247 


Hs347735 


cadherinJipocaGn:TM=M;S 


protocadherin alpha 10 


ao 


404661 






TM=M;SS=N 


C300030S* 1 2737280|refp(P_006632 


ao 


414152 


NM-003248 Hs.75774 


EGF,TSPN.bp.3:TM=M:SS=M 


(hrombospondin 4 


ao 


421307 


BE539976 


Hs. 103305 


chrorno 


Homo sapiens mRNA; cONA OKFZp434B04 


ao 


444868 


BE560471 


Hs.12101 


TM=N;SS=M 


hypolheQca) protein 


ao 



130 



WO 03/042661 



PCT/US02/36810 



450214 BE439763 

452664 AA398859 

422105 A1929700 

422278 AF072873 

434067 H1B913 

412676 NM_000165 

426801 AA486846 

421983 AI252640 

429299 AI620463 
408912 i AB011084 

438746 AI885815 

TABLE 4B 



HsJ?27571 


RGS;TM=M;SS=N 


regulator of G-protein signalling 4 


10 


Hs.18397 


TM=M;SS=M 


hypothetical protein FU23221 
endosuifine alpha 


10 


Hs.1 11680 


TM=M;SS=N 


3.0 


Hs.1 14218 


Fz.Frizzted,7biu2;TM=:Y;SS 


frizzled (Drosophfla) homoJog 6 


3.0 


Hs.124023 




Homo sapiens cDNA FU1421B fe, do 


10 


Hs.74471 


connexin,Connexin43;TM='Y; 


gap junction protein, alpha 1, 43kO 


10 


Hs^71795 




ESTs,WeaJdy similar to 138022 hypo 


3.0 


Hs.1 10364 


proJsrjrnerase,none 


pep&dylprotyl isomerase C (cycloph 


10 


Hs3474Q8 


TM=Y;SS=N 


hypothetical protein MGC13102 


3.0 


Hs.48924 


Annadato_seg;TM=M;SS=M 


KIAAQ512 gene product ALEX2 


10 


Hs.184727 


transfenin.GuanylalBjdn 


Human metanoma-asscdatad arrfigen p 


10 



Pkey. Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 

416344 
412703 
434241 
422940 



CAT Number Accession 



245371J 
1243670J 
63414J 
58443J 



434433 111338.1 
TABLE 4C 



AA216387 T63548 AA228676 
AW9B4759AW984744 
AF119913AI207698 R57074 

BC012771 BG397153BF366196AA337277AA319285AW843252 

AA136653 AA136655 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 

AA633408 AW749955 AW629759 A1651005 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (Gi) numbers. "Dunham I. et ai.' refers to the publication entitled The DNA 

sequence of human chromosome 22.' Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntposition: indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpostSon 


406387 


9256180 


Plus 


116229-116371,117512-117651 


400496 


9743564 


Plus 


4151541695 


402496 


9797769 


Minus 


8615-9103 


403439 


9719679 


Plus 


91463-91632 


401038 


7232177 


Minus 


42774469 


404661 


9797073 


Plus 


3337443675,33769-34008 



TABLE 5A: ABOUT 231 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES THAT MAY ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES, PEPTIDES, OR ANTIBODIES 



Pkey: 
ExAccn: 
UniGeneiD: 
Pred.ProLDomains: 

UniGene Title: 
R1: 



Pkey • 

409340 
421481 
419693 
417389 
414521 
438091 
413815 
439180 
431441 
452547 
452239 
441384 
419223 
413859 
410687 
422699 
419452 
427378 
4447B4 
436972 
412926 
425280 
432636 
423778 
424206 
444797 



Unique Eos probeset identifier number 

Exemplar accession number, GenBank accession number 

UniGene number 

Certain predicted protein domains. Abbreviations used: TM, tjansrnembrane domain; SS, signal sequence; =Y, very likely to contain; =H 
likely to contain; =N, less fikety to contain. AS other protein domain abbreviations are from PFAM (Nucleic Adds Research, 2002, 30:276-280). 
UniGene gene file 

Ratio of 90th percentile tumor to 50th percentile of norma) body tissue 



ExAccn 


UniGeneiD 


PredProtDomams 


UruGeneTitte 


R1 


8E174629 


Hs.321130 


aajjermeases^jyridoxaLde 


metanophSn (MLPH), mRNA 


20.5 


AW391972 


Hs.104636 


TM=M;SS=M 


WAA1324 protein 


16.3 


AA133749 


Hs.301350 


ATP1G1J>LM_MAT8;TM=Y;SS=M 


FXYT) Axnakvcontaintng ion transpor 


13.7 


BE260964 


Hs.82045 


PTtU/K;TM=M;SS=Y 


mid kino (neurite growth-promoting f 


13.7 


D28124 


Hs.76307 


DAN;TM=M;SS=M 


neuroblastoma, suppression of tumor (DAN) 


13.7 


AW373062 


Hs.351546 


hormonejec^f-C4,none 


nudear receptor subfamily 1, group 


13.4 


AL046341 


Hs.75562 


pWnase,F5J8_type_C;TM=Y 


discoidrn domain receptor family, m 


13.2 


AI393742 


Hs.199067 


Furirv4ike,pkh3se,Recep„ 


v-erb-b2 avian erythroblastic teuke 


13.2 


U81961 


Hs.2794 


ASGTM=Y;SS=N 


sodium channel, non voltage-gated 1 


12* 


AA33S295 


Hs.74120 


LEA;TM=M;SS=N 


adipose specific 2 


1Z4 


AW379378 


Hs.356289 




protein tyrosine phosphatase, recep 


1Z1 


AA447849 


Hs.288660 


7tm w 3,none 


refinoic add induced 3 


115 


X60111 


Hs.1244 


transmernbrane4;TM=Y;SS=M 


CD9 anfigen (p24) 


11.7 


AW992356 


Hs.8364 


SAM_PNT,none 


Homo sapiens pyruvate dehydrogenase 


11j5 


U24389 


Hs.65436 


LysyLoxidase;TM=N;SS=M 


lysyl oxidase-like 1 


11.2 


BE410590 


Hs.1 19257 


SH3,HS1jep;TM=M;SS=N 


ems1 sequence (mammary tumor and sq 


10.1 


U33635 


Hs.90572 


&pWn3se;TM=Y;SS=M 


PTK7 protein tyrosine kinase 7 


9.9 


BE515037 


Hs.177556 


MAGE;TM=M;SS=N 


melanoma antigen, femOy D, 1 


9.9 


D12485 


Hs.1 1951 


SomatorraoTrLB,Endonucteas 


ectonudeotide pyrophosphatase/phos 


9.9 


AA284679 


Hs.25640 


PMP22J3audin;TM=Y;SS=M 


daudin3 


9.7 


AI879076 


Hs.75061 


MARCKS;TM=N;SS=M 


macrophage myristoylated alanine-ri 


9.5 


U31519 


Hs.1872 


PEPCK;TM=M:SS=N 


pftosprK)enotpynjvat0 carboxyidnase 1 


9.5 


AA340864 


Hs.278562 


PMP22J3auaTn;TM=Y;$S=M 


daudln7 


9.4 


Y09267 


Hs.1 32821 


FM04ike,pyrjedox;TM=Y I -S 


flavin containing monocxygenase 2 


9.4 


NM.003734 


Hs.198241 


Cu_amhejj»i t OjLarririe_cx 


amkie oxidase, copper containing 3 


9,4 


AB018333 


Hs.12002 


SH3,SAM;TM=M;SS=N 


WAA0790 protein 


9.0 
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WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



402559 


APA4H7Q 
ATV4O043 


Me 171717 


PA P>TM=V>CQ=M 


PDA DOn DttAcr>Knflf4tp> rv4A nlu^nk«» OQ 

rrnrta rnospnauuic auu pnOSpnSuiypQ 4b 


q n 


443932 


AWRRR777 


115.99/ O 


^H7 WW Pin rvYTW 


•one In 


ftQ 
o.y 


421143 


ADU4S00O 


He 107171 
ns.lU4lr 1 


in 1 PR 1 RRMT 1 RRPT'TU=M'<5 


tmrnunoglobuDn superfarmly contain) 


A ft 

0.0 


433592 


NM ftfUfl47 


Hs.3436 


TUtrM-RR-M 

IIW = lHOO— N 


dflbted in oral cancsf (mouse, homo 


fl 7 
o.r 


410668 


RF17Q7Q4 


rl5. 1 33 OU 1 


rfpalh TMPR H%-TM=Y-R5?=M 


hypolhefcal protein 


n 7 

O.f 


433552 


w¥V/ 104 


He 1<OTft7ft 


rae A DP (rrm ™+THi-l*-CQ- 


DA DOC DAD OC mntnKar DAO aammaka fa 

kad4o KAo4o, memuer KAb oncogene ta 


0.0 


421853 


All 17472 


He 108974 


cuo Cnrh'TM=M*R^=M 


ononHJuiain pro lb in o iportsmj 


a c 

O.0 


425335 


DC09404/ 


He 70jft7ft7 


wnanQ,Kazai,an,ras,/uu_ 


KJlDStaurWlKe 1 


ft £ 
0.0 


400290 


H1B836 




Cve kftol 


hypoihfiQcal protein FLJ20041 


8.5 


438089 


W05391 


Hs.351546 




nucisar receptor subfamily 1, Qtoup 


8.4 


426158 


MM 001982 


He 1QQnfi7 


Firrin_nira rtHnaeo Qcw><m\ 


v-en>-o£ Byian cryuirooiasoc leuKe 


a o 

0.0 


447191 


MM Q14571 


Ks.17667 


^UO-TXI-U-CC-M 

ono, i sw- Afl,oo 


ono-uomain ujnouiy proieiri 4 


ft7 

0.4 


435841 


AI399&4A 


He 1ft777 
ITS. 10414 


Annans, i wp i ,oohi 


arruno acid trans portar system A1 


ft 7 
0.4 


439318 


AWR17fl4fi 

AiiOO/UhO 


He fiS 77 
ns.004/ 


71m 7 Puir acm HDQ TM— V Q 


G protein-coupled receptor 56 


O 4 

0.1 


442213 


Mifinn 

reoot iu 


He WM71 

ns.ouoy/ 1 


sugar_cr; I wft,ck>-M 


solute earner family 2 (facSfete 


Q 4 

0.1 


412649 


mm nrtTTflft 

riIV^.UU44U0 


He 747RQ 

ns./ 4ooy 


InhinWn A CP P AD>Tl*-H-CC 

mEgnri^/v rWiAr , 1 M-M.CK) 


tniegrin, aipna i 


Q 4 

0.1 


440913 


* A 4 ft J AOO 

AA194422 


H&22564 


nn\zf-RanBP,pWnase,GST_ 


myosin VI 


8.1 


4 AH 00 


a\a/7oo07c 


Hs.95583 


transmemcrariD4;TM=Y;SS=M 


transmembrane 4 superfamiiy member 


8.0 


4U/ 1U4 


A Artft7C0Q 
AAUUJ04S 


Up 0/*QCfi4 

nS.o4ooU1 


trans por\_prot,oWlB/\btp 


glyceroW-phosphate dehydrogenase 


7.9 


/COM ft 
404310 


aaDDCOOU 




Tli— M.OO— t J 


RNA POLYMERASE 1 AND TRANSCRIPT REL 


7.9 


41OU/0 


U 10564 


U_ -TCI 00 

Hs.751oo 


pWnaseiTMsMiSS^N 


weel (S. pombe) homotog 


7.9 




/NV3C77 


ns.bblD 


einano; I m-m;oo-n 


myosin regulatory fight chain 2, sm 


7.7 






Lie *ViAf\ 


ArmaaiHo_seg;TM=M;So=N 


junction plakogtobln 


7.6 


401304 


DC001U40 


nS.4f0444 


—4 MUO-TII- 14'CC— hi 

ZH2nZ;TM=M;SS=N 


DKFZP586G1 122 protein 


7.6 


426359 




He 1DRft7 

ns. i u 004 


adenylatekin3se,none 


Homo sapiens cuna. rxJiSSX o its, ci 


7.5 


/1 770.0 
11" 00 


At A4AR7A 


He Qocni 
ns.o4oUo 


KIA*MA 


Rsapiens mRNA for 3TJTR of unknown 


7.5 


451541 


□czr sooo 


Uc OCCC7 


Armn471U coji>TV/t^M«CC-M 
AlUlCUU!0_Sey, | JVFM,00-r*J 


pidKopruiin o 


7 A 
(A 


443951 


F13272 


He mftftl'? 
ruj.oooooo 


PXJ1O00 Plot tf4?r\ fwsna 


tr%rAfltx llnK4 MkfMMliflA 

TernurL iigm poiypepuoe 


7 A 


409960 


GE261944 


He 1^^?R4 




riBJuHunasB 1 


7 O. 


423164 


mm 004428 


Hs.1624 




ephnrvAl 


7.3 


405121 


X04385 


He 110^07 
ns. 1 1 uou4 


Pve Vr^ r>f XOC_Kolft mm lAim 

VjSJUlOI, 1 v^KJeid,VWd,VWC 


von Vvllebrand factor (WW), mRNA 


7 4 

f,l 


438974 


ATUO JO 1 O 


Hs.6454 


PTV7*TM=M*RRsM 


chrofnosome 19 open reading frame 3 


7 4 
/.I 


417771 


AA804698 


Hs.82547 




reGndc add receptor responder (t 


7 n 


424118 




Hs. 140452 


nprirtnin-TM=W- QR=M 


cargo selection protein (mannose 6 


7 n 


402705 


X67951 


He1R0Q0Q 

no. 1DU9U9 


Ahn^TQA*TM=M-QQ=M 


nam-riixwlrvvln 1 /PDrW1\ 

peroxircaoxui i (rr\UAij 


7 n 


417115 


AWP577Q7 
am aaz/ 3£ 


He H4A17 


orn,uKinasB, i wi = n,oo = k 


small nuclear ribonucleoprotein pd 


7 n 

r.u 


4440/ £ 


AtnniQ79 


Ue 11C191 

MS. 10014I 


UPD7A 

nbrfO 


hypothetical protein FU42415 


6.9 


447216 


DTCRIO 
rU0OI4 


He 1RQ74A 


cyTocnrorn8_c,NA,NA 


p»oN i K-asscctatBo ceu oeatn execut 


C 0 

o.y 


422278 


AFfl77fl71 

ATVI/ £0/0 


He 11471ft 


Ct Rri77<<wi 7hn 7<TM-V*Q.Q 


inzzieo (urosopruiaj nomotog o 


C 0 

o.y 


414R57 


AA494A74 
AA441U/4 


He 7R7PA 




protein phosphatase 1, regulatory { 


C ft 

o.y 


441 040 


A10I4U4/ 


Uc 7C777 


tdo nDi u\/Aoo-Ti*-v.ee-n 
1 b4_Url_nVA44; 1 M=T;oo-M 


Homo sapiens, done MGU9381, mRNA, 


c ft 

as 


400/4? 


DC04 tOUf 


ns.oololo 




transmembrane 4 superfamiiy member 


6.9 


440UI0 


AC4C4AOfl 
ArlOlUZU 


U<- 4Q44A>I 

nS,la 1444 


TM=Y;5o=M 


hypothetical protein 


6.9 


44414^ 
444 KO 


AIA/747QQA 

Avv/4iyyc 




Bd-2,nonQ 


cols, Moderately similar to Aooi94 


6.8 


414441 
414440 


A11fl777ftfl 
AUU/ 1400 


He IMA A 
nS./0 144 


tgtPKmose, i M^i.bo-N 


piateiet-cenveo growth tactor rece 


6.7 


418751 




He 170C40 
nS.of 40'KJ 


SH2,none 


phosphoinositkte-3-tdnase, regulato 


C 7 

o.r 


448479 


H96115 


He 717Q1 


1 mPP^TM=M'QQ=M 


UDP-N-acteytgtucosamlne pyrophospho 


0.0 


410552 


X66945 


He 7 Aft 


1m nlflnoca QUO 0U1 PO OU 


fibroblast growth (actor receptor 1 


ft ft 
0.0 


414883 




ns.o4oooy 


Pt/O-TM— M-OO-tJ 
WSb, 1 WFrCob 3 ^ 


PftPOO nmfnlii lin nn ,-. 4 

uuLzo protein Kinase l 


ft c 

b.b 


4 1 / 440 


MM flOTTQI 
niVLUU449l 


Up D010^ 


I^UI. CPC l4mi«tli« k|u_~ 

lamnBixjbWtiaminjn^Nieini 


taminin, beta 1 


6.6 


428179 


AI127772 


He 97QAQR 

ns.4/ yoyo 


nfewiftea DY nUn tpq P-TI »-M 


serum/gtucocofucdd regulated kina 


ft ft 

0.0 


4431 QC. 


DC 1*40400 


Ue lomei 
ns.iyoUoo 


A9_trans/K)ne 


Homo sapiens cuna rUi44vi ns, cio 


0.0 


444014 


A03UU4 


HS.14yo4o 


lnlegnii_B,tGF;7M=Y;5S=M 


integnn, beta 5 


6.5 


4tl / 00 


Al 11Qfi71 

ml u yon 


nS.l44U 


ig.pwnasejM-Y^S-M 


fibroblast growth factor receptor 3 


6.5 


400QCA 
440yOU 


RP111R7Q 
DCOI 10/9 


Ue 1Q/1CTO 




paospnoproiem enrtcneo in asuocyi 


6.5 


43U1/4 


MM DtwatiA 
NIVLUU0004 


Us 0/CQ7 


OLIO Iulj — ljl---lO .Tll_H_f 


signal transduction protein (SH3 co 


6.5 


410V/ O 


Al A1414Q 


Ue 70flTIC 




protebi tyrosine phosphatase, recep 


ft c 

o\5 


4Uoyi4 


ADA4 4f\QA 


Hs.48924 


A t*tl ^4i j % t fSf\ 1 ft 

AnraofllojseKTMsMiSSsM 


K1AA0512 gene product: ALEX2 


6.4 


423373 


Al/OlDOO 


nS.1oo9oo 


lg;TM=Y;5S=M 


pofiovirus receptor-retated 2 (herp 


6.4 


449V43 1 


N28989 


Ue 00 Oft 4 
MS. 44091 


aaji8nneases;TM=Y;SS=M 


sduta carrier family 7 (calionic a 


6.4 


4U0041 


YC70AO 


Up. 10140C 

nS.loli/5 


tg.HSFvU.PpX-GppAjTM^MlSS 


immunogioDUiin lamooa tocus 


6.4 


431629 


AU077025 


Hs.26S827 


TM=M;SS=Y 


interferon, alpha-tnduclble protein 


6.4 


428169 




Ue 4 PO7O0 


nhnfnDP 1 IDBT14 4D>TUxV«CC— M 

pnOwKUiUrrUi lo, 1 wPYjbb-N 


golgj phosphoprotein 2 


ft A 
0.4 


441117 

44000/ 


Y076O4 


Ue OOOC 

ns,y4oo 




non-metastafic ceQs 4, protein exp 


ft A 
0.4 


4A17Q7 
401494 


AtJUO/ f 10 


He OfiOftA 


SK3;TM=M:SS=N 


UIAA400C nntlnin 
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TABLE 5B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT Number Accession 

437056 428504.3 AW976398 AM 47061 AA765223 AA743380 Al 803927 
TABLE 5C 

Pkey: Unique number corresponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. 'Dunham I. et al." refers to the publication entitled The DNA 

sequence of human chromosome 22/ Dunham I. et at, Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposiQon: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposifion 

405484 5922025 Plus 199214.199579,199672-199920,200262-20049 



TABLE 6A 777 GENES UP-KEGULATED IN COLON CANCER COMPARED TO NORMAL ADULT TISSUES 

Table 6A Gsts777 genes up-regulated in colon cancer compared to normal adult tissues. These were selected from 59680 probesets on the Afryrretrix/Ecs Hu03 GeneChip array such 
that the ratio of 'average* colon cancer to 'average* normal adufl tissues was greater than or equal to 3.0. The 'average' colon cancer level was set to the 90* percentile amongst 95 
colon cancers. The 'average' normal adult tissue level was set to the 90* percentile amongst 209 ncrwnaRgnant tissues. In order to remove gene-specific background levels of non- 
specific hvbridaation, the 15* percentile value arnonqst the 209 non-malignant tissues was subtracted from both the numerator and the denomirtator before the ratio wa s evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal body tissue 
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urugerteiu 


1 T7LL. 

Unigene lute 


R1 


447033 


AI357412 


Hs.1 57601 


ESTs 


31.35 


wyu4i 


ABU33025 


lL. cnnoi 
HS.OW81 


1/1 A A 4 4QO nrntn'm 

KlAAuyy proteai 


29.00 


HlOUUf 




Up QHCO 

ns.ooiby 


mainx (TwatoproieinasQ l \iniBrsuu2i 


OC A 4 
£0.41 




D30783 


Hs.1 15263 


epiregufin 


24.38 


428187 


AI6873Q3 


Hs^85529 


G prateirvcoupted receptor 49 


24.00 


4Ztwbo 


Bt440042 


HS.03325 


matrix iretaDoproteinase 3 {stromelysln 


23.55 






nS. 1/tO/y 


nypoiReuca proiBtn rw iU4b i 


22.70 




A A9*3CT7C 


Up 70/Y70 

ns./SU/o 


malk (rruiDuc arrest oeircteni, yeast, n 


21.60 


444/OJ 


Al/WMAGQ 

AWJU14D0 


Li. coi on 


anilfin (DrosophSa Scraps hcmolog), act 


21.15 


41iwoy 


AL267700 


M. 44TEOA 

Hs.317584 


ESTs 


2055 


42/685 


lUllOZ 


Hs.1 79729 


couagen, typo a, aipna 1 (Scnrrad metapn 


19.35 




All lUbo4 


HS.7045 


fibrinogen, 8 beta polypepSde 


18,68 


421470 


R27496 


Hs.1378 


annexfn A3 


18.05 


439759 


AL359055 


Ks.67709 


Homo sapiens mRNA fun length insert cON 


1730 


449032 


AA045573 


Hs. 22900 


nuctear factor (erythrokWerived 2}*Ek 


17.15 


450531 


AW301032 


Hs.203800 


ESTs 


16.60 


432867 


AW0 16936 


Hs.233364 


ESTs 


1635 


443211 


A1128388 


Hs.143655 


ESTs 


15.80 


450221 


AA328102 


Hs.24641 


cytoskdeton associated protein 2 


15,10 


406964 


M21305 




gb:Kuman alpha satellite and satellite 3 


15.00 


410355 


S58544 


Hs.1 530 57 


sperm associated antigen 1 


14.70 


441377 


Bc21o239 


Hs.202656 


ESTs 


14.45 


413jiB 


AU076607 


Hs.75285 


mtsr-aipha (globulin} mnioitor, H2 pol 


1435 


44Z4US 


DCmfiQAQ 

DczUoo4d 


HS.1Z9544 


nypotheucal protein MGC1 5438 


14.35 


44UoU4 


Bel 59984 


Hs.1 25395 


ESTs 


14.25 






1_L_ 1 COO /I A 

nS.lbytW/ 


TTK protein kinase 


13.60 


451561 


N52812 


Hs.177403 


ESTs 


12.80 


A1AnY> 




U. OACDQO 

HSu!Uooy2 


bo IS 


12.75 


410300 


A AOQGOQ1 


ns. looob i 


lift—. .nui iinn/o c_ _i___ 

Homo sapiens cona rU2UD42 ns, clone CO 


12.65 


422420 


U03398 


Hs.1524 


tumor necrosis factor (iigand) superfami 


12.55 


4/0OO4 


AKUUlbOO 


ns-ioyuyo 


stmuarto oALLi (sai (urosopfua)-une 


12.40 


AARtYJ 
44OZ0Z 


Alzolo4o 


li. 4 0XCO4 

nS.194o91 


refinoic add induced 3 


12.25 


424252 


AK000520 


T|. 4 4 

Hs. 14381 1 


hypothetical protein FL120513 


12.18 


a cm /a 

40U149 


AtAiOC07Q1 
AWboyfOl 


Up iVKtt^l 


£ic Tarfiiy memoer z (oda-pairea Drosoprti 


1135 


419752 


AA249573 


Hs.152618 


ESTs, Moderately similar to ZN91.HUMAN Z 


11.80 


422011 


U30246 


Hs.1 10736 


solute carrier tamliy 12 (sodlum/potassl 


11.65 


452461 


N78223 


Hs.1 081 06 


transcription factor 


11.42 


4JloUo 


M30703 


Hs.270833 


ampWregulin (schwannoma-derived growth 


1135 


AftflCHA 

4UUoJ4 








11.00 


448706 


AW291095 


Hs.21814 


intedeukb 20 receptor, alpha 


10.75 


453688 


AW381270 


Hs.194110 


hypothetical protein PRO2730 


10.75 


426890 


AA393167 


Hs.41294 


ESTs 


10.60 


408950 


AA707814 


Hs.1 4945 


long fatty acyt-CoA synthetase 2 gene 


10.55 


423020 


AA383092 


Hs.1 MB 


replication protein A3 (14k0) 


10.50 


453922 


AF053306 


Hs.36708 


budding uninhibited by benzimidazolas 1 


10.50 


447505 


AL049266 


Hs.1 8724 


Homo sapiens mRNA; cONA DKFZp564F093 (fr 


10.40 


425761 


AW664214 


Hs.196729 


ESTs 


10.25 


404567 








10.15 


428536 


AI143139 


H&2288 


vislnirv43ce 1 


10.10 


414972 


BE253782 


Hs.77695 


KIAA0008 gene product 


10.05 


459504 


BE514127 




gb:601315974F1 NIH_MGC_8 Homo sapiens cD 


9.95 


438018 


AKD01160 


Hs3999 


hypothetical protein FU 10298 


9.90 


447863 


AL047611 


H&288885 


Homo sapiens cDNA FU 14246 Ms, done OV 


9.65 


442353 


BE379534 


Hs.49135 


A A - J. - _1 ■ * *t A All n 1 it It I A hi A 

EST s, htooeratery similar to ALU7 JiUMAN A 


9.65 


424905 


NM.002497 


' Hs. 153704 


NIMA (never in mitosis gene a)-related k 


9.78 


451917 


AW391351 


Hs.50820 


Homo sapiens unknown mRNA 


9.73 


420900 


AL045633 


Hs.44269 


ESTs 


9.68 


438639 


AI278360 


HS.31409 


, ESTs 


955 


439521 


AI808955 


Hs.58248 


ESTs 


935 


445676 


AI247763 


Hs.1 6928 


ESTs 


930 


408489 


A1082437 


Hs^6690 


ESTs 


930 


418738 


AW388633 


Hs.6682 


solute carrier family 7, (cafionic amino 


937 


446311 


AW007294 


Hs.149795 


ESTs, Moderately similar to AIU1.HUMAN A 


9.00 


423349 


AFO 10258 


Hs.1 27428 


homeoboxA9 


8.96 


400195 


NA 




NA 


8.90 


411765 


H4334G 




gb:yp09a04 jI Soares breast 3NbHBst Homo 


8.90 


418895 


AA894D38 


Hs, 14600 


ESTs 


8.85 


AtACCI 

41400J 


AW977534 


Hs.151469 


caldiHTT/catnxXi^n-deperto serine pro! 


8.80 






Lj- on ACT 


MRS2 (S. cerevislaej-iike, magnesium horn 


Q 7C 


417218 


AA005247 


Hs.285754 


met protoroncogene (hepatocyte growdi fa 
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414559 


AV656184 


Hs.76452 


C-reactve protein, pentraxin-related 


8.64 


445436 


A1224105 


Hs.151408 


ESTs 
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403776 








aso 


433447 


U29195 


Hs.3281 


neuronal pentraxin II 


aso 


407168 


R45175 


Hs.1 17183 


ESTs 


a3i 


419335 


AW960146 


HS34137 


hypothetical protein FU12888 
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422505 


AL120862 


Hs.124165 


ESTs 


a25 


458242 


BE299588 


HSJ28465 


Homo sapiens cONA: FU21 869 fis, done H 
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452943 


BE247449 


Hs^1082 


hypothetical protein RJ 10525 
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446155 


A1553695 


Hs.1 59422 


Homo sapiens cDNA FU 13997 fis, dona Y7 * 


aio 


409687 


T5112S 


Hs.8493 


ESTs 
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416661 AA634543 Hs.79440 IGF-ll mRNA4xntfing protein 3 8.00 

443614 AV65S388 Hs.7645 fibrinogen, B beta polypeptide 7.93 

406360 NA NA 7.80 

443450 N66045 Hs.133529 ESTs 7.75 

5 414422 AA147224 Hs^37232 ESTs 7.75 

442611 BE077155 Hs. 177537 hypothetical protein DKFZp761B1514 7.70 

438604 AA811896 Hs.44604 ESTs 7.60 

447254 NM.004153 Hs.17908 origin recognition complex, subunit 1 (y 7.55 

400250 NA NA , 7.53 

10 420759 T11832 Hs.127797 Homo sapiens cONA FU1 1381 fis, clone HE 7.50 

404996 7.50 

450459 AI697193 Hs.299254 Homo sapiens cDNA: FU23S97 fis, done L 7.45 

445019 AI205540 Hs.281295 ESTs 7.30 

409269 AA576953 Hs.22972 hypothetical protein RJ 13352 7.25 

15 448816 A8033052 Hs-22151 WAA1 226 protein 7.25 

444361 W76027 Hs^3920 hypothetical protein FU1 1105 7.25 

449370 AK002114 Hs.23495 hypothetical protein FU1 1252 7.20 

433859 AW896758 Hs,273789 ESTs 7.20 

416143 AI955650 Hs.79033 giutaminyWpepSde cycbtransferase (glu 7.20 

20 456120 AA535244 Hs.78305 RAB2. member RAS oncogene family 7.20 

419751 AW195581 Hs.93121 K1AA0761 protein 7.16 

417830 AW504786 Hs.122579 hypothetical protein FU10461 7.15 

456553 AA721325 Hs.189058 ESTs, Highly similar to Simitar to a Ce 7.15 

421373 AA808229 Hs.167771 ESTs 7.10 

25 418763 AK000219 Hs.88367 hypothetical protein FU20212 7.00 

423248 AA380177 Hs.125845 ribulose^phosphate^eplmerase 6.96 

444798 BE242144 Hs.12013 ATP-bincOng cassette, sub-family E (OABP a95 

429486 AF1558Z7 Ks.203963 hypothetical protein FU 10339 6.95 

413573 AI733859 Hs.149089 ESTs 6.95 

30 442660 AW138174 Hs.130651 ESTs 6.93 

427878 C05766 Hs.161022 CGU07 protein 6.90 

438394 BE379623 Hs^7693 peptidytprolyi isomerase (cydophtlinH 6.85 

422711 D60641 Hs.21739 Horrra sapiens rnRNA; cDNA DKFZp586l1518 (f 6.82 

457030 AI301740 Hs. 173381 a^ropynirwfinase^ike 2 6.80 

35 417168 AL133117 Hs.81376 HornosapieiisrnRN^cONADKFZp586L1121 (f 6.80 

442973 8E567665 Hs.268550 Homo sapiens cDNA: FU23156 fis. done L 6.80 

453102 NM.007197 Hs.31664 frizzled (Drosophila) homotog 10 6.75 

416018 AW136239 Hs.78977 proprolein convertase subGlisrn/kexin t 6.75 

424051 AL110203 Hs.138411 Homo sapiens mRNA; cDNA DKFZp586J 1922 {f 6.71 

40 401644 6.70 

450434 AA166950 Hs.195870 hypothetical protein FU14991 6.70 

428479 Y00272 Hs.184572 cell division cycle 2, G1.toSandG2to 6.69 

406747 AJ925153 Hs.217493 annexinA2 6.65 

445191 AF048686 Hs. 12393 oTDP-Oglucose 4,6<iehYdrat3se 6.60 

45 424296 AI631874 Hs.1 55140 casein kinase 2. alpha 1 porypeptkle 6.60 

428392 H10233 Hs.2265 secretory granule, neuroendocrine protei 6.55 

427072 H38046 Hs.303193 ESTs 6.55 

452588 AA889120 Hs. 110637 homeobcxAlO 6.53 

439809 R41396 Hs.101774 hypolhefca! protein FU23045 6.50 

50 423123 NM.012247 Hs.124027 SELENOPHOSPHATE SYMTHETASE ; Human selen 6.50 

418454 AA315308 Hs.195870 hypothetical protein FU 14991 650 

423685 BE350494 Hs.49753 uveal autoantlgen with coiled ccU doma! 6.50 

447342 A1199268 Hs.1 9322 Homo sapiens, Similar to RIKEN cDNA 2010 650 

410908 AA121686 Hs.1 0592 ESTs 6.47 

55 406671 AA129547 Hs.285754 met prato-oncogene (hepatocyte growth fa 6.47 

450638 AK001826 Hs.25245 hypothetical protein FU 11 269 6.45 

452838 U65011 Hs.30743 preferentially expressed enBgen in rnela 6.42 

451389 N73222 Hs.279009 matrix Ga protein 6.40 

438202 A W1 69287 Hs^2588 ESTs 6.40 

60 452198 AI097560 Hs.61210 ESTs, Weakly shnflar to 138022 hypotheti 6.40 

425860 L29339 Hs.1 954 solute carrier family 5 (sodium/gjucose 6.37 

435538 AB0 11 540 Hs.4930 tow density lipoprotein receptor-related 6.36 

436539 Al 005457 Hs.275048 ESTs 6.35 

417404 NMJM7350 Hs.82101 pteckstrin hcmology-nke domain, family 6.34 

65 430388 AA356923 Hs.240770 nuclear cap binding protein subun'rt 2, 2 6.32 

425905 AB032959 Hs.318584 novel C3HC4 type Zinc finger (ring finge &31 

407237 AA169872 Hs.6216 Homo sapiens hepatocellular «n±wna-as 6.30 

413597 AW302885 Hs.1 17183 ESTs 6.30 

429529 AA454190 Hs.24283 ESTs, Moderately sMar to reduced expr 6.30 

70 409916 BE313S25 Hs.57435 solute carrier family 1 1 (proton-coupled 6^5 

407746 AK001962 Hs.38114 hypothefical protein FU11100 6^0 

426921 AA037145 Hs.1 72865 cleavage stimulation factor, Z pre-RNA, 6.20 

438050 BE262816 H&6061 protein kinase, AMP-actfvated. beta 1 no 6.20 

__ 416857 AA1B8775 Hs^92453 ESTs 620 

75 409683 U33317 Hs.711 defensin, alpha 6, Paneth ceO^pecffic 6.18 

452291 AF015592 Hs^8853 COCT(ceII<fivtsion(^7 > S.cerevisi 615 

420096 AA775910 Hs35011 syntrophin, beta 1 (dysfrephin-assodate 6.15 

448693 AW004854 Hs.228320 hypothetical protein FU2S537 6.15 

OA 433393 AF038564 Hs.98074 itchy (mouse hornobg) E3 ubiquitin prote 6.11 

oO 424745 AA214618 Hs.1 52759 activator of S phase kinase 610 

408771 AW732573 Hs.47584 potassium vottage-gated channel, delayed 610 

454438 AA224053 Hs.1 72405 eel division cycle 27 608 

407771 AL138272 Hs.62713 ESTs 608 
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416057 AI927382 Hs^9857 
442917 AA314907 Hs.85950 
451813 NM.016117 Hs.27182 
_ 453700 AB009426 Hs.560 
5 412246 AI160873 
430899 BE018217 
418868 AW407987 Hs.173518 
416421 AA134006 Hs.79306 
</v 455800 R22479 
10 409913 BE243842 
429201 X03178 
408908 BE296227 
413585 AI133452 
432298 AL118812 
15 424345 AK001380 
441645 AI222279 
409187 AF154830 
406687 M31126 
„ 452281 T93500 
20 429945 NNL006729 Hs.226483 
459309 AA040620 Hs.5672 
410060 NWL001448 Hs.58387 
423806 AA331247 Hs.86617 
„ 454036 AA374756 Hs.93560 
25 430345 AK000282 Hs.239681 
411096 U80034 Hs.68583 
429125 AA446854 
442957 AI949952 
„ 426642 AW068223 Hs. 171 581 
30 426518 Z43039 Hs.170198 
441894 M134329 
415385 R17798 
409757 NM.001898 Hs.123114 
. _ 433687 AA743S91 
35 424492 A1133482 
452606 N45202 
438777 AA825487 
417235 AA810278 
Ark 451177 AI969716 
40 415227 AW821113 Hs.72402 
436217 T53925 Hs.107 
452881 AW135220 Hs.241921 
426010 AA136563 
426235 AI631964 
45 445640 AW969626 Hs.31704 
444743 AA045648 Hs.301957 
442980 AA857025 
418882 NM.004996 Hs.89433 
453884 AA355925 Hs.36232 
50 444478 W07318 Hs.240 
419502 AU076704 Hs.90765 
420218 AW958037 Hs.286 
421155 H87879 Hs.102267 
_ _ 441421 AA356792 
55 456435 AI880384 

428046 AW812795 Hs, 155381 
446372 AB020644 Hs.14945 
421477 AI904743 
409564 AA045857 
60 453080 AJ423056 
430217 N47863 
417372 T99755 
415139 AW975942 Hs.48524 
412140 AA219691 Hs.73625 
65 424086 AJ351010 
409327 L41162 
417576 AA339449 
452131 A1860677 
436016 AA806465 
70 449347 AV649748 
445038 AI635444 
453921 A1824009 
413582 AW295647 Hs.71331 
421076 AW007983 Hs^33299 
75 407884 BE075316 
433384 AI021992 
U80735 

447020 

44170* 

80 



Hs,69233 
Hs.183528 



Hs.167073 

Hs.283077 

Hs.1 98246 

Hs.250822 

Hs.75431 

Hs.274293 

Hs.145479 

Hs.201555 

Hs£G966 

Hs.272620 

Hs.28792 



Hs.271004 
Hs.49397 



Hs.24170 
Hs.7535 



Hs.90012 
Hs.142179 
Hs^4250 
Hs.13034 



Hs.1975 
Hs.34447 



Ks.8878 kinesln-like 



HsJ334824 
Hs.270747 



Hs.104650 

Hs.54943 

Hs.23921 

Hs.336901 

Hs334728 



Hs.102267 

Hs.53563 

Hs.82285 

Hs.72325 

Hs.121536 

Hs.295901 

Hs.143917 

Hs.44577 



422026 

447020 T27308 

441795 N58115 

449416 AI651016 

418379 AA218940 

426753 T8S832 

422109 S73265 



Hs35Q11 
Hs.124244 
Hs.110826 
Hs.16986 
Hjl21137 
Hs.246311 
Ks.137516 
Hs.170278 
Hs.1473 



ESTs 
ESTs 

phosphoipase A2-activaflng protein 
apotipoproteln B mRNA editing enzyme, ca 
zinc finger protein 
hypothefical protein FU 14906 
M-phase phosphoprotein hcrrtoiog 
eukaryoBc translation initiation factor 
Homo sapiens cONA FU 13047 fis, clone NT 
centrosomai P4.1 -associated protein; unc 
group-specific component (vitamin 0 bind 
serine/threonine kinase 15 
fibrinogen, gamma polypeptide 
Homo sapiens mRNA: cDNA 0KFZp761G1 1 1 1 (f 
Homo sapiens cDNA FU10518 fis, clone NT 
ESTs, Weakly similar to T23406 hypothefi 
camamoyt-phosphata synthetase 1, mi loch 
pregnancy specific beta-1-gtycoprotein 9 
Homo sapiens cDNA FU11041 fis, done PL 
diaphanous (DrosophSa, homotog) 2 
hypothetical protein AF1 40225 
gtypfcan4 
ESTs 

Homo sapiens mRNA for WAA1771 protein, 
hypothetical protein FU20275 
mitochondrial Intermediate peptidase 
ESTs. Weakly simBar to 138022 hypotheti 
ESTs 

ubiquitin Werminal hydrolase UCH37 

K1AA0009 gene product 

Homo sapiens, done IMAGE3685398, mRNA. 

COBW-Gke protein 

cystaSn SN 

gb:ny57g0U1 NCl_CGAP_Pr18 Homo sapiens 

gb:HA2093 Human fetal fiver cONA library 

hypothetical protein FU23441 

ESTs 

ESTs 

ESTs 

ESTs 

fibrmogen-ilke 1 
ESTs 

hypothetical protein FU21Q07 
ESTs 

ESTs, Weakly simflar to KIAA0227 [Usapi 
nudix (nucleoside diphosphate finked moi 
~ 1 

ATP-binding cassette, sub-family C (CFTR 
KJAA0188 gene product 
M-phase plwsphoproteln 1 
fibrinogen, A alpha polypeptide 
ribosomaJ protein L4 
tysyl oxidase 

hypothetical protein FU14825 

ESTs. Weakly similar to ALU2_HUMAN ALU S 

ESTs, Moderately similar to 138022 hypot 

long fatty acyl-CoA synthetase 2 gene 

hypothafical proteki FU 10292 

fracture caDus 1 (rat) homotog 

hypothetical protein OKFZp547A023 

ribosomal protein S24 

ESTs 

ESTs 

RAB6 interacting, Wnestn-Oke (rabkines 

lysyt oxidase 

coSagen, type IX. alpha 3 

phosphoribosylgrycin amide forrnyi transfer 

Human DNA sequence from dons RP1-187J1 1 

Human DNA sequence from done RP1 1-472E5 

KIAA0493 protein 

dJ467N11.1 protein 

ESTs 

hypotheScal protein MGC5350 
ESTs, Weakly similar to 138022 hypotheti 
syntraphin, beta 1 (dystrophi 
ESTs 

tAwdeoOde repeat containing 9 
hypothetical protein FU11046 
AD024 protein 
ESTs 



ESTs 

gastruweleasing peptide 



&Q5 
6.00 

aoo 

5.96 

5.96 

5.95 

5.95 

5.95 

5.90 

5.90 

5.87 

5.86 

5.86 

5.85 

5.85 

5.85 

5.85 

5.85 

5.82 

5.80 

5.80 

5.79 

5.77 

5.75 

5.75 

5.75 

5.75 

5.75 

5.70 

5.70 

5.70 
5.70 
5.69 
5.68 
5.60 
5.60 
560 
5.60 
5.60 
5.58 
5.56 
5.55 
5.55 
5.55 
5.53 
5.52 
5.50 
5.50 
5.47 
&47 
5.47 
5.45 
5.45 
5.45 
5.45 
5.44 
5.42 
. 5.41 
5.41 
5.35 
5.33 
5.30 
5.30 
&29 
5.27 
5.27 
S26 
5.25 
5.25 
5.25 
5.25 
5.25 
5^5 
5.25 
HA 
5^3 
5.21 
5.20 
5.20 
5i20 
5.20 
5,18 
5.17 
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424085 NM,002914 Hs.139226 repilcaGon factor C (activator 1) 2 (40 

416806 NM.000288 Hs.79993 peroxistimat biogenesis factor 7 

424717 H03754 Hs.1 52213 wingless-type MMTV integration site (ami 

427728 AJ245600 Hs.180545 Homo sapiens mRNA far hypothetical prote 

5 447713 A1420733 Hs.207083 ESTs 

425739 T19016 Hs.159410 morybdoptetin synthase sutfurytese 

420170 U43374 Hs.95631 Human normal kerafinccyte mRNA 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 

tA 441139 AW449009 Hs.126647 ESTs 

1U 451121 AW973795 Hs.1 28927 Homo sapiens cDNAFU 13903 8s, clone TH 

435202 AJ971313 Hs.170204 WAA0551 protein 

431699 NMJ01173 Hs.287831 Rho GTPase rxttafing protein 5 

418384 AW149266 Hs.25130 Hano sapiens cDNAFLJ 14923 fis. done PL 

t _ 422805 AA436989 Hs.1 21017 H2A Mstone famBy, member A 

15 411750 BE562298 Hs.71827 K1AA01 12 protein; homolog of yeast ribos 

435496 AW840171 Hs.265398 ESTs, Weakly simflar to transformafion-r 

434539 AW748078 Hs.214410 ESTs, Weakly stmlarto MX2_HUMAN MUCIN 

413293 AL047483 Hs^02498 GTP-btndrng protein homologous to Saccha 

445236 AK001676 Hs.1 2457 hypothetical protein FU10B14 

20 415091 A1044872 Hs. 77910 34iydroxy-3rriethytg!utafyl-Coenzyme A sy 

441675 A1914329 Hs.5461 ESTs 

449802 AW901804 Hs^3984 hypothetical protein FU 20147 

401480 NA NA 

408562 AI436323 Hs.31141 Homo sapiens mRNA far KIAA1 568 protein, 

25 426269 H15302 Hs.168950 Homo sapiens mRNA; cDNA DKFZp566A1 046 (f 

414718 H95348 Hs.107987 ESTs 

419139 AI123517 Hs.269940 ESTs 

430789 AA632577 Hs.31023S ESTs, Weatdy similar to 178885 serineAh 

„ 425420 BE536911 Hs.234545 hypothetical protein NUF2R 

30 408758 NM-0036B6 Hs.47504 exonucleasel 

439741 BE379646 Hs.6904 Homo sapiens mRNA full length insert cDN 

416612 AB037768 Hs.224961 cleavage and poryadenytation specific fa 

433927 AI557019 Hs.1 16467 small nuclear protein PRAC 

450568 AL050078 Hs.25159 Homo sapiens cDNA FU10784 fis, dona NT 

35 455777 AA5242B5 Hs.154172 ESTs.Mco^ratelysimaartoBCGF.HUMANB 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp564H172 (fr 

421126 M74587 Hs.102122 insulin-like growth factor binding prate 

411835 U29343 Hs.72550 hyalufonan-rnediated mofflity receptor (R 

418396 AI765605 Hs.26691 ESTs 

40 430510 AW162916 Hs.241576 hypothetical protein PR02577 

408430 S79876 Hs.44926 dlpepttdylpepSdase IV (CD26, adenosine 
406414 

430178 AW449612 Hs.152475 ESTs 

. _ 411901 AA166730 Hs.6966 Human DNA sequence from clone RP1-187J1 1 

45 404025 NA NA 

451807 W52854 Hs.27099 hypothetical protein FU23293 stmflar to 

436662 AI582393 Ks.126695 ESTs 

414140 AA281279 Hs.23317 hypothetical protein FU14681 

410044 BE566742 Hs.58169 highly expressed in cancer, rich in leuc 

50 431041 AA490967 Hs.197955 WAA0704 protein 

417860 AW408557 Hs.235498 hypothetical protein HJ 14075 

410558 AW105231 Hs.192035 ESTs 

425895 AI269484 Hs.161427 zinc finger protein 21 5 

422892 AA988176 Hs.1 21553 hypothetical protein FU20641 

55 436397 AA715013 Hs.169835 ESTs 

439225 AA192669 H&45032 .ESTs 

423197 T91418 Hs.125156 banscripfiond adaptor 2 (ADA2, yeast, 

413374 NM-001034 Hs.75319 rtaucieoflde reductase M2 polypeptide 

_ 412723 AA648459 Hs.335951 hypothefcal proton AF301222 

60 425745 U44060 Hs.14427 Homo sapiens cDNA: OJ21 800 lis. clone H 

452795 AW392555 Hs.1 8878 hypothetical prcteki FU21620 

430704 AW813091 HsJ35799 ESTs 

429682 NIUL006306 Hs.211602 SMC1 (structural maintenance of chromoso 

rr 433326 AI379486 Hs.1S9430 ESTs 

65 437958 BE139550 Hs.121668 ESTs, Moderately similar to PC4259 ferri 

410566 AA373210 Hs.43047 Homo sapiens cONA FU 13585 fis, clone PL 

423343 AA324643 Hs.246106 ESTs 

416467 H57585 Hs^7467 ESTs 

„ 408867 AA437199 Hs.656 cell division cycte25C 

70 419423 D26488 Hs.90315 WAA0007 protein 

414132 A1801235 Ks.48480 ESTs 

423948 AW392342 Ks.283077 centrosomal P4.1-assodated protein; unc 

425748 NM.001701 Hs.159440 b8e add Coenzyme A: amino acid N-acylt 

__ 451009 AA013140 Hs.115707 ESTs 

75 431064 AI903735 gb:MrW035-200 19^031 BT035 Homo sapten 

432725 AL137496 Hs.9001 ESTs 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 

410486 AW235094 Hs.69233 zinc finger protein 

428532 AF157326 Hs.1 84788 TBP4meracting protein 
oO 429782 NM.005754 Hs.220689 Ras-GTPase-acGvafing protein SHWomah 

408380 AF123050 Hs.44532 diublquffin 

423935 U77629 Hs.1 35639 ectiaete-scute comptax (Drosophfla) homol 
434294 AJ271379 Hs.76194 ribosoma) protein SS 
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410142 
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420092 
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430967 
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426214 
419790 
450480 
421211 
419261 
434414 
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410568 
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448243 



446152 
439580 
436211 
452401 
422835 
418845 
439619 
458076 
450192 
443232 
413881 
434217 
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BE623003 
BE167434 
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AW977850 
AA814043 
NA 

H16791 
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AA284166 

AA877124 

AI793163 

NA 
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Hs.9081 
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Hs.257862 

Hs.190465 
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Hs.57549 
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Hs.22559 

Hs.134779 

Hs.273789 

Hs.84113 

Hs.172844 



Hs.22826 

Hs.192843 

Hs.282884 

Hs.240951 

Hs.4007 

Hs. 150587 

Hs.89764 

Hs.42635 

Hs.111449 
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Hs.131715 

Hs.164226 

Ks.130554 

Ks.85769 

Ks.278526 
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EST 
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ESTs 
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A0C\ 
*t.4U 


ESTs 
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Qbxn52fl03.v5 NCI CGAP Co8 Homo sanipns 
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NA 
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A 0(\ 


ESTs 
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A 1R 
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Wnesin-like protein 2 
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fragile X mental retardation 1 


4!l5 


hypothetical protein DKFZp434K2435 


4.15 


Cd-94 protein 
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RNA polymerase 1 transcription factor RR 




hypothetical protein MGC4485 


4.15 


ESTs 


A 1A 


ESTs 


A 19 


ESTs 


4.11 


orosornucottl 1 


4.10 


fKursxin 3 
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ESTs 
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NY-REN* 58 antigen 
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a in 
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exosome component Rrp40 


a in 
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zinc finger protein 
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ectodysplasm 1, anhldrofic receptor 
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Homo sapiens cDNA FU 12277 fis, done MA 


4.08 


WAA1008 protein 


4.07 


a disfritegrin and rnetaBoprotainase doma 


4.07 


dachshund (OrosophOa) homotog 


4.07 


WAA1553 protein 


4.05 


hypothetical protein PR01777 
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ESTs 
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hypothetical protein FU12892 
matrix metatopiotelnase 12 (macrophage 
sarcoglycan. beta (43kO dystrophin-assoc 
424176 AL137273 Hs, 142307 hypctheScaJ protein 
452259 AA317439 Hs.28707 signal sequence receptor, gamma (translo 
COC28 protein Wnase 2 
ESTs 
Hs.184411 albumin 

trypolhefical protein FU14813 
ESTs 

Hs.197653 ESTs 

gbrtrn26h09J(1 Soares_NFU.T_GBC_S1 Homos 
KIAA0628 gene product 



Hs.83758 
Hs.59203 



418203 X54942 

435420 A1928513 

408666 V0O495 

417655 AA780791 Hs.1 401 4 

449448 060730 Hs.57471 

421037 AI684808 

448310 A1480316 

408155 AB014528 

413841 M34276 

400110 NA 

400289 X07820 

443715 A1583187 

408296 AL117452 

450164 A1239923 

451592 A1805416 



Hs.43133 
Hs.75576 



NA 



Hs.2258 
Hs.9700 
Hs.44155 
Hs.30098 

Hs.213897 ESTs 
402373 AL135225 t&301865 dopachrome 
426199 AA371865 Hs.S7090 ESTs 



matrix metaltoprotelnase 1 0 (stromelysin 
cycfinEI 

DKFZP586G1517 protein 
ESTs 



414148 BE084049 
417006 AW673606 Hs.8075B 



yes-associated protein 65 kDa 

matrOin 3 

ESTs 

ESTs 



gb:PMO.BT0651-27040W)03«2BT0651 Homo 
aspartyMRNA synthetase 

449532 W74653 Hs.271593 ESTs, Moderately similar to A47582 B-cel 

434551 BE387162 Hs.280858 ESTs, Highly similar to A35661 ONA excis 

436291 BE568452 Hs.5101 protein regulator of cytokinesis 1 

423337 NMJHM655 Hs,127337 axin2(conductin.axiI) 

416185 AW975861 Hs.47367 WAA1785 protein 
443054 AI745185 Hs.8939 
432596 AJ224741 Hs.278461 
451229 AW967707 Hs.48473 
413583 AL120806 Hs.5888 

432702 AW973953 Hs^93744 ESTs 

* 437207 T27503 Hs.15929 hypothetical protein FU12910 

434699 AA643687 Hs.149425 Homo sapiens cDNA FU 11 980 Ms, done HE 

Homo sapiens mRNA; cDNA DKF2p434B0328 (f 
potassium voltage-gated channel, tsk-rei 
ESTs 

413384 NM.000401 HsJ5334 exostoses (muIGpte) 2 

414136 AA812434 Hs. 11 9023 SMC2 (structural maintenance of duomoso 

433042 AW193534 Hs.281895 Homo sapiens cDNA RJ1 1680 lis, done HE 

410094 BE147897 Hs.58593 general transcription factor II F, polype 

441826 AW5Q3603' Hs.129915 phosphotrfesterase related 

444059 R69743 Hs.116774 integrin, atpha 1 

426262 AI792141 Hs, 19 6270 folate transporterAanfer 

452641 AW952893 Hs^37825 signal recognition partlde 72kD 
454403 6E065985 
448315 AW290912 Hs.20797 
411343 U77949 Hs.69563 
409734 BE161664 Hs.56155 
454014 AW016670 Hs.233275 
453116 AI276680 
449508 AK001566 

Hs.2248 



423697 BE088697 
428822 W28418 
432289 AI860145 



Hs.131834 
Hs.30715 
Hs.5S118 



428227 AA321649 

435040 A1932350 

426249 F05422 

451110 AI955040 

431716 D89053 



gb*C3*TQ319-12020O-O14-a09 BT0319 Homo 
ESTs, Weakly similar toALU1_HUMAN ALU S 
COC6 (ceil division cyde 6, S. cerevisJ 
hypothetical protein 
ESTs 

Hs.146088 ESTs 

Ks.2361 8 hypothetical protein FU 10704 

small inducible cytokine subfamily B (Cy 
Hs. 152825 ESTs 
Hs.1 68352 nudeoporin-Dke protein 1 
Hs.265398 ESTs, Weakly similar to transformafion-r 
Hs.268012 fatty^d-Coenzyme A Cgase, long-chain 



437631 AA764749 Hs.267245 hypothetical protein FU 14803 

Hs.35405 ESTs, Highly similar to unnamed protein 



429118 H20669 
405769 

438295 AI394151 Hs.37932 

453628 AW243307 Hs*3937 

450096 AI682088 Hs.79375 

449318 AW236021 Hs.78531 

423881 AK001720 Hs.1 34403 hypothetical protein FU 10858 

408728 AL137379 Hs.47125 hypothetical protein FU 1391 2 

422219 AW978073 Hs.1010 

418661 NMJ301949 Hs.1 169 

420726 K02402 Hs.1 330 



ESTs 

hypothetical protein 

hotocarboxylase synthetase (biotuvfprop 
Homo sapiens, Similar to RIKEN cDNA 5730 



regulator of mitotic spindle assembly 1 
E2F transcription factor 3 
coagulation factor IX (plasma thrornbopla 
418413 R95735 Hs.117753 ESTs, WeaWy similar to A48S66 cefl pro! 
443354 AW970672 Ks.9247 protein kinase, AMP-acfivated, alpha 1 c 
Hs.184411 albumin 

gfcba83c07.y1 MH_MGC_1 2 Homo sapiens cD 
ESTs 

lipase, ertdotheBsl 

432686 BE223007 Hs.1 52460 Homo sapiens CDNAFU12909 fis,done NT 
442881 AI023175 Hs.1 67022 ESTs 

432356 AA831032 Hs.111670 ESTs, Highly similar to JC2257 prolyl d 
Hs.1 68640 ankytosls, progressfve (mouse) homotog 
NA 

spQctng factor, argintne/serine-rich 2 
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436411 AW674352 

417246 AI76Q098 H&21411 

410664 NMJN6033 Hs.65370 



450218 R02018 
405460 NA 
452824 W27643 



Hs.73965 
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445873 AA250970 Hs.251946 poMA)-bindmg protein, cytoplasmic 1-1 3.70 

425282 AW163518 Hs.155485 mmGngtin interacting protein 2 3.69 

439857 AA847194 Hs.232002 ESTs 3.69 

_ 430403 AF039390 Hs.241382 tumor necrosis factor (Ggand) superfam} 3.69 

5 444471 AB020684 Hs.1 1217 KIAA0877 protein 3.69 

419559 Y07828 Hs.91096 ring firmer protein 3.69 

437641 AA811452 Hs.291911 ESTs 3.68 

455364 H72176 Hs.4273 hypothetical protein FU 13159 3.67 

417791 AW965339 Hs.1 11471 ESTs 166 

10 414271 AK000275 Hs.75871 protein kinase C binding protein 1 3.66 

432023 AW273128 Hs.330144 EST 3.66 

430294 AI538226 HsJ2976 guanine nucleotide binding protein 4 3.65 

450600 BE079478 Hs.24880 ESTs 3,65 

420595 AA278865 Hs.88523 ESTs 165 

15 404477 NA NA 3.65 

457003 S78234 Hs, 172405 cen division cyde 27 165 

443055 AV653742 Hs.15536 hypothetical protein OKFZp761J139 3.65 

452220 BE158006 Hs.212296 ESTs 3.65 

414463 T69078 Hs.76177 aipha-1-microgk)bufi^kunln precursor 3.65 

20 457465 AW301344 Hs. 122908 DNA replication factor 3.64 

436149 AI754308 Hs.159452 ESTs 163 

433790 8E298215 Hs. 288968 RAB22A, member RAS oncogene famify 3.63 

427920 211502 Hs. 181107 annexinA13 3.63 

424641 AB001106 Hs.151413 glia maturation factor, beta 3.63 

25 426514 BE616633 Hs. 170195 bone morphogenefic protein 7 (osteogenic 3.62 

411975 AI916058 Hs.144583 ESTs 3.61 

409239 AA740875 Hs.44307 ESTs, Moderately similar to 138022 hypot 3.61 

429626 H09604 Hs.13268 ESTs 3.61 

449722 BE280074 H&23960 cydinBI 3.60 

30 428389 AW135714 Hs.283127 ESTs. Weakly similar to T1 920 1 hypothefi 3.60 

419945 AW290975 Hs.118923 ESTs 160 

410365 A1287518 Hs.62669 Homo sapiens mRNA; cDNA DKFZp566DQ923 (f 3.60 

420585 AW505139 Hs.9460 Homo sapiens mRNA; cDNA DKFZp547C244 (fr 160 

407809 AW082279 Hs.244106 ESTs 160 

35 457708 AA805443 Hs. 179909 hypothetical protein FU22995 160 

427943 AW959075 Hs.238797 ESTs, Moderately similar to 138022 hypot 160 

428771 AB028992 Hs.193143 KIAA1069 protein 160 

446638 AL133053 Hs.15783 Homo sapfens mRNA; cDNAOKF2p434P11 15 (f 159 

418688 T85017 Hs.1192 K1AA0074 protein 3.59 

40 436961 AW375974 Hs.156704 ESTs 158 

430514 AA316501 Hs.241587 rr^karyocyte-enhanced gene transcript 1 158 

415245 N59650 Hs.27252 ESTs 157 

452823 AB012124 Hs.30696 transcripfion factoMike 5 (basic helix 3.55 

. . 423508 AW604297 Hs.129711 hepatitis A virus cellular receptor 1 155 

45 401165 NA NA 155 

415382 AI743539 Hs.72465 ESTs, Weakly similar to non-tens beta ga 155 

433968 AL157518 Hs£0421 PR02463 protein 155 

421528 AB037837 Hs.105461 hypothetical protein RJ20357 155 

443325 BE398006 Hs.90462 Homo sapiens, done IMAG&4 132043, mRNA, 155 

50 444355 BE383686 Hs.191621 ESTs, Moderately similar to ALU6.HUMAN A 165 

450715 AI266484 Hs31570 ESTs, WeaWy similar to KIAA1 324 protein 155 

427510 Z47542 Hs.179312 small nuclear RNA activating complex, po 155 

455630 AV655701 Hs.75183 cytochrome P450, subfamily HE (ethane*. 155 

cr 441085 AW136551 Hs.181245 Homo sapiens cDNA FU 12532 fis, clone NT 154 

55 434206 AW136973 Hs.288516 ESTs, WeaWy similar to S69890 mitogen i 154 

446619 AU076643 Hs.313 secreted phosphoprotein 1 (osleoponfin, 153 

432542 AW083920 Hs.16098 ctaudin2 153 

433675 AW977653 Hs.75319 ribofuideotide reductase M2 polypeptide 152 

re . 423441 R68649 Hs.278359 absent in melanoma 1 tike 151 

60 452940 AA029722 Hs.2173 rocosyitransferase 4 (alpha (1,3) hrcosy 151 

440400 AA994364 Hs. 125594 ESTs, WeaWy similar to T25472 hypotheti 150 

453439 AI572438 Hs.32976 guanine nucleotide binding protein 4 148 

447247 AW369351 Ks.287955 Homo sapiens cDNA FU 13090 fis. done NT 148 

449915 NM.004529 Hs.404 niyetdd/!vmphoid or mixecMineage leukem 147 

65 427975 AI536Q65 Hs.122460 ESTs 146 
400297 A1127076 Hs.334473 hypothetical protein DKFZp55401278 145 
404253 145 
435567 AW5Q4944 Hs.162990 Homo sapiens cDNA FU 141 93 fis, clone NT 145 

„ 432158 W33165 Ks.22983 UDP-Qlucosaglycoprotein glucosyltransfa 145 

70 417315 AI080042 Hs.336901 ribosomat protein S24 145 
419140 A1982647 Hs.215725 ESTs 144 

446901 AI347274 gb:fc05d02jc1 NCl_CGAP_Co16 Homo sapiens 143 

451806 NMJXB729 Hs.27076 RNA 3 , -terminaJ phosphate cyclase 142 

411571 AA122393 Hs.70811 hypothetical protein FU2051 6 142 
75 442717 R88362 Hs.1 80591 ESTs, WeaHy simBar to T23976 hypotheS 141 

443426 AF098158 Hs.9329 chromosome 20 open reading frame 1 141 

419131 AA406293 Hs.41167 ESTs 141 

430264 AA470519 gbmc71f10s1 NCl_CGAP_Pr1 Homo sapiens 140 
n _ 450159 AI702416 Hs.200771 ESTs, Moderatety similar to A Chain A, T 140 
80 453531 AA417940 HsJZ71400 ESTs, WeaMysirrtflar to JC5795COEP prat 140 
444826 AI674482 Hs.1 48441 ESTs 140 

445354 AV653485 Hs.6390 Homo sapiens done FIB3344 PRO0845 mRNA, 140 

444078 BE246919 Hs.1 029 0 US snRNP-spedffc 40 kOa proteta (hPrp8- 140 
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418939 


AW630803 


Hs.89497 


lamin B1 


3.40 


418134 


AA397769 


Hs.66617 


ESTs 


3.40 


430644 


AA481066 


Hs.105153 


Homo sapiens, done IMAGE:3461 987. mRNA, 


3.39 


427927 


AI879165 


Hs.2227 


CCAAT/enhancer binding protein (C/EBP), 


3.39 


410804 


U64820 


Hs.66521 


Machado-Joseph disease (spinocerebellar 


3.39 


410406 


AI969703 


Hs.1466 


glycerol kin ass 


a38 


408494 


AA554714 


Hs.1 87578 


Homo santans cQNA FU 1 1 639 fis. Hnnn HP 


138 


452930 


AW195285 


Hs.194097 


ESTs, Weakly similar to 138022 hypotftefl 


3.38 


446432 


AJ377320 


Hs.15O058 


ESTs 


136 


456653 


AI807519 


Hs.104520 


Homo sapiens cDNA FU13694 fis, clone PL 


135 


42S322 


U63630 


Hs.1 55637 


protein Hnsss^ DNA-ecOvated, cslelytic 


135 


428261 


AW006855 


Hs.118392 


ESTs WpflWv«arrilarfnlNHlIFR!nFFrm 
1 9, v icoiuy diii Rial yj uinucn lye rv Jv 


■XJO 


421039 


NMJJQ3478 Hs.101299 


oiti'm S 




407819 


R42185 


Hs.274803 


ESTs 


135 


424698 


AA164366 


Hs.151973 


hypothetical protein FU2351 1 


135 


433361 


AW469373 


Hs.300141 


ribosoma) protein L39 


335 


435022 


AW183385 


K^54627 


ESTs WeaWv stmflar to FTDH HUMAN 10-FO 


135 


447164 


AF026941 


Hs.17518 


Homo sflpisfls c}qS iaRNAj psr&i] sccjusncs 


135 


454018 


AW016892 


Hs.100855 


ESTs 


135 


439871 


R88518 


Hs.46736 


hypothetical protein FU23476 


135 


453941 


U39817 


Hs^6820 


Btoom syndrome 


3.34 


411560 


AW851186 


Hs.179909 


hypothetical protein FL) 22995 


3.33 


435532 


AW29148B 


Hs.117305 


Homo sapiens, done IMAGE3682908, mRNA 


3.33 


438008 


AA775026 


Hs.203802 


ESTs 


3.33 


421246 


AW582962 


Hs.102897 


CGW7 protein 


133 


451707 


AW051061 


Hs.60973 


ESTs 


333 


457574 


H88717 


Hs.27774 


ESTs, Highly similar to AF1 61 349 1 HSPC0 


3.31 


443613 


AI079356 




ntmz39hOO <;1 Snarps MhHUPii <*1 Unmn <ani 


O.OI 


415857 


AA866115 


Hs.127797 


Homo saniens cDNA FU1 1381 fis dona HF 


3.31 


438746 


AJB85815 


Hs.184727 


ESTs 


3.30 


408660 


AA525775 


Hs.292523 


ESTs, Moderately similar to PC4259 fern 


130 


427738 


NMJJ0031B Hs.180612 


peroxisomal membrane protein 3 (35x0, Ze 


O.OU 


458855 


AW361299 


Hs.107000 


hypothetical protein FU1 1 294 


130 


417221 


AW379029 


Hs.118338 


ESTs Wealdv simitar to unnanvri nmfain 

W»l »»B««IJ wUIUKU Ul UlUIOtliCU piuimi 


130 


424770 


AA42S562 


Hs.11065 


Homo sapiens H0CME13P mRNA, partial cds 


3.30 


417720 


AA205625 


Hs.208067 


ESTs 


129 


428571 


NM.006531 


Hs.2291 


Probe hTg737 (polycystic kidney disease, 


129 


452862 


AW376065 


Hs.8687 


ESTs 


128 


414343 


AL036165 


Hs.323378 


coafpd vaslrifl mpmhranA nmtAtn 

W*OlCVI VGON«u3 IUC1IUJIC4UJ JMUUSilt 


3.28 


437222 


AL117588 


Hs.12778 


ESTs 


128 


422665 


AJ011812 


Hs.119018 


transcription factor NRF 


128 


414706 


AW340125 


Hs.76989 


K1AA0DQ7 fipno nnvtitrf 


128 


446565 


D13757 


Hs.311 


phosphodbosyl pyrophosphate amidotransf 




447829 


AI433029 


Hs.164104 


ESTs 


127 


427576 


BE242611 


Hs.2173 


IUvUoytyaJlS>IsiaSa *f \ alp (la \ i t oj VUCOSy 


q 97 
o.tl 


456132 


BE219771 


Hs.237146 


hvnnthRlirst nmtpfn Fl 11975? 

iiypuinaiicm protein rui icidc • 


OwiCD 


407305 


AA715284 




ntmvlSfM rl Wfl fYi&P Rr< Wnmn canto rye 
yujivaawoT i iNu_ijwr w tjra norno sapiens 


O.ZO 


419741 


NMJM7019 HsS3002 


ubiquitm carrier protein E2-C 


396 


424581 


M62062 


Hs.150917 


catentn (cadherin-assoclat&d protein), a 


q 


445592 


AV654382 


Hs.17947 


ESTs, Weakly similar to T16534 hypotheU 


125 


453320 


AW450240 


Hs^57274 


ESTs 


q Or 
O.CO 


451797 


AW663858 


Hs.333513 


oiikbi ukjuwuig cyiuiuiiQ otiuioinuy c, iiuj 


0.£0 


413930 


M86153 


Ks.75618 




q oc 


410659 


A1080175 


Hs.68826 


ESTs 




446202 


AI279706 


Hs.149474 


ESTs 


125 


432193 


AA372264 


Hs.273193 


hvnothfifica! nmiein Fl J107D£ 

iij|a#uioumu |Mwiciii ru mi vu 


3.25 


439262 


AA832333 


Hs.333045 


ESTs 


125 


401823 


NA 




NA 




441264 


AA927170 


Ks.23290 


ESTs 


125 


424081 


NM.006413 Hs.139120 


ribonudease P (30k0) 
corosiaun 


3.24 


408321 


AW405882 


Hs.44205 


124 


447432 


AW958473 


Hs.301957 


nudix (nucleoside diphosphate linked moi 


124 


404519 






3.24 


443268 


AI800271 


Hs.129445 


hvootheficai orotan FU 12496 


123 


422660 


AW297582 


Hs.103267 


hvootheficai omtef n FU22548 simJlar to 


3.23 


427961 


AW293165 


Hs.143134 


ESTs 


122 


427660 


AI741320 


Hs.114121 


Honm Rflnlpn^ rHMA* Fl 17^99ft fi« rtnno (* 
nwiKi oapiciid i<LHin. rucJu.0 lis, ciouo v 




411643 


AI924519 


Hs.1 92570 


i iy |niu hww piutcui rumuiu 


v.* 1 


458652 


AW375610 


Hs.117102 




121 


426472 


BE246138 


Hs.30853 


ESTs 


191 


410389 


AW954049 


Hs.8177 


ESTs. Weakly similar to PIHUB6 saTtvary 


121 


439979 


AWS00291 


Hs.6823 


hypotheficaJ protein FU 10430 


121 


422363 


T55979 


Hs.115474 


repQcaCon (actor C (activator 1) 3 (38 


120 


443162 


T49951 


H&9029 


DKFZP434Q032 protein 


120 


431678 


AW072372 


H&267446 


hypothetical protein RJ 11 184 


120 


430439 


AL133561 


rk241426 


OKFZP434B061 protein 


120 


407201 


N31998 


Hs.164256 


hypothefcal protein FU20657 


120 


437905 


AW363121 


Hs.175596 


ESTs, Weakly stmSar to T26935 hypotheS 


120 


434160 


BE551196 


Hs.1 14275 


ESTs 


120 


407995 


AE094748 


Hs.100134 


hypothetical protein FU 12787 


120 


412966 


BE243311 


Hjl8024 


IK cytokine, down-regulator of HLA I! 


119 


414386 


X00442 


Hs.75990 


haptoglobin 


119 


444381 


BE387335 


Hs.283713 


ESTs, Weakly simBar to S84054 hypotheS 


118 



142 
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429597 NM.003816 Hs.2442 

433764 AW753676 1&39S82 

459370 AA889982 

429616 AI982722 

415083 AI632683 

424687 J05070 

428839 A1767756 



423629 AW021173 Hs.18612 



443830 AI142095 Hs.143273 ESTs 



a disintegrin and metaHopro!ein3se doma 
ESTs 

Hs271826 ESTs. Weakly similar b 138022 hypothefl 
Hs.120845 ESTs 

Homo sapiens cONA FU 129336s, done NT 
matrix meiailoproteinase 9 {gelatinase B 
Homo sapiens cDNA FU14814 lis, done NT 
Homo sapiens cONA: FU21909 8s. done H 



HsJ7179 
Hs.151738 
Hs.82302 



413516 BE145907 
433527 AW235613 Hs. 133020 
427986 N45214 Hs.282387 



gb:MR0-HTQ208-221299-204-e1 2 HT0208 Homo 
ESTs 

Homo sapiens cDNA: FU21837 fis, clone H 
457453 Z70695 Hs.272240 Homo sapiens cDNAFUl 1086 fis, done PL 
427687 AW003867 Hs.1570 histamine receptor Hi 

Homo sapiens mRNA; cONA DKFZp5648176 (fr 
ESTs 

jagged 1 (AiagKe syndrome) 
ESTs 
ESTs 



428645 AA431400 Hs.98729 
439635 AA477288 Hs.94891 



455068 AI807894 Hs.47274 
441720 AI346487 Hs.2B739 
419569 AI971651 Hs.91143 
445921 AW015211 Hs.146181 
429957 AW204530 Hs.99500 
403137 

425268 AIB07883 Hs.180059 Homo sapiens cDNA FU20653 fis, done KA 
ESTs, WeaMy similar to 2017205Adihydro 
hypothetical protein FU 22729 
408806 AW847814 Hs.289005 Homo sapiens cDNA: FU21532 fis, done C 
439277 R80061 Hs.164478 hypothetical protein FU 21 939 similar to 
Hsi67245 hypothetical protein FU 14803 
Hs.184411 albumin 

Ks.332649 olfactory receptor, family 2. subfamily 
Hs.74335 heal shock 90kO protein 1. beta 
433759 AA680003 Hs. 109363 Homo sapiens cDNA: FU23603 lis, clone L 
420911 U77413 Hs. 100293 (Winked N-acetyttfucosamine {GtcNAc) tr 
B aggressive lymphoma gene 
Homo sapiens, done IMAG£:3443343, mRNA, 



443584 AK07036 

406668 T62745 

452194 AI694413 

437594 AA761431 



414080 AA135257 Hs.47783 
450209 AW008921 Hs.13138 



441790 AW294909 Hs.132208 ESTs 

439352 BE614347 Hs.169615 hypothetical protein FU20939 

449664 R06212 Hs. 127733 ESTs 

435979 W03698 Hs.83513 

424602 AK002055 Hs.151046 hypothetical protein FU11 193 
402963 

428967 AW978441 Hs396100 ESTs 



ESTs, Weaidy similar to ALU INHUMAN ALU S 



455838 BE 145808 

407502 U52096 

426653 U32974 

417845 AL117461 

421056 Ai076890 

420617 AKD01652 Hs.99423 



gb:MR04*T0208-101 299-103411 HT0208 Homo 
gb:Human zinc finger protein (kr-znf1) m 
Hs.172777 baculoviral IAP repeat-containing 4 
Hs.82719 Homo sapiens mRNA; cDNADKFZp586T1822(f 
Hs.146847 TRAF family member-associated NFKB actrv 
ATP-dependenl RNA hettcase 
421841 AA908197 Hs.108850 MAK^etated kinase 
429534 AW976987 Hs.163327 ESTs, Weakly similar to 21 09260AB cell 
408353 BE439838 Hs.44298 rritochondrial ribosomai protein S1 7 
433037 NMJ014158 Hs.279938 HSPO067 protein 
443183 R16258 Hs.6217 Homo sapiens cDNAFU 12521 fis, done NT 
457726 AI217477 Hs.194591 ESTs 
415786 AW419196 Hs.257924 hypothetical protein FU 13782 
433013 AI597890 Hs.127337 axin 2 (conductin, axD) 
417601 NM.014735 Hs.82292 
420276 AA290938 Hs.190561 
443323 BE560621 Hs.9222 



KIAA0215 gene produd 
ESTs, Highly similar to SORU.HUMAN SORT1 
estrogen receptor binding site ass od ate 
446223 BE300091 Hs.1 19699 hypotheScal protein FU 12969 
425851 NMJ301490 Hs.159642 glucosamlnyl (N-acetyi) transferase 1, c 
436203 BE384982 Ks.5076 Homo sapiens cONA: FU22128 fis, done H 
complement component 4-binding protein, 
Hs.301173 ESTs 

Ks.35406 ESTs, Highly similar to unnamed protein 
mitochondria) ribosomai protein S25 
CGU47p 
pannexin 1 



416402 NM.000715 Hs.1012 

436554 AI985810 

413801 M62246 

416248 H99169 Hs.23450 

445413 AA151342 Hs.12677 

452909 KM.015368 Hs.30985 



447048 AW39308G Hs.228320 hypothetka! protein FU23537 
42S942 AU077195 Hs. 164036 glucosamine (N^tytJ-o^suifatase ( 



406333 

428454 U55936 

411864 AW948147 

458632 AI744445 

448292 BE281316 Hs.47334 

459055 N23235 
402167 

433133 AB027249 Hs.104741 

437828 AW976806 Hs.73149 
404232 

418164 AI761820 Hs.41074 

412610 X90908 Hs.74126 



Hs.1 84376 synaptosomakassodated protein, 23KD 

gb:RCO-MT0013-28030(W31-e03 MT0013 Homo 
Hs.167073 Homo sapiens cDNA FU 13047 fis, done NT 
hypothetical protein FU 14495 
ESTs, WeaMy sbnfer to B34087 hypoSteti 



Hs.30567 



PDZ-btncrrtg kinase; T-cefl originated pr 
paired box gene 8 



ESTs, WeaWy simitar to 139294 McLeod sy 
fatty add binding protein 6, Heal (gas 
452787 AW294022 Hs.222707 WAA1718 protein 
425782 U66468 Hs. 159525 ceti growth regulatory with EF-hand doma 
410718 AJ920783 Hs.191435 ESTs 



3.18 

ai7 

117 

3,17 

116 

116 

116 

3.15 

115 

115 

115 

115 

115 

115 

115 

115 

115 

115 

115 

114 

114 

114 

114 

114 

113 

113 

113 

113 

113 

113 

113 

111 

111 

111 

110 

110 

110 

110 

110 

110 

110 

110 

110 

110 

110 

110 

110 

110 

110 

109 

109 

109 

3.08 

108 

3.08 

107 

107 

107 

107 

3.07 

106 

106 

106 

106 

106 

106 

105 

3.05 

105 

105 

105 

105 

105 

105 

105 

105 

105 

105 

105 

105 

105 

105 
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419196 


AF1 10908 


Hs 297660 


tmc frywdnf-aKodated factor 3 


3.04 


446861 




Hs.14427 


norno sapteno curw rut iow us, ouiuj n 


3.03 


425492 


AL021918 

tMMC w ID 


lie 1«y?174 
no. loo i m 


zinc unger pruitan ioh ^niujipsrunsj 


3.02 


452834 


Al 638627 


Hs 105685 




3.02 


410102 


AW248508 


Hs£79727 


Homo sapiens cDNA FU 14035 fis, done HE 


3.02 


416568 


K64844 


Hs 13&55& 

na. i ju<mo 


ESTs 


3.02 


425834 


NM 001639 


Ks.1957 


amwtntH P ravnnnnflnt RAfUfn 


3.02 


426711 


AA383471 


Hs IRftKfiQ 

• to. iDUUW) 


mfMonfprt nnno amnHfiprf in AsfafKfvnvra 
uuiRMSlvcU ytjuo ct i ijjiii icu ui uoumooiuwiia 


3.01 


412719 


AW016610 


Hs. 129911 


ESTs 


3^01 


439586 


AA922936 


Hs.1 10039 


ESTs 


3.01 


422867 


L32137 


Hs.1584 


csrfDsQQ oBgomeric matrix protein (pse 


3.01 


429703 


130 1W 


He 9fl7(l<; 


CO IB 


\ no 




AnOUOOt/ 


Ue 1 "WJIfi 

ns.l J3Joo 


A I r-CJitutng casseuB, suo-xarniry u {iJr I k 


o nn 
o.uu 


41 DID! 






to IS 


i nn 


419435 


A12Q0540 


Hs.14877 


CQT a \A/ooV4u elmflor In Mafllno nn4 mia 

co 1 s, vvcojuy suTuior iq luciuire nui avo 


3.00 


429985 


NM.015836 


H*227274 


uypujprisnyj irunn synuicu&e & imiujcnon 


3.00 




D26528 


Hs.123058 


UfcAU/n (Asp-tau-Aia-Aspmis) dox poiy pep 


inn 


407182 


AA312551 


Hs.230157 


CO IS 


3.00 




BE350295 


Hs.15032 


RAM htnrllnn nmtein 17 


inn 


444585 


AW170015 


Hs.6594 


ESTs 


3.00 


420552 


AK000492 


Hs.98806 


hypothetical protein 


• 3.00 


451939 


U80456 


Hs.27311 


single-minded (DrasophSa) homolog 2 


3.00 


441928 


AI370188 


Hs.211454 


ESTs 


3.00 


430888 


BE155293 


Hs.76064 


ribosothal protein L27a 


3.00 


417806 


AI867277 


Hs.183733 


ESTs 


3.00 


447175 


AI365208 


Hs.293606 


ESTs 


3.00 


417177 


NM.004458 Hs.81452 


fatty-acid- Coenzyme A ligase, long-chain 


3.00 


435447 


AI872932 




gbwm72e03j(1 NCI.CGAP.Ut2 Homo sapiens 


3.00 


405394 








3.00 


454975 


AW848047 




gb:IL3<:T0214-2912994)52-A12 CT0214 Homo 


3.00 


441535 


AL135735 


Hs.7885 


phosphstldyflnositoi binding ciathrtn as 


3.00 


428361 


NM.015905 Hs.183858 


transcriptional intermediary factor 1 


3.00 



TABLE 6B 

Pkey. Unique Eos probeset identifier number 

CAT number Gene duster number 
Accession: Gen bank accession numbers 



Pkey CAT number Accession 



411765 
411864 
412359 
413516 
414148 
424492 
430264 
431064 
433687 
434414 



435447 
436411 
443613 
446901 
448310 
451401 
454403 
454975 



125700J 
1262055.1 
129085J 
1374595J 
142133.1 
240008.1 
315008.1 
327472J 
373061.1 
.1 



406400.1 

419334.1 

575391.1 

697809.1 

757918.1 

868474.1 

1170435.1 

1247077.1 



455838 1374605.1 
TABLE 6C 



H43346AA243302AA095182 

AW948147 BE092318 AW94B138 AW948130 AW948148 AW948129 AW948136 AW948152 AW948144 AW94B137 AW948160 
AW837985 AW837938 AA101955 AW837913 AW837935 

BE145907 BE145796 BE 145803 BE145851 BE145923 BE145812 BE145809 BE145852 BE145856 

BE084049 AW292907 AA135984 

A1133482AJ207619AA341626 

AA470519 BE303010 BE302954 BE384120 

AJ903735 AA491283 AJ694953 AW976903 AA761362 

AA743991 AA604852 AW272737 

AI798376 S46400 AW811617 AW81 1616 W00557 BE142245 AW858232 AW881851 AW858362 AA232351 AA218567 AA055556 AW85B231 
AW857541 AW814172 H 6621 4 AW814398 AF134164 AA243093 AA173345 AA199942 AA223384 AA227092 AA227080 T12379 AA092174 T61 139 
M49776 M699829AW879188AW813567AW813538AJ267168M 

AA157715 AA053524 AW849581 AW854566 C05254 AW882836 T92637 AW81 2621 AA2065B3 AA209204 BE156909 AA226824 AI829309 AW991957 
N66951 AA527374 H66215 AA045564 A1694265 H608C8 AA149726 AW195620 BE081333 BE073424 AW817662 AW817705 AW817703 AW817659 
BE081531 H59570 

AI872932 AA682306 BE220163 W88695 TB1307 H91447 

AW674352AA715374Z25205 

AJ079356W23287 

AI347274AW844024 

A1480316AW847535 ' 

AI793163 AW875182 AW875178 AW875176 

BE065985 BE065944 BE066008 BE066083 BE066093 

AW848047 AW848202 AW848531 AW8481 42 AW8487Q2 AW8481 21 AW848632AW848140 AW848571 AW848009 AW848067 AW848089 AW848905 
AW848214 

BE145808 BE145807 BE181883 



Pkey*. Unique number corresponding to an Eos probeset 

Ref. Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. 'Dunham I. et al" refers to the pubBcation entitled The DNA 

sequence of human chromosome 22/ Dunham L et al., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exerts were predicted. 

NJjMsitlcn: Indicates nucleotide positions of predicted exons. 
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Pkey 


Ref 


Strand 


NLposiSon 


400534 


6981826 


Minus 


278637-279292 


401165 


9438376 


Minus 


168244-168423 


401480 


7321503 


Plus 


166120-166347.166451-166557,169651-169832 
82655-83959 


401644 


8576138 


Phis 


401823 


2262095 


Minus 


4257542697.43189-43287.4583045974 


402167 


8571795 


Plus 


109122-110357 


402963 


5419553 


Minus 


12950-15959 


403137 


9211494 


Minus 


92349.92572.92958-93084,93579-93712.93949-94072,94591-94748.95214-95337 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404025 


7341444 


Plus 


131740-131905 


404232 


8218045 


Minus 


71800-71956 


404253 


9367202 


Minus 


5567556055 


404477 


8080699 


Plus 


113390-113577 


404516 


8151967 


Plus 


114153-114322 


404519 


8152000 


Plus 


12817-13000 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


3799^8145,38652^8998.3972749872.4055740674,4235142450 


405394 


6624123 


Minus 


31900-32373 


405460 


7684569 


Minus 


5222352389 


405769 


3046270 


Minus 


76844-77193 


406117 


9142932 


Plus 


54304-54584 


406333 


9213235 


Plus 


6468*64798 


406360 


9256107 


Minus 


7513-7673 


406414 


9256407 


Plus 


4959349850 



TABLE 7A: 516 GENES UP-REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 

Table 7A lists 51 6 genes up-regulated In colon cancer compared to normal colon . These were selected as for Table 6A except for using all CEP and colon sample in the normal body 
tissue list as lhe normal samples In determining the denominator value and the ratio was equal to or greater than 5.0. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnlgenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : Raflo of tumor to normal colon 



Pkey 


ExAccn 


UnfgenelD 


441031 


AI110684 


Hs.7645 


406667 


M12523 


Hs.184411 


409041 


AB033025 


Hs.50081 


428330 


L22524 


Hs.2256 


421552 


AF026692 


Hs.105700 


429201 


X03178 


Hs.198246 


452281 


T93500 


Hs.28792 


447033 


AI357412 


Hs.157601 


428839 


AI767756 


Hs.82302 


438461 


AW075485 


Ks.286049 


413841 


M34276 


Hs.75576 


428187 


AI687303 


H&28S529 


408806 


AW847814 


Hs589005 


452862 


AW378065 


Hs.8687 


415989 


Al 267700 


Rs517584 


427585 


031152 


Hs.179729 


421470 


R27496 


Hs.1378 


424051 


AL1 10203 


Hs.138411 


439759 


AL359055 


Hs.67709 


449032 


AA045573 


Hs.22900 


421462 


AF016495 


Hs.104624 


424252 


AK000520 


Hs.143811 


452823 


AB012124 


Hs.30636 


432340 


AA534222 




433447 


U29195 


H&3281 


414386 


X00442 


Hs.75990 


425260 


L47726 


Hs.1870 


444754 


T83911 


Hs.11881 


439518 


W76326 




443211 


AI128368 


Hs.143655 


439608 


AW864696 


Hs.301732 


414559 


AV656184 


Hs.76452 


412719 


AW016610 


Hs.129911 


439451 


AF086Z70 


Hs.278554 


448974 


AL049390 


Hs.22689 



Unigene Title 


R1 


fibrinogen, B beta polypeptide 


5752 


albumin 


49.94 


WAA1199 protein 


49.18 


matrix melanoproteinase 7 (matrilysln, 


4122 


secreted frizzled-relaied protein 4 


34.64 


group-specific component (vitamin D bind 


33.38 


Homo sapiens cDNA FU 1 1 041 fis, done PL 


33.10 


ESTs 


31.24 


Homo sapiens cDNA RJ14814 fe, done NT 


2654 


phosphoserine aminotransferase 


25.40 


plasminogen 


24.68 


G proteb-coupled receptor 49 


24.00 


Homo sapiens cDNA: FU21532 fis, done C 


2118 


ESTs 


2154 


ESTs 


2052 


colagen, type X alpha 1 (Schmtd metaph 


19.22 


annextnA3 


1752 


Homo sapiens mRNA; cDNA 0KFZp586J1922 (f 


1756 


Homo sapiens mRNA full length insert cDN 


17.28 


nuclear factor (erythrdo^derived 2>-Ek 


17.08 


aquaporin9 


17.02 


hypotheucal protein FU20513 


16.98 


transcription factor-tike 5 (basic hefix 


16.70 


gb^21d02^1 NCLCGAPJVA1 Homo sapiens 


- 16.64 


neuronal pentradn 11 


16.59 


haptoglobin 


16.19 


phenylalanine hydroxylase 


16.08 


transmembrane 4 superfemjy member 4 


1552 


gb2d60d04j1 Scares JetaLhea4_NbHH19W 


15.80 


ESTs 


15.78 


hypothetical protein MGC5306 


15.52 


C-reacfive protein, pentraxin-related 


15.42 


ESTs 


15.24 


hetercdtromatWika protein 1 


15.18 


Homo sapiens mRNA; cDNA 0KFZp586O1318 (f 


15.03 
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416402 NM_000715 Hs.1012 
453863 XQ2544 Hs.572 



complement component 4-bfriding protein, 
orosomucold 1 
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441243 AI767055 Hs.193002 ESTs 
413318 AU076607 Hs.75285 Inter-alpha (gtotxifti) inhibitor, H2 pd 
451917 AW3913S1 Hs£0820 Homo sapiens unknown mRNA 
433213 AW665130 Hs.137190 ESTs 

428261 AWD068SS Hs.118392 ESTs, WBaMy similar to LNHUER IgE Fc re 
438578 AA811244 Hs.164188 ESTs 

dual specificity phosphatase 4 
aspartyHRNA synthetase 



fibrinogen, gamma polypeptide 



417296 L36196 
428664 AK001666 



429170 NM_001394 Hs.2359 
417006 AWS73606 Hs.80758 

449199 AI990122 Hs.196988 ESTs 

436393 AW022213 Hs.143617 ESTs 
413585 AI133452 Hs.75431 

451561 N52812 Hs.177403 ESTs 

420734 AW972872 Hs.293736 ESTs 

422420 U03398 Hs.1524 tumor necrose factor (ligand) superfami 

441377 BE218239 Hs.202656 ESTs 

435981 H74319 Hs.188620 ESTs 

Hs.81 884 sulfbtransferase family, cytosolic, 2A, 

Hs.189095 slmflartoSAai{saJ(DrosophilaHike 

459370 AA889982 Hs.271826 ESTs, Weakly similar to 138022 hypolheti 

430290 A1734110 Hs.136355 ESTs 

cytoskeleton associated protein 2 
ESTs 

reMcacid induced 3 
ESTs 

Hs.168457 ESTs 

Hs.9501 1 syntrophin, beta 1 (dystrophin-associate 

Hs.184628 hypothetical protein FU10883 

Hs.109370 ESTs 

Hs.1473 gastrtn-releasing peptide 

434699 AA643687 Hs.149425 Homo sapiens cDNA FIJ1 1980 fis, done HE 

447532 AK000614 Hs.18791 hypothetical protetn FU20607 

443162 T49951 Hs.9029 DKFZP434G032 protein 

450149 AW959781 Hs.132863 2c family member 2 (odd-paired Drosophi 

446372 AB020644 Hs. 14945 long fatty acy^CoA synthetase 2 gene 

453909 AW0O4O45 Hs.203365 ESTs 

416655 AW968613 Hs.79428 BCl2/adenovirus E1B 19kCMntaracting pro 

452903 A1953425 Hs.246911 ESTs,WeaMysirritartol38022hypothefi 

Hs.306044 CG3-05 protein 

Hs.163443 Homo sapiens cDNA RJ 1 1 576 fis, clone HE 

Hs.154172 ESTs, Moderately similar to BCGf .HUMAN B 

Hs.14427 Homo sapiens cDNA: FU21800 fis, clone H 

Hs.117183 ESTs 

shnilartoratHREV107 



450221 AA328102 Hs.24641 

450628 AW382884 Hs304715 

446232 A1281848 Hs.194691 

428223 AA424313 Hs.98402 

432582 A1623817 

407884 BE075316 

428493 AK001745 

407202 N58172 

422109 S73265 



433011 H07960 

423575 C18863 

455777 AA524285 

425745 U44060 

407168 R45175 

407633 NM.007069 Hs.37189 
400534 

450434 AA166950 Hs. 195870 hypothefical prolem FU14991 

445873 AA250970 Hs.251946 pory(A)-bincfing protein, cytoplasmic 1-1 
Hs.211471 ESTs 



440526 A1832243 

427544 AI767152 

447974 R76886 

431958 X63629 



Hs.181400 ESTs, Weakly similar to I78885 serineAh 

gb:yi64b03.s1 Soares placenta Nb2HP Homo 

HsJ2877 cadherin 3, type 1 , P-cadherin (placenta 

453922 AF053306 Hs.36708 budding uninhibited by beruimWazoies 1 

457065 AI476318 Hs.192480 ESTs 

408950 AA707814 Hs. 14945 long fatty acyl-CaA synthetase 2 gene 

419852 AW503756 Hs.286184 hypothetical protein dJ551D2.5 

414718 H95348 Hs.107987 ESTs 
Hs.18724 



447505 AL049266 
404567 

428536 AI143139 

444381 BE387335 



Homo sapiens mRNA; cDNA DKFZp564F093 (fr 



fibrinogen, gamma polypeptide 
>. type It 



Hs.2288 visWn-fitel 

Hs.283713 ESTs. Weakly similar to S64054 hypothec" 

437267 AW511443 Hs.25B110 ESTs 

420583 H77859 Hs.65450 retfcu!on4 

407244 M10014 Hs.75431 

425071 NM.013989 Hs.154424 detodinase.h 

449655 AI021987 Hs.59970 ESTs 

459504 BE514127 

434609 R76593 

412104 AW205197 Hs340951 

447863 AL047611 Hs388885 

446106 AI800470 Hs.171941 ESTs 

439192 AW970536 Hs.105413 ESTs 

446619 AU076543 Hs.313 

427535 R29543 Hs.2164 

440591 AA431599 Hs. 132799 hypothefical protein RJ 23451 

440404 AI015881 Ks.324527 mitochondrial ribosoma. protein S5 

426283 NMJJ03937 H3.1 69139 kynurenhase(Uyiiiirerr^t^ 

401742 NA NA 

416393 N54037 Hs.252869 plasmlnogervCke 

413339 A1818C80 Hs. 194290 ESTs 

437641 AA811452 H&291911 ESTs 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cONA DKFZp564H172 (fr 

431319 AA873350 Hs.302232 ESTs 



gb:6013 15974F1 NIH.MGC.8 Homo sapiens cD 
gb.7i6Ocll.rl Soares placenta Nb2HP Homo 
Homo sapiens, Simiar to RtKEiM cD NA 221 0 
Homo sapiens cDNA RJ 14246 fis, clone OV 



secreted phcsphoproteln 1 (osteopontki. 
pro-pfatetei basic protein (indudes pta 



14.60 

1435 

1430 

14.30 

13.91 

13.80 

13.52 

13.40 

13.36 

13.00 

12.98 

12.90 

12.83 

12.72 

12.70 

12.50 

12.45 

12.38 

1138 

12.38 

12.34 

1230 

12.26 

12.24 

1116 

1108 

12.08 

12.02 

12.01 

11.84 

11.68 

11.68 

11.67 

11.67 

11.62 

11.46 

11.42 

11.34 

1132 

11.30 

11.22 

11.20 

11.08 

10.91 

1030 

10.88 

10.76 

10.68 

10.63 

10.62 

10.52 

10.52 

10.50 

10.40 

10.38 

10.34 

10.29 

10.28 

10.14 

1036 

10.05 

10.00 

10.00 

9.99 

9.97 

9.91 

9.90 

9.90 

9.88 

9.84 

9.64 

9.64 

9.61 

9.50 

9.44 

9.40 

9.36 

930 

938 

9.28 

9.28 

9.22 

931 
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434003 AA740878 Hs. 11 2982 ESTs 9.20 

446311 AW007294 Hs.149795 ESTs, Moderately similar to ALU1.HUMAN A 9.16 

419968 X04430 Hs.93913 inteneukin 6 Cmterferon, beta 2) 9.16 

_ 413597 AW302885 Hs.117183 ESTs 9.15 

5 440527 AV657117 Hs.184164 ESTs. Moderately similar to S65657 alpha 9.14 

409327 L41162 Hs.53563 collagen, type IX, alpha 3 9.14 

444107 T46839 Hs.10319 UDP gtycosyltransferase 2 family, polype 9.05 

456653 AI807519 Hs.104520 Homo sapiens cDMA FU13594 fis, done PL 8.98 

ir . 450164 A1239923 Hs.30098 ESTs 8.95 

10 432867 AW016936 Hs.233384 ESTs 8.93 

437396 BE140396 hte-21621 hypothetical protein OKFZp762O076 a92 

421126 M74587 Hs.102122 insuSn-ete growth factor binding prate &92 

452712 AW838816 gb:RC54.T0054-1 4020O01 34)01 LT0054 Homo a90 

419131 AA406293 Hs.41167 ESTs . » a86 

15 444783 AK001468 Hs.62180 anillin (Drosophita Swaps homolog), act 8.82 

418895 AA894638 Hs.14600 ESTs 8.82 

422665 AJ011812 Hs.119018 transcription factor NRF a82 

409757 NM.001898 Hs.123114 cystafinSN a78 

_ 419752 AA249573 Hs.152618 ESTs, Moo^ely similar to ZN91 HUMAN Z 8.74 

20 412446 AI768015 Hs.92127 ESTs 8.71 

433285 AW975944 Hs.237396 ESTs 8.68 

414538 AW612228 Hs. 107987 ESTs a64 

449318 AW236021 Hs.78531 Homo sapiens, Similar to RfKEN cDNA 5730 8.62 

or 430835 AI240006 Hs.192326 ESTs 8.60 

25 445467 AI239832 Hs.15617 ESTs, Weakly similar to ALU4_HUMAN ALU S 8.59 

445537 AJ245871 Hs.12844 EGW&enJomain, multiple 6 8.52 

450375 AA009847 Hs.8850 adslntegrin and metaRopratelnase doma 8.52 

428355 BE256452 Hs.2257 vitronectin (serum spreading factor, som 8.50 

444478 W07318 Hs.240 to-phase phosphoprotem 1 a47 

30 439398 AA284267 Hs.221504 ESTs 8.44 

428368 BE440042 Hs.83326 matrix metaHoproteinase 3 (stromelysin a43 

403776 a42 

418973 AA233056 Hs.191518 ESTs a42 

_ _ 445436 AI224105 Hs.151408 ESTs a38 

35 417958 AA767382 Hs.193417 ESTs a34 

452838 U65011 Hs.30743 preferentially expressed antigen In mela a34 

425761 AW664214 Hs.196729 ESTs a33 

449419 R34910 Hs.119172 ESTs a29 

Ary 407007 U22961 gb:Human mRNA clone with simBarity to L a28 

40 420900 AU345633 Hs.44269 ESTs a25 

452503 AB000509 Hs.29736 TNF receptor-associaled factor 5 a23 

458242 BE299588 Hs.28465 Homo sapiens cDNA: FU21869 fis, clone H 8.18 

420120 AL049610 Hs.95243 transcription elongation factor A (Sll)* 8.16 

432363 AA534489 gb:nf76g1U1 NCLCGAP_Co3 Homo sapiens 8.16 

45 418738 AW388633 Hs.6682 solute carrier family 7, (cationic amino ai2 

446155 AI553695 Hs.159422 Homo sapiens cDHARJ 13997 fis. clone Y7 aiO 

418379 AA218940 Hs.137516 fidgefin-Cke 1 a07 

424560 AA158727 Hs.150555 protein predicted by clone 23733 8.06 

453116 AI276680 Hs.146086 ESTs 8.04 

50 419929 U90268 Hs.93810 cerebral cavernous rr^forrnafions 1 a04 

409687 T51125 Hs.8493 ESTs 8.00 

407790 AI027274 Hs.288941 Homo sapiens cDNA FL) 14866 fis, clone PL 8.00 

416661 AA634543 Hs,79440 \GFA\ mRNA-blndlng protein 3 &00 

418036 Z37976 Hs.83337 latent transforming growth factor beta b 7.99 

55 422762 AL031320 Hs.119976 Human DNA sequence from clone RP1-20N2 o 7.96 

421633 AF121860 Hs.106260 soring nexin 10 7.92 

432542 AW083920 Hs.16098 claudin2 7.86 

414869 AA157291 Hs^21479 ubinuclelnl ■ 7.84 

rrk 419502 AU076704 Hs.90765 fibrinogen, A alpha polypeptide 7.80 

60 406666 V00495 Hs.184411 albumin 7.78 

418007 M13509 Hs.83169 matrix meWtoprotsInase 1 (mterstilia! 7.78 

439616 BE018635 Hs.58582 Homo sapiens cONA FU12789 fe. clone NT 7.77 

406360 NA NA 7.76 

r - 406687 M31126 Hs.272620 pregnancy specific bela-1^K/ccprotein 9 7.76 

65 431510 AA580082 Hs.1 12264 ESTs 7.76 

414312 AA155694 Hs.191060 ESTs 7.71 

443450 N66045 Hs.1 33529 ESTs 7.70 

449870 A1672487 Hs.1 5423 hypothetical protein HOCMC04P 7.64 

„ 425681 AB018297 Hs.1 59183 K1AA0754 protein 7.63 

70 408897 N50204 Hs.283709 Oprjpolysaccharide specific respcnse-7 p 7.62 

443285 A1301918 Hs.334264 ESTs 7.60 

420807 AA280627 Hs.57846 ESTs - 7.60 

424650 AW576156 Hs.250824 Homo sapiens cDNA:FU23435 fis, done H ' 7.60 

410718 AI920783 Hs.191435 ESTs 7.60 

75 430848 AW021726 gtxrif27e02.y 1 Morton Fetal Cochlea Homo 7.60 

434294 AJ271379 Hs.76194 rftosomal protein S5 7.60 

445808 AV655234 Hs^98083 ESTs, Moderately similar to PC4259 ferri 7.56 

438604 AA811896 Hs.44604 ESTs 7.54 

456997 AW937420 Hs.69662 ESTs 7.54 

OO 400289 X07820 Hs^258 matrix rnetafloproteinase 10 (strornetysin 7.54 

409187 AF154830 Hs.50966 carbamoy^hosphato synthetase 1, mitoch 7.52 

445640 AW969626 HsJ1704 ESTs.WealoVstm8artoKlAA0227lrUapl 7.49 

404996 7.48 
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420759 


T11832 


Hs. 127797 


Unmn canton* rllMA PI J 11381 fa doe HP 
no mo sapiens cwiv* ru 1 1* i iu, uun nt 


7.48 


433859 




Ue 9717AQ 
nS^/0/09 


CCTe 

colS 


744 

/.44 


423952 


AW877787 


He llfilfto 
ns.iooiU£ 


twvwooo proieui 


7 44 


431193. 


AW749505 


Hs 296770 


KIAA171Q ortrfein 


7.43 


413530 


AA130158 


Ue 10077 
ITS. I99f / 


POT. MrtHprnWvQlmn»taAUIfi HUMAN A 


7.40 


417479 




u B itkca 
ns. IO0004 


CCTe c! mil nr tn 7105 HUMAN 7l MP 


7 4fl 


424613 


AU079850 


H« 151236 




7.37 


417720 


AA205625 




ESTs 


7.35 


449347 


AV649748 






7.34 


449444 


AW818436 


Hs.23590 


soluts csntof fttitiUy 16 (morwcsrtjoxyfic 


7.34 


447499 


AW262580 


Hs 147674 
nji i *t » u i h 


piDlDCaontHUI Ucla ID 


7.32 


426890 


M393167 


Hs.412S4 


ESTs 


7.31 


450568 


ai n^nnm 


nsuMio? 


Urwrvi eanfartc rHMA CI HfVTfiA fie r4nna KIT 

noino sapiens cunm ru iu/04 ns, crone r* i 


7 7R 


440U19 


AUU004U 


Ue OR 1905 


ESTs 


7 1Q 


419474 


AWQ6661Q 


ns. 100049 


CCTe 
CO IS 


7 94 


H 1/U13 




nS.ouo/b 


flavin containing monooxygenase 3 


f.cA 


411/00 


n4OO40 




gD.7piraau4.ri boares dtbssi JNOnsst Homo 


7 OA 


440010 


AQftTCftCO 
AdUOOUOI 


Ue 001 C1 


KiAAi <r/o protein 


#.10 


416143 


AI 955650 


Ik). f JUOJ 


nil t!Qfflini#l_nonfMa ^mln ^ra ne hrflM ln?i i 

giuuuiunyi-pepuQv CjuouansiuoSc ^giu 


7 1R 
1. 10 


451815 


AWQ74Q1 1 

/VHI9/49 1 1 


Ue 1EM7Q1 

ns. icwiao 


rtojuo Sapiens cuvv\. rue \ oou ns, aone n 


7 1fi 
/.IO 


HCVf f f 


6 A OB HO 


Ue I'irtscc 
nS.loUOOO 


CCTe 

cols 


7 4fi 


'♦14400 


TfiQ07fl 

loyufo 


Ue 7C1T7 

nS.fOu/ 


a^a-1-rrucroglobuIin/bikijrun precursor 


7 1j1 


40Q06Q 
4U9£03 


A AC7RQC7 
AftOf 0300 


Ue 0OO70 


KtnwilkafHval imtAm CI HOT CO 

nypoirtfioCa protein rUlooo^ 


7 1vl 
/.14 


443614 


AV555386 


Hs.7645 


nuiiuugen, d oeia poiypepuae 


7 14 


448706 


AW291095 


Hs.21814 


intBrlejjkm 20 receptor, alpha 


7 1^1 
r.io 


441124 


TS7717 


Hs.1 19563 


ESTs 


7,12 


4146 Rfl 

1 ISOOv 


AA743331 


Hs.272572 


nernogiouJi, aipna c 


7 in 

f . IU 


446432 


AI377320 


Ks.150058 


C<5Tc 
C9IS 


7 1ft 
I . IU 


439295 


AW206091 


Hs^53538 


ESTs 


7.08 


436902 


AW247145 


Hs.192729 


ESTs 


7.08 


428679 


AA431765 




nh'7wfifWY? «1 Rfwpq loefie. WHT Hnnvi can 


7.08 


414865 


AA157155 


H*274414 


hvrmlhpfiral nmtpJn R J144.T7 


7.08 


421373 


AA808229 


Hs.167771 


CO 15 


7 flC 
f .uo 


432435 


BE218886 


Hs.282070 


ESTs 


7.05 


S4/90O 


AW974643 
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428392 H10233 Hs.2265 secretory granule, neuroendocrine protei 6.40 

452198 A1097560 Hs.61210 ESTs, Weatty stmHar to 138022 hypolheti 6.40 

438202 AW169287 Hs.22588 ESTs 6.38 

_, 458311 AF059478 gb:AF069478 Homo sapiens astrocytoma Sb 6.38 

5 451389 N73222 Hs.279009 matrix Gta protein 6.38 

427899 AA829286 Hs.332053 serum amyloW A1 635 

448693 AW004854 Hs.228320 hypothetical protein FU23537 6.34 

425492 AI021918 Hs.158174 zinc finger protein 184 (KnippeWte) &34 

435532 AW291488 Hs.1 17305 Homo sapiens, done IMAGE J682908, mRNA 6.32 

10 433908 AW298141 Hs.157975 ESTs 6.32 

430114 AAB47744 Hs.99640 ESTs 6.32 

434032 AW009951 Hs.206892 ESTs 6.31 

444656 AI277924 Hs.145199 ESTs 6.30 

433607 AA602004 Hs.23260 ESTs 6.26 

15 440659 AF134160 Hs.7327 ctaudinl 6,25 

435663 A1023707 Hs.134273 ESTs 6.24 

409916 BE313625 Hs.57435 solute carrier family 1 1 (crotoivcoupled 634 

436547 AJ297351 Hs.30824 teudne zipper transcription factor-lfce 6.24 

447500 AI38190Q Hs.159212 ESTs &24 

20 407237 AA169872 Hs.6216 Homo sapiens hepatocellular carcinorna-as 6.22 

417715 AW969587 Hs.86366 ESTs 6.22 

423276 AC003034 Hs.126261 Homo sapiens Chromosome 16 BAC clone CIT 6.20 

438138 R98299 Hs.177502 ESTs 630 

424590 AW966399 Hs.46821 hypothetical protein FU20088 6.20 

25 416857 AA188775 Hs.292453 ESTs 6.20 

427667 AKD01279 Hs.180171 Homo sapiens cDNARJ 1041 7 lis. done NT 6.18 

429593 AA811257 Hs.269710 ESTs 6.18 

426921 AA037145 Hs.1 72865 cleavage stimulation factor, 3* pre-RNA, 6.18 

438940 AF075045 Hs.271609 ESTs 6.18 

30 400195 NA NA 6.15 

430473 AW130690 Hs£9962 ESTs 6.12 

452291 AF015592 Hs.28853 COC7 {ceil division cycle 7, S. cerevbl 6.10 

420096 AA775910 Hs.95011 synirophin, beta 1 (dystrcphln-associate 6.10 

427513 AI476318 Hs.192480 ESTs 6.10 

35 448934 AI598134 Hs.225592 ESTs. Highly similar to T51 146 ring-box 6J0 

410389 AW954049 Hs.8177 ESTs, Weakly similar b PIHUB6 salivary 6.08 

430345 AK000282 Hs.239681 hypothetical protein FU20275 6.08 

424856 AA347746 Ks.9521 ESTs, WeaWy similar to ZN43_HUMAN ZINC 6.08 

409048 H59990 Hs.37699 ESTs 6.08 

40 427674 NM_003528 Hs.2178 H28 histone family, member Q &08 

452689 F33868 Hs.284176 transferrin 6.06 

453804 AA300204 Hs.35276 WAA0852 protein 6.06 

442875 BE623003 Hs.23625 Homo sapiens clone TCCCTA00142 mRNA sequ 6.05 

408243 Y00787 Hs.624 inteiteukin8 6.04 

45 420721 AA927802 Hs.159471 ZAP3 protein 6.04 

429393 AA383024 Hs.201603 Homo sapiens mRNA; cDNA DKFZp434DG917 (f &04 

435420 A1928513 Hs.59203 ESTs 6.04 

428046 AW812795 Hs.155381 ESTs, Moderately similar to 138022 hypot &04 

407746 AK0O1962 Hs.38114 hypothetical protein FU11100 6.02 

50 442116 AI884570 Hs.128813 ESTs 6.00 

423568 NM.005256 Hs.129818 growth amst-specrfc 2 6.00 

422011 U30246 Hs.110736 solute carrier family 12 (sodium/potassi 5.99 

441794 AW197794 Hs.253338 ESTs 5.99 

434739 AA804487 Hs.144130 ESTs 5.98 

55 449802 AW901804 Hs.23984 hypothefical protein FU20147 5.96 

420218 AW958037 Hs.286 rtbosomal protein L4 5.96 

425707 AF115402 Hs.11713 E744te factor 5 (ets domain transcript 5.94 

445548 AW468821 Hs.1 56054 ESTs 5.94 

„ 439096 AA830185 H&269680 ESTs 5.94 

60 452606 N45202 Hs.90012 hypothetical protein FU23441 5.94 

427701 AM1 1101 Hs.243886 nuclear sutoanfigenfc sperm protein (his 5.94 

417246 AI760098 Hs.21411 ESTs 5.94 

433190 M26901 Hs^210 renin 5.92 

418744 AI887288 Hs.196379 ESTs. Weakly similar to putative p1 50 (H 5.92 

65 421477 AI904743 Hs.1 04650 frypothefica! protein FU10292 5.92 

434342 AI791138 Hs.116768 ESTs 5.92 

406668 T62745 Hs.164411 albumin 5.92 

418668 AW407987 Hs.1 735 18 Uohase phosphoproteln hcmotog 5.90 

429984 ALQ501Q2 Hs.227209 hypothetical protein FU21 617 5.90 

70 408867 AA437199 Hs.655 cell Division cycle 25C 5.90 

409913 BE243842 Hs^83077 cenlrosomal P4.1 -associated protein; unc 5.88 
450380 AI863675 Hs.114017 ESTs ' 5.88 

413026 AA8094B5 Hs.124219 hypothefical protein FU 12934 5.88 

454653 AW812227 c£RC2-ST0 173-201 09941 1-g09 ST0173 Homo &87 

75 457876 AJ821940 H&264622 ESTs, Moderately similar to ALU8 JiUMAN A 5.86 

437222 AL1 17588 Hs.12778 ESTs 5.86 

455630 AV655701 Hs.75183 cytochrome P450. subfamily HE (ethanoi- 5.86 

426269 H15302 Hs.168950 Homo sapiens mRNA; cONA DKFZp565A1 046 (f 5.84 

409045 AAS35062 Hs-50094 Homo sapiens mRNA; cONA DKFZp434O0515 (f 5.84 

80 441645 A1222279 Hs^01555 ESTs, Weakly sinter to T23406 hypotheti 5.84 

401352 &84 

419088 A1538323 Hs.52620 integrin, beta 8 5.64 

431379 AA504264 Hs.1 82937 peptidytproryl isomerase A (cydophffin 5.83 
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439580 AF086401 Hs.293847 ESTs, Moderately similar to SS5557 a5pha 5.82 

424345 AK001380 Hs. 145479 Homo sapiens cDNA FU 1051 86s, dons NT 5.82 

419220 AA811938 Ks.291759 ESTs 5.82 

439303 W00805 Hs. 102784 ESTs 5.80 

5 415954 AA171850 Hs.42251 ESTs 5.80 

418849 AW474547 Hs.53565 Homo sapiens P1G-M mRNA for mannosyttran 5.80 

429945 NM.O0S729 Hs.226483 diaphanous (Drosophila, homolog) 2 5.80 

439527 AW298119 Hs.202536 ESTs 5.78 

435380 AA679001 Hs.192221 ESTs 5.78 

10 424086 AI351010 Hs.102267 lysyl oxidase 5.76 

425898 AA365649 Hs.269478 ESTs, Weakly simflar to PC4259 ferritin 5.76 

428460 AA428865 H&98563 ESTs 5.74 

416623 M74925 Hs.38761 Homo sapiens cDNA: FU21564 fis, done C 5.74 

413982 BE503035 Hs.279193 ESTs 5.74 

15 453240 AI969554 Hs.166254 hypothetical protein DKFZp5661133 5.74 

410505 AW752139 Hs.314323 ESTs 5.72 

447072 D51594 Hs.17279 tyrosytprotein sdfotransferase 1 5.72 

433312 AI241331' Hs.131765 ESTs, Moderately similar ta 138937 DNA/R 5.72 

„ 448966 AW372914 Hs.86149 phospholnositol Sphosphate-blndjng prat 5.71 

20 433384 AI021992 Hs.124244 ESTs 5.70 

415385 R17798 Hs.7535 COBW-Eke protein 5.70 

441894 AA134329 Hs.24170 Homo sapiens, clone IMAGE:3685398, mRNA, 5.70 

414696 AF002020 Hs.76918 Niemann-Pick disease, type C1 5.68 

448656 NMJM953 Hs323346 K1AA1 008 protein 5.68 

25 412246 AI160873 Hs.69233 zinc finger protein 5.68 

426518 Z43039 Hs. 170 198 KIAA0009 gene product 5.66 

418269 AA806113 Hs.189025 ESTs 5.64 

443316 AI478463 Hs. 18443 aldehyde dehydrogenase 8 family, member 5.64 

422805 AA436989 Hs.121017 H2A hfetone family, member A 5.62 

30 442252 AI733395 Hs.129124 ESTs 5.60 

414372 AA143654 gb:zo65a02Jl Stratagene pancreas (93720 5.60 

435040 A1932350 Hs.152825 ESTs 5.59 

438777 AA825487 Hs.142179 ESTs 5.58 

433849 BE465884 Hs.280728 ESTs 5.58 

35 438839 AI278360 Hs.31409 ESTs 5.58 

411274 NM-002776 Hs.69423 kaffikreinlO 5.55 

43500B AF150262 Hs.162898 ESTs 5.55 

434194 AF119847 Hs^83940 Homo sapiens PRO1550 mRNA, partial cds 5.54 

452881 AW135220 Hs.241921 ESTs 5.54 

40 426010 AA136563 Hs.1975 hypothetical protein FU21 007 5.54 

424492 AI133482 gb:HA2093 Human fetal Over cDNA Ebrary 5.54 

418971 AA360392 Hs.87113 ESTs 5.52 

453716 AA037675 Hs.152675 ESTs 5.52 

Ar 406972 M32053 gb:Human H19RNA gene, complete cds. 5.51 

45 417543 AA203620 Hs.110153 ESTs 5.51 

419423 026488 Hs.90315 K1AA0007 protein 5.51 

434674 AA831879 Hs.136985 ESTs 5.50 

442980 AA857025 Hs.8878 kinesb-like 1 5.50 

418882 NM.004996 Hs.89433 ATP-bindlng cassette, sub-CamHy C (CFTR 5.50 

50 404227 NA NA 5.49 

412766 BE544475 Hs.54347 ESTs 5.49 

441708 AI469911 Hs.26498 hypotheScal protein FU21657 5.49 

408432 AW195262 gb:xn67b05jc1 NCLCGAPJM.1 Homo sapiens 5.48 

437440 AA846804 Hs.123694 ESTs 5.48 

55 410486 AW235094 Hs.69233 zinc finger protein 5.46 

456435 A1880384 Hs.270747 ESTs, WeaJdy similar to ALU£_HUMAN ALU S 5.44 

437378 A1198823 Ks.160473 ESTs 5.44 

436907 AA737171 Hs.131809 ESTs 5.44 

407300 AA102616 gban43e07.s1 Stratagene HeLa cell s3 93 5.44 

60 413582 AW295647 Hs.71331 nypothefical protein MGC5350 5.42 

441795 N58115 Hs.21137 AD024 protein 5.42 

452449 AW068858 Hs^0943 ESTs 5.42 

439699 AF086534 Hs.187561 ESTs, Moderately similar to ALU1JWMAN A 5.40 

431941 AK000106 Hs.272227 Homo sapiens cDNA FU20099 bs, done CO 5.40 

65 441217 AI922183 Hs.213246 ESTs 5.40 

432383 AK000144 Hs.274449 Homo sapiens cDNA FU20137 fis, clone CO 5.40 

453891 AB037751 Hs.36353 Homo sapiens mRNA full length insert cDN 5.40 

408690 AW864542 p>:PM4^NO)16-120500^03^02SKa016Horno 5.40 

433759 AA680003 Hs. 109363 Homo sapiens cONA: FU23603 fis, done L 5.39 

70 446142 A1754693 Hs.145968 ESTs 5.38 

408562 AI436323 Hs.31141 Homo sapiens mRNA for K1AA1 568 protein, 5.36 
433929 AI375499 Hs^7379 ESTs • 5.36 

421155 H87879 Hs.102267 lysyl oxidase 5.34 

424853 8E549737 Hs. 1329 67 Human EST clone 1 22887 mariner transposo 5.34 

75 453931 AL121278 Hs.25144 ESTs 5.34 

409091 AW970386 Hs^69423 ESTs 5.33 

416057 AI927382 Hs.29857 ESTs 5.33 

438647 AA813118 Hs. 163230 ESTs 5.32 

415091 AL044872 Hs.77910 3^roxy^^thytfilutaryW>)erttyrne A sy 532 

80 445038 AI635444 Hs.143917 dJ467N1 1.1 protein BJ3Q 

408622 AA056060 Hs.202577 Homo sapiens cDNA FU12166 fc, done MA 5.30 

403432 5^9 

435820 AA700580 Hs.1 89000 ESTs 5^8 
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413151 
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42295S 
418661 
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439818 
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436574 
433377 
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438011 
437257 
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415757 
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420493 
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416113 
446223 
407624 
447197 
452465 
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446952 
408170 
424238 
421072 
424717 
423654 



436554 
433264 



412666 
430287 
413293 
418217 
401480 
456179 

T AB LE ZB_ 



NA 

AK001566 
H47969 
U31116 
T99755 
AI079356 
X909Q8 
NM.007070 
AW975942 
H22953 
AA632577 
AI824009 
R27430 
U77413 
BE545072 
NMJ01949 
D82484 
AW997484 
BE387162 
N59650 
AA806465 
AA987742 
AL350137 
AA766243 
AW294215 
AI651016 
A1821399 
AW293527 
AI752713 
AA911705 
AA888729 
AI3701B8 
AA831815 
8E466173 
A1283085 
X03833 
AF038564 
AA83Q854 
U43374 
AI635113 
T19016 
AI216751 
C04649 
AJ245600 
AA173525 
BE300091 
AW157431 
R36075 
AA610211 
AA328153 
A1609595 
AW204516 
AA337401 
AI215069 
H03754 
A1674253 
AI821940 
AI985810 
D85782 
AI680772 
AU080116 
AW182459 
AUM7483 
AI910547 
NA 

H75490 



NA 5.28 

Hs^3618 hypothetical protein FU 10704 128 

Hs.141971 ESTs.VVeaWyshnflartoALU1J<UMANALUS 5^8 

Hs.77501 saroogtycan, beta (43kD dystruphirvassoc 5.28 

Hs334728 ESTs 5.28 

gb:oz39b09.s1 Soares_NhHMPu_S1 Homo sapi 5.28 

Hs.74126 tatty acid binding protein 6. ileal (gas 5.27 

Hs.49105 FKBP^ssodated protein 5.26 

Hs.48524 ESTs 5.26 

Hs.137551 ESTs 5.26 

Hs.310235 ESTs,WeakrysirrtotoI78885senneAh 5.24 

Hs.44577 ESTs 5.24 

Hs.271565 ESTs 5.24 

Hs.100293 OErtked N-acetyigtuc»sam!ne (GtcNAc) tr 5i23 

Hs. 122579 hypothetical protein FU 10461 5.23 

Hs.1189 E2F transcription factor 3 5.22 

Hs.330994 ESTs 5.22 

Hs.5003 WAA0456 protein 5.21 

Hs.280858 ESTs, Highly similar to A35661 DNA excis 5.21 

Hs.27252 ESTs 5.20 

Hs.121536 Human DNA sequence from done RP1 1-472E5 5.20 

Hs.251278 KIAA1201 protein 5.20 

Hs.19934 Homo sapiens mRNA nil length insert cDN 5.20 

gba>a1351 1*1 NCLCGAP.GCB1 Homo sapiens 5,20 

Hs.195631 ESTs 5.20 

Hs.246311 ESTs 5 20 

Hs.16514 ESTs 5.20 

Hs.126465 ESTs 5.I6 

Hs.43845 ESTs 515 

Hs.130229 ESTs 518 

Hs.144694 . ESTs 518 

Hs.211454 ESTs 5*17 

Hs.270940 ESTs,WeakrysirnHartol78885senne/Ih 5.17 

Hs.145696 spfidng factor (CC1.3) 5.16 

Hs.290931 ESTs, Weakly similar to YFJ7 YEAST HYPOT 5.16 

Hs.1722 Interieukm 1, alpha 5.16 

Hs.98074 Itchy (mouse homolog) E3 ubtquitin prote 5.15 

Hs.187810 ESTs 5.14 

Hs.95631 Human normal keraiinocyte mRNA 5.14 

Hs.270366 ESTs, Weakly similar to 178885 sertne/lh 5.12 

Hs.1 59410 motybdopterin synUisse sutfmyiase 5.12 

Hs.143977 ESTs 5.12 

Hs.77899 tropomyosin 1 (alpha) 5. 12 

Hs.180545 Homo sapiens mRNA for hypothetical prote 5.12 

Hs.118758 ESTs.WeakrysimilartoRLFlH^apiens] 5.12 

Hs.119699 hypothetical protein FU12959 5.11 

Hs.248941 ESTs 5.11 

fib:yh88b01.s1 Scares placenta Nb2HP Homo 5.1 1 

Hs.34244 ESTs 5 10 

Hs.88201 ESTs,WeakrysimilartoAChainA,Cryst 5.10 

Hs.208038 ESTs 5.10 

Hs.31835 ESTs 5 08 

Hs.137635 ESTs 507 

Hs.89113 ESTs 5.O6 

Hs.152213 wingless-type MMTV integration site rami 5.06 

Hs.35828 ESTs 506 

Hs.264622 ESTs, Moderately similar to ALU8_HUMAN A 506 

Hs.301173 ESTs 5.05 

Hs.3229 cysteine dioxygenase, type I 5.04 

Hs.306094 trinucleotide repeat containing 12 5.04 

Hs.74420 origin recognition complex, subunit 3 (y 5.03 

Hs.125759 ESTs,WeakrysIrniIarlol£U5JiaMANLEUKE 5.03 

Hs.302498 GTP-blnding protein homologous to Saccha 5.00 

Hs.13442 ESTs 5.00 

NA 5.00 

Hs.271930 ESTs 5.00 
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Unique Eos prcbese t Idenflfier number 

CAT number Gene duster number 
Accession: Genbank accession numbers 



75 
80 



Pkey CAT number Accession 

408432 1058667 J AW195262 R27868AW811262 

408690 107490J AW864542 AA056567 AW882724 

411765 1257C0J H43346 AA248302 AA095182 

414372 143909J AA143654 AW753140 AA213770 AW970865 AA569075 AA492132 

424281 237742.1 AA766243AA338252AA338213 
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424492 


240008 1 


AI133482 AI207619 AA341626 


428679 


294049J 


AA431765AA432015 


430846 


324621.1 


AW021726 AA487752 AA488085 


432340 


34S248 1 


AA534222 AA632632 T81234 


432353 


345469 1 


AA534489 AW970240 AW970323 


432639 


351744.1 


AW9737B5H60163AA557608 


434809 


38950 1 


R76593 AF147390 R76594 


439518 


47334J 


W76326AF086341W72300 


443613 


S75391J 


AI079356 W23287 


447197 


711623.1 


R36075A1366546 R36167 


447974 


745643.1 


R76886 AI453674 R77049 


452712 


928309.1 


AW838616 AW838S60 BE144343 AI914520 AW888910 BE184854 BE184784 


454653 


1228081.1 


AW81 2227 AW812294 AW812092 


458311 


543550.1 


AF069478 AF069479 AF059480 



TABLE 7C 



Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gl) numbers. Dunham L el aT refers to the publication entitled The DNA 

~ . sequence of human chromosome 22.' Dunham L et aL, Nature (1999) 402:489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposltion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifion 


400534 


6981826 


Minus 


278637-279292 


401352 


9931258 


Minus 


26064-26208 


401480 


7321503 


Phis 


166120-166347.166451-166557,169651-169832 


401714 


6715702 


Plus 


96484-96681 


401742 


2911728 


Plus 


64003^4147 


403432 


9719611 


Minus 


68204-68392 


403776 


7770511 


Minus 


1414-1513,1624-1756 


404227 


7838233 


Minus 


93110-93259 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


37999-38145,38552-38998,39^-39872,40557-40674,42351-42450 


406360 


9256107 


Minus 


7513-7673 



Table 8A shows 538 genes significantly down-regutated in colon cancer compared to normal colon. These were selected as for Table 7A and the rafio was equal to or less than than 
0.33. 

TABLE 8A: 538 GENES SIGNIFICANTLY DOWN- REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 

Pkey: Unique Eos probeset identifier number 

ExAccru Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene Gfie 

W: Ratio of tumor to norma) colon 



Pkey ExAccn UnigenelD Unigene Title R1 

421996 AW583807 Hs.1460 glucagon 0.0233 

429970 AKD00072 Hs.227059 chloride channel, calcium activated, fam 0.0307 

457407 AA505035 Hs.1 95551 ESTs 0.0416 

423690 AA329648 Hs.23804 ESTs, Weakly etmBar to PN0099 son3 pro! 0.0564 

426651 AU076646 Hs.171683 nudear receptor subfamily 1, group Km 0.0557 

425920 AU049977 Hs.1 62209 daudin8 0.0601 

431436 AA505035 Hs.1 95651 ESTs 0.0607 

433054 M18079 Hs.282265 fatty acid binding protein 2, intesfinai 0.0629 

442009 AI733281 Hs.128320 ESTs 0.0634 

416889 AW250318 Hs.80395 mat, T-ceJI differentiafion protein . 0.0707 

429050 X81333 Hs.1 94777 meprin A, beta 0.0714 

427019 AA001732 Hs.1 73233 hypothetical protein FU 10970 0.0735 

446947 AF146747 Hs.232165 potycylhernfa rubra vera 1;cell surface 0.0739 

429657 013626 Hs.2465 K1AA0001 gene product putafive GiJrotai a0769 

443506 H10661 Hs.192124 ESTs, Weaxty similar to 138022 rrypotheti 0.0E38 

415314 N88802 Hs.5422 gfycoprotein M6B 0.0853 

451181 AI796330 Hs^07461 ESTs 0.0873 

429001 AF098951 Hs.1 94720 ATP-blrriing cassette, sub-fc*rffy G (WHIT 0.0888 

426635 BE395109 Hs.1 29327 hypothetical protein MGC13057 0.0900 

429350 AI754634 Hs.1 31 987 ESTs a0927 

432251 AW972983 Hs.232165 porycVhentorutravera1;ceflsun^ 0.0931 
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Hs.125461 



Hs.2996 



Hs.32966 
Hs.109439 



Hs.2281 
Hs.301914 



Hs.117970 
Hs.296323 



411529 AA43Q348 H*317596 
441066 AW205427 Hs.190726 
431252 NMJJ05478 Hs351380 
437099 N77793 Hs.48659 
433546 AI075877 
415154 D63175 
409921 AW600239 
432440 X63597 
430468 NN/L004673 Hs.241519 
427167 A1239607 Hs.99198 
441212 AW242447 Hs.146182 
423605 AF047826 Hs.129887 
411381 AW841882 Hs.306831 
412639 AW961284 Hs.296235 
453399 Z70295 
403548 

421913 AI934365 
457982 AW856093 Hs.183617 
448835 BE277929 Hs.11081 
431292 AA370141 
441B05 AA285136 
407639 AW205369 Hs.312830 
421741 AK001879 ■ Hs.107527 
454790 AW820862 
451742 T77609 
425849 AJ000512 
411880 AW872477 
416585 X54162 Hs.79386 
435869 AF255910 Hs.54650 
407744 AB020629 Hs.38095 
404767 

407266 AJ235664 

427359 AW020782 Hs.79881 

452768 AW069459 Hs.61539 

418692 AK000268 Hs.87383 

414831 M31158 Hs.77439 

407551 . Y10516 

402076 

453500 A1478427 Hs.43125 
442080 AW444761 Hs.44565 
431706 AI816086 Hs^96341 
429545 AI824164 Hs.77667 
418390 AF133820 Hs£4665 
435056 AW023337 Hs.5422 
426034 A1276989 Hs.56123 
429609 AF002246 Hs.210863 
408221 AA912183 Hs.47447 
425220 AW975317 Hs.162987 
445200 AA084460 Hs. 12409 
443238 T78886 Hs^84450 
456064 AA256213 Hs.72010 
428133 AW167727 Hs.11873 
447261 NMJJ06691 Hs.17917 
437734 AA693951 Hs.180284 
414290 A1568801 Ks.71721 
418935 T28499 Hs.89485 
411939 AJ365585 Hs. 146246 
442496 R55073 Hs.124130 
450693 AW450461 Hs.203965 
420736 AI263022 Hs.82204 
405385 
404638 

427333 AF067797 Hs. 176658 
404246 

433785 BE044593 Ks.1 12704 

412056 T28160 Hs.778 

406980 S69265 

421666 AL035250 Ks.1408 

452854 AA437061 Hs. 14060 

400514 

454186 BE141O30 
410765 AI694972 Hs.66180 
413724 AA131466 Hs.23767 
412474 AI791451 
436008 AI078428 Hs.58785 
423424 AF150241 Hs. 128433 
431728 NM_007351 Hs.268107 
419746 AW867943 Hs.127216 
410677 NM.003278 Hs^5424 
415672 N53097 Hs. 193579 
419050 NMJXJ0036 Hs.89570 
417342 W40277 Hs.81994 
413714 A1S60944 Hs.71428 



Homo sapiens cDNAFU12927fc, done NT 
ESTs, Weakty sirriar to ALU1_HUMAN ALU S 
Insulin-like 5 

ESTs, Highly similar to S 14458 laminln a 
hypothetical protein FU 11 539 
gb:HUM501 BOSS Oontech human placenta po 
gb:EST00009 pGEM-T toy Homo sapiens 



engtopotetin-fike 1 
hypothetical protein MGC11324 
cytosoSc beta-glucosidase 
cadherin19,type2 

Homo sapiens cDNA: FU22549 6s, done H 
ESTs 

guanylate cyclase activator 2B (uroguany 

osteoglycin (osteoinductive factor, mime 
ESTs 

UBX domain-containing 2 
chromogranin B (secretograntn 1) 
neuronal specific transcription factor D 
ESTs 

hypothetical protein FU 11017 
gb:RC2-ST0301-1202004)1U12 ST0301 Homo 
ankyrtn 2, neuronal 
serum/gtucocorticold regulated kinase 
gb:hm30f03.x1 NCI_CGAP_Thy4 Homo sapiens 
leiomodin 1 (smooth muscle) 
junctional adhesion molecule 2 
ATP-Wnding cassette, sub-family A (ABC1 

gbiHomo sapiens mRNA for Immunoglobulin 
Homo sapiens cDNA: FU23006 fis, done L 
ESTs 

hypothetical protein 

protein kinase, cAMP-dependeni, regutato 
QbiH^aplens mRNA for CD58 T3 protein. 

esopnaoeal cancer retated gene 4 protein 
ESTs 

adenytyt cydase-assotiated protein 2 
tymphocyte antigen 6 complex, locus E 
fifin Imnujnogtobunn domain protein (myo 
glycoprotein M6B 

Homo sapiens cDNA FU 13443 fis, done PL 
cell adhesion molecule with homology to 
ESTs 
ESTs 

somatostatin 
ESTs 
ESTs 
ESTs 

extracellular link domain-containing 1 

ESTs 

ESTs 

carbonic anhydrase IV 

ESTs 

ESTs 

ESTs 

ESTs 



ESTs 

guanylate cyclase activator IB (reOna) 
(NONE) 
endomeun3 . 
prokineficin 1 precursor 

g£MF^T0067-201099-C02-h11 HT0067Homo 
nudeosorne assembly protein 1-Gke 2 
hypothetical protein FU 12666 
gb:rfc0c09.y5 NCLCGAP_Ov2 Homo sapiens 
ESTs 

prostaglandin D2 synthase, hematopoietic 
mutQmerin 

hypothetical protein FU1 3465 
tetranectin (plasminogen-bindtng protein 
ESTs 

adenosine monophosphate deaminase 1 (tso 
glycophorin C (Gerbich blood group) 
ESTs 



0.0951 
0.0957 
0.0985 
0.0987 
0.1007 
0.1032 
0.1067 
0.1107 
0.1114 
0.1147 
0.1167 
0.1190 
0.1211 
0.1239 
.0.1240 
0.1248 
0,1274 
0.1277 
0,1277 
ai291 
0.1309 
0.1315 
0.1325 
0.1328 
0.1335 
0.1379 
0,1393 
0.1395 
0.1456 
0.1459 
0.1460 
0.1462 
0.1463 
0.1466 
0,1471 
0,1471 
ai486 
ai487 
0.1500 
0.1500 
0.1513 
0.1523 
0.1529 
0.1532 
0.1538 
0.1542 
0.1552 
0.1558 
0.1558 
0.1563 
0.1582 
0.1605 
0,1615 
0.1637 
0.1638 
0.1656 
0.1660 
0,1676 
0.1698 
0.1718 
0.1745 
0.1751 
0.1757 
0.1763 
0.1767 
0.1769 
0.1781 
0.1784 
0.1795 
0.1805 
0.1808 

aiei2 
ai8i2 

0.1812 
0,1820 
ai828 
0.1832 
ai835 
0,1838 
0.1838 
0.183 
ai842 
0.1845 
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427061 AB032971 Hs. 173392 WAA1145proteh 0.1847 

405282 ai848 

400163 0.1855 

412295 AW088826 Hs.117176 porrfAJ-bmalng protein, nuclear 1 0.1863 

D 447414 D82343 Hs.18551 neuroblastoma (nerve tissue) protein 0.1876 

407891 AA486620 Hs.41135 endomucnv2 0.1895 

437140 AA31Z799 Hst283689 activator of CREM In testis ai901 

431544 AKD00770 Hs^99329 Homo sapiens cDNA FU20763 fis, done CO a 1904 

436659 AI217900 Hs. 144464 ESTs 0.1905 

W 447164 AF026941 Hs.17518 Homo sapiens o'g5 mRNA, partial sequence 0.1926 

453698 AA037615 Hs.42746 ESTs 0.1928 

423743 AB023148 Hs.173373 K1AA0931 protein 0.1941 

428412 AA428240 Hs. 126083 ESTs 0.1942 

420058 AKD01423 Hs.94694 Homo sapiens cDMA FU10561 6s, done NT 0.1944 

15 434683 AW298724 Hs^02639 ESTs 0.1957 

421865 AA609911 Hs.109012 MAX oimerization protein a 1957 

452786 R61362 Hs.106642 ESTs, Weakly similar to T09052 hypolheti ai969 

407601 ACC02300 Hs.37129 sodium channel nonvoltage-gaied 1, beta 0.1981 

419758 U31973 Hs.93173 phosprxxfresterase 6C, cGMP-spedfc, con 0.2004 

20 437740 AA810265 Hs.122915 ESTs 0.2016 

405610 0.2017 

437145 AF007216 Hs.5462 solute carrier family 4, sodium bicarbon 0.2025 

416961 BE391476 Hs.80617 ribosomal protein S16 0.2041 

401465 a2045 

ZD 437425 AW183714 Hs.20981 hypothetical protein DKFZp547M236 0.2049 

416231 H30333 Hs.165062 ESTs 0.2049 

401753 0.2050 

433430 AI863735 Hs.185755 ESTs O20S1 

432150 AK000224 Hs.272789 hypothetical protein FU2021 7 0.2052 

411644 H92064 Hs.278626 Arg/Abl^teracfing protein ArgBP2 O2059 

403957 a2063 

435900 AI243036 Hs. 16094 ESTs O2070 

424208 AW583123 Hs.143113 pancreatic lipase-related protein 2 0.2075 

445500 AW451938 Hs.257512 ESTs a2075 

35 419956 AL137939 Hs.40096 ESTs a2090 

418026 BE379727 Hs.83213 fatty add binding protein 4, adipocyte 0.2093 

423655 AA722425 Hs. 182785 ESTs, Moderately similar to 1207289A rev a2118 

401381 0.2120 

426452 AW614271 Hs.121647 ESTs, Highly similar to AC006014 8 simfl 0.2122 

40 433476 AA594394 Hs.152616 ESTs 0.2125 

423405 NM.014151 Hs.128155 HSPC053 protein 0.2130 

442826 A1018777 Hs.131241 ESTs ■ - 0.2132 

427060 AW378993 Hs.90286 ESTs 0.2137 

A - 437354 AA749215 Hs.291886 ESTs 0.2137 

45 447734 AI421412 Hs.163859 ESTs 02144 

424585 AA464840 Hs.131987 ESTs 0.2146 

458016 AW188099 Hs.131813 ESTs 0.2151 

423893 AL031709 Hs.134846 Human ONA sequence from clone 31 6G1 2 on 0.2151 

cn 401521 0.2157 

5U 430130 AL137311 Hs^34074 Homo sapiens mRNA; cDNA DKF2p761G02121 { 0.2165 

401024 0.2171 

414802 AI793107 Hs^7018 Ris 0.2179 

441083 BE562611 gb:601 33644 6F1 NiHjUGCjW Homo sapiens c 0.2185 

417355 D13168 Hs^2002 endolhelto receptor type B 0.2186 

55 422440 NM.004812 Hs.116724 aldo*eto reductase family 1, member B10 0,2188 

442930 AW881975 Hs.213923 ESTs 0.2193 

431089 BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 0.2209 

444567 AV654020 Hs.184261 ESTs,WeaWysimaartoT26686hypotheti 0.2212 

£(\ 405654 0.2217 

OO 415471 F09747 Hs^68707 ESTs 0.2222 

449243 AW295031 Ks.198671 ESTs 0.2229 

436088 AA704687 Hs.191294 ESTs a2232 

434098 AA625499 gbat69g08j1 Soares_NhHMPu_S1 Homosapi 02242 

427552 NVL005771 Hs.179508 refinol dehydrogenase homolog 02243 

65 416439 AA180363 Hs. 11 6769 ESTs 02244 

459390 BE38572S gb:601 276347F1 NIH_M6CJ» Homo sapiens c 02254 

459395 230300 Hs.281935 ESTs 02257 

439039 AI656707 Hs.48713 ESTs 02268 

433575 AA600175 Hs.39720 ESTs 0.2263 

/U 416035 H42314 8 b:yo09eOZs1 Soares adult brein N2b5HB5 02273 

428415 AA337211 Hs. 184222 Down syndrome critical regiongenel 02283 

441899 AI372588 Hs.8022 TU3A protein " 02283 

437191 NM_006846 Hs.331555 serine protease Inhibitor, Kazal type, 5 O2290 

434839 AI743069 Hs.134736 ESTs 0.2294 

75 435731 AA699581 Hs. 1868 11 ESTs 02299 

400865 0.2304 

446294 AJ284935 gb:qk55g09jc1 NCLCGAP_Co8 Homo sapiens 0.2305 

414193 BE260069 gb:601 150964F1 N1H_MGC 19 Homo sapiens c 0.2309 

OA 411514 AW850178 gb:IL3^W19-27109M22^12CTW19Homo 02315 

OU 453098 Z25935 Hs.86379 ESTs 0.2315 

430378 229572 Hs.2556 tumor necrosis fader receptor superfami 0.2319 

432374 W68815 Hs.301885 Homo sapiens cDNAFU 11 346 6s, dona PL 0.2320 

443482 A W1 88093 Hs^50385 ESTs 0.2326 
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432134 AI816782 Hs. 122583 hypothetical protein FU21 934 0.2329 

421539 AA292747 Hs.972S5 EST$ 0.2330 

448520 AB0O2367 Hs.21355 douttecortin and CaM kinasfr^e 1 0.2344 

_ 408001 AA046458 H$,95296 ESTs 0.2347 

5 409331 M36634 Hs.53973 vasoactive intestinal peptide 0.2351 

431094 AW972276 Hs.116195 ESTs 0,2354 

429575 AA706003 Hs.99387 ESTs 0.2358 

404958 0.2361 

439731 AI953135 Hs.45140 hypothetical protein FU 14084 0.2364 

10 452742 AW589945 Hs.97876 hypothe8cal protein DKFZp564K0322 0.2380 

417511 AL049176 Hs.82223 crionMke a2381 

404927 0,2387 

430297 AW243166 Hs.1 29806 ESTs 0.2412 

447482 AB033059 Hs.18705 K1AA1 233 protein 0.2415 

15 418332 R34976 Hs.78293 ESTs 0,2416 

454145 AA046872 Hs.62798 ESTs 0.2421 

422472 R59096 Hs.279939 rrttochowlria] earner rrainobg 1 02424 

404070 0.2427 

421232 AA989220 Hs.292100 ESTs 0.2427 

20 414539 BE379048 gb:601236646F1 NIH MGC 44 Homo sapiens c 02432 

412622 AW664708 Hs.171959 ESTs 02433 

454430 AI082777 Hs.61384 sema domain, seven thrombospondin repeat 0,2437 

416694 AW161284 Hs.79564 neuronal PAS domain protein 1 02443 

426724 AA383623 Hs.293616 ESTs 0.2444 

25 405073 0.2445 

401236 H24185 Hs.92918 hypotheticai protein 0.2445 

414203 BE262170 Hs.78629 ATPase, NsWK+ transporting, beta 1 poly 0.2451 

401776 0.2452 

404696 0.2462 

30 426666 AW500131 Hs.171763 CD22 antigen 0.2471 

427078 AI676062 Hs.1 11902 ESTs 0.2474 

424682 AW604804 Hs.151717 KIAA0437 protein 0.2478 

440383 AA884208 Hs.30484 ESTs 0.2481 

419118 AA234223 Hs.139204 ESTs 0.2494 

35 443515 AV657547 Hs.286014 Homo sapiens, clone IMAGE3867243, mRNA 02495 

424648 AA344576 gb:EST50478 Gall bladder I Homo sapiens 02499 

404605 0.2500 

446066 AI343931 Hs.149383 ESTs • 0.2505 

408345 R93851 Hs.63063 ESTs O2506 

40 418358 L02840 Hs.84244 potassium vottagfrgated channel, Shatwe O2508 

416950 AUM9798 Hs.80552 dermatopontin 0.2510 

423555 AW958201 Hs.178589 hepatoceJIutar carcinoma antigen gene 52 02513 

449833 R82252 Hs.1 061 06 protein kinase (cAMP-dependenUatatyti 02515 

459275 AI808913 Hs.339352 Homo sapiens brother of COO (BOQ mRNA, 0.2519 

45 406897 M57417 gb:Homo sapiens mucin (mucin) mRNA, part 02523 

422743 BE304678 Hs.119598 ribosomal protein L3 0.2526 

459688 U72671 Hs.1 51250 intercellular adhesion rnotecute 5, teten 0.2532 

450880 AKD02183 Hs.285885 Homo sapiens cDNAFU 11 321 fis, clone PL 0.2536 

_ A 457330 AB013818 Hs247220 peroxisome biogenesis factor 10 02536 

50 451979 F06972 Hjl27372 BMX non-receptor tyrosine kinase 0.2549 

440274 R24595 Hs.7122 scrapie responsive protein 1 0.2553 

430097 AI523245 Hs.127638 ESTs 02558 

410626 BE407727 gfc601 299771 F1 NIHJWGCJI Homo sapiens c 0.2564 

402695 02565 

55 453992 AW014995 Hs.281080 ESTs 02569 

453888 AW450670 Hs.252819 ESTs 0.2569 

401371 02574 

456145 BE299427 Hs.21446 K1M171 6 protein 0.2579 

408134 AK000184 Hs.42945 acid sphingomyeRnase-Eke ptosphodieste O2580 

60 422591 L07648 Hs.118630 MAX-interacQng protein 1 02582 

452359 BE167229 Hs.29206 hypothetical protein MGC14376 0.2584 

447569 AI393202 Hs.147554 hypothetical protela FU23392 02586 

405880 0.2588 

420321 D78761 Hs.96657 hyothefical protein 02595 

65 454415 AK000846 Hs.58679 solute carrier family 7, (cationlc amino 0.2602 

437032 AW867372 Hs.302063 irnrmmoglobuEn heavy constant mu 0.2604 

448025 BES02965 Hs.1 70426 ESTs 0.2605 

444304 AW628433 Hs.271296 ESTs, Weakly similar to 154374 gene NF2 0.2605 

„ 424885 AI333771 Hs*2204 ESTs 0.2608 

70 425381 D84371 Hs.1 698 paraoxonasel 0.2611 

457413 AA743462 Hs.165337 ESTs 0.2618 

452078 AA022620 Hs£2170 ESTs 02624 

450765 AA852713 Hs.25459 Homo sapiens, alpha-1 (VI) collagen 02628 
401974 0.2639 
75 411319 BE537094 gb:601063333F1 NIHJAGCJO Homo sapiens c 02646 

417761 R13727 Hs.21435 ESTs 02648 
426132 AA370501 gkEST82261 Prostate gland I Homo sapien 0.2653 

455771 BE084820 Hs.1 857 11 hypothetical protein FU20070 02653 
orv 414349 BE512968 gb:601172296F1 N1H_MGC 15 Homo sapiens c O2660 

80 402182- 0.2660 
402610 0.2661 
444814 BE010749 Hs.255097 ESTs 0.2663 

450017 W56434 Hs.201608 ESTs 02663 
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408684 
444209 
415022 
416184 
422909 
412047 
426356 
442238 
402425 
450545 
417118 
419850 
428020 
441493 
413541 
428470 
455597 
447809 
444195 
415160 
421823 
434464 
414376 
430073 
432018 
422954 
416397 
442420 
410950 
427114 
448466 
434445 
457115 
459511 
421321 
433633 
440236 
405691 
405334 
403047 
412506 
441042 
434660 
444453 
457736 
454012 
427448 
419564 
435021 
413344 
447787 
457290 
458244 
437483 
407938 
417332 
428212 
424433 
425195 
404769 
411620 
428746 
431822 
441290 
422033 
421935 
447955 
405364 
422165 
431087 
450610 
445627 
436144 
445152 
430304 
455614 
419683 
411886 
430770 
444459 
444918 
410845 
435598 



R61377 

AI753134 

X59960 

R48481 

AA533356 

AA934589 

BE536836 

AW135374 

AW135582 

U38654 

F06844 

119058 

AW070446 

BE147036 

AC002301 

BE008545 

AW207605 

AB002351 

T82802 

N40850 

BE063921 

BE393856 

U86136 

AA524447 

AW998605 

H53035 

AKJ24834 

AW811633 

AI219896 

AI522109 

AI349306 

AA420712 

AI142379 

NM.005309 

AI880516 

AW996722 



AW957159 

M077738 

AA764768 

AW379394 

AK000390 

M76424 

BE246449 



AA922192 

U46024 

BE620108 

AA465293 

AI929453 

AL390174 

AA905097 

AW972717 

AW444451 

H04607 

AA352026 

AW854536 

AW503820 

AA516049 

W27501 

AW245805 

AA131632 

BE544271 

AL041199 

H12723 

AA010370 

AW818475 

AW881250 

AI214667 

AL122071 

A! 693389 

AA248897 

AL046810 

AA765694 

AI680624 

A12022B2 

AW807182 

AA689470 



Hs.12727 
Hs.146494 
Hs.77813 
Hs.269177 

Hs.49696 
Hs.98682 
Hs.270949 

Hs^01767 
Hs.50477 

Hs.181581 
Hs.127037 

Hs.184507 
Hs.156110 
Hs.164230 
Hs.10587 

Hs.28625 

Hs.295971 

Hs.66915 

Hs.232070 

Hs.152377 

Hs.337620 
Hs.131729 

Hs.97592 
Hs.171066 
Hs.1 1782 



Hs.103502 
Hs.84630 
Hs.1 25297 



Hs.121158 

Hs.145126 

Hs.4205 

Hs.37014 

Hs.2157 

Hs.91139 

Hs.54709 

Hs.75302 

Hs.105069 
Hs.122489 

Hs.85050 

Hs.288462 

Hs.134812 

Hs.9218 

Hs.94319 



Hs.192861 

Hs.89605 
Hs.1 10903 
Hs.109672 
Hs.288390 

Hs.1481 

HsJ90791 

Hs.60386 

Hs.7363 

Hs.1 48367 

Hs.283597 

Hs.238927 

Hs^02274 

Hs.48784 

Hs.20021 

Hs.1 23298 

Hs.148676 

Hs.283382 

Hs.163026 



hypothefcal protein FU21610 
ESTs 

sphingomyelin phosphodiesterase 1, acid 
ESTs, Weakly similar to ALUS_HUMAN ALU S 
gb:nj67f10.s1 NCLCGAP_Pr1 0 Homo sapiens 
ESTs 

hypothetical protein FKSG32 

ESTs, Moderately simflar to F41925 hypot 

ESTs 

RAB27A, member RAS oncogene family 
gb:HSC1ME091 normalized infant brain cDN 
glutamata receptor, lonotrcpic, kainate 
ESTs 

gb:QV44iT0222-091 199-024-e10 HT0222 Homo 
Homo sapiens Chromosome 16 BAC done CJT 
immunoglobulin kappa constant 
ESTs, tfghly simSar to JC7266 3 , ,5'-cyc 
K1AA0353 protein 

gb:yd38a04.r1 Soares fetal liver spleen 

ESTs 

ESTs 

ESTs, Weakly similar to 16.7K4 protein [ 
teiomerase-associated protein 1 
ESTs 

gb:PMf>8N0065-100300.001-b10 BN0065 Homo 
Homo sapiens AFG3L1 isoform 1 mRNA, part 
ESTs 

gb:RC2-ST015W)91099-011-<i05 ST0158 Homo 

ESTs 

ESTs 

ESTs 

gbmc63c07.$1 NCI_CGAP_Pr1 Homo sapiens 
gb:qg64o01.r1 Soaresjestis JIHT Homo sap 
glutamic-pyruvate transaminase (alanine 
ESTs, Weakly similar to 2004399A chromos 
ESTs 



gb:EST369229 MAGE resequences, MAGD Homo 
gb:7B48A07 Chromosome 7 Fetal Brain cDNA 
hypothefcai protein DKFZp434J0113 
ESTs 

hypofhefical protein FU20124 
carbonic anhydrase VII 
Wiskott-Aldrich syndrome (eczema-thrombo 
solute carrier famlfy 1 (neuronal/epithe 
ESTs 

myotubular myopathy 1 

gb:601483015F1 NIHJUGC_69 Homo sapiens c 
ESTs 

Homo sapiens cDMA FU13289 fis, clone OV 

gb:Homo sapiens mRNA; cDNA DKFZp547J184 

pbospholamban 

hypoOtetical protein FU21 51 1 

ESTs 

ESTs 

VPS10 domain receptor protein 

gb:RC^CT0255-20010(W)24-a08 CT0255 Homo 
Spi-B transcription factor (SpM/PU.1 r 
gbmg65dOU1 NCLCGAP_Lip2 Homo sapiens 
cholinergic receptor, nicotinic, alpha p 
cteudin 5 (transmembrane protein deleted 
CMP^euACri^taJ^l-acetylgaixtosaminide 
hvpeiheficat protein FU22795 

hlstkfine decarboxylase 
ESTs 

nuclear RNA export factor 3 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA; cDNA DKFZp434H1235 (f 

ESTs 

ESTs 

vesicle-associated membrane protein 1 (s 

ESTs 

ESTs 

ESTs 

gb:MR4-ST0052-1 802OWX)1-bO4 ST0062 Ham 
ESTs 



0.2667 
0.2668 
0,2677 
0,2681 
a2681 
0.2693 
O2703 
0.2709 
0,2710 
a2710 
0.2725 
0.2727 
a2730 
0,2733 
0.2733 
a2734 
a2740 
a2740 
0.2743 
a2747 
a2755 
0.2755 
a2756 
0.2762 
0,2763 
0.2768 
0.2775 
0.2775 
0.2778 
0.2778 
02778 
02784 
0.Z785 
0.2786 
0,2794 
0.2799 
02799 
0.2804 
0,2804 
0.2809 
0.2809 
02815 
02816 
0.2817 
0.2820 
0.2821 
0.2822 
0.2827 
0.2828 
0.2837 
0.2840 
0.2841 
0.2841 
0.2842 
02845 
02846 
02853 
0.2857 
02857 
0.2863 
0.2868 
0.2870 
02872 
02874 
02877 
02878 
0.2880 
0.2881 
0.2882 
02882 
0,2882 
0.2883 
02888 
02891 
02891 



0.2900 
0.2904 
02913 
02913 
02915 
0.2915 
02921 
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413056 


BE063031 




gb:MR0-BT026S>231199O02^09 BT0265 Homo 


02922 


443998 


A1620661 


H«L296276 


ESTs 


02924 


424412 


H15512 


Hs.10043 


hypothetical protein FU13074 


02925 


421204 


AW081587 


Hs.165051 


ESTs 


02928 


420931 


AF044197 


Hs.100431 


small inducible cytokine B subfamily (Cy 


0.2938 


440507 


H06994 




gh.-yi81b07.r1 Scares Infant brain 1NIBH 


0.2943 


445555 


AW974013 


Hs.260809 


ESTs 


0.2845 


438570 


AW888554 


Hs.84298 


C074 antigen (Invariant potypepOde of m 


0.2948 


447195 


T73745 


Hs.279870 


ESTs, Weakly similar to A46010 X-Bnked 


02950 


423267 


AL137416 


Hs.126177 


Homo sapiens mRNA; cDNA DKFZp4340192 (fr 


0.2956 


421920 


BE551245 


Hs.1438 


aamma-aminobirtyiic arid (GABA) receptor, 


0.2956 


412177 


Z23091 


Hs.73734 


glycoprotein V (platelet) 


0.2959 


428042 


AM19529 


Hs.76391 


myxovirus (influenza) resistance 1, homo 


02959 


433745 


AF075320 


Hs.28980 


hypothetical protein FU14540 


0.2969 


417935 


R53697 


Hs.170044 


ESTs 


0.2970 


420674 


NMJ300055 Hs.1327 


butyrytehotlnesterase 


0.2973 


413537 


RE146RKB 




gb:QV4-HT0222-21 1099-0 14-TC6 KT0222 Homo 


02973 


445194 


1000/ 


nS.l/oU44 


ESTs 


0.2974 


454135 


AW1 35965 

At* 1 s>330J 


H«i 9AR7fi3 
ruj.iso/oo 


ESTs 


0.2976 


403418 








0.2986 


457605 


AVRR777R 

MVOO/ I/O 


He VllA 


selenoprotein P, plasma, 1 


0.2989 


408896 




Ue AR77R 


niban protein 


0.2993 


448542 


BE256176 


Hs27fi712 


eukaryotic translation initiation factor 


02994 


417945 






gb:F1-101 D 22 week dd human fetal liver 


0.2994 


412518 


DuVt/OOi 


no. i / o/ J3 


hypothetical protein FU10297 


02996 


424566 




Ue 17QJ1 

rtS.l/3U 


nuclear receptor subfamily 3, group C, m 


02997 


430778 


D90337 


rlS«C<tf 9 ID 


natriuretic peptide precursor C 


0.3000 


451531 


AAUloOH 


ll_ 11 

rtS.l i4/b< 


ESTs 


O3003 


444926 




Ue 919QT* 


ESTs, Weakly similar to CID4_HUMAN CLAUD 


0.3003 


407366 






gb:Homo salens cig33 mRNA partial sequ 


O3012 


459456 


AA/OCA'SC 


HS.19U1Z4 


ESTs 


0.3012 


417111 


AWUiooZl 


Hs.taoub 


destrin (actin depolymerizing factor) 


0.3012 


452975 




riS.4444o/ 


Homo sapiens, clone (MAGE3611719, mRNA, 


0.3012 


451959 




HS.^/\J3/ 


hypothetical protein FU 20623 


0.3012 


410482 


AtAf7791ft7 




ESTs 


0.3013 


417700 


M00O4i 


Ue 1 1 m 
ns.llui 


POU domain, class 2, transcription facto 


0.3018 


404414 








0.3019 


432247 




Ue inCQrtK 

nS.lUoouo 


ESTs 


0.3023 


453471 


rU-UO (00/ 




ESTs 


03028 


417481 


nn/UOiOl 


Ue 1170JI 

nS.il /9Q 


ESTs 


0.3029 


432306 


T lO£U/ 


Ue WVtQft 


protein phosphatase 1, regulatory (inhib 


0.3032 


448744 


At 135424 




pleckstrin homology domain-containing, f 


0.3033 


429223 






ESTs 


0.3034 


404501 


AUUOilTOCO 


Hs.75514 


nucleoside phosphoryiase 


0.3037 


406829 


AlAMIO/IOfl 


Ue 0/OQD 


C074 antigen (invariant polypeptide of m 


0.3039 


438839 


a\a/5CT7Q4C 


Ue 1 0fljtQn 

nS.l £04 yu 


ESTs 


0.3039 


431848 


AIJ/OOO/ 


Ue 1 0C7KQ 

nS.i^o/00 


ESTs Hiahrv similar to AF1 75283 1 zinc 


0.3042 


456373 


BE2477Q6 


HS.89751 


rnfiflibr&n0"£p3nrdnQ ^-domsins, sufaf3rruty A 


0.3045 


458789 


Al 4C7>1CQ 


li„ oocooc 

Hs.325825 


Homo sapiens cDNA FU 20848 6s, done AD 


0.3048 


443294 


AI733625 


Hs, 133053 


ESTs 


O3050 


447023 


AAOOD/D4 


HS.17109 


fnts0r8l rnombrsno protein 2A 


O3052 


458583 


AI479646 


Hs.157081 


ly^WlvUMOt pi Wwlll IWW^ 1 • V 


O3056 


414567 


DCZO lUOf 


n$.lo4519 


hypothefical protein FU 12949 


0.3057 


445123 


A]/ 0291 1 


Hs.145369 


ESTs 


0,3064 


412682 


A\A/QRT779 




gb^C3-HN0002-05040(W1 2-h09 HN0G02 Homo 


0.3065 


434361 


AF129755 


H8.117772 


ESTs 


0.3071 


414026 


BE241713 




gb:TCAAP1E0472 Pediatric acute myelogeno 


O3072 


432149 


AW614326 


Hs.157022 


ESTs, Weakly similar to T34549 probable 


0.3073 


408350 


AW183350 


Hs.250127 


ESTs 


O3074 


401042 








0.3077 


422586 


AA312704 


Hs.59457 


hypothetical protein FU22127 


0.3077 


438692 


AB007950 


Hs.5350 


K1AA0481 gene product 


03077 


447452 


BE618258 


Hs.102480 


Homo sapiens, done IMAG£:386S590, mRNA, 


0.3083 


444414 


AW293214 


Hs.8752 


transmembrane protein 4 


0.3085 


422373 


AK001843 


Hs.115700 


Homo sapiens cONA: FU23515 fis, done L 


O3088 


430410 


AF099144 


Hs.250700 


fnffnsejk nftifl 1 


0.3090 


419299 


A1311085 


Hs.62406 


hypothetical protein FU 22573 


0,3091 


400672 






03094 


444010 


AW976457 


H&282887 


ESTs 


O3096 


451699 


AL118571 


Hs.121557 


ESTs. Wealdv similar to DPI HUMAN POLYPO 


0l3096 


432471 


BE244667 


HS296155 


CGMOO protein 


0.3105 


405277 






03106 


456765 


AJ497900 


Hs33067 


ESTs 


03106 


452090 


AA022684 


H&124673 


Homo sapiens cDNA FU 1 1477 6s, done HE 


O3106 


426497 


AA379913 




gb£ST92807 Skin tumor I Homo sapiens cO 


O3106 


406592 








O3106 


423621 


BE0029O4 




gb:OV4^f^009W)7a400-16Sc07 BN0090Homo 


0.3107 


417919 


AI928203 


Hs.86379 


ESTs 


0.3110 


414484 


BE314385 




gb.«)1 154649F1 MH.MGCJ9 Homo sapiens c 


0.3110 


457439 


AW410408 


Hs^71167 


L^)tpeco8c odd oxrdase 


0.3116 


426449 


AL134009 


Hs.169936 


HorrwsariensmR^^cO^WDKFZp586N191^{f 


03116 


419942 


U25138 


Hs.93841 


potassium targe conductance catdum-adi 


0.3119 


458544 


AI631036 


Ks.195843 


ESTs 


03119 



157 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



447778 
449097 
429338 
451385 
446404 
448616 
409404 
417318 



459138 
414807 
434704 
414214 
446378 
459233 
428193 
426515 
426597 
459729 
405071 
407457 
409922 
438219 
412944 
431103 
426662 
444391 
432168 
411084 
425367 
448812 
411288 



BE620592 

8E271708 

AW170591 

AA017656 

AA019961 

R65964 

BE220053 

AW953937 

A1459140 

AI903291 

A1738616 

AW135276 

D49958 



405535 
458663 
455353 
414540 
428568 
428106 
411856 
445682 
437568 
448943 
431999 
419279 
405913 
425383 
424729 
440020 
429082 
433663 
400641 
406140 
415280 
447635 
401887 
400767 
457713 
448758 
444750 
411466 
432749 
408112 
433234 
422831 
403215 
451868 
446901 
430553 
445848 
441143 
405138 
412888 
409662 
425438 
416426 
423512 
436777 
431651 
454117 
426048 
451096 
426942 



AI939966 

NM.004235 

BE394222 

AA382250 

AL037285 

AJ242724 

AW505582 

AI916151 

AA384110 

M57399 

AA879474 

AL137597 

AK000563 

T18987 

BE271188 

H30775 

AW835511 

AW860975 

AV658444 

W26786 

BE379050 

AC004755 

BE620016 

H67899 

AW378397 

A1954795 

AJ608810 

AL133573 

AA235900 



Hs.71190 ESTs, Weakly dmitar to'S 16506 hypotheS 
Hs.95110 ESTs, WeaWy simiar to A55943 1-phospha 
Hs.13967 ESTs, WteaJdy sirnBar to PSM_HUMAN PROSTA 

gb2e39hOU1 Scares retina N2b4HR Homo 
Hs.26216 LOC50627 

Hs-241559 ESTs, WeaWy similar to ALU8.HUMAN ALU S 
Hs.1 29055 ESTs 
Hs.12891 ESTs 
H2L299087 ESTs 

gb:RC-BT02W)8019WM7 BT029 Homo sapien 
Hs.77348 hydroxypnostaglandin dehydrogenase 15-{N 
Hs.192311 ESTs 
Hs.75819 glycoprotein MBA 
Hs.239760 citrate synthase 

gb:MRf>CT0015-16079W)02*06 CT0015 Homo 
Hs.7934 KnippeWke factor 4 (gut) 
Hs.231444 Homo sapiens, SimBar to hypolhelical pr 
Hs.145601 ESTs 

Hs.289848 EST. WeaWy similar to ALU4 JWMAN ALU SU 

gbiHomo sapiens mRNA for partial putativ 

Hs.130732 K1AA1575 protein 

Hs.257194 ESTs 

Hs.197143 ESTs 

Hs.44 pleiotrophin (heparin binding growth fee 

Hs.122710 ESTs 

Hs,1 1 114 hypothefical protein dJ1 181 N3.1 

Hs.272805 hypothetical protein FU20556 

Hs.1 25472 ESTs, Moderately similar to WAA0877 pro 

Hs.155975 protein tyrosine phosphatase, receptor t 

Hs.22140 BM88 antigen 

gb:QVDAT0015-180200.127-d02 LT0O15 Homo 
Hs.13256 ESTs 

Hs.280776 tankyrase, TRFMnteracfing ankyrirwela 

gb:1 5d7 Human retina cONA randomly prime 

Hs.306969 Homo sapiens, done MGG10782, mRNA, com 

Hs.184922 Homo sapiens chromosome 19, fdsmid 37502 

Hs.182470 PTO010 protein 

Ks.41 90 Homo sapiens cDNA: FU23269 fis, done C 

gb:RC3-HT0220-03129aO12^06 HT0220 Homo 

Hs.156135 ESTs 

Hs.193288 ESTs 

Hs.272312 Homo sapiens mRNA; cONA OKFZp434J2235 (f 
Hs.87500 ESTs 



D83407 Hs.156007 

AF063012 Hs.152531 

AI480204 Hs.177131 

AL135682 HsJ22452 

AF083131 Hs.229535 



R56473 Hs.268715 
AI669669 Hs.1 95362 



Hs.13810 
Hs^1917 
Hs.243823 

Hs.278909 
Hs.248613 
Hs.65366 
Hs.332943 



Hs.221926 
AI347274 
AW392821 

AA774824 Ks.13377 
A1027604 Hs.1 59650 



H47495 

AB018311 

AW242684 

AW847669 

NM.014438 

AW451982 

AB040928 

R02504 



M86151 

AW452320 

T62216 

AA180256 

AW844694 

AA731199 

BE250915 

BE410100 

AI768853 

BE383234 

AA393551 



Down syndrome critical region gene 1-iik 
heart and neural crest derivatives expre 
ESTs 

Homo sapiens mRNA for WAA1737 protein, 
CATX-15 protein 



ESTs 
ESTs 



hypothetical protein MGC15504 

WAA0768 protein 

ESTs 

gb:IL3^T0213-28010aO56^10 CT0213 Homo 

interteuHn 1, eta 

ESTs 

WAA1495 protein 
ESTs 

ESTs, Weakly simBar to 138022 hypothec" 
gbicO5d02j(1 NCLCGAP Co16 Homo sapiens 
gb:CM4$T027542129W>53-h09 ST0275 Homo 
Homo sapiens clone 23649 and 23755 unkno 
ESTs 



gb:EST02679 Hippocampus, Sfratagene (cat 

Hs.279728 ESTs 

Hs.270840 ESTs 

Hs.210473 Homo sapiens cONA FU14872 fis. clone PL 

Hs^06752 Homo sapiens cONA: RJ21391 Gs, dona C 

Hs.293130 ESTs 

Hs.266914 hypothetical protein FU 10355 

Hs.40388 adaptor-related protein complex l.sfama 

Hs.134478 ESTs 

Hs.25925 Homo sapiens, done MGQ15393, mRNA, com 

Hs.97450 ESTs 



03121 
03125 
0.3125 
0.3125 
0.3130 
03132 
0.3135 
0.3139 
03140 
03142 
0.3143 
03143 
03145 
0.3145 
0.3148 
03148 
O3150 
03153 
0.3157 
0.3160 
0.3162 
03172 
03173 
03175 
0.3178 
03178 
0.3179 
03181 
03183 
0.3185 
0.31% 



O3190 
03195 
03195 
0.3195 
0.3195 
0.3195 
0.3198 
0.3202 
0.3205 
0.3205 
0.3205 
0.3207 
0.3208 
0.3209 
03212 
0.3212 
0.3213 
0.3215 
0.3215 
0.3216 
0.3216 
0.3217 
0.3217 
0.3217 
0.3221 
0.3221 
0.3222 
0.3223 
0.3226 
0.3231 
03231 
0.3231 
0.3234 
0.3236 
0.3236 
03242 
03254 
03257 
03257 
0.3262 
0.3262 
03262 
03263 
03263 
0.3264 
03267 
03267 
03268 
03269 
O3270 
0.3271 
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454947 


AW846590 




413814 


BE169692 




422818 


AA404290 


Hs.97848 


423634 


AW959908 


Hs.1690 


414002 


NM.0Q6732 Hs.75678 


452164 


AI863171 




458477 


N&L000314 Hs.10712 


433197 


AB040889 


Hs.281022 


405701 






437782 


AI370876 


Hs.79090 


459001 


AI761313 


Hs.2046Q5 


422783 


AA598956 


Hs.120439 


417036 


AF039918 


Hs.80975 


456041 


BE270795 


Hs.268864 


423310 


AA325225 


Hs.124023 


427530 


AA405093 


Hs.126519 


420172 


AA601122 


Hs.95655 


445610 


AI831648 


Hs.143993 


411328 


AWB37063 





gbtfVO£T018(H)1109W>2S<J07 CT0180 Homo a3275 

glrPM1-HT0527-29020(KK)&^05 HT0527 Homo 0.3275 

ESTs a3277 

heparirvblnding growth factor binding pr 03278 

FBJ murine osteosarcoma viral oncogene h 0.3278 

gfctz44b0Zx1 NCI_CGAP.Bm52 Homo sapien 03279 

phosphatase and tens in homolog (mutated 0.3279 

WAA1456 protein 0.3280 

03282 

expcrtti 1 (CRM1, yeast, homolog} 0.3284 

ESTs 03286 

ethanoiamine kinase 03289 

ectonucleoside triphosphate diphosphohyd O3290 

ESTs 03295 

Homo sapiens cDNA FU14218 fis, done NT 0.3296 

ESTs 03296 

secreted and transmembrane 1 03297 

ESTs 03297 

gb:QVRT0037-15020M69$08 LT0037 Homo O3300 
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Accession: Genbank accession numbers 



Pkey CAT number Accession 



409921 
410626 
410845 
410950 
411288 
411319 
411328 
411466 
411514 
411620 
411880 
412474 
412506 
412682 
412888 

413056 
413537 
413541 
413814 
414026 
414193 
414349 
414484 
414539 
415154 
415160 
416035 
417945 
419850 
422909 
422954 
423621 
424648 
426132 
426497 
430553 
431822 
434098 
437483 
440507 
441042 
441083 
445682 
446294 
446901 
447787 
451385 
452164 
454166 



1159516J 

1212621.-1 

1223881 

1227728. 

1237709 

1238595 

1238987 

1246771. 

1248638. 

1252014. 

1263110. 

129869.1 

1301336.. 

1321572.1 

1334784.1 

1347545. 

1375441. 

1375499.' 

1391574 

1411109. 

1424706. 

1437515.- 

1452830.- 

1460320 ' 

1525577J 

1525766J 

1567254.1 

1711126. 

188485 1 

222858.1 

223239.1 

230314J 

241947.1 

261431.1 

268121J 

319868 1 

338082.1 

380006L1 

43756.1 

495677 1 

50823.1 

50904J 

647580 1 

670076 1 

697809.1 

73719.1 

86787J 

902091.1 

1049791J 



AW500239 AW600255 AW505332 
BE407727 

A^7182 AW807328 AW807063 AW8071M AW807^^ 

AW81 1633 AW81 1652 AW81 1898 

AW835511 AW835517 AW835513 

BE537094AW836542 

AWB37063 AW935882 AW935957 

AW847669 AW847667 BE145799 

AW8501 78 AW850233 AW850445 AW850446 

AW854536 AW85441 7 AW854495 AW854355 

AW872477BE088101T05990 

AI791451 AI791288 BE019234 BE296601 AA111939 

AW957159H09937T75143 

AW983772 AW983730 AW983769 AW383836 AW983835 AW983837 

M8S151 BE061884 BE061883 BE061898 BE061882 BE061887 BE061891 BE061890 BE061895 BE061893 BE061895 BE061894 BE061885 BE007474 
BE007481 BE007553 

BE063031 BE0630O2BE063008BE063O24 BE063040BE063006 BE063072 
BE146866BE146865BE146867 

BE147036 BE146951 BE146958 BE146966 BE146976 BE146955 

BE169692BE169421 

BE241713BE241912 



BE512968 
BE314385 

BE379046BE395459 
D63175 078984 D63269 
TB2802 078670 R08505 
H42314 H43080 K45217 H15384 

R29072 R29717 R29699 R29709 R29751 R29609 R29060 R2S718 R29057 R29591 R29683 R29575 R28913 R28910 
F06844 F06845 Z45488 AW748501 AW748591 AW752021 AW748545 AW853362 AW853363 AW853427 AA251253 
AA533356 AW468427 R67736AA779031 AA614088 AI823404 AA318991 AA720986 
AW998605 AW993131 BE514709 AA319445 
BE002904 H64860 AA328679 
AA344576 M732430 AA344601 
AA370501 AW962784AA370727 
AA379913 AA379981 AW9S3523 

AW392821 AW392809 AW843258 AW843049 AW603156 BE165656 AW821728 

AA516049AW004922 

AA625499AA625269AA625184 

AL390174AW898817 

H06994BE147898 

AA077736 AA078505 BE562497 Z1 7859 
BE562611 AA436054 

AW378397 AW378390 AW37835B AI247957 
AI284935 AW409822 BE408182 
AI347274AW844024 

BE6201G8 BE312062 AW896316 BE262546 
AA017656 AA017374 AA019761 
A1863171 BE047919 

ol!^^ S5i!£! BE1414W BE141753 BE141024 BE141761 AW177583 AW177579 AW177582 AW177585 AW177587 AW807582 AW177581 
5f ]?J?1 BE141520 BE141456 BE 141 492 BE 14 1028 BE141775 BE141489 BE141751 AW177599 BE141750 AW177597 BE141512BE141460 
BE141749AW177598 
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1234752J 
1245953.1 



454790 
454947 
455353 
457115 
459138 918860~1 
459233 944881.1 



AW820852 AW820773 AW82108B 

AW84B590 AW846S15 AW84S584 AW84S592 AW846621 AW846610 
W2678S AW938612 AW902272 
AA420712AA459155AA420737 

AJ903291 A1903455 A1903367 AI903403 AI903447 A1903405 A1903364 AIS03229 A1903240 AI903346 
AI939956 AI939988 AI939951 AI939981 AI939976 AI939959 



Table 8C 



P*®f- Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham Let a).' refers to the publteafion entifled -The DNA 

sequence of human chromosome 22." Dunham L et ai. ( Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposiuon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


400514 


9796594 


Minus 


400641 


8117693 


Plus 


400672 


B1 18724 


Minus 


400767 


8131627 


Minus 


400865 


1945037 


Minus 


401024 


8117489 


Pius 


401042 


8117611 


Plus 


401371 


9550602 


Plus 


401381 


8570226 


Minus 


401465 


6682292 


Plus 


401521 


7705251 


Plus 


401753 


9838183 


Minus 


401776 


9965323 


Plus 


401887 


7229981 


Pius 


401974 


3126777 


Plus 


402076 


8117410 


Plus 


402182 


8575917 


Minus 


402425 


9796347 


Minus 


402610 


9926549 


Minus 


402695 


8569871 


Minus 


403047 


3540153 


Minus 


403215 


7630945 


Minus 


403418 


6862692 


Minus 


403548 


8081591 


Minus 


403957 


8076835 


Minus 


404070 


2996642 


Plus 


404246 


7406725 


Plus 


404414 


7382165 


Phis 


404605 


9212566 


Plus 


404638 


9796751 


Minus 


404696 


9800109 


Minus 


404767 


7882827 


Minus 


404769 


8099713 


Minus 


404927 


7342002 


Plus 


404958 


7407941 


Minus 


405071 


7708797 


Minus 


405073 


7769921 


Plus 


405138 


8576241 


Plus 


405277 


3980473 


Ptus 


405282 


3810573 


Minus 


405334 


3135285 


Plus 


405364 


2281075 


Minus 


405385 


6552772 


Ptus 


405535 


9795658 


Plus 


405610 


5757553 


Minus 


405654 


4895155 


Minus 


405691 


4508112 


Ptus 


405701 


4263751 


Ptus 


405880 


6758747 


Minus 


405913 


7712139 


Minus 


406140 


9168231 


Minus 


406592 


4567182 


Plus 



NLpositlon 

78844-79025,8085040991,8975449941.93750-93891 

478W992 

148067-148503 

80531-80629.8216942278 

44482-45526 

60551-60802 

151364-151606 

80901-81283 

118629-119146,119392-119657 

25676-25800 

9127-9234 

155287-155529,159719-159997 

1 1 5535-1 15743.1 17746-117839, 1 20290-120455 

93973-94120 

8533085683 

128316-128627 

98298-98439 

5022450395 

22955-23124 

159927-160055 

59793-59968 

177270-177971 

176202-176395 



8164961754 
7210*7414,10043-10195 

8247742628.82721-82817,8291043071,8314963387 

143127-143398 

125032-125291 

99433-99528,100035-100161 

60037-60144.6267543081 

23244-23759 

175801-176823 

6869049563 

2731-4531 

11115-11552 

3141941774 

90303-90516 

23471-23572 

10482-10689 



4832548491.4913&49252 
48332-48454 
6338443545 
71907-72080 



171350-171739 

93243-93364 

5567346287 

7484-7678 

49887-50219 

352560452963 



IS^b^S J^"^ COmpared to ^ M ™* to nownansnant colon toes that are Beefy to encode proteins amenable to 

HS^P^-^f.'JJ^' * ^^ft 1 ^ ^ f™ 1 the startin9 cdtec&5n of 53680 P f0besefe on AnymetnVEos-Hu03 GeneChip® array as follows: 
^Z^t^Z^ r^SfJl 0 ""? ^f 8 ^ floater Ihan or equal to 25. the 'average" colon level was set to the 90th percentile value amongst colon primary 

^,5^ J^ n !!^J^^^ M[ ^ tevel ^ set to the 70th percentile vahia amongst r!cn-ma!ignant Gssues. the -average- colon 
STnK SS^f ^£?l a t**^ 8 * ^ a structuraI domaln b Mca5ve of *™* * v™*** t™*™ <* ^ transdudng an irrtraceDular 

signal, or of being moduJatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain. 7tm, phosphatase, or kmjteporter). In order to remove gene-specific 
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background levels of non-specific hybridization, the 1 8h percentile value amongst the over non-malignant tissues was subtracted from both the numerator and the denominator before 
the raSo was evaluated. 

TABLE 9A: 1,234 genes up-regulated tn colon cancer compared to normal adult tissues and to non-malignant colon tissues 

Pkey: Unique Eos probesel identifier number 

ExAocn: Exemplar Accession number, Genbank accession number 

UrugenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : 90* percentile of tumor samples divided by the 70* percentile of normal body fissue samples, where the 1 5* percentile of normal body fissues was subtracted from the 

numerator and denominator 



Pkey ExAccn UnigenelD Unigene Title R1 

15 436749 AA584890 Hs.5302 NA^006149:Homo sapiens lectin, gaiactosi 29.34 

406690 M29540 Hs^20529 (locuslink)NM_004363:Hano sapiens cardn 25.56 

406667 M12523 2028 

414366 X00442 Hs.75990 NM_0O5143*omo sapiens haptoglobin (HP), 18.84 

428934 ARJ39401 Hs.194659 NMJX)1285flomo sapiens chloride channel, 17.38 

ZU 416768 AA363733 Hs.1032 NIUL006507:Homo sapiens regenerating isle 16.99 

446787 U67167 Hs.315 NVL002457:Homo sapiens mucin 2. Intestln 16.61 

431912 A1660552 Hs.355183 Hs.356183:ESTs, Weakfy similar to S3B4.H 16.42 

437935 AW939591 Hs.5940 NM.033049:Homo sapiens mucin 13. epithet 15.92 

407242 M18728 GocusTmk)NM^002483:Horno sapiens carcin 15.84 
ZD 423541 AA296922 Hs. 12 9778 NM.01 4471 -Homo sapiens senna protease i 15.59 

441031 AI110684 Hs.7645 NM.005141 *tomo sapiens fibrinogen, B bet 15.02 

405685 M18728 (locusQnk)NM_002483:Homo sapiens carcin 14.54 

422578 AF239666 Hs.1545 NM_001804:Homo sapiens caudal type homeo 13.68 

432542 AW083920 Hs.16098 NlUL020384:Homo sapiens claudin 2 (CLDN2) 13.23 

->U 421341 AJ243212 Hs.374281 NM_007329-.Homo sapiens deleted In malign 13.21 

453863 XD2544 Hs.572 rfc572:orosomucoid 1 13.06 

421582 AI910275 Hs.350470 NM_003225;Homo sapiens trefoil factor 1 12.35 

436217 T53925 Hs.107 NM_004467:Homo sapiens fibrinogen-Cke 1 12.11 

422260 AA315993 Hs.105484 NMJ)32044:Homo sapiens regenerating gene 11.99 

418888 AU076801 Hs.89436 NM_004063:Homo sapiens cadherin 17, Uc 11,87 

407243 AA058357 Hs.74466 (lccuslink)NM-006890:Homo sapiens carcin 11.81 
424212 NM.005814 Hs.143131 NMJ)05814:Homo sapiens glycoprotein A33 11.27 
414463 T69078 Hs,76177 NM_001633:Honu)saDlens3lpha-1-mlcroglob 11.18 
407007 U22961 Hs.1B4411 NMJ50Q477:Homo sapiens albumin (ALB), mR 10.82 

4U 413719 BE439580 Hs.7S498 NNL004591:Homo sapiens small Inducible c 10.73 

450685 L15533 Hs.423 NVL138938:Hcmo sapiens pancreatiu^asso 10.57 

418007 M13509 Hs.83169 NkL002421:Hc™sapierrsrruilrK^ 10.39 

423573 BE003054 Hs.1695 NMJX)2426;Homo sapiens malrtx metaflopro 10.10 

423371 AU076819 Hs.1650 NM_0001 1 1:Homo sapiens solute carrier fa 9.91 

421964 X73079 Hs.288579 NMJX)2644;Homo sapiens polymeric immunog 9.68 

447400 AK000322 Hs. 18457 NMJ)1 7763Homo sapiens hypothetical prot 9.44 

421100 AW351839 Hs.124660 Hs.124660£STs, Moderately simflar to 21 9.38 

406741 AA058357 Hs.74466 (bcusfink)NVU0689ftHcmo sapiens carcin 9.34 

427583 M82962 Hs. 179704 NMJ)05588:Homo sapiens meprin A, alpha ( 9.18 

OK) 422281 M36803 Hs.346935 NM_000613itomo sapiens hemopaxin(HPX), 9.06 

406687 M31126 Hs.352054 Hs.352054:pregnancy specific beta-1-gfyc 9.02 

409153 W03754 Hs.50813 NMJ)1 7625: Homo sapiens intelectin (TftN) 8.89 

424687 J05070 Hs.151738 NMJXM994:Homo sapiens matrix metaHopro 8.53 

- 422664 AA315933 Hs. 120879 Hs.120879:Homo sapiens, done MGC.32871 8.23 
3D 452304 AA025386 Hs.61311 Hs.61 31 1£STs,Weak!y similar to SI 0590 &10 

430569 AF241254 Hs. 178098 NMJ)21804:Hcmo sapiens angiotensin I con 8.05 

413881 L00190 Hs.75599 (loc«siink)riM_000488:Homo sapiens serine 7.96 

406399 773 

- 422424 AI166431 Hs.29SB38 HsJ29663a*pf0stEte differentiation facto 7.71 
OU 428470 AC002301 Hs.184507 rts.184507:HorrD sapiens, si^ 7.43 

417931 W95642 Hs.82961 Hs.82961:Homo sapiens, done MGC22588! 7.40 

435538 AB011540 Hs.4930 Hs.4930:low density Epoproieki receptor 7.29 

430272 XD4898 Hs.237658 Hs.237658apo5r^tein A-C1 7.25 

451917 AW391351 Hs.50820 fe.50820crypolteScal cardiac/skeletal m 7.21 

03 421907 BE018556 Hs.109358 Ks.109358ATPase,aassV l type 10B 7.19 

452316 AA298484 Hs.61 265 NM_1 38805; Homo sapiens family with seque 7.18 

452594 AU076405 Hs.29981 Hs.29981sohrta carriar family 26 (sulfa 7.03 

424326 NM14479 Hs.145296 NM.014479:rtonxsaptoAOAM4ite,decysi 7.00 

443426 AF098158 Hs.9329 (tocustmk)N^211£rto^ 6.92 

/U 452194 AK94413 Hs.373599 Hs.373599:EST 6.88 

411975 A1916058 Hs. 144583 Hs.144583itomo sapiens, clone IMAGE3462 6.76 

408243 Y00787 Hs.624 N^000584:Homo sapiens interieukin 8 OL &59 

422310 AA316622 Hs.98370 (kx^ink)NM_030622:Homo sapiens cytoch 6.55 

„ 431330 X69532 Hs.2777 N^002215:Homo sapiens inter-alpha (glob 6.53 

O 420344 BE463721 Hs.97101 NMJ)14373:Homo sapiens putative G protei 6.49 

422330 030783 Hs. 11 5263 NMJ»1432:Homo sapiens epiregufin (EREG) 6.33 

412104 AW205197 Hs.240951 (locusfink)^033120:Hano sapiens naked 6.31 

451035 AU076785 Hs.430 KM.002670:Homo sapiens piasfin 1 (1 isof 6.30 

OA 428753 AW939252 Hs. 192927 KMJJ1 7726; Homo sapiens protein phosphata 6.29 

OU 430677 Z26317 Hs.359784 NM_001943:Homo sapiens Cesmogtein 2 (DSG 6.28 

422487 AJ010901 Hs. 198267 N^018406;Homo sapiens mucin 4, tracheob 6.27 

444381 BE387335 Hs^83713 NM_133455:Homo sapiens collagen triple h 6.26 

409632 W74001 Hs£5279 NM»002639:Homo sapiens serine (or cystei 6.23 
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417491 AW376842 Hs.1085 NH_004363:Homo sapiens guarrylate cyclase 623 

413936 AF113676 Hs^97681 NMJ»Q295ttorno sapiens serine (or cystej 6.23 

422S27 BE33S857 Hs.1 18787 Hs.118787*ansfOfming growth factor, be 6.19 

_ 411825 AK000334 Hs.352415 NM^017767*iomo sapiens solute carrier fa a 17 

5 446921 AB012113 Hs. 16530 NM_002988:Homo sapiens small inducible c 6.17 

415214 AI445238 ■ Hs.125124 NNL004442:Homo salens EphB2 (EPHB2), tr 6.17 

414816 Y13709 Hs.77399 NM_001265:Komo sapiens caudal type homeo 6.16 

422106 D84239 Hs.1 11732 NMj)03890:Homo sapiens IgG FC binding pr 6.14 

. _ 423803 NMJJ05709 Hs.132945 (tasfink)NMJW5709:Hr^ sapiens PDZ-73 6.13 

10 452281 T93500 Hs.28792 Hs^8792:Homo sapiens cDNAFU 11 041 fis, 6.09 

447342 AI199268 Hs.19322 Hs.19322Homo sapiens, Similar to RiKEN 6.02 

443957 AA521049 Hs.353013 Ks.353013:chromcsome 20 open reading fra 5.95 

403220 5.90 

408908 BE296227 Hs.250822 (lccusEnlONM_003158:H(mwsapteTfisenne 5.88 

15 449722 BE280074 Hs^3960 Hs.2396Q:.cyc!in B1 5.87 

425976 C75094 Hs.334514 N&L025257:Homo sapiens cruomosome 6 open 5J9 

414617 AI339520 Hs.288817 (locusltnk)NM„025130:Homo sapiens hypoth 5.79 

408983 NMO0O492 Hs.663 NMJ»0492:Homo sapiens cystic fibrosis t 5.77 

423445 NMJJ14324 Hs.128749 NM_014324:Homo sapiens aipha-melhytacyi- 5.77 

20 421379 Y15221 Hs.103982 NM_005409:Homo sapiens small inducible c 5.76 

431301 AA502384 Hs.151529 Hs.151529£STs 5.71 

418318 U47732 Hs.84072 NM_004616:Homo sapiens transmembrane 4s 5.71 

415992 C05837 Hs.145807 Hs.145807Aiypothetjcal protein FU13593 5.68 

436972 AA284679 Hs.25640 Hs^5640xlaudin 3 5.66 

25 414987 AA524394 Hs.294022 NM_032865:Homo sapiens hypothetical prot 5.61 

431657 AI345227 Hs.105448 Hs.105448:protein kinase, lysine deficie 5.57 

424273 W40460 Hs.144442 NML003561 :Homo sapiens prtospfttfipaseA2, 5.55 

413916 N49813 Hs.75615 N^000483*tomo sapiens apoSpoprotein C- 5.54 

409757 NM_001B98 Hs.123114 NMJH)1898:Homo sapiens cystafin SN (CST1 5.53 

30 430204 AA618335 Hs.356664 Ks.356664:hypotherjca) protein FU32334 5.50 

426227 U67058 Hs.154299 (Iocuslmk)NMJK)5242:Hcmo sapiens coagu! 5.38 

420542 NMJJ00505 Hs.1321 NM_000505:Homo sapiens coagulation facto 5.33 

414809 AI434699 Hs.77356 Hs.7735fctransfenin receptor (p90, CD71 5.32 

„ 414639 X67055 Hs.76716 NM_002217:Hcmo sapiens pre-etpha (global 5.32 

35 410418 D31382 Hs.63325 NMJ>19894:Homo sapiens transmembrane pro 5.28 

414590 NM.000506 Hs.76530 NMJ)00506:Homo sapiens coagulation facto 5.28 

444151 AW972917 Hs.128749 flocusfirrk)NMJ)14324:Homo sapiens alpha- 5.27 

438746 A1885815 Hs.184727 Hs.1 84727 :ESTs, Weakly similar to T45738 5.26 

408704 AA056635 Hs.5366 NMJ39053:Homo sapiens epidermal growth 5.25 

40 414798 A1285323 Hs.97411 Hs^7411:rryi)c4heOC8lprotemMGC12335 5.25 

436251 BE515065 Hs.296585 (IocusTink)NM to 005392:Homo sapiens nucleo 5.25 

414753 AF158255 Hs.77225 NM_006437:Homo sapiens ADP-ribosyitransf 5.23 

428970 BE276891 Hs.194691 NM_003979iHomo sapiens reiinoic acid ind 5.22 

443991 NMJM2250 Hs.10082 NNL002250:Homo sapiens potassium interme 5.20 

45 432978 AF126743 Hs^79884 NMJ)1323fr.Homo sapiens DNAJ comab-conta 5.18 

425834 N&U01639- Hs.1957 Hs.1957amytold P component, serum 5.13 

432179 X75208 HsJ2913 NMj004443:Homo sapiens EphB3 (EPHB3), mR 5.12 

408482 NM.000676 Hs.45743 NMJX»676:Homo sapiens adenosine A2b rec 5.11 

430135 NM.000035 Hs.234234 NM_000035:Homo sapiens aldolase B, fact 5.08 

50 426174 AA547959 Hs.1 15838 Hs.115838£STs 5.07 
403218 5.07 

411142 NM_014256 Hs.69009 NMJ>14256:Homo sapiens UDP^cNAsbetaGa 5.00 

449027 AJ271216 Hs.22880 NNL005700:Homo sapiens cfipepfkfytpep&ta 4.98 

433083 AL042759 Hs.191762 Hs.191762*ypotheticai protein MGC2Q258 4.96 

55 431779 AW971178 Hs.268571 (lccus r ank)NM_001 645: Homo sapiens apofip 4.92 

421408 AI688223 Hs.91036 NM.05281 6,-Homo sapiens tripartite motif- 4.91 

430603 AA148164 Hs.247280 Hs.247280:chromosome 20 open reading fra 4.91 

422867 L32137 Hs.1584 Hs.1584:carttage oTigomeric matrix prot 4.0) 

422539 AJ009936 Hs.1 18138 NMJJ33013*ta) sapiens nuclear receptor 4.89 

60 424010 AL080188 Hs.1 37556 NMJB31 00: Homo sapiens OTiHOtccadherin 4.86 

428953 AA306610 Hs.348183 NM_0O3823:Homo sapiens tumor necrosis fa 4.86 

457001 J03258 HsJ>062 Hs^062^itamln D (1,25- dhydroxyvitarni 4.83 

42S983 AK000226 Hs.1 6561 9 NMJ)31265*tomo sapiens mucin end cadheri 4.81 

428289 M26301 Hs.2253 Hs2253xomplement component 2 4.79 

65 418322 AA2B4166 Hs.84113 NM_005192^omo sapiens cycErntependent 4.78 

409889 AW630041 Hs.56937 N1^021978:Hcmosap^surjfjressionoftu 4.77 

447472 AW207347 Hs.211101 Hs^11101:ESTs 4.74 

423164 AK000232 Hs.1 24835 NMJ)19052:Horno sapiens hyrxrthefoaJ prot 4.72 

429345 R11141 Hs.1 99695 Hs.1 99895 JiypolheScal protein MAC30 4.72 

70 430680 AW138724 Hs.168974 Hs.168974:ESTs 4.69 

414998 NM.002543 Ks.77729 NMJ»2543*tamo sapiens oxidised low dens 4.69 

417165 R80137 Hs.302738 Hs302738:Homo sapiens cDNA: FU21425 fi 4.67 
403221 4.65 

415000 AW025529 Hs 239812 Hs^3981 2serologfcafly defined breast c 4.65 

75 433437 U20536 Hs.3280 NM_001226:Homo sapiens caspase 6, apopto 4.64 

414052 AW578849 Hs.283552 Hs^83552fypothefcal protein BC016153 4.64 

406673 M34996 Hs.1 98253 Hs,198Sfcm3jor rustrxompalMty compt 464 

418203 X54942 Hs.83758 NNL001827".Hcmo sapiens COC28 protein tdn 4.60 

422714 AB018335 Hs.1 19387 NMJ>1469&Hcmo sapiens KIAA0792 gene pro 4.60 

80 410639 BE269047 Hs.65234 (toaistink)r^017895:Homo sapiens DEAD/H 4.60 

411393 AW797437 Hs.69771 NM_00171(hHomo sapiens ^factor, properd 4.59 

431193 AW749505 Hs.296770 HS.296770-.WAA1719 protein 4.57 

428450 NMJJ14791 Hs.1 84339 NM_014791:Horno sapiens maternal embryoni 4.56 
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425873 NIUL013390 Hs.160417 Hs.160417±ansniembrane protein 2 

422765 AW409701 Hs.1578 NMJ»1168:Hcmo sapiens bacutovird IAP r 

445109 AF039916 Hs.12330 NMJ»1247:Homo sapiens ectonudeoslde tr 

422535 AA311914 Hs.1 54578 Hs.154578:Homo sapiens mRNA tor FU0Q256 

422609 Z46023 Hs.1 18721 NMJ»0434:Homo sapiens siaDdase 1 (lyso 

431548 AIB34273 Hs.9711 NM_017515:Homo sapiens novel protein (HS 

429271 AF039850 Hs.1 98515 NM_005224:Hcmo sapiens dead ringer-Cke 

432269 NM.002447 Hs.2942 Hs^942jnacrophag9 stimulaling 1 recepto 

408194 AA601038 Hs.1 91 797 Hs.191797:ESTs 

439580 AF086401 Hs.293847 Ks.293847:ESTs 

443464 BE548446 Hs.321579 NM_021095:Homo sapiens solute carrier fa 

420981 L40904 Hs.100724 NM_005037:Homo sapiens percxisofne profif 

432378 AI493046 Hs.146133 Hs.1 461 33:ESTs 

431958 X63629 Hs.2877 NM_001793:Homo sapiens cadherin 3, type 

415099 A1492170 Hs.77917 NM_006002flomo sapiens ubiquftin carboxy 

437009 AF127026 Hs.5394 NI^Q05379-.Horno sapiens myosin IA {MY01 A) 

422511 AU076442 Hs.117938 NVL000494:Horno sapiens collagen, type XV 

436469 AK001455 Hs.5198 Hs,5198;Down syndrome critical region ge 

445417 AK001058 Hs.1 2680 , Hs.1 2680:Homo sapiens CDNAFU1 01 96 fc, 

428024 220)67 Hs.2236 Hs.2236:NIMA (never in mitosis gene a)-f 

415474 NIWL014252 Hs.78457 NM_014252:Homo sapiens sciutB carrier fa 

441384 AA447849 rfc288660 Hs.28B660:Homo sapiens cDNA FU22182 fi 

42B479 Y00272 Hs334562 NM_001786flomo sapiens ceil division eye 

407944 R34008 Hs.239727 Nr^Q24422*tomo sapiens desmocoBin 2 (DS 

414108 AJ267592 Hs.75761 NMJ)03137:Homo saptens SFRS protein kina 

447320 AI675419 Hs.1 644 64 Hs.164464:Homo sapiens, clone MGC:23656 

410850 AW362867 Hs.302738 Hs.302738:Homo sapiens cDNA FU21 425 fi 

439453 BE264974 Hs.6565 Hs.6566:lhyroid hormone receptor interac 

409231 AA446644 Hs.692 NIVL002354 Jtao sapiens tumor-associated 

432575 AA553722 Hs.194346 Hs.194346:Spir-2 protein 

427747 AW411425 Hs.180655 (IocusSnk)NIM04217:^ 

439963 AW247529 Ks.6793 Hs.6791plalBlei-act]vating factor acety 

418245 AA088767 Hs.83883 NMJE018£Homo sapiens transmembrane, pr 

428407 NMJJ03963 Hs.184194 NM_003963^omo sapiens transrnembrane 4 s 

424825 AF207069 Hs.153357 NMJ»1084:Horno sapiens procoltagert-lysin 

429833 NM_012079 Hs.288627 NM_01 2079: Homo sapiens diacyigtycerd O- 

411257 AA628967 Hs.1 15274 Hs.1 15274:1 ndian hedgehog homdog {Droso 

413219 AAB78200 Hs.118727 Hs.1 1 8727:Homo sapiens cDNA FU33803 Ms 

408847 AW290997 Hs.1 90153 Hs.1 901 53:Homo sapiens cONA FU33988 fis 

422163 AF027208 Hs.112360 Hs.112360:promWn-Gke 1 (mouse) 

425206 NMJW2153 Hs.155109 NrM_002153:Homo sapiens hydro^teraid (1 

441085 AW136551 Hs.181245 Hs.181245:Homo sapiens cONAFU 12532 fis 

439975 AW328081 Hs.6817 NM_033453:Homo sapiens inosine triphosph 

414361 AMJ86138 Hs.204044 Hs.204044:ESTs 

417115 AW952792 Hs.334612 NNl_003094:Hr^ sapiens small nuclear rft> 

415927 AL120168 Hs.78919 NM_021083:Homo sapiens KeS blood group 

409012 AL117435 Hs.49725 Hs.49725:DKFZP434l216 proteto 

420039 NM.004605 HsJ76147 Hs.376147:Homo sapiens CDNAFU39099 fis 

446051 BE048061 Hs37054 Hs^7054:ephrirvA3 

421506 BH302795 Hs.1 05097 Hs.1 050970hyrriWrre kinase 1. soluble 

407811 AW190902 Hs.40098 Hs,40098xystelne knot supertarrfly 1, BM 

418054 NMJM2318 Hs*3354 NM_002318tfomo sapiens rysvi oxidase-!* 

409142 AL136877 Hs.50758 Hs.M)758:SMC4stmcluraimaintenartteof 

419508 AW997938 Hs.90786 NMJ03786:Homo sapiens ATP-binding casse 

426761 AI015709 Hs.1 72089 Hs.1 72089^ro-oncosis receptor inducing 

408113 T82427 Hs.194101 Hs.194101:Hofno sapiens cDNA FU20869 fi 

425743 BE396495 Hs 159428 NM.1 38761: Homo sapiens BCl2^ssociated X 

453751 R36762 Hs.1 01 282 Hs,101282*tomo sapiens mRNA; cDNA DKFZp4 

435327 BE301871 Hs.4867 Hs,48b7:rnannosyi (aJpha-UJ-gtycoprote 
403219 

407103 AA424881 Hs.256301 Hs^56301 hypothetical protein MGC131 70 

411126 NM.0012Q2 Hs.68879 0ccusOnk)N\LOO 1202:Homo sapiens bonem 

424837- BE276113 Hs.333034 NMJ»3491:Homo sapiens ARD1 homdog, N-a 

409956 AW103364 Hs.727 NM^002192:Homo sapiens inhlrin, beta A ( 

439659 AW970780 Hs.59483 Hs.59483^eucine-nch repeakxmtainfng 

425397 J04088 Hs.156346 NkL001067:Homo sapiens topdsomerase (DM 

413753 U17760 Hs.75517 NMJHXTC&Horno sapiens lamrnin, beta 3 ( 

428698 AA852773 Hs.334838 Hs.334838:KIAA1 866 protein 

427557 NNL002659 Hs.179657 N WJ)02659cHomo sapiens plasminogen acfiv 

441623 AA315805 HsJ48710 Hs.348710:Homo sapiens, dona IMAGE4242 

417866 AW067903 Hs.82772 Hs.82772xo0agen. type M, alpha 1 
442013 AA506476 Hs375Q09 Hs.375009:Homo saptens mRNA; cDNA DKFZp6 • 
425247 NMJW5940 Hs.155324 Hs.1553243r^me1aItaproteinase 11 {s 
428385 AF112213 Hs.1 84062 Ks.184062xrtrcmosome 20 open reading fra 
412612 NML000047 Hs.74131 NM_000047:Homo sapiens arytsulfatase E ( 
425280 U31519 Hs.1 872 NW_002591:Homo sapiens prwsphoenotpyruva 
411263 BE2978Q2 Hs .69360 NM_006845tfcmo sapiens taesMke 6 (m 
452017 AF109302 Hs.27495 Hs.27495.-prostate cancer associated prat 
452721 AJ269529 Hs.301871 Hs.301871so!ute carrier tamay 37 (gryc 
450737 AW007152 Hs.63325 Hs^3325.1ransmembrane protease, serine 
456906 AF117646 Hs.156637 Nl^012116.-Hr^sapierrsCa$^^ 
412974 R18978 Hs.75105 r^Q06579:rtomo sapiens emcparrai binding 
426108 AA622037 Hs. 166468 NM_00470S:Homo sapiens pragrammed ceil d 
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416065 BE267931 Hs.78996 N^002S92^omo sapiens proSIeraQngce) 3.99 

403739 " 3.99 

417576 AA339449 HsJ2285 NMJM0819:Horno sapiens phosphorfoosylgly 3.98 

405484 3.98 

5 409162 H25530 Hs.50868 Hs.50868so!ute canter family 22 (organ 198 

430514 AA318501 Hs.241587 NM_021246:Hcmo sapiens lymphocyte anfige 3.97 

414695 BE439915 Hs.76913 Hs.7691lproteasorne (precoma, macropain) 197 

411165 Nty.000169 Hs.69089 NMJJ001 69:Homo sapiens galactosidase, aJ 3.97 

421975 AW961017 Hs.6459 (locusfink)NM_024531 :Homo sapiens hypoth 3.96 

0 431836 AF178532 Hs.271411 NMJ38992:Homo sapiens beta-site APP-cle 195 

412133 U83460 Hs.104557 NM_001859:Homo sapiens solute carrier fa 195 

412870 N22788 Hs.82407 N^022059:Homo sapiens chemokine (C-X-C 195 

413278 BE553085 Hs.833 HsminterferorKtfimuiated protein, 15 195 

400130 Hs.155560 NMJX>1746;Homo sapiens catnexln (CANX), 193 

.5 430696 AA531276 Hs.59509 Hs^9509:£STs,WeaWy similar to similar 193 

443802 AW504924 Hs.9805 Hs,9805;expor6n 5 193 

407777 AA161071 Hs.71465 Hs.71465xquatene epoxidase 3.92 

456629 AW891965 Ks.367942 Hs.367942:Homo sapiens, clone IMAG&4701 192 

. — 421943 BE616520 Hs.343912 NNL033504:Homo sapiens CAC-1 (CAC-1),mR 3.91 

10 422293 X94453 Hs.114366 Hs.114366:pyrronr^carboxylate synlhe 190 

419488 AA316241 Hs.90691 NMJX)6991Homo sapiens nucteophosrninmuc 189 

425123 AW205274 Hs.154695 NM_000303:Homo sapiens phosphomannomutas 189 

447343 AA256641 Hs.236894 Hs.236894:ESTs, Wghly similar to S02392 188 

413254 U40272 Hs.75253 NMJJ04 135: Homo sapfens isocitrate dehydr 188 

15 413950 AA249095 Hs.32793 Hs.32793:Homo sapiens cDNA FU31 108 fis, 188 

409453 AI885516 Hs.95612 Hs.95612:ESTs 187 

452888 AW955454 Hs.30942 NKL004093:Homo sapiens ephrtn-B2 (EFNB2) 3.86 

421910 NMJJ14586 Hs.109437 N^014586:Homosapierahonronailyupregu 186 

1A 434263 N34895 Hs.79187 Hs.79187:coxsacki9 virus and adenovirus 185 

50 444700 NMJJ03645 Hs.11729 NM_003S45:Homo sapiens fatty-scid-Coenzy 185 

433662 W07162 Hs.150826 NMJK0387;Homo sapiens RAB25, member RAS 184 

418526 BE019020 Hs.85838 NM_004207:Homo sapiens sohite carrier fa 184 

425998 AU076629 Hs.165950 NM.00201 1:Homo sapiens fibroblast growth 3.84 

422616 BE300330 Hs.1 18725 NNL01224&Homo sapiens seienopnosphate s 183 

35 408056 AA312329 Hs.42331 Hs.42331:ephrirhA4 183 

407233 X16354 Hs.50964 (loc^nk}NI^00171XHomosaptenscarcin 183 

426514 BE616633 Hs.170195 Hs.170195:bone rnorphogenetic protein 7 ( 182 

451541 8E279383 1&26557 NMJ07183:Homo sapiens plakophilln 3 {PK 182 

A ~ 424441 X14850 Hs.147097 Hs.147097:H2A lustoro family, member X 181 

W 426378 U80082 Ks.169600 Hs.16960O:KiAADS26 protein 181 

409636 AA305729 Hs.18272 (!ocusiInk}NrvL030874:Homo sapiens solute 181 

407786 AA687538 Hs.38972 ^005727:Homosajdenstetraspan 1 (TSPA 180 

431945 AW000827 Hs.11962 NM_030766:Homosaplensapoptosisrcgulat 179 

414561 AI064813 Hs.195155 Hs.195155^utecrrtrfamQy 38, memb 3.79 

*5 405556 179 

453082 H18835 Hs.31608 (laaJsM)NM_017636:Hornosapier« transi 179 
400529 179 

412869 AA290712 Hs.82407 Hs.82407:chemotdrte (C-X-C motri) iigand 3.78 

427239 BE270447 Hs.356512 Hs^56512:ESTs, Weatty similar to UBCAJ^ 178 

50 429638 A1916562 Hs.211577 CocusGnk)NM.004986;Hcrno sapiens kinect 177 

445462 AA378776 Hs^88649 (locuslInk)NM_024051:Homo sapiens hypoth 177 

415003 M11437 Hs.77741 Hs.77741:Wninogen 177 

443639 BE263042 Hs.9661 Hs^651:proteasome (prosome, macropain) 176 

e . r 400290 H18836 Hs.31608 (iocesIink)NM_0 17635: Homo sapiens transi 176 

55 431350 A1192528 Hs.164537 Hs.164537:ESTs 176 

430154 AW583058 Hs^34726 NMJ»1085:Homo sapiens serine (or cystel 175 

435099 AC004770 Hs.4755 NMJXM1 1 1 :Homo sapiens flap structure^ 175 

418216 AA662240 Hs.283099 Hs.283099:AF15q1 4 protein 174 

„ 414907 X90725 Hs.77597 NM_000998^omo sapiens ribosomal protein 174 

60 413063 AL035737 Hs.75184 Hs.751B4:chi0nase lite 1 (carfiage g 173 

420665 AW469240 Hs.371581 Hs371581£STs 3.73 

452299 AW206330 Hs.355663 Hs355663:ESTs 3.72 

444664 N26362 Hs.11615 NMj>16086tfomo sapiens map kinase phosph 172 

450334 AF035959 Hs.24879 Hs^4879:phcspha5dic acid phosphatase t 3.72 

65 444006 BE395085 Hs.334762 Oocusfs*)NM_032B32:Horno sapiens hypoth 172 

449437 AI702038 Hs.100057 Hs.10Q057:sen«e/lhreQrane Idnase 35 171 
412939 AW411491 Ks.75069 Hs.75069serme hydroxymetriyttransierase 171 
427490 Z95152 Hs.178695 NM_002754:Homo sapiens mitogen-acGvated 171 
427333 AF067797 Hs.1766S8 NM.Q01 169:Homo sapiens aquaporin 8 (AQP8 170 
70 434203 BE262677 Hs283558 NM.01 8509:Homo sapiens hypothetical proi 170 
414806 D14694 Hs.77329 (lccusr^k)K\L014754:Homo sapiens phosph 170 
456362 AW973003 Hs.179909 (kxxis(lnk)NM_K4831«omosaptonuctea 169 
409093 BE243834 H&50441 KM-01 5936:Homo sapiens CQ-04 protein (I 169 
437016 AU076916 Hs£398 Hs.5393guanine rnonphosphate synthetase 169 
15 430387 AW372B84 Hs£40770 Hs,240770:nur4ear cap binding protein su 3.69 
428023 ALQ38843 Hs.374530 Hs.374530;Hcmo sapfens cONA; RJ23602 6 3.69 
432593 AW301003 Hs.51483 Hs^1483: Homo sapiens, Simterto RIKEN 168 
413813 M96956 Hs.75561 KM_00321 2too sapiens triraiocsrcirwrna-d 168 
428376 AF119665 Hs. 184011 Hs-184011.Tjyrophosphaiase (inorganic) 167 
80 431890 X17033 Hs^71986 NNl0022Q3tHomo sapiens integrm, alpha 2 167 
446696 AF2792S5 Ks^98476 NMJ)22911:Homo sapiens solute carrier fa 167 
419378 R24922 Hs.90078 Hs^78:nudeoSde-sugar transporter si 167 
448140 AF146761 Hs.20450 NM-020125:Homo sapiens Blyrrjihocyteacti 3.67 
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452679 


Z42387 


Hs.83883 


432638 


AA340864 


Hs.278562 


433020 


AI375726 


Hs^27152 


425003 


AF119046 


Hs.154149 


413095 


M494359 


HU0715 


417386 


AL037228 


Hs.301957 


409152 


AA176585 


Hs.194346 


404826 






453111 


AB014598 


Hs.31720 


409964 


AW368226 


Ks.67928 


446342 


GE298665 


Hs.14846 


452098 


AI858183 




428072 


BE258602 


Hs.182366 


439223 


AW238299 


Hs.250618 


408137 


A1694131 


Hs.29002 


421959 


AW751497 


Hs.98370 


436856 


A1469355 


Hs.127310 


449667 


AB023227 


Hs.23860 


406684 


X16354 


Hs.50964 


424534 


D876B2 


Hs.150275 


426031 


AA295251 


Hs.166066 


417526 


AA568906 


Hs.82240 


443044 


N28522 


Hs.8935 


424154 


AF026004 


Hs.141660 


432886 


BE159028 


Hs.279704 


413880 


A1660842 


Hs.1 10915 


421357 


AK000609 


Hs.103808 


436827 


H72187 


Hs^S6668 


416084 


L16991 


Hs.79006 


420162 


BE378432 


Hs.95577 


413476 


U25849 


Hs.75393 


412115 


AK001763 


Hs.73239 


413588 


AA971014 


Hs.75432 


431512 


BE270734 


Hs.2795 


435777 


AW419202 


Hs386192 


431211 


M8S849 


K&323733 


453258 


AW293134 


Hs.32597 


414812 


X72755 


Hs.77367 


423068 


M25629 


Hs,123107 


443180 


R15875 


HS.25B576 


425047 


U34038 


Ks.154299 


449057 


AB037784 


Ks.22941 


444184 


T87841 


Hs.282990 


412641 


M16660 


Hs.74335 


413781 


J05272 


Hs.850 


409213 


U61412 


Hs.51133 


447495 


AW401864 


Hs.18720 


447200 


BE543146 


Hs.281434 


408683 


R58665 


Hs.46847 


431842 


NVL005764 Hs.271473 


457284 


AF102850 


Hs^27933 


411678 


AJ907114 


Hs.71465 


437704 


AA766142 


Hs,131810 


419693 


M133749 


Hs.301350 


407971 


AI469117 


Hs.62918 


424865 


AF011333 


Hs.153563 


432211 


BE274530 


Hs.273333 


436014 


AF281134 


Hs.283741 


436278 


BE396290 


Hs£097 


440334 


BE276112 


Hs.7165 


426788 


AF082283 


Hs.193516 


424909 


S78187 


Hs.153752 


407722 


BE252241 


Hs.38041 


417129 


AI381800 


Hs.300684 


409463 


AI458165 


Hs.17296 


407137 


T97307 




454390 


AB020713 


Hsi6966 


438485 


W57578 


Hs.378718 


423750 


AF165883 


Hs^98229 


446946 


AJ878932 


Hs^17 


413380 


AI904232 


Hs.75323 


430237 


A1272144 


Ks^36522 


436127 


W94824 


Hs.1 1565 


407770 


AW607831 


Hjl38738 


411950 


T28407 


Hs.81554 


434845 


BE267057 


HaJ25321 


42)319 


. AW406289 


Hs.96593 


425209 


AL049761 


Hs.155140 


410174 


AA306007 


Hs.59461 


429023 


NM.000312 Hs.2351 


426459 


AF151812 


Hs.169992 


437967 


BE277414 


Hs^947 


428093 


AW594506 


Hs.104830 



(bcusIlnk)NM_020182Komo sapiens transm 
NM_001307:Homo sapiens daudin 7 (CLDN7) 
NM_016391:Homo sapiens hypothetical prot 
NM.014481 :Homo sapiens APEX nuclease (ap 
Hs.30715:potassium voltage-gated channel 
WL018144:Horno sapiens Sec61 alpha form 
Hs.194346:Spir-2 protein 

NM_014799:Homo sapiens hephaesfn (HEPH) 
Hs.67928:ESTs 

Hs.1 484&Homo sapiens mRNA; cONA DKF2p56 
BF755039:QV(>CT0583-18100(M28-f07 CT058 
NM_016292:Homo sapiens heat shock protei 
NMJK5217:Homo sapiens UL16 binding prot 
Hs^9002MAA1706 protein 
NMJB0822:Homo sapiens cytochrome P450, 
(locusCnk)NM_144624:Korno sapiens kinase 
Hs.23860:KIAA1010 protein 
0ocusM)NM_001712:Horno sapiens carcn 
Hs.150275d<lAAQ241 protein 
0ocusBnk)NM_006697:Homo sapiens cispla 
Hs.82240syntaxln3A 

NM_014298:Homo sapiens qutnofinate phosp 
NMj004366:Horno sapiens chloride channel 
Hs279704xhromaOn accessibility compla 
NM.02l258:Homo sapiens interteukm 22 re 
NM.017896:Homo sapiens chromosome 20 ope 
(!ocus&nk)NM_005274:Komo sapiens guanin 
NMJ)12145:Homo sapiens deoxythyrnidylate 
NMJ)52984:Homo sapiens cycnn-dependent 
NM_004300:Homo sapiens acid phosphatase 
Hs.73239:hypolhe1icaI protein FUJI 09 01 
NM_C00884:Homo sapiens IMP (inosine mono 
Hs3795Jactete dehydrogenase A 
NMJ)32192:Homo sapiens protein phosphata 
Hs323733:gap Junction protein, beta 2, 
NM_005977:Homo sapiens ring finger prole 
N^.00241 6:Homo sapiens monokine induced 
NM_002257:Homo sapiens kallikrein 1, ren 
NMJ)12129:Homo sapiens daudin 12 (CLON1 
NM_005242:Homo sapiens coagulation facto 
Hs.22941:KIAA1363 protein 
(iocusTink)NM-033550:Homo sapiens chromo 
Hs.74335:heat shock 90kO protein 1 , beta 
0ocusrmk)NM_000883:Homo sapiens IMP (i 
NM w 005975:Homo sapiens PTK6 protein tyro 
NM_004208:Homo sapiens programmed cell d 
Hs.281434:Homo sapiens cONA FU31373 lis 
NM_016614:Homo sapiens TRAF and TNF rece 
Hs^71473xpitheiial protein up-regulats 
NMJ)13338*iomo sapiens AJgS. S. cerevisi 
NM_0031 29:Homo sapiens squatene epoxidas 
Hs.1 31 81 0:Homo sapiens cONA FU35976 fe 
Hs.30135O5XYD domain-containing ion tra 
Hs.6291 B:COC91 ceO division cycle 9 VO 
NMJM2349*tomo sapiens ryrnphocyte anfige 
Hs^73333±ypothelicat protein FU1 0986 
KM_0201 58; Homo sapiens exosome component 
Ks.5097synaptogyrfn 2 
NMJXJ3904:Homo sapiens zmc finger prote 
NMJJ03921:Homo sapiens &ceD CLLflympho 
(lccusQr^^004358;Horno sapiens ceB d 
NM-003681:Homo sapiens pyndoxal (pyrido 
Hs.300684xaidtonin gene-related pepfid 
NM_023930:Homo sapiens hypothefical prot 

(la^Gnk)NfJLQ24923:Homo sapiens hypoth 
Hs^78718:Homo sapiens cDNA FU33433 fis 
NM_012394:Homo sapiens prefottn 2 (PFDN 
NM_003286:Homo sapiens topoisomerase (DN 
Hs.75321prohibltin 
HsJ236522:DKFZP434P108 protein 
NM»080748:Homo sapiens chromosome 20 ope 
NM.014343:Homo sapiens daudin 15 {CLDN1 
NM_002619:Homo sapiens platelet factor 4 
Hs^25321:WD repeat domain 16 
NM_01 9034:Homo sapiens ras homotog gene 
NM.001 895:Homo sapiens casein kinase 2, 
Hs.59461:DKFZP434C245 protein 
NVL000312:Homo sapiens protein C (inacti 
NMJ15966ttomo sapiens serologically def 
NM_005370iHomo sapiens mel transforming 
Hs.10483O:ESTs 



3.66 
3.66 

aee 
m 
a66 
a65 

3.64 
163 
3.63 
363 
3.63 
3.62 
161 

aeo 
a59 
as9 

3.59 

a59 
ass 

3.58 
3.58 
3.57 
a57 
a57 
3.56 
3.55 
155 
3.55 

ass 

3.55 
3.55 
3.55 
3.54 
154 
3.54 
a54 
3.53 
3.53 
3.53 
3.53 
3.53 
3.52 
352 
151 
151 

asi 

151 
151 
151 
151 
151 
151 
151 
151 
150 
150 
150 
150 
150 
150 
150 
3.50 
149 
3.49 
148 
148 
148 
3.48 
3.47 
147 
146 
146 
145 
3.45 
144 
144 
144 
144 
143 
143 
143 
143 
143 



165 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



414862 


BE621310 


Hs.923 


400750 




413186 


AU077141 


Hs.374548 


425263 


NMJ501197 Hs.155419 


453857 


AL080235 


Hs.35861 


428474 


AB023182 


Hs.184523 


410315 


AI638871 


Hs.378965 


428206 


AB020643 


Ks.183006 


450506 


NM.004460 Hs.418 


413179 


N99692 


Hs.75227 


440676 


NM_Q04987 Hs.112378 


400847 






431685 


AW296135 


Hs.267659 


410199 


AW377424 


Hs.205126 


432633 


AI796390 


Hs.210667 


429344 


R94038 


Hs.374664 


424685 


W21223 


Hs.151734 




AF111170 


Ks.306165 


41 am 


BE244231 


Hs.84038 


453454 


AW052006 


Hs.374973 


400448 






424142 


AI678727 


Ks.378970 


430720 


U85768 


Hs.247838 


m%y* \£. 


NMJH4742 Hs.79305 


42S824 


AA296363 


Hs.121520 


412948 


BE243313 


Hs.334851 


451129 


BE072881 




425322 


U63630 


Hs.155637 


446291 


BE397753 


H5.14623 


431731 


BE266322 


Hs.211374 


423198 


M81933 


Hs.1634 


448093 


AW977382 


Hs.15898 


414045 


NMJM2951 


Hs.75722 


421190 


U95031 


Hs.102482 


419607 


R52557 


Hs.91579 


435975 


AL118990 


Hs.373554 


418416 


U11700 


Hs.84999 


433570 


AI580053 


Hs.109007 




AA570256 


Hs.348504 


432320 


AW411068 


Hs.274351 




BE173977 


Hs.10098 




T47364 


Hs.278613 


*HU£ 157 


T98226 


Hs.171952 


<tlU0OJ 


AA194952 


Hs.36093 










AW015211 


Hs.153799 


*♦ l«* 1 SO 


AW505308 


Hs.75812 




Ai 056776 


Hs.133397 




X59135 


Hs.156110 


410268 


AA316181 


Hs.61635 


425159 


NM.004341 


Hs.154868 


420S14 


All 10291 


Hs.99364 


421814 


L12350 


Hs.108823 


432215 


AU076609 


Hs.2934 


409402 


AF208234 


Hs.695 


421038 


AL080192 


Hs.101282 


424408 


AI754813 


Hs.146428 


448775 


AB025237 


Hs.388 


442821 


BE391929 


Hs.8752 


459306 


AW578452 




4/inRifi 

■HJUOSO 






422256 


M54673 


Hs.1499 


408089 


H59799 


Hs.42644 


tOaJl O 


BE314877 


Hs.24553 


43JK7*; 

*W00f D 


AF213457 


Hs.44234 




X91195 
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457635 
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432391 


AI732374 
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D30857 
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440086 
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401179 






411125 
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Hs.68877 


453323 
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W79485 
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Hs^233ingte-stranded ONA binding prate 

Hs.374548:soJute carrier family 1 6 (mono 
NM.001197:Homo salens BCL24nterac8ng 
Hs^5861:Ras4nduced senescence 1 
Hs.1845233erinafthreonlne kinase 38 fik 
Hs.378965:Homo sapiens cDNA FU37658 fis 
Hs.183006likely homobg of mouse hepari 
Oocusfink)NM_004460:Homo sapiens fifarob 
NM_005002:Homo sapiens NADH dehydrogenas 
(tocusCnk)NM_004987:Homo sapiens UM an 

NMJ061 13flomo sapiens vav 3 oncogene (V 
Hs,205126:Homo sapiens cONA: RJ22667 fi 
Hs^10667:ESTs 

NM_005538:Homo sapiens in Whin, beta C { 
Hs.151734jiuclear transport factor 2 
Hs.306165:ESTs, Highly similar to unknow 
NM_015937:Homo sapiens CGW6 protein (L 
NM-004697:Homo sapiens PRP4 pnwnRNA pro 

Hs,378970:Homo sapiens cONA FU 35 102 fis 
NM-002991 :Homo sapiens small inducible c 
Hs.79305:KIAA0255 gene product 
Hs.121520:Homo sapiens cONA FU35792 fis 
Hs^348511IM and SH3 protein 1 
BE072881:RC2^T()548-2u030(M)12-e09 BT054 
NM_006904:Homo sapiens protein kinase, D 
Hs.1462lInterferon, gamma-inducibie pro 
(locuslink)NM_1 45051:Homo sapiens hypolh 
Hs.1634:cen division cyde 25A 
Hs.1 5B98:2,4-dienoyl CoA reductase 2, pe 
NM_002951:Homo sapiens ribophortn II (RP 
Hs.102482mucin 5, subtype B. tracheobro 
NM_033416:Homo sapiens similar to HYPOTH 
(locuslink)NM„130786:Homo sapiens alpha- 
NM.000053:Homo sapiens ATPase, Cu++ ban 
Hs.103Q07:Homo sapiens, Similar to L0C16 
Hs.348504:hypoihe(ica] protein BC014072 
NM_016032:Homo sapiens zinc finger, DHHC 
NM_01908iHomo sapiens putafive nucteola 
(iocusIInk)NM_005532:Homo sapiens inter! 
Ks.171952»octudtn 

Hs.36093:Homo sapiens cDNA FU 12885 fis, 

Hs.153799:Homo sapiens cDNA FU38333 fis 
NM_004563:Homo sapiens phosphoenolpyruva 
Hs.133397:ESTs 

Hs.15611 OiimmurtoglobuCri kappa constant 
NMJ)12449:Homo sapiens six transmembrane 
NM04341:Homo sapiens carbamoyl-phospha 
Hs.99364:abhydrolase domain containing 1 
NM_C03247:Homo sapiens tlrombospondfo 2 
NM_001033;Homo sapiens ribonucleotide re 
Hs.695:cystaimB{stefinB) 
Hs.101262:Homo sapiens mRNA; cDNA DKFZp4 
Hs.146428xoflagen, type V. alpha 1 
NM_002452#omo sapiens nudix (nucleoside 
Hs.6752:tran$rnembfane protein 4 
AW578452:RC1^T0252^3010(W)23-b07 CT025 

NM_005526^Homo sapiens heat shock transc 
Hs.42&W:foiwedoxWite2 
(IocusBnk)NM^022369:Homo sapiens hypoth 



NM_138689:Homo sapiens protein phosphata 
NM_032192Homo sapiens protein phosphata 
NM_012474:Homo sapiens uridine monophosp 
Hs.118638:norwretas1aficceDs 1, protel 
Hs.146170±ypoWcal protein FU22969 
NM>006855^omo sapiens KDEL (Lys-Asp-Glu 
Hs.3569:chranx«some 20 open reading frame 
Hs.339827:ESTs. WeaWy similar to protea 
NM»006404*temo sapiens protein C recepto 
NM_005402:Homo sapiens v-ral simian leuk 

Hs.68877xytochrome b-245, alpha porypep 
NMJX)1532:Hcmo sapiens soJute earner fa 
Hs.17398(h\uciear matrix protein KWP200 
NM»002707iHomo sapiens protein phosphata 
NM.0061 1 4:Homo sapiens translocase of ou 
NX>L000982:Homo sapiens nbosomal protein 
NM_002266:Homo sapiens karyopherin alpha 
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Hs.1 48962fnc finger, DHHC domain cental 
NM-002219:Homo sapiens Integral membrane 
NM_004182:Homo sapiens uWquitously-expr 
Ks.65131:Fas (TNFRSF6)-assoriatBd via de 
OocusCnk)NM..017798:Homo sapiens chromo 
NMJX>1360:Homo sapiens 7-dehydrochoieste 
(iocusfink)NM^003374:Homo sapiens vottag 
Hs734&MAD1 mitotic arrest deficfenW 
0ocusM)NrVLQ3345ttHomo sapiens muirjd 
Hs.234493nsutin receptor tyrosine kinas 
Hs.154331 :ESTs 

Hs.95697.fiver*perific bHLH-Ztp transcr 
NM.024306:Homo sapiens fatty acid hydrox 
NM_001536:Homo sapiens HMT1 hnRNP methy) 
Hs.155462:MCM6 rrinichromosome maintenanc 
NM_018643:Homo sapiens triggering recept 
Hs.27268:Homo sapiens cDNA: FU21933 fis 
Hs.44680:hypothetical protein FU20979 
Hs^90216:ESTs 

NH_000546:Homo sapiens tumor protein p53 
NM_020470tHomo sapiens putative transmem 
NrvL052886;Homo sapiens ma!, T-ceil diffe 
NfyL001961:Homo sapiens eukaryotfc transl 
NMJ318S9Q:Homo sapiens apolipoprotein B4 
NVLC00591Homo saptens transporter 1, AT 
NM_003348:Homo salens utnqdtjrHconjuga 
Hs.23765:membrane metallo-endopepOdase- 
(tocuslink)NM_033405:Homo sapiens peroxi 
NNL033161:Homo sapiens surfeit 4 (SURF4) 
flocusBnk)NM_006470: Homo sapiens tripar 
NMJ)0241lHomo sapiens microsomal gfutat 
NK^(KW206:Homo sapiens inteiteuktn 2rec 
Hs.18201&mterleukin-1 receptor-assocta 
NW_006109^omo sapiens SKB1 horndog(S. 
NM_004587:Homo sapiens ribosome binding 
Hs.82045:midkine {neurits growth-oromoti 
Hs.73798:macrophage migration Inhibitory 
NM_021259:Homo saptens transmembrane pro 
rte^439:stDmatin (EPB72Hke 2 
Hsl48669:COC28 protein kinase 1 
Hs.107614:DKFZP564l1171 protein 
NM-052858:Homo sapiens similar to R1KEN 
Hs.144949:ESTs 

Hs.77313:cycfirHfependent kinase (COC2-I 
Hs7956:ESTs 

(Iocusfink)NM.033046:Homo sapiens motek 
NM_022105:Homo sapiens death associated 
Pocusiink)Nrvt003486:Hcmo sapiens solute 
Hs,87435:Rho guanine exchange factor (GE 
NM_006191:Homo sapiens proCferatkm-ass 
(tocusBnk)NMJ45754:Homo sapiens kinesi 
NM_005176:Homo sapiens ATP synthase, H* 
Hs.1 72870: WM1 913 protein 
(locusfinkJNM»012094:Homo sapiens peroxi 
NM_018487:Homo sapiens hepatocellular ca 
NM_001669:Homo sapiens arytsuifatase D ( 
(locysllnk)NM_024112:Horno sapiens chromo 
NfA.003589:Homo saptens cuifin 4A (CUL4A) 
(locus«nkJNM_014164:Homo sapiens FXYD d 
NM_008819:Homo sapiens stress4nduced-ph 



Hs.3985tturidlne kkiase4ike 1 
Hs^81434:Homo sapiens cDNA RJ31373 fis 
Hs.131741fSTs 
HsJKS97ftprotyl endopeptfdase 
Hs.4248:Homo sapiens PP3781 rnRNA, comple 
Hs.30122S:Komo sapiens, done IMAG&3456 
Hs.99354abhyoVolase domain ccntaming 1 
NrvL002983JHomo saptens small inducible c 
NM_0Q37264tomo saptens sre femfly assod 
Hs.182490:leucmewfch PPR-moiif contain 
KM.00462&Homo saptens wingJess-type MMT 
NM_(X)1961:Homo saptens euxaryoSc transl 



Hs.356392:ESTs, Highly s&rflar to S-phas 
NM_022842:Homo saptens hypothetical prot 
Hs.224630:Homo saptens cONA FU33318 fis 
Hs.162459£STs 

Hs.28757 tosmembrane 9 superfamfly mem 
NM_001 1 0aHomo saptens a tfsjrrtegrin and 
(tocus0nk)miL016579tHomo sapiens 806 an 
(tocusfinkJNM_001997:Horno saptens Rnkel 
NMJ)18842:Horno sapiens insulin receptor 
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Hs.22265 
Hs.192023 
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Hs.180062 



AW361666 Hs.49500 

452835 AK001269 Hs.30738 

446506 A1123118 Hs.15159 
402260 

429671 BE379335 Hs.211594 

409267 NM12453 Hs.52515 

445937 A1452943 Hs.321231 

431243 U46455 HsJ252189 

422611 AA158177 Hs.118722 

427647 W19744 Hs.1 80059 

449644 AW960707 Hs.148324 

448719 AA033627 Hs.21858 

417457 AA378907 Hs.349326 

454128 AL031259 Hs.367900 

424927 AW973666 Hs.153850 

428144 BE269243 Hs.182625 

426440 BE382756 Hs. 169902 

426410 BE298446 Hs.305890 

426812 AF105365 Hs.172613 

435750 AB029012 Hs.4990 

421802 BE261458 Hs.108408 

421S05 AI660247 Hs.32699 

430542 AI557486 Hs.119122 

42726B X78520 Hs.174139 

412525 AA581439 Hs.152328 

422813 AV656571 Hs.121068 

441406 Z45957 Hs.7837 

408806 AW847814 Hs.75608 

435730 AB020635 Ks.4984 

432871 NNL016142 Hs.279617 

447783 AF054178 Hs.19561 

426268 AF083420 Hs.168913 

450447 AF212223 Hs.25010 
427337 246223 Hs.176663 
406363 

439841 AF038981 Hs.6710 
431738 AW237726 Hs.288549 
447966 AA340605 Hs.105887 
439246 AI498072 Hs.351474 
419493 AF001212 Hs.90744 
427597 015049 Hs.179770 
430281 AI878842 Hs237924 
446620 AA128808 Hs.179902 
452865 AI924046 Hs.119567 
422164 NM.014312 Hs.1 12377 
444301 AK000136 Hs.10760 
451455 AI937227 Hs.8821 . 
417777 AI823763 Hs.7055 
417144 AA382104 Hs.81337 
450825 AC005954 Hs.25527 
414774 X02419 Hs.77274 
409430 R21945 Hs.346735 
440659 AF134160 Hs.7327 
432268 BE311856 Hs.274230 
438930 AW843633 Hs.343261 
412599 AU076782 Hs.248267 
426788 U66615 Ks.172280 
425966 NM.001761 Hs.1973 
448847 AI587180 Hs.1 10906 
431236 AV656840 Hs^85115 
414702 152005 Hs.76932 
430024 AI808780 Hjl227730 
424394 BE277024 Hs.146381 
442993 BE018682 Hs.166196 
437712 XD4588 Hs.85844 
410293 AK000047 Hs.61960 
454358 AW792876 Hs.288936 
411531 AB014511 Hs.70604 
447032 AK00O310 Hs.17138 
414249 AI797994 Hs.279929 
448440 AA173467 Hs£2402 
423184 NWL004428 Hs.1624 
419452 U33835 Hs30572 
417878 U90916 Hs.82845 



Hs.129673xuteryoiic translafion initial 
Hs.183556sdUt9 carrier fanffly 1 (neutr 
Hs.1 17077zinc finger protein 264 
NM_013291:Homo sapiens cleavage and poly 
Hs.22265.*pyrovate dehydrogenase phosphat 
NM_003757:Homo sapiens eukaryofc bans) 
Hs.201076:ESTs 

H&180062^roteasorne (prosome, macropain 

Hs,49500:KlAA0746 protein 
NMJ)18087:Honto sapiens hypothetical pro! 
flocustink)NM_016326:Homo sapiens chemok 

HsJ211594:proteascme (prosome, macropain 
NMJJ1 2453: Homo sapiens transducin (beta) 
(tocusGnk)NM_003779:Horno sapiens UDP-Ga 
NM_002999:Homo sapiens syndecan 4 (amphi 
p«^<)NM-004480:Horno sapiens fuccsy 
Hs.1 80059:Homo sapiens cDNA FU31360fis 
Hs.148324:ESTs 

Hs.21858serine (or cysteine) proteinase 
Hs.349326:Homo sapiens cDNA FU30677 fis 
Hs.367900:programmed ceQ death 2 
Hs.153850Jiypotheticai protein C321DZ4 
Hs.182625:VAMP freside-assodated membr 
NMJM651 6:Homo sapiens solute carrier fa 
NM_138578:Homo sapiens BCL24ike 1 (BC12 
NM_006598:Homo sapiens solute carrier fa 
Hs.4990:KIAA1 089 protein 
(locuslinkJNM_016022:Homo sapiens CGi-78 
Hs.32699: Homo sapiens, Slmflar to RIKEN 
Hs.119122nibosomal protein L13a 
NM_001829:Homo sapiens chloride channel 
Hs.152328:ESTs 

(tocuslink)NMJ(H27fcH«TO sapiens transm 
Hs.7837^jhospfio protein regulated by mito 
Hs.7560&tight luncfion protein 2 (zona 
HS.4984WAA0B28 protein 
Hs.279617±ydroxystero!d (17-beta) dehyd 
KM.005Q01:Homo sapiens NADH dehydrogenas 
NM_003576:Homo sapiens senne/threonine 
NM_018698:Homo sapiens hypothetical prot 
NM„00C569:Homo sapiens Fc fragment of Ig 

NMJXM87Q:Homo sapiens mannose-P-doficho 
NM_032828:Homo sapiens utfquifin U8F-fl 
{locusDnk)NM_145252:Homo sapiens simfla 
H&351474:Homo sapiens cDNA FU30002 fis 
Hs.90744:proteasome (prosome, macropain) 
KM»002842:Homo sapiens protein tyrosine 
NNL016016:Homo sapiens CGi-69 protein (L 
OocusHnk)NM_0221 09: Homo sapiens CDw92 
Hs.1 19567£STs, Weakly similar to ALU 1_H 
Hs.1 1 2377xcrtjcal thymocyte receptor (X 
NMJM 7680:Homo sapiens asporln (LRR das 
NMJE1 175:Homo sapiens hepddin antfmfcr 
Hs.7055:Homo sapiens cDNA FU33420 fis, 
Hs.81337decfin, galsctosWe-Wnding, so 
(lccus8nk)NM_014428:Horno sapiens fight 
NM_002658:Homo sapiens plasminogen acfiv 
H&346735:Homo sapiens, done IMAG&3381 
NMJ»1101:Homo sapiens claudinl (ODN1) 
Hs^74230:3 , -phosphoadenosinQ S'-phospho 
Hs.343261 fetocompaJMty (minor) 13 
(locusTink)NM_021 1 26:Homo sapiens mercap 
NMJK)3074:Homo sapiens SW1/SNF related, 
NMJX)1761:Homo sapiens cycfin F (OCNF), 
Hs.110906*ypothefical protein BC004501 
NM_001560«omo sapiens tateiteukin 13 re 
NM_004359:Homo sapiens ceD division eye 
NM.00021 0.Homo sapiens Integrtn, alpha 6 
Hs.146381 -sm birring motif protein, X c 
Hs.1661 98ATP3S8, Class i, type 88, memb 
Hs^5844:rteurotrophic tyrosine Wnase, r 
NVL018992:Homo sapiens hypothetical prot 
NM_03142)tHomo sapiens nritochonoMal rib 
Hs.70604ATPase. Class It, type 9A 
(tcaistInk)NMJl17755:Hoino sapiens hypoth 
PcousGnk}NM_01751ftKomo sapiens gp25L2 
Hs.62402:p21AMc42^ac1-acUYated kinase 
NKt004428:Homo sapiens ephrtrvAl (EFNA1) 
Hs.90572:PTK7 protein tyrosine kinase 7 
Hs.82845:Homo sapiens cDNA FU21930 fis 
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431884 
425261 
445229 
412146 
437763 
406865 
425725 
417259 
453902 
432396 
411358 
453518 
448913 
440943 
414013 
452124 
416391 
419092 
426375 
437296 
407736 
443303 
424756 
430354 
417079 
425221 
414186 
432065 
452012 
412429 
452714 
429922 
'434931 
416293 
428781 
445350 
422396 
429597 
421179 
417691 
427715 
430589 
409220 
443883 
445720 
429583 
427581 
419193 
419152 
444824 
431629 
425118 
422010 
436075 
412338 
413073 
412088 
447140 
426746 
424291 
417944 
428343 
435640 
451608 
434608 
437186 
429574 
438549 
440246 
428924 
444193 
422030 
415938 
450167 
408815 
414820 
410013 
444823 
422197 
432710 
405203 
432465 
412926 



AA521246 
BE385099 
BE276013 
M92444 
AA459369 
AI025931 
NMJJ12243 
AW903838 
BE502341 
AW295956 
R47479 
AW5O3205 
M194422 
AW082293 
AA766605 
AA454220 
A187B927 
J05581 
AK000597 
AA350994 
N41744 
U67319 
AW504657 
AA954810 
U65590 
AV649B64 
U33446 
AA401039 
AA307703 
AV650262 
AW770994 
Z97630 
AW968941 
BE244454 
AF164799 
AF052112 
W21872 
N^L003816 
U72664 
AU076610 
BE245274 
AJ002744 
BE243323 
AA114212, 
AL04O482 
NWL006412 
NM_014788 
D29643 
L12711 
AA843575 
AU077025 
AU076611 
AA302049 
BE090176 
AA151527 
AL038165 



AF070537 
J03626 
AU20Q51 
AU077196 
AL043021 
AF220053 
AA384525 
AA805443 
AA338305 
BE268321 
BE386601 
W52010 
BE222542 
Y17801 
X51416 
BE383507 
AA446404 
AW957974 
AA371931 
AF067173 
BE262989 
AW974265 
AA609685 

D56165 



Hs.210792 


Hs,210792:Hamo sapiens cDNA FU36691 fis 


3.00 


Hs355814 


Hs.3558 14:Homo sapiens dona IMAG&29333 


3.00 


H&343828 


Hs.343828:Homo sapiens mRMA; cDNA DKFZp7 


3.00 


Hs.73722 


Hs.73722*PEX nuclease (muitffunrional 


2.99 


Hs.5831 


Hs.5831 :fissue Inhibitor of metaloprote 


Z99 


Hs.181357 


Hs,181357:l3mintn receptor 1 (67kO, ribo 


2.99 


Hs.159322 


(iocusGnk)NM_012243:Komo sapiens solute 


Z99 


Hs.81800 


Ks.81800:chondroi5n sulfate proteogiyca 


Z98 


Hs.3402 


NM_139177:Homo sapiens chromosome 17 ope 


2.98 


Hs.11900 


(locusfink) N M_032527: Homo sapiens hypoth 


198 


Hs34761 


Hs.94761:KIAA1691 protein 


2.98 


Hs.27268 


Hs.27268:Homo sapiens cDMA: FU21933 fis 


2.98 


Hs.22564 


NM_004999:Homo sapiens myosin VI (MY06), 


2.98 


Hs.146161 


NM_032331 :Homo sapiens hypothetical prat 


Z98 


Hs.47099 


NM_024642:Homo sapiens hypothetical prol 


2.98 


Hs.61170 


Hs.61170:ESTs 


Z98 


Hs.79284 


NM_002402:Homo sapiens mesoderm specific 


2.98 


Hs.89603 


NM.002456:Homo sapiens mucin 1, transmem 


Z97 


Hs.169549 


NMJ)17893:Homo sapiens sema domain, hrtmu 


Z97 


Hs.20281 


Hs.20281:MAPK phosphatase-7 


Z97 


Hs.349326 


Hs349326:Homo sapiens cONA FU30677 6s 


Z97 


Hs.9216 


NM_033340:Hcmo sapiens caspase 7, apopto 


2.97 


Hs.152931 


(tocuslink)NM_002296:Homo sapiens lamln 


Z97 


Hs.239784 


Hs.239784'scribble 


Z97 


Ks.81134 


(locusiink)NM_000577:Homo sapiens inter! 


Z97 


Hs.1 55188 


NM_005642:Homo sapiens TAR RNA polymera 


Z97 


Hs.75799 


Hs.75799: pro tease, serine, 8 (prostastn) 


Z97 


Hs.2903 


Hs.2903:protein phosphatase 4 (formeriy 


2.96 


Hs.279766 


flccusiink)NI^01231ftHomo sapiens kinesi 


2.96 


Hs.75765 


NMJW2Q89:Hamo sapiens GR02 oncogene (GR 


2.96 


Hs.30340 


Hs.3Q34&hypothetfcal protein KIAA1 165 


Z96 


Hs.226117 


NM_005318:Homo sapiens H1 histone family 


Z96 


Hs.166254 


Hs.1 66254:ttkery orthoiog of rat vacuole 


Z96 


Hs.79162 


Hs.7916Zstructure specific recognition 


Z96 


Hs.193384 


Hs.193384:putaiative 28 kOa protein 


Z96 


Hs.12540 


NM_00633&Homo sapiens fyscphosphoGpase 


Z96 


Hs.7907 


OoasQnkJNM^I 45059: Homo sapiens L-fuco 


Z96 


Hs.2442 


Hs.24422 disintegrin and metaQoprotein 


Z95 


Hs.148495 


NM_O02810:Homo sapiens proteasome (proso 


Z95 


H&82399 


NM_0073S7itomo sapiens component of dig 


Z95 


Hs.180428 


Hs.180428:KIAA1181 protein 


2.95 


Hs.246315 


NM_017423:Homo sapiens UDP-N-acetyUtph 


2.95 


Hs.51233 


(lccusIInk)NM_003842:Homo sapiens tumor 


Z95 


Hs.9930 


Hs.9930serine (or cysteine) proteinase 


Z95 


Hs.286173 


HsifJ6173:KlAA1595 protein 


2.95 


! Hs.209119 


NM_006412:Homo sapiens 1-acyiglyceroW- 


Z95 


I Hs.1 79703 


NM_0147B8itamo sapiens tripartite motif- 


Z94 


Hs.34789 


NM_005216:Homo sapiens ddidiyl-diphosph 


Z94 


Hs.89643 


(locusiink}NM_001064:Homo sapiens transk 


2.94 


Hs.1 2056 


NMjOOI 671:Homo sapiens asiaiog^oprotei 


Z94 


Hs.265827 


NM_022873:Homo sapiens interferon, alpha 


Z94 


Ks.154672 


Hs.15467Zrrothytene tetrahydrofoiato deh 


Z94 


Hs.31181 


Ks.31 181 :Homo sapiens cDNA: FU23230 fis 


Z93 


Hs.179902 


NM_03 0546: Homo sapiens COw92 antigen (CD 


Z93 


Ks.69485 


(tccusQn)0NMj024661:Horno sapiens hypoth 


Z93 


Hs.75187 


NM_01 4765: Homo sapiens transiocase of ou 


2.93 


Hs.108932 


Hs.108932:ESTs 


Z93 


Hs.17481 


NM_13839 1 :Homo sapiens hypothetical prct 


Z92 


Hs.2057 


NM_000373:Homo sapiens uridine monophosp 


Z92 


Hs.144700 


NM_004429:Homo sapiens ephrin-BI (EFNB1) 


Z92 


Hs.82985 


NM_000393:Homo sapiens collagen, type V, 


Z92 


Hs.12705 


(tocusM)rOU45294:Hamo sapiens simfia 


Z92 


Hs.54960 


NM_018468.-Homo sapiens uncharacterized h 


Z92 


Hs^6745 


NM_016499*tomo salens H5PC244 (MGCTI337 


Z92 


Hs.179909 


KM.024831 :Komo sapiens nuclear receptor 


Z92 


Hs.377816 


Hs.377816:Homo sapiens cONA FU36808 fis 


Z91 


Hs.208912 


Hs^2089 1 ^hypothetical protein MGC861 


Z91 


Hs^1858 


H&21858serine (or cysteine) proteinase 


Z91 


Hs.191379 


Hs.191379£STs 


Z91 


Hs.1 28782 


Hs.126782*tomo sapiens cDNA FU3151 2 fis 


Z91 


Hs.10574 


Hs.10574sotute carrier family 2, (facfl 


Z91 


Hs.110849 


(faxustink)NM_QD4451:Homo sapiens estrog 


Z91 


HS.7B921 


NM.00348&Horno sapiens A kinase (PRKA) a 


2.91 


Hs.24563 


NM_Q13248:Homo sapiens KTF2-T.ce export 


Z91 


Hs.25485 


0ocusfak)NNU)24599:Komo sapiens hypoth 


2.91 


Hs.77422 


Hs.77422proteoIlpJd protein 2 (colonic 


Z91 


Hs.57904 


Hs.57904:mago-nashi homotog, profrferafi 


Z91 


Hs.12045 


Hs.1204&C2f protein 


Z91 


Hs.1 11632 


Ks.111632:lsm3 protein 


2.90 


Hi278672 


NM_005698:Hcmo sapiens membrane componen 


Z90 
Z90 
Z90 


Hs*275163 


KM_002512:Homo sapiens norwnetastatfc ce 


Hs.75061 


Hs.7506 1 inacroph age rrr/ristoyiated alanin 
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455967 


L12535 


Hs.75551 


402104 






414814 


D14697 


Hs.77393 


442739 


KM_007274 


Hs.8679 


456157 


AW979153 


Hs.336881 


429505 


AW820035 


Ks.278679 


430567 


NMJJ03028 


Hs.244542 


437822 


AW450485 


Hs.4437 


438543 


AA810141 


Hs.192182 


426158 


NM.001982 


Hs.199067 


441455 


AJ271671 


Hs.7854 


420166 


AW732276 


Hs.95583 


415874 


BE394784 


Hs.78596 


409591 


AA532963 


Ks.9100 


418062 


AW630656 


Ks.83383 


436540 


BE397032 


Hs.14468 


426675 


AW084791 


Hs.133122 


417018 


M16038 


Hs.80887 


421684 


BE281591 


Hs.106768 


429404 


NM_005738 


Hs.10706 


411030 


BE387193 


Hs.67895 


413822 


R0895O 


Hs.272044 


438085 


R52518 


Hs.7967 


409132 


AJ224538 


Hs.50732 


440490 


AW513684 


Hs.7218 


431498 


AK001777 


Hs.258551 


423570 


AW838306 


Hs.1 29819 


448569 


BE382657 


Hs.21486 


451711 


AK000461 


Hs.26890 


442643 


U82756 


Hs.374973 


447887 


AA114050 


Hs.211610 


421178 


BE267994 


Hs.102419 


443329 


BE262943 


Hs.9234 


416448 


L13210 


Hs.79339 


453145 


R63438 


Hs.183454 


427775 


R26944 


Hs.1 80777 


424732 


D80001 


Hs.152629 


426125 


X87241 


Hs.1 66994 


450273 


AWE6454 


Hs.24743 


407082 


Z47055 




450038 


AA005159 


Hs.188489 


457274 


AW674193 


Hs.227152 


417831 


H16423 


Hs.82685 


417824 


AA084798 


Hs.82646 


426989 


AI81520S 


Hs.100293 


434916 


AF161383 


Hs. 284207 


412664 


AA421404 


Hs.346868 


414172 


AW954324 


Hs.75790 


409504 


AA304961 


Hs.699 


439920 


H05430 


Hs.268433 


418462 


BE001596 


Hs.85266 


442199 


BE277633 


Hs.372542 


406710 


AI708347 


Hs.164014 


433435 


BE545277 


Hs.340959 


415402 


AA164687 


Hs.177576 


448730 


AB032983 


Hs.21894 


433027 


AF19101B 


Hs.279923 


449090 


AKD01735 


Hs. 22983 


439737 


AT751438 


Hs.41271 


403912 






423225 


AA852604 


Hs.125359 


458376 


AB023179 


Hs.9059 


429211 


AF052693 


Hs.198249 


452518 


AA280722 


Hs.24758 


418127 


8E243982 


Hs.83532 


448489 


AI523875 




426194 


T50872 


K&2001 


422129 


AU076635 


Hs.1478 


437651 


BE560672 


Hs.13543 


415173 


AW501735 


Hs.1 80059 


408201 


AK000568 


Hs.43554 


444758 


AL044878 


Hs.11899 


423323 


A19S1628 


Hs.127007 


439720 


A1935202 


Hs.31181 


435550 


AI224456 


Hs.324507 


425907 


AA365752 


Hs.155965 


426234 


BE314534 


Hs.168159 


427640 


AF058293 


Hs.180015 


433233 


AB040927 


Hs.301804 


415697 


AI365603 


Hs.279696 


441321 


H17182 


Hs.7771 


430040 


AW503115 


Hs.227823 


449954 


AA641636 


Hs37477 



(tocus!jnk)NM_01 2425:Homo sapiens Ras su 

(locusHnk)NM_002004:Homo sapiens fames 
(tocusfink)NM_007274:Hcmo sapiens cytoso 
Hs.336881 :ESTs 

N VL033274:Komo sapiens a diantegrin and 
Hs.244542* omo sapiens cONA FU38908 fis 
NM_000991:Hamo sapiens riboscmal protein 
Hs.1921BZESTs 

NMJJ01 982; Homo sapiens v-erb-b2 erylhrab 
NM_0 14437: Homo sapiens solute carrier fa 
NM_012339:Homo sapiens transmembrane 4 s 
NMJX)2797:Homo sapiens proteasome (proso 
Ks.910O:hypQMcaf gene supported by A 
NVL00640fcHomo sapiens peroxiredoxJn 4 ( 
NM_020230:Homo sapiens peter pan homolog 
Hs.133122:hypothe0cal protein FU14524 
Hs.80887:v-yes-1 YamaguchJ sarcoma viral 
NM_018120:Homo sapiens hypothetical prot 
NM_005738:Homo sapiens ADP-nbosytation 
(tocusTink) N M_00734& Homo sapiens opioid 
Hs.272044:ESTs, Weakly similar to hypoth 
Hs.7967:ESTs, Weakly similar to extensin 
NM_0O5399:Homo sapiens protein kinase, A 
Hs.7218:acetyW5oenzyme A synthetase 2 ( 
NM_01 21 00:Homo sapiens aspartyf aminopep 
NM_018344:Homo sapiens hypothetical prot 
Hs.21486:slgnal transducer and activator 
NM.01 7829:Homo sapiens cat eye syndrome 
(loaistink)N^L004697:Homo sapiens PRP4 p 
NM_001223:Homo sapiens caspase 8, apopto 
Hs.102419xmc finger protein 
NM_032635:Homo sapiens seven transmembra 
NM_005567:Homo sapiens lectin, galactosi 
Hs,183454;Homo sapiens cONA FU14883 fis 
Hs.1 80777:Homo sapiens mRNA; cONA DKFZp5 
Hs.152629:KIAA0179 protein 
Hs.166994:FAT tumor suppressor homolog 1 
Hs^4743:hypothe8cal protein FU20171 

Hs.188489:ESTs 

NM-016391*tomo sapiens hypothetical prot 
Hs.82685:C047 enfigen (RrweJated antige 
NM_006145:Homo sapiens DnaJ (Hsp40) homo 
Hs.10Q293:(Mnked N-acetylglucosamine ( 
Hs.284207irypo9ietical protein BC003515 
NfVL006824:Homo sapiens EBNA1 binding pro 
(iocusM)NM_002642:Homo sapiens phosph 
Hs.699:peptidy1profyt Isomerase B (cycto 
NMJM652ZHomo sapiens neurotrimln (HNT) 
Hs,85266dntegrin,beta4 
NM_004879:Homo sapiens etoposkte-induced 
Hs.184014:rfbosomal protein L31 
NM_005726:Homo sapiens Ts translation el 
Hs.177576snannosyi (atpha-1 ,3-)-gtycopro 
Hs.21894:KlAA1157 protein 
(tocusSnk)NhiL014386:Homo sapiens putati 
NM.020121:Homo sapiens UDP-glucose oeram 
Hs.41271:Homo sapiens mRNA nil length i 

NM_006288;Homo sapiens Thy-1 cell surfac 
Hs.9059:KIAA0962 protein 
NM_005268:Homo sapiens gap junction prot 
Hs.24758:Homo sapiens cDNA FU32068 fis, 
(tocusilnk)NM^002389-.Homo sapiens membra 
R45782:Ha61&^AM heart Oontech Horn 
NMJ301 061 :Homo sapiens thromboxane A syn 
NMJJ001 85:Homo sapiens serine (orcystei 
0ocusEnk)KH_l45214:Homo sapiens tripar 
Hs.180059:Homo sapiens cONA FU31360 fis 
NM_0178B£Homo sapiens ceroid-Dpofuscin 
NM_000859:Homo sapiens 34ryoWy-3-methy 
NM_00374ftHomo sapiens potassium channel 
HsJ1 181:Homo sapiens cDNA: FU23230 fis 
Hs.324507iiypotheCcaI protein FU20988 
Hs.155965:ESTs 

Hs.1 68159±rrurtc0ona! apoptosis regutat 
NM.001355^cano sapiens Wopachrome taut 
HsJ01804MAA1494 protein 
KS.279695J3KF2P56611024 protein 
NM_007273:Homo sapiens repressor of estr 
NM_014287:Homo sapiens pM5 protein (PM5) 
Hs.37477:ESTs, Weakly similar Id T46220 
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BE072772 

AU076861 

R71264 

AW161481 

X12784 

AJ612027 

AW518383 

AW748482 

W86610 

AW578252 

BE540516 

X63692 

NM_001545 

AW859679 

A1399947 

AKooam 

AJ357813 

U91616 

A1695549 

A1207788 

AA054683 

AI696513 

8E299190 



Hs.159613 

Hs.87465 

Hs.71869 

Hs.58927 

Hs.237825 

Hs.184760 

Hs.247551 

Hs.301746 

Hs.6216 

Hs.1 10796 

Hs.3260 

Hs.17667 

Hs.10315 

Hs.82643 

Hs.250897 

Hs.17558 

Hs.95744 

Hs.43t12 

Hs.1 1125 

Hs.273790 

Hs.356342 

Hs.7381 

Hs.14743 

Hs.75671 

Hs.39143 

Hs.8102 

Hs.196270 

Hs.356262 

Hs.17132 

Hs.21201 

Hs.171271 

Hs.13895 

Hs.180533 

Hs.123106 

Ks.184510 

Hs.26570 

Hs.75249 

H&293533 

Hs.289721 

Ks.87246 

Hs.159651 

Hs.334802 

Hs.1 18820 

Hs.178499 

Hs.372775 

Hs.355925 

Hs.120915 

Hs.10344 

Hs.179774 

Hs.15196 

Hs.181244 

Hs.10283 

Hs.59544 

Hs.169476 

Hs.238990 

Hs.8997 

Hs.74637 

Hs.16798 

Hs.111577 

Hs.119129 

Hs.76277 

Hs.177592 

Hs.77873 

Hs.185736 

Hs.190161 

Ks.378825 

Hs.77462 

Hs.9078 

Hs.21902 

Hs.166486 

Hs.37558 

Hs.337460 

Hs.1 82885 

Hs.1 83868 

Hs.343628 

Hs. 222728 

Hs.108705 

Hs.167246 



Hs.27047:hypo(hetol protein RJ 20392 
Hs.180446deryophenn fimporSn) beta 1 
Hs.5123:hypofheGcal protein BC008246 
Hs^69956:ESTs 

NMJ)14071:Homo sapiens nudear receptor 
NMJX)6831:Hcmo sapiens ATP/GTP-bindlng p 
NM_01325&Homo sapiens apoptosis^ssoda 
(tocus&tk)NM_002533:Horno saptens nucfea 
Hs.237825:sranal recognition particle 72 
NM_005760:Homo sapiens OCAAT-oox-binding 
NM_002455:Homo sapiens metaxin 1 (MTX1), 
Hs.301746:Homo saptens cDNA FU37267 fis 
Hs.6216:DnaJ (Hsp40) homolog, subfamily 
(Iocusrmk)NM_020150:Homo sapiens SARI p 
NMJM0Q2 1 :Homo sapiens presertiiin 1 (Ab 
(tocusfink)Nfyt01 452 1:Homo sapiens SH3-do 
NMJJ03983:Homo saptens solute carrier fa 
NMJX)2822Homo sapiens protein tyrosine 
Hs.250897:TRK-fused gene 
Hs.17558:Homo sapiens, done IMAGE40704 
NMJ)19028:Homo sapiens hypothefical prot 
Hs.431 1lHomo saptens mRNA; cDNA DKFZp43 
(Iocusrtnk}NM_014041:Homo sapiens signal 
NM_007155;Homo sapiens zona pelkjcida gl 
Hs.356342:ESTs, Highly similar to 211320 
Hs7381:vdtage-dependent anion channel 
Hs.14743£STs 

NMJXM603:Homo sapiens syntaxtn 1 A (oral 
Hs.391 43*ypc4hetefiJ protein MGC13125 
NMJX>1023:Homo sapiens ribosomal protein 
NM_030780:Homo sapiens folate transports 
Hs.356262£STs, WgWy similar to A31233 
Hs.1713lESTs 

Nft/L015480:Homo saptens necQn 3(DKFZP56 
NMJ)019C4:Homo sapiens catenin (cadherin 
Hs.1 3895; Homo sapiens cONA FU1 1 654 fis, 
H968507w03b1Zs1 Soares melanocyte 2NbH 
NM_002756:Homo sapiens mitogen-acfivated 
Hs.123106:ESTs 
Hs.1845103tratifin 

NMJ)17814:Homo sapiens hypothetical prot 
Hs.75249-j\DP-ribcsytafion factor-tike 6 
Hs.293533:Homo sapiens cONA RJ37093 fis 
Hs.289721 growth arrest-specific 5 
NMJ)14417:Homo sapiens BCL2 binding comp 
NM_01445lHomo sapiens tumor necrosis fa 
«>X!us0nk)NM_024718:Homo sapiens hypoth 
rte.118820*ypothetfca! protein BC007882 
Hs,176499:HSPC063 protein 
Hs.372775:Homo sapiens, done IMAGE:3946 
Hs,355925:r0AA1265 protein 
Hs.120915£STs 

Hs.10W:teudrte-rich aIpha-2-gtycoprote 
Hs.179774:proteasome (prosome, macro pain 



Hs,181244:majcT hlstooompatBiQity compl 
NMJQ5105:Homo sapiens RNA binding motif 
N,VL001983:Homo sapiens excision repair c 
Hs.169476^tyceraWe1^de-^!wsphate deh 
NM_004064:Homo sapiens cycfin-depertdent 
Hs.8997:Sad1 unc-84 domain protein 1 
Hs.74637:testis enhanced gene transcript 
Hs.16798;Homo saptens mRNA; cONA DKFZp56 
(tacusGnk)NM^030926:Homo saptens iniegr 
NM_001845:Homo sapiens collagen, type IV 
NM_138393tHomo sapiens hypothetical prot 
Hs,177592:ribosomal protein, large, P1 
Hs.77873:B7homoiog3 
Hs.185736:ESTs 
Hs.190161:LR8pnrtein 
Hs^78825:Homo sapiens cONA FU37850 fis 
(IocusfokJNM-001379:Homo sapiens ONA (c 
Hs^078:immature colon carcinoma transcr 
Hs.2190lHomo sapiens done 25237 mRNA s 
Hs.166486:Homo saptens cONA RJ1 1432 fis 
NM_018339tfomo sapiens hypothetical prot 
Hs*337460-£STs, Highly similar to HYEP_H 
NMJXM556:Homo sapiens nudear factor of 
Hs.183868tf ucuronidase, beta 
Hs^436282ialyttiansferase 4B (beta-gaJ 
HsJ222728:Homo saptens cDNA FU39004 fis 
Hs.108705:prof£tn phosphatase 2 (formerl 
Hs.1 67246^450 {cytochrome) oxdoreduda 
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419567 


AU077005 


Hs.92208 


NMJXJ381 5:Homo sapiens a disintegrin and 


Z61 


415072 


BE253687 


Hs.77876 


Hs.77676±ypoihe0cal gene MGC19595 


2.61 


406670 


W79632 


Hs.256301 


Hs.256301 hypothetical protein MGC13170 


2.61 


403399 








2.61 


419579 


W49529 


H*296200 


NM_02394B:Homo sapiens hypothetical prat 


Z61 


437202 


AA326110 


Hs.374481 


Hs.374481:ESTs, Weakly similar to T34549 


161 


414020 


NNL002984 Hs.75703 


NM»002984:Homo sapiens small inducible c 


161 


421295 


A¥VUO iuv 1 


Re lOTIRA 
rtSi iujiou 


Hs,1 031 80-.DC2 protein 


2.61 


446488 


AB037782 


Hs 15119 


Hs.151190<!AAl361 protein 


2.61 


442504 


BE503373 




NM>022484:Homo sapiens hypothetical prot 


2.60 


448204 


AI475124 


H<; 17fKR1 


Hs.170561:ESTs 


2.60 


449175 




no.tj i/u 


(locus!ink)NM_012280:Homo sapiens RsJ h 


160 


411201 


T74588 


He R5DQ 


Hs.8509:ESTs, Weakly sVnflar to C3HU com 


160 


424805 


AF230904 


Hs 153560 

lw. 1 i^utwU 


NMJ)31892:Homo sapiens SH3-domain kinase 


160 


425421 


L1 1669 


Hs 157145 


Hs.1 57145:tetracycrtne transporter-Eke 


160 


422739 


H201Q6 


He 11Q5Q1 
no. i iM9 1 


(locusEnk)NM^004069:Homo sapiens adapto 


160 


450858 


CI 8458 


Ue 5CC07 


Hs.25597:elongation of very long chain f 


159 


443195 


RPt4fi5\5 

DC 


TO. I90UOO 


Hs.193063:Horno sapiens cONA FU14201 hs 


159 


430504 


H52761 


Hs.44095 


Hs.44095:cydin M3 


159 


439578 


AW5R31 54 


He Wk^7 


NPA_024665:Homo sapiens nuclear receptor 


159 


416041 


AA345547 


Ue C50CO 


{locusfink)N^024647:Homo sapiens micieo 


159 


451920 


AA224483 


Hs. 27239 


Hs.27239zinc finger, DHHC domain cental 


159 


414163 


DL£U£<] IU 


Re757H5 


NM JX)1521:Homo sapiens general transcrip 


159 


422140 


QCOQCQ1A 


He 11910.1 


flocusflnk}NfoL02525iHomo sapiens chromo 


159 


452817 


AA355fl5Q 


He 5fl4575 


Hs.284275^21 (CDKN1A>adrvated kinase 


159 


413353 


AW5Q1545 


He 7R1AQ 


Hs.75309:eukaryotic translation elongati 


159 


421700 




Hs 107014 


KM_016641iHomo sapiens membrane interact 


159 


410801 


BE275469 


Re 6640/? 


NMJ)16430:Homo sapiens Down syndrome cri 


159 


440511 


AF1 32959 


Hs.7236 


NM.015953:Homo sapiens eNOS interacting 


159 


407887 


AA57QRfifi 


He 41075 


(tocusIink}NM_004568:Komo sapiens serine 


159 


425356 


8E244879 


Hs 155939 


NM_005541 :Homo sapiens inositol polyphos 


159 


408102 


U46351 


Hs.621 


Hs.621;tec0n, galactoside-binding, sohj 


159 


417952 


A1192838 


He 171135 


Hs.173135:dual-specificity ^rosine-(Y)- 


159 


433053 


BE301909 


Hs.279952 


NM.01 591 7:Homo sapiens glutathione S-tra 


159 


450935 


RPK14743 

DC.3 \H( «W 


He 170A1Q 


NMJW5851 :Homo sapiens himor suppressor 


159 


417691 


W79410 




(Iocusfink)MM_021959tHomo sapiens protei 


159 


438364 


AK000860 


HcfilQI 


NM_020441^omo sapiens coronin, actin-bi 


159 


430976 


A actum 15 


He OfiOQOn 


NM_03355ChHomo sapiens chromosome 20 ope 


158 


444838 


ttVOO IDOU 


He *XWECQ 


Hs.208558:ESTs 


158 


416435 


AJ431301 


Hs 374897 


Hs.374897^omo sapiens cDNA FU36874 fis 


158 


415444 


flP5475Q^ 


Hs 78452 


Hs.78452jsdute carrier family 20 (phosp 


158 


452222 


AWRflfi9fl7 


He 51415 


Hs.21432:SEXgene 


158 


400541 








158 


444309 


U83236 


He MftTft 
no, IUOUO 


Hs.10803xa!ctum and Integrin binding 1 


158 


416116 


K51847 


• 15.33090 


Hs.998S%ribosoma) protein L7a 


158 


418629 


RF54755n 


He Rfifl^Q 


(locus0nlQNM_OO531O'.Homo sapiens growth 


158 


432996 




He 57QQm 


K^279901:PTD009 protein 


157 


426781 


AL048967 


He 1 75507 
to. i f ixxif 


(iocusDnk}NM.007363:Homo sapiens non-PO 


157 


452636 


DCD I9vf *» 


He 14557Q 
TO. I13£f 3 


Hs.145279:SET transtocafion (myeloid leu 


157 


406851 




He 1^7100 


Hs, 35 2392: major histocompatibility compl 


157 


447674 




He 1Q1Q9 


N!i^_001798:Homo sapiens cycfuHJependent 


157 


445647 


AVR54R57 


He 571ftftfl 


Hs.271808:Homo sapiens cONA FU38018 fis 


157 


444736 




He 51H7 


NM_032824:Homo sapiens hypothetical prot 


157 


402861 






157 


450069 


AJ698139 


Hs.202093 


Hs^02093:ESTs 


157 


414029 


BE297731 


Hs.75709 


NM_Q02355^omo sapiens man nose-6-phospha 
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427700 


AA262294 


Hs.180383 


NM_001946:Homo sapiens dual specificity 


157 


449961 


AW265634 


Hs.133100 


Hs.133100:ESTs 
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449378 


AW664026 


Hs.59892 


Ks^9892:ESTs, Weakly similar to alpha 5 


156 


442599 


AF078037 


Hs.324051 


(tocusfink)NM_006663:Homo sapiens RelA-a 


156 


448633 


AA311426 


Hs.21635 


WM_00107(hHomo sapiens tubulin, gamma 1 


156 


416078 


AU034349 


Hs.79005 


NM_002844:Hcmo sapiens protein tyrosine 


156 


428044 


AA093322 


Hs.301404 


NM_006743:Homo sapiens RNA binding motif 


156 


451564 


AU076698 


Hs.132760 


(!ocus5Ak)NM_00 1 467 : Homo sapiens glucos 


156 


457601 


AF041429 


H*284265 


0ocusiInk)NM_145169:Homo sapiens simQa 


156 


439630 


AA313607 


Hs.58533 


Hs.58633:Homo sapiens cONA: FU22145 fis 


155 


419587 


S62907 


Hs.91343 


KM_000807^tomo sapiens garruria-aminobutyri 


155 


448279 


BE250564 


Hs.283655 


Hs.283655:lysophosphofipase (1 


155 


453350 


AI917771 


Hs.61790 


(locusimk)KM_024658;Hcmo sapiens import 


155 


423720 


AJJD44191 


Hs.23388 


KM_030817iHomo sapiens hypolhe&al prot 


155 


400237 




Ks.83347 


NM_001037:Homo sapiens anglo- associated, 


155 


420856 


BE513294 


Hs.205736 


Hs205736:KlAA1 978 protein 


155 


421541 


NM.003942 Hs.105584 


Hs.105584 Jibosomal protein S6 kinase, 9 


155 


434848 


BH256304 


Hs.32148 


NM_018445^cmo sapiens AXM315 protein (L 


155 


424488 


AK000413 


Hs.149227 


(tocusflnk)M017806:Homo sapiens hypoth 


155 


449089 


078850 


Hs.250455 


Hs^50465itemo sapiens mRNA; cONA 0KFZp4 


155 


430053 


AF052155 


Hs.227949 


NM_030673^iomo sapiens SEC1 3-HXe 1 (S. . 


IS 


437469 


AW753112 


Hs.15514 


re.15514ihypo1hetfcai protein MGC3260 


155 


407755 


AJ151353 


K^29742 


Hs,29742:Homo sapiens cDNA RJ32147 fis, 


155 


446673 


NML016361 Hs.15871 


KM_016361*tomo sapiens LPAP for lysophos 


155 


411766 


AA399671 


Hs.71969 


Hs.71 969^omo sapiens mRNA; cONA DKFZp66 


155 


415198 


AW00948C 


I Hs.943 


Hs.943: natural killer cell transcript 4 


155 


436495 


BE258948 


Hs.290874 


Hs^30874:Hcmo sapiens, done MGC:31984 


155 
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417785 X59812 Hs*2568 NM_000784:Homo sapiens cytochrome P450. Z55 

443358 H65417 Hs.17757 0ocusSnk)NM_C21622:Hoino sapiens pfecks Z55 

452349 AB028944 Hsl29189 Hs.29189ATPase, Class VI, lype 11A Z55 

427721 A1582843 Hs.180455 NM»005053:Homo sapiens RAD23 homotog A ( 2.54 

5 407559 AA313352 Hs.280358 Hs.28C858:Homo sapiens cDNA FU32370 fe Z54 

413426 U88837 Hs.75354 Hs.75354:GCN1 general control of aminos 2.54 

425465 L18964 Hs.1904 Hs.1904:proteln kinase Ctota Z54 

444152 AI125694 Hs. 149305 Hs.149305±ypofteScal protein MGC2OT3 Z54 

irt 451820 AW058357 Hs.199248 NMJ»0958:Homo sapiens prostagJandm E r 2.54 

10 441356 BE384361 Ks.182885 (locusTink)NM_004556;Honio sapiens nuclea 2.54 

444410 BE387360 Hs.33719 Hs.33719:Homo sapiens, similar to data s 2.54 

415200 AL040328 Hs.78202 NM_00307ZHomo sapiens SWI/SNF related, Z54 

403955 2.54 

4 _ 430361 AI033965 Hs.239926 HsJ?3992Ssteroi-C4raelhyl oxidase-fice Z54 

15 432401 NMJM3330 Hs.274479 NM.01 3330:Homo sapiens NME7 (NME7), mRNA Z54 

446719 W39500 Hs301872 Hs.301872:hypotheflcal protein MGC4840 Z54 

439941 AI392640 Hs. 18272 NM_030674:Homo sapiens solute carrier fa Z54 

436685 W28861 Hs.5288 Hs.5288:Homo sapiens mRNA; cDNA DKF2p434 Z54 

_ . 424522 AL134847 Hs.149957 Hs.149957:nDosorna! protein S6 kinase, 9 2*4 

20 442904 AW575008 Hs. 11355 Hs.11355lhyrnopdeCn 154 

422605 H16646 Hs.118666 Hs.118666*ypothetical protein PP591 2.54 

442069 AW664144 Hs.297007 Hs.297007:Homo sapiens cDNAFU32174fis Z54 

447362 AW176120 Hs.9061 NM_024099^omo sapiens hypolhefcal prot Z53 

416305 AU076628 Hs.79187 NM_001338:Homo sapiens coxsackievirus a 2.53 

25 422624 BE616678 Hs.76152 Nfy^_006854:Homo sapiens KDEL (Lys-Asp-Glu Z53 

447298 BE617527 Hs.239818 NfVL006219:Homo sapiens phosphdnositide- Z53 

412833 AW960547 Hs.298262 Hs. 298262: ribcsomai protein SI 9 Z53 

404854 Z53 

415761 AA132666 Hs.78802 Oocus5nk)NR.002093:Homo sapiens glycog Z53 

30 431104 AW970859 Hs.313503 Hs.313503:ESTs Z53 

439180 AI393742 Hs.199067 Hs.199067:v-erW>2 erythroblastic leukem 253 

424250 AF073310 Hs.143648 NlYL003749:Homo sapiens tnsuDn receptor Z53 

452878 AW081128 Hs^46374 Hs^46374:Hcmo sapiens cDNA FU31 250 fis Z53 

415742 BE410243 Hs.78769 NM_(»3249:HonK)sapieratWmetoligopepti Z53 

35 404140 Z53 

407255 AA012992 Hs.256301 Hs.256301:hypothefical protein MGC1 3170 Z53 

422509 AA258513 Hs.1 17865 Hs.1 17865:solute carrier family 17 (anto Z53 

434866 AW002565 Hs.355460 Hs,355460:Homo sapiens cDNA:FU21763fi Z53 

429743 AA804398 Hs.288995 pocusRrdc) r^01 7961 :Homo sapiens hypdh Z53 

40 433047 M86135 Hs.279946 MM_004990:Homo sapiens melhiontne-tRNAs Z53 

418945 BE246762 Hs.89499 rte.89499:arachWonale S4ipoxygenase Z52 

445926 AF054284 Hs.334826 NM_01 2433:Homo sapiens spdcing factor 3 Z52 

411353 BE383533 Hs.279784 Hs.279784:protacfinreguiat07e!ementb Z52 

448252 BE622791 Hs.1 2199 NMJ>30577:Homo sapiens hypothetical prot Z52 

45 447365 BE383676 Hs.334 (lccusflnk)Nfvt005435:Hornc sapiens Rho gu Z52 

414844 AA296874 Hs.77494 NMJ)80916:Homo sapiens deoxyguanoslne Id 2.52 

444025 AA578364 Hs.349093 NM_015945:Homo sapiens ovarian cancer ov Z52 

416149 AA3119S5 Hs.79058 NR*_003168:Homo sapiens suppressor of Ty Z52 

418741 H83265 Hs.8881 Hs.8881:Homo sapiens cONA FU32163 fis, Z52 

50 437952 D63209 Hs.5944 NM_014585:Homo sapiens solute carrier fa Z52 

445625 BE246743 Hs.353181 CocusRnk)NM_02509ZHomo sapiens hypcih Z52 

431565 AF161470 Hs.260622 rte^2Zb4ityrate«4nduced transcript 1 Z52 

410179 W27723 Hs.59498 (lo(^r^KM_003718:Homo sapiens ceB d Z52 

431476 BE612705 Ks.256697 (locusnnk)NM^005340:Homo saptens hteSd Z52 

55 406672 M26041 Hs.198253 (locusBnkJNM_00212ZHomo salens ma{cr Z52 

418180 BE618087 Hs.83724 Hs.83724:hypothefJca! protein MGC5466 Z52 

428248 A1126772 Hs.40479 Hs.40479:Homo sapiens cDNA RJ25802 fis, Z52 

419935 AB020980 Hs.93832 HsS3832:pubflv8 membrane protein Z52 

rf . 446143 BE245342 H&306079 NMJM3336:Homo sapiens protein transport ZS2 

60 426691 NM 006201 Hs.171834 (locusfink)NI^006^^omo sapiens PCTAiR Z51 

408124 U89337 Hs.42853 N&L004381:Homo sapiens cAMP responsive e Z51 

456266 L29073 Hs.198726 NM_003651:Homo sapiens cold shock domain Z51 

428921 Z43809 Hs.194638 Hs.194638:polymerase (RNA) II (DNA rfrec Z51 

414721 X90392 Hs.77091 NfA_OJ6730:Homo sapiens deoxyrtauciease Z51 

65 422607 Z45471 Hs.118684 NH.006923^omo sapiens stroma) celWeri Z51 

421846 AA017707 Hs.1432 NM_002743:Homo sapiens protein kinase C Z51 

414874 D26351 Hs.77515 NM_002224:Homo sapiens inositol 1,4. Wr Z51 

432956 AL037895 Hs.279861 NM_015959:Komo sapiens CGW1 protein (I Z51 

438393 AA351815 Hs.50740 rteOT4(hr^S8^wmRrM;<fiNA0KFZp76 Z51 

70 418360 AW29G974 Hs.84264 NNL006401^omo sapiens acidic (leucines Z50 

401061 Z50 

426559 AB001914 Hs.170414 Hs.1 704 14:palred basic amino acid deavi Z50 

412204 AI125507 Hs^4937 Hs^4937:transfomier-2 alpha (htra-2 a!p Z50 

448950 AF288687 Hs.9275 NMJK0410:Hcmo sapiens CGM52 protein { Z50 

75 409936 AK001691 Hs£7655 (IccusfinkJNfOI 8234:Homo sapiens dudUQ Z50 

414675 R79015 Hs^88958 Hs.288968:RAB22A, member RAS oncogene fa Z50 

409983 D50922 Hs.57729 (tocusEnk)NM_012289:Homo sapiens Keteh- Z50 

450914 AI743761 Hs.142528 Hs.142528:ESTs Z50 

444630 AI753230 Hs.323562 (lccuslir^N^032121:Horrmsap^ Z50 

80 401353 Z50 

441680 AW444598 Hs.7940 (kxafifink)NM_WU59:Horno sspiens RAP1, Z50 

406860 AA876469 AAB76469»e48b04.s1 Na_CGAP_Pr25 Homos 250 

449163 AW161356 Hs.23119 N^.003492iHomo sapiens crtfornosome X open Z50 
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432975 AA331517 Hs.286055 Hs^86055xhimerin (cNmaerin) 2 2.50 
430600 AW950967 Hs^74348 NM_004S39^omo sapiens HIA-B associated Z50 
407584 W25945 Hs.8173 Hs.8173:ltypothefcal protein RJ 10803 2.50 

TABLE SB 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

406685 0 0 M18728 

452098 161393J BG028348 BF772844 K83066 AW817969 H90985 BF755039 AI858183 

451129 1495511J BE072881 AI762181 BE072946 

459306 223120.-4 AW578452 

448489 2189115J R45782 R45781 

418869 12789 J4 AA229762 AA230035 

418546 242836.1 T59708 AA224827 T59843 BE1 56903 

455303 1152492.1 BE066891 BE066895 AW892049 BEC66897 BE903884 

406860 0.0 AA876469 

TABLE 9C 

Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GQ numbers. Dunham I. et al.' refers to the publication enfitled The DNA 

sequence of human chromosome 22.' Dunham I. et at., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 

NUposibon: Indicates nucleotide positions of predicted exons. ; 



Pkey 


Ref 


Strand 


NLposition 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


6433844517 


403218 


7630969 


Plus 


58039*58149 


403221 


7630969 


Plus 


66294-66438,6693647124 


403219 


7630969 


Plus 


61858-61995 


403739 


7630882 


Plus 


4456344766.4820948483,52255-52495 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


405556 


1552511 


Plus 


163497-163623,164715-164968.165369-16550 


400529 


9796988 


Plus 


138232-138423 


404826 


6572184 


Plus 


4772648046 


400750 


8119087 


Plus 


198991-199168,199316-199548 


400847 


9188605 


Plus 


4464344835 


400448 


9887687 


Minus 


177372-177674 


402829 


8918414 


Plus 


101532-101852,102006-102263 


400846 


9188605 


Plus 


3931049474 


401179 


9438647 


Plus 


113477-113893 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402260 


3399665 


Minus 


113765.113910,115653-115765,116808-11694 


406363 


9256114 


Plus 


14403-14602.17000-17147,17241-17368 


405203 


7230116 


Plus 


125295-125463 


402104 


8119072 


Plus 


122409-122600 


403912 


7710730 


Minus 


72000-72290,72431-72700,72929-73199 


400845 


9188605 


Plus 


34428-34612 


403217 


7630969 


Plus 


5408944163,55427-55623 


403483 


9966168 


Minus 


144546-144854 


400509 


9796539 


Minus 


157909-158430 


403399 


6684178 


Plus 


61841-62145,62367-62756 


400541 


7574902 


Plus 


126235-126380,126478-126597 


402861 


2814366 


Minus 


14933-15231,15387-15627 


403955 


7770475 


Minus 


54527-54740 


404854 


7143420 


Plus 


14260-14537 


404140 


9843520 


Plus 


37761-38147 


401061 


3242744 


Minus 


99468.99549,100707-100848,100918-101107, 


401353 


9931296 


Minus 


50831-51352 



Table 1QA fists about 1,103 genes up-regulated In colm cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epitheCum). These 
were selected from the starting coflection of 59S80 probesets on the Affymatrix/Ecs4M3 GeneChip® array as follows: the raSo of 'average' colon to "average' norma! adult tissues 
was greater than or equal to 2.5. the "average* colon level was set to the 80th percentile vahie amongst colon primary cancer specimens and colon Dver derived metatases, the 
"average* normal adult tissue level was set to the 851h percenQa value amongst non-malignant tissues minus the colonic derived samples, the "average* colon value was greater than 
or equal to 50 units. In order to remove o^r^spedfic background levels of non-specific hybridizeuon, the 15ft percentile value amongst the over non-malignant tissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 10A 1,103 genes up-regulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epithelium) 

Pkey: Unique Eos probeset identifier number 

ExAccrs Exemplar Accession number, Genbank accession number 

UnlgenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to norma! adult tissues 
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Pkey 


ExAccn 


UnigeneiD 


Unigene Title 


R1 


436749 


AA584890 


Hs.5302 


NM_006149:Homo sapiens lectin, galactose 


1554 


428934 


AF039401 


Hs.194659 


NM_001285:Homo sapiens chloride channel, 


1452 


446787 


U67167 


Hs.315 


NM_002457:Homo sapiens mucin 2, inteslin 


14.04 


431912 


A1660552 


Hs.356183 


HsJ56183:ESTs, Weakly similar to S3B4Ji 


14.02 


423541 


AA296922 


Hs.129778 


NM.014471 :Homo sapiens serine protease i 


1172 


406690 


M29540 


Hs.220529 


(!ocustink)NM_004363;Homo sapiens carcin 


13.44 


418406 


X73501 


Ks.84905 


Hs.84905.rytokeraSn 20 


12.70 


406667 


M12523 




12.42 


416768 


AA363733 


Hs.1032 


NM_006507:Homo sapiens regenerating isle 


11.98 


437935 


AW939591 


Hs.5940 


NM w 033049:Homo sapiens mucin 13, epithel 


1158 


422578 


AF239666 


Hs.1545 


NM-001804:Homo sapiens caudal type homeo 


11.50 


418888 


AU076801 


Hs.89436 


NR.004063:Homo sapiens cadhertn 17, U c 


10.16 


418007 


M13509 


Ks.83169 


NM_002421 :Homo sapiens matrix metaflopro 


10.11 


422260 


AA315993 


Hs.105484 


NM w 032044:Homo sapiens regenerating gene 


10.01 


421582 


AI910275 


Hs.35O470 


NM_003225:Homo sapiens trefoil factor 1 


9.77 


441031 


AI110684 


Hs .7645 ' 


NM_005141:Homo sapiens fibrinogen, B bet 


9.69 


424212 


NMJX)5814 


Hs.143131 


NM_005814:Homo sapiens glycoprotein A33 


9.48 


453863 


X02544 


Hs.572 


Hs.572xrosomucoid 1 


9.20 


407243 


AA058357 


Hs.74466 


Cocusiink)NKL006890:Homo sapiens carcin 


9.18 


436217 


T53925 


Hs.107 


Nr^_004467:Homo sapiens fibrinogen-iike 1 


9.04 


423371 


AU076819 


Hs.1650 


NM_000111:Homo sapiens sotute carrier fa 


8.69 


430178 


AW449612 


Hs.152475 


Hs.152475:ESTs 


8.51 


423673 


BE003054 


Hs.1695 


NM_002426:Homo sapiens matrix metallopro 


8.43 


447400 


AK000322 


Hs.18457 


NM_017763:Homo sapiens hypothetical prot 


8.17 


409683 


U33317 


Hs.711 


NM_001926:Komo sapiens defensln, alpha 6 


8.12 


431777 


AA570296 


Hs.307047 


NMJ)32579:Homo sapiens colon and small i 


8.08 


450685 


L15533 


Hs.423 


NM_138938:Homo sapiens pancreatibs-asso 


8.06 


427583 


M82962 


Hs.179704 


NM_005588:Homo sapiens meprin A. alpha ( 


7.95 


436624 


T64297 


Hs.351719 


NMJ01443:Homo sapiens fatty add bindtn 


7.74 


410407 


X66839 


Hs.63287 


KM_001216:Homo sapiens caroonic anhydras 


7,46 


413719 


BE439580 


Ks.75498 


NM_00459 1 :Homo sapiens small inducible c 


7.41 


407007 


U22961 


Hs.184411 


NM_000477:Homo sapiens albumin (ALB), mR 


7.40 


412374 


X01388 


Hs.73849 


NM_000040:Homo sapiens apoiipoprotein O 


7.34 


407244 


M10014 






7.31 


419741 


NMJJ07019 Hs.93002 


Hs.93002nbiquitin-conjugating enzyme E2 


7.31 


406741 


AA058357 


Hs.74466 


(locusBnk)NM_006890:Homo sapiens carcin 


7.26 


414386 


X00442 


Hs.75990 


NM_0051 43:Homo sapiens haptoglobin (HP), 


7.21 


404519 








7.18 


413585 


AI133452 


Hs.75431 * 


NMJ)Q0509:Homo sapiens fibrinogen, gamma 


7.13 


422281 


M36803 


Hs.346935 


NM_000813:Homo sapiens hemopexm (HPX), 


7.10 


414463 


T69078 


Hs.76177 


NNL001633:Homo sapiens aJpha-1-mlcrogtob 


7.02 


430828 


AI763257 


HS.B6327 


Hs.86327:homeo box B9 


6.83 


433927 


A1557019 


Hs.116467 


NMJ)32391:Homo sapiens small nuclear pro 


6.81 


406687 


M31126 


Hs.352054 


Hs.352054: pregnancy specific beta-1-glyc 


6.78 


423538 


AW603823 


Hs.146268 


Hs.146268:ESTs, WeaWy simflar to C71400 


6.53 


434206 


AW136973 


Hs.362915 


Hs.362915:Homo sapiens cONA FU34876 fs 


6.37 


409041 


AB033025 


Hs50081 


Hs.50081:KlAA1 199 protein 


6.33 


432542 


AW083920 


Hs.16098 


NM_020384:Homo sapiens daudin 2 (CLDN2) 


6.19 


422664 


AA315933 


Hs.120879 


Hs.120879:Homo sapiens, done MG&32871 


6.19 


436330 


NM_0O4413 Hs.109 


NM_004413:Homo sapiens dipeptWase 1 (re 


6.01 


421964 


X73079 


Hs^88579 


NfvL002644;Homo sapiens polymeric Immunog 


6.00 


430272 


X04898 


Hs.237658 


Hs.237658:apollpoprote3n A-il 


5.97 


413881 


U0O19O 


Hs.75599 


(Iocusfini^NM_000488:Homo sapiens serine 


5.94 


420923 


AFQ97021 


HSJ273321 


NM_005418:Homo sapiens differenBaBy ex 


5.94 


428470 


AC002301 


Hs.184507 


Ks.184507:Homo sapiens, slmQar to Homol 


5.90 


420802 


U22376 


Hs.1334 


NM_005375:Hcmo sapiens v-myb myeloblasto 


5.89 


452304 


AA025386 


Hs.61311 


Hs.61311:ESTs, WeaJdy similar to S 10590 


5.89 


431727 


AW293464 


Hs.162031 


Hs.1 62031 :ESTs 


5.85 


421341 


AJ243212 


Hs.374281 


NM_0O7329;Homo sapiens deleted in malign 


5.84 


432023 


AW273128 


Hs.300268 


H&300268:EST 


5.75 


447033 


AI357412 


Hs.157601 


Hs.157601:ESTs 


5.69 


411734 


AW374954 


Hs.71779 


Hs.71779:ESTs, WeaWy similar to S24C.AR 


5.69 


406685 


M18728 




(locusfink)NMJ)Q2483:Homo sapiens carcin 


555 


428753 


AW939252 


Hs.192927 


NM_017726:Homo sapiens protein phosphata 


5.48 


443247 


BE614387 


Hs.333893 


Hs333893:ceD division cyde assodated 


5.45 


409153 


W03754 


Hs.50813 


NM_017625^omo sapiens Inteteclin (ITLN) 


5.44 


449388 


H53191 


Hs.36723 


Hs.36723:ESTs, Weakly similar to C05G5.5 


5.38 


428046 


AW812795 


Hs.337534 


Hs.337534:Homo sapiens cONA FU25241 fis 


5.38 


433013 


AI697890 


Hs.127337 


(locu5link)NM_0D4655:Homo sapiens axto 2 


5.38 


419079 


AW014836 


Hs. 18844 


Hs.18844:ESTs 


5.37 


428355 


BE256452 


Hs.2257 


NM.000638:Homo sapiens vitronectin (seru 


5.35 


422956 


BE545072 


Hs. 122579 


OccusEnk)NM_01809&Homo sapiens epiihe 


5.34 


424326 


NM_014479 Hs.145296 


NfvL014479:Homo sapiens ADAM-Cke, decysi 


5.30 


450543 


A1394037 


Hs.170295 


Hs.170296:Homo sapiens cONA: FU22090 6 


5.30 


428187 


A1687303 


H«l285529 


Hs^85529:G protein-coupled receptor 49 


5.30 


435538 


AB011540 


Hs.4930 


Hs.4930dow density apoprotein receptor 


5.28 


411825 


AK000334 


Hs.352415 


NMJ)17767:Hcmo sapiens sotute carrier fa 


5.28 


427722 


AK000123 


Hs.180479 


NM_017671:Homo sapiens chromosome 20 ope 


5.26 


430569 


AF241254 


Hs.178098 


NMJJ21 804: Homo sapiens angiotensin 1 con 


5.26 


414816 


Y13709 


Hs.77399 


KM_00 1265: Homo sapiens caudal type homeo 


5.21 


430677 


26317 


Hs.359784 


NMJ)01943^orno sapiens desmoglein 2 (DSG 


5.16 
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447208 


BE315291 


Hs.237971 


430207 


AW079559 


Hs.152258 


417491 


AW376842 


Hs.1085 


421379 


Y15221 


Hs. 103982 


447342 


AI1992S8 


Hs.19322 


452194 


AI694413 


Hs.373599 


421907 
405399 


BE018556 


Hs.109358 


403220 






408380 


AF1 23050 


Hs.44532 


415214 


A1445236 


Hs.125124 


431330 


X69532 


Hs.2777 


420344 


BE463721 


Hs^7101 


452594 


AU076405 


Hs.29981 


441377 


BE218239 


Hs.202656 


444566 


BE293347 


Hs.11638 


415701 


NM.0O3878 


Hs.78619 


419354 


M62839 


Hs.1252 


455630 


AV655701 


Hs.75183 


422310 


AA316622 


Hs.98370 


423337 


NM_0G4655 


Hs.127337 


422330 


030783 


Hs.115263 


408908 


8E296227 


Hs.250822 


423936 


U77629 


Hs.135639 


404661 






408704 


AA056635 


Hs.5366 


420005 


AW271106 


Hs.133294 


451035 


AU076785 


Hs.430 


427506 


AK000134 


Hs.179100 


423445 


NM_014324 


Hs.128749 


453884 


AA35S925 


Hs.36232 


431301 


AA502384 


Hs.151529 


408983 


NM.000492 


Hs.663 


449032 


AA045573 


Hs.22900 


434540 


NM.016045 


Hs.3945 


407242 


M18728 




458748 


AI381530 


Hs.371132 


408298 


AI745325 


Hs.271923 


424273 


W40460 


Hs.144442 


411975 


AI916058 


Hs.144583 


425371 


049441 


Hs.155981 


451917 


AW391351 


Hs.50820 


432867 


AW016936 


Hs.233364 


419559 


Y07826 


Hs.91096 


430294 


A1538226 


Hs.32976 


411248 


AA551538 


Hs.69321 


402496 






430937 


X53463 


Hs.2704 


434414 


AI798376 




443426 


AF098158 


Hs.9329 


422539 


AJ009935 


Hs.118138 


436972 


AA284679 


Hs.25640 


450531 


AW301032 


Hs.203800 


403055 






414809 


AI434699 


Hs.77356 


400965 






430204 


AA618335 


Hs.356664 


432978 


AF126743 


Hs.279884 


417931 


W95642 


Hs.82961 


430832 


AI073913 


Hs.100686 


408482 


NMJJ00676 


Hs.45743 


422487 


AJ010901 


Hs.198267 


414617 


AI339520 


Hs.288817 


452940 


AA029722 


Hs.2173 


439211 


AI890347 


Hs.271923 


459299 


8E094291 


Hs.155651 


449720 


AA311152 


Hs.288708 


411142 


NM-014256 


Hs.69009 


421777 


BE562088 


Hs.108196 


419395 


BE268326 


Hs.90280 


443211 


AI128388 


Hs.143655 


403218 






430603 


AA148164 


Hs.247280 


409757 


NM_001898 


Hs.123114 


426227 


U67058 


Hs.154299 


421408 


Al 588223 


Hs.91096 


421100 


AW351839 


Ks.124660 


440869 


NM_014297 


Hs.7486 


414075 


U11862 


Hs.75741 


444151 


AW972917 


Hs.128749 


440409 


AW294316 


Hs.125608 


445564 


AB028957 


Hs.12896 


424687 


J05070 


Hs.151738 



NM^024096:Homo sapiens hypothetical prot 
Hs.1S22S8.ESTs 

NM^004963:Homo sapfens guanytate cyclase 
NM_005409:Homo sapiens small inducible c 
Hs.19322:Homo sapiens, SimHar to RIKEN 
Hs.373599*.EST 

Hs.109358:ATPase, Class V, type 10B 



NM.006398:Homo sapiens ublquIOn 0 (UBO) 
NM_004442:Homo sapiens EphB2 (EPHB2), tr 
NMJJ0221 5:Homo sapiens inter-a'pha (gbb 
NM_014373:Homo sapiens putative 6 protei 
Hs.29981 solute carrier family 26 (sulfa 
Hs^02656£STs 

(!ocusfink)NNl.016234:Homo sapiens fatty- 
(locusflnk)NMJ)G3878:Homo sapiens gamma- 
NM_0O0042;HQmo sapiens apolipoprotein H 
NM-000773:Homo sapiens cytochrome P450. 
(tocusGnk)NM_030622:Homo sapiens cytoch 
NM_004655:Homo sapiens axtn 2 {conductin 
NM_001432:Homo sapiens epiregulln (EREG) 
(locusfink)NH.003158:Homo sapiens serine 
NM_005170:Homo sapiens acftaete-scuta com 

NM_139053:Homo sapiens epidermal growth 
Hs.133294£STs 

NM-002670:Homo sapiens ptesiin 1 (I isof 
NM_01 7678: Homo sapiens hypothetical prot 
NM_014324:Homo sapiens alptomethylacyJ- 
NM_021067:Homo sapiens KIAA0186 gene pro 
Hs.151529£STs 

N^_000492:Homo sapiens cystic fforosls t 
NMJ)04289:Homo sapiens nuclear factor (e 
NM_01 6045:Homo sapiens chromosome 20 ope 
(locusBnk)NM_002483:Homo sapiens carcm 
H^371132£STs 

Hs,271923:Homo sapiens cDNA: FU 22785 fi 
NM_003561:Homo sapiens phospholipase A2, 
Hs.144583:Homo sapiens, clone IMAGE:3462 
NM_005823:Homo sapiens mesotheTm (MSLN) 
Hs.50820ihypothetfcal cardiac/skeletal m - 
Hs.233364:ESTs 

NR4_007028:Homo sapiens tripartite motif- 
(Iocusllnk)NM_004485:Homo sapiens guanin 
Hs.69321:KIAA1359 protein 

NM_002083:Homo sapiens glutathione perox 
AF134163:Homo sapiens Human endogenous r 
PocusIink)NM_0121 12:Homo sapiens chromo 
NM_033013:Homo sapiens nuclear receptor 
Hs.25640xlaudm3 
Hs.2Q3800:ESTs 

Hs.77356±Bnsferrin receptor (p90, C071 

Hs356664^rypothefcal protein FU32334 
NR_013238:Homo sapiens ONAJ domain-conta 
Hs.82961:Homo sapiens, done MGG22588 1 
Hs.1 00686:anterior gradient protein 3 
NM»000676:Homo sapiens adenosine A2b rec 
HM_01 8406: Homo sapiens mucin 4, tracheob 
(locusDnigNM»O25130:Homo sapiens hypoth 
NM_002033:Homo sapiens fucosyitransferas 
Hs.271923:Homo sapiens cONA: RJ22785 fi 
NM_021784:Homo sapiens hepatocyte nuclea 
OocusEnk)NNL025113^omo sapiens hypoth 
NM_01425&Homo sapiens UDP-GJcNAcbetaGa 
NM_016095:Homo sapiens HSPC037 protein ( 
Hs.9028(h5^lnoimida2de-4-carboxarnte 
Hs.143655:ESTs 

Hs.24728O:chromosom0 20 open reading tra 
NM_001698:Homo sapiens cystafin SN (CST1 
Cccusfink)NM_005242:Homo sapiens coagut 
NM.052816:Homo sapfens tripartite motif- 
Hs.12466Q:ESTs, Moderator/ similar to 21 
NMJ)1 4297: Homo sapiens protein expressed 
NM_001091:Homo sapiens amiioride binding 
(!ccustlnk)NMJH4324:Homo sapiens atoha- 
Hs.125608£STs 
Hs.12896:WAA1034 protein 
NM»004994:Homo sapfens matrix metaflopro 



5\14 
5.12 
5.12 
5.07 
5.06 
&01 
4.99 
4.98 
4.94 
4.92 
4.92 
4.85 
4.84 
4.81 
4.81 
4.80 
4.80 
4.80 
4.78 
4.78 
4.75 
4.73 
4.70 
4.70 
4.68 
4.67 
4.66 
4.61 
4.60 
4.59 
4.55 
4.54 
4.54 
4.54 
4.54 
4.53 
4.53 
4.51 
4.50 
4.49 
4.49 
4.46 
4.44 
4.44 
4.42 
4.39 
4.38 
4.37 
4.36 
4.35 
4.33 
4.33 
4.33 
4.31 
4.31 
4.30 
4.29 
4.29 
4.28 
4.28 
4.28 
4.27 
4.27 
4.27 
4.27 
4.25 
4.24 
4.24 
4.21 
4.20 
4.20 
4.20 
4.19 
4.19 
4.19 
4.18 
4.18 
4.17 
4.17 
4.16 
4.16 
4.16 
4.12 



178 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



401866 






431611 


U58766 


t&264428 


430187 


A1799909 


Hs. 158389 


414530 


NM.000506 Hs.76530 


449281 


A1808S99 


Hs.162717 


449722 


BE280074 


Hs.23960 


418318 


U47732 


Hs.84072 


435066 


BE261750 


Hs.4747 


414753 


AF158255 


Hs.77225 


403221 






409889 


AW630041 


Hs.55937 


449027 


AJ271216 


H&22880 


431657 


AI345227 


Hs. 105448 


439759 


AL359055 


Hs.67709 


441362 


BE614410 


Hs.23044 


417900 


BE250127 


Hs.82906 


428987 


NMJXM751 Hs.194710 


456977 


AKD00252 


Hs.169758 


445919 


T53519 


Hs.334692 


423164 


AK000232 


Hs.124835 


422627 


BE336857 


Hs.1 18787 


422353 


T55979 


Hs.115474 


433437 


U20536 


Hs.3280 


415992 


C05837 


Hs.145807 


425834 


NfA.001639 Hs.1957 


415000 


AW025529 


Hs.239812 


432407 


AA221036 




408243 


Y00787 


Hs.624 


408494 


AA554714 


Hs.187578 


412610 


X90908 


Hs.74126 


433323 


AA805132 


Hs.159142 


422515 


AW500470 


Hs.1 17950 


436543 


NMJJ02212 Hs.5215 


418113 


AI272141 


Hs.83484 


433083 


AL042759 


Hs.191762 


431939 


AW008061 


Hs231994 


453439 


AI572438 


Hs.32976 


441888 


AI733306 


Hs.128071 


432150 


AK000224 


Hs.272789 


425234 


AW152225 


Hs.165909 


423803 


NM_005709 Hs.132945 


410418 


D31382 


Hs.63325 


436251 


BE515065 


Hs.295585 


422424 


AI186431 


Hs.298638 


432269 


NM.002447 Hs.2942 


424905 


NMJJ02497 Hs.153704 


416209 


AA236776 


Ks.79078 


430680 


AW1 38724 


Hs.168974 


434370 


AF13Q988 


Hs.58346 


436481 


AA379597 


Hs.5199 


453700 


AB009426 


Hs.560 


410619 


BE512730 


Hs.65114 


409420 


Z15008 


Hs.54451 


422535 


AA311914 


Hs.154578 


432179 


X75208 


Hs.2913 


453967 


AWOQ9077 


Hs.232947 


426106 


AI678765 


Hs.21812 


434170 


AA626509 


Hs.1 59642 


418322 


AA284166 


HS34113 


444381 


BE387335 


Hs.283713 


419229 


A1827237 


Hs.362919 


437156 


AI916600 


Hs.121194 


452833 


6E559681 


Hs.30736 


426831 


BE296216 


Hs.172673 


428970 


BE276891 


Ks.194691 


443957 


AA521049 


Hs353013 


408832 


AW085690 


Hs.63428 


440300 


N39760 


Hs*859 


425976 


C75Q94 


Hs.334514 


432575 


AA553722 


Hs.194346 


412104 


AW205197 


K&240951 


417001 


AU076648 


Hs£0741 


421225 


AA463798 


Hs.1 02696 


445109 


AF039916 


Hs.12330 


428330 


122524 


Hs.2256 


447472 


AW207347 


Hs^11101 


423349 


AFO10258 


Hs.127428 


422026 


U80736 


Hs.1 10826 


419574 


AK001989 


Hs51165 


417720 


AA205625 


H3.208067 


411257 


AA628967 


Hs.115274 


421515 


Y11339 


Hs.105352 


433675 


AW977653 


Hs.75319 



4.11 

Hs.264428:tissue specific transplants 4. 10 

Hs.158989:Homo sapiens cONA FU37936 6s 4.10 

NM_000505itomo sapiens coagulation facto 4.08 

NM_032756:Homo sapiens hypothetical prot 4.08 

Hs^3950xycfinB1 4.08 

NMJXM616.-Homo sapiens transmembrane 4 s 4.06 

NMJX)1363:Homo sapiens dyskeratosis cong 4.05 

KM.006437:Homo sapiens AOP-ribosyttransf 4.04 

4.04 

NM_Q21978:Komo sapiens suppression of hi 4.03 

NM_005700:Komo sapiens aTpepfidytpeptfda 4.03 

Hs.105448$roteln kinase, lysine deficie 4.01 

Hs.67709:Homo sapiens mRNA fuB length I 4.00 

NM_080668:Homo sapiens similar to RIKEN 3.99 

Ks.82906cCDC20ce8 division cyde 20 ho 3.99 

NM_004751:Homo sapiens glucosamine (N-a 3.99 

KM_017723^omo sapiens hypothetical prot 3.99 

Ks.334692±ypo9ieScal protein MGC14141 3.98 

NM^019062^omo sapiens hypothetical prot 3.98 

Hs.1 18787.1ransforming growth factor, be 3.97 

NM_002915:Kcrno sapiens replication facto 3.97 

NM_00 1 226:Homo sapiens caspase 6, apopto 3.97 

Hs.145807diypothe0cai protein FU 13593 3.96 

Hs.1957amytoid P component, serum 3.96 

Hs.23981 2sero)ogically defined breast c 3.95 

AF134164:Homo sapiens Human endogenous r 3.95 

NM_000584:Homo sapiens interleukln 8 {IL 3.94 

Hs.1 87578:Homo sapiens cONA FU1 1639 fis 3.94 

NMJW1445:Homo sapiens fatty acid bincQn 3.94 

Hs.1 591 42iunatic hinge homolog (Drosop 3.94 

Hs.117950.plu)sprK)ribcsylarninoirnidaz 3.92 

H*5215dntegnh beta 4 binding protein 3.91 

Hs.83484:SRY (sex determining region Y)- 3.91 

Hs.191762Jiypothetical protein MGC20258 3.90 

Hs^31994:Homo sapiens, done IMAG&4341 3.90 

NM_O04485:Homo sapiens guanine nucleotid 3.89 

NMJ)22901:Homo sapiens hypothetical prot 3.89 

NM_017716:Homo sapiens niembrane-spanning 3.89 

Hs,165909:ESTs, Weakly simHar to hypoth 3.89 

(locusiinigNM_005709:Homo sapiens PDZ-73 3.87 

NMJ)1 9894:Homo sapiens transmembrane pro 3.85 

(locus0nk}NM_006392:Hcmo sapiens nucleo 185 

Hs.296638:prostate differentiation facto 184 

KsJ942^nacrophage stimulating 1 recepto 3.84 

NM_002497^omo sapiens NIMA (never in mi 184 

NMJ)02358:Homo sapiens MAD2 mitotic arre 183 

Hs.168974:ESTs 183 

NM.022336* omo sapiens ectodysplasln 1, 182 

NM_014176^omo sapiens HSPC150 protein s 182 

NMj001644:Komo sapiens apoupoprotetn B 181 

Hs.65114±eratin1B 3.81 

NM_005562:Komo sapiens laminln, gamma 2 179 

Hs.154578:Homo sapiens mRNA for FU00256 179 

NM_004443*tomo sapiens EphB3 (EPHB3), mR 178 

HsJ232947f STs 178 

Hs.21812:EST8 178 

(locuslink)NM_C01490:Homo sapiens glucos 178 

NM_005192:Komo sapiens cycflivdependent 178 

NIUU38455.-Homo sapiens coSagen triple h 3.74 

Hs.362919£STs 3,74 

Hs.121194*tomo sapiens cDNA; FU21569 fi 174 
(ioaisM}NIvL015201iiomo sapiens block 3.73 
NM_000687:Homo sapiens S-adenosyOuxnocys 3.73 
NMJM3979-.Homo sapiens retinoic acid ind 172 
Hs^53013xhromosome 20 open reading fra 171 
Hs.63428:Homo sapiens cDNA FU34457 fis, 3.71 
NM_13879lHomo sapiens apyrase (SHAPY). 171 
NM_025257:Homo sapiens chromosome 6 open 171 
Hs.194346:SpM protein 3.71 
(locusQnkJNM-0331 2aHomo sapiens naked 171 
NM_000282:Homo sapiens propionyl Coenzym . 169 
Hs.102696:MCT-1 protein 169 
Nf^(X)1247:Homo sapiens ectonudeoside tr 3.69 
NM_002421Homo sapiens matrix metal topro 167 
Hs211101:ESTs 167 
NM_002142iHomo sapiens hcmeo box A9 (HOX 167 
Hs. 1 1 0826:trinuctectlde repeat contalnin 166 
HsJ1165%poftetk^proteinFU11127 166 
Hs-208067£STs 166 
Hs.1 15274dndl3n hedgehog homolog (Droso 166 
(iccusBnk}NM_018414:Homo sapiens GalNAc 165 
HsJ5319aibonucteotide reductase M2 pol 165 
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437009 
445417 
412140 
420542 
439453 
414798 
428862 
414052 
412056 
401519 
428011 
450505 
421903 
413936 
424544 
431563 
435602 
434369 
439963 
447334 
422150 
450663 
424825 
422765 
422106 
422532 
425860 
442053 
437386 
415927 
446372 
432378 
434171 
428479 
415099 
414918 
440340 
418384 
418203 
429833 
409231 
431567 
453883 
442700 
410237 
428407 
436213 
442923 
431548 
452316 
448993 
447320 
414108 
420996 
439580 
422158 
418256 
400157 
406709 
453751 
421526 
415164 
405451 
414361 
422237 
417576 
457001 
450983 
421828 
418588 
417348 
423554 
451310 
425873 
429271 
437575 
432677 



AF127026 

AK001058 

AA219691 

NM_00G505 

BE264974 

AI286323 

N&L000346 

AW578849 

T28160 

BE387514 

NMJXM572 

AW079940 

AF1 13576 

M86700 

AI027643 

AF217515 

AI650363 

AW247529 

AA515032 

AI867118 

H43540 

AF207069 

AW409701 

084239 

AL008726 

L29339 

R35343 

W52452 

AL120168 

AB020544 

AI493046 

BE247688 

Y00272 

AJ492170 

AI219207 

AW895503 

AW149266 

X54942 

NM.012079 

M446644 

N51357 

AI638516 

AA377618 

AI750589 

NM.003983 

AA325512 

AW248322 

AI834273 

AA298484 

AI471630 

AI675419 

AG67592 

AK001927 

AF086401 

L10343 

AW845318 

AJ355761 



443991 
435745 
403532 
413916 
425247 



AL080121 
AW084352 

AJ086138 

M13149 

AA339449 

J03258 

AA305384 

AW891965 

BE387O40 

AI940507 

M90516 

AW250651 

NM.013390 

AF039850 

AW954355 

NMJX34482 

AW203959 

NMJM2250 

AW957059 



Hs.5394 

Hs.1 2680 

Hs.73625 

Hs.1321 

Hs.6566 

Hs.97411 

Hs.2316 

Hs.283552 

Hs.778 

Hs.181418 

Hs.25051 

Hs.15951 

Ks.297681 

Hs.150403 

Ks.120912 

Hs£83532 

Hs.116462 

Hs.6793 

Hs.91109 

Hs.279607 

Hs.25292 

Hs.153357 

Hs.1578 

Hs.111732 

Hs.1 18126 

Hs.1964 

Hs.24968 

Hs.356766 

Hs.78919 

Hs.14945 

Hs.146133 

Hs.347349 

Hs.334562 

Hs.77917 

Hs.72222 

Hs.1 25276 

Hs.25130 

Hs.83758 

Hs.288627 

Hs.692 

Hs.260855 

Hs.347524 

Hs.1 03834 

Hs.61258 

Hs.184194 

Hs.71472 

Hs.95835 

Hs.9711 

Hs.61265 

Hs.355952 

Hs.1 64464 

Hs.75761 

Hs.100895 

Hs.293847 

Hs.1 12341 

Hs.1 2271 

Hs.356473 

Hs.242463 

Hs.101282 

Hs.105460 

Hs.157123 

Hs.204044 

Hs.1498 

Hs.62285 

Hs.2062 

Hs.25740 

Hs.367942 

Hs.182476 

Hs.318526 

Hs.1674 

Hs.26213 

Hs.160417 

Hs.198515 

Hs.36529 

Hs.278611 

Hs.149532 

Hs.10082 

Hs.374342 



N49813 Hs.75615 
NM.005940 Hs.155324 



tay305379:Homo sapiens myosin IA(MY01A) 
Hs.1 2680:Homo sapiens cDNA FU 101 96 fe, 
NM_005731Horno sapiens RAB6 inleracfing, 
NM_000505:Homo sapiens coagulation facto 
Hs.6566; thyroid hormone receptor tnterac 
Hs.9741 1:hypothettcal protein MGC12335 
Hs^316:SRY (sex determining region Y)-b 
Hs^83552fypothefical protein BC016153 
fe?78guanyiate cydase activator 2A (g 

NMJ)14730:Homo sapiens KIAA0152 gene pro 
NMJM4572:Homo sapiens platophiHn 2 (PK 
(k)cuslInk)NM_145202:Honio sapiens proiin 
NM_0C0295:Homo sapiens serine {orcystei 
NM_00079Q:Homo sapiens do pa decarboxylas 
Hs.120912:ESTs 

NM_018455:Homo sapiens uncharacterized b 
Hs.116462£STs 

Hs.6793:ptatele^activat3ng factor acety 
Hs.91 109:ESTs. WeaWy similar to putatrv 
Hs.279607:Homo sapiens cDNA FU34399 fis 
Hs.25292ribonuctease H2, large subunit 
NM_001084:Hcmo saptens procollagen-tysin 
NM_001 1 68:Homo sapiens bacuiovirai IAP r 
NMJJ03890:Homo sapiens IgG Fc binding pr 
(locusruik)NM_000308:Homo sapiens protec 
NM_.00Q343:Homo sapiens solute carrier fa 
Hs.24968:iiypo0ietlca! protein BC016683 
Hs.356766:Homo sapiens mRNA; cDNA DKFZp7 
NM_021083:Homo sapiens KeH blood group 
Hs.14945.My^ckKk)enzyme A Kgase, I 
Hs.14613l.ESTs 

{tocusTnk)NM_004749:Horno sapiens ceil c 
NM_001786:Homo sapiens ceil division eye 
NM_006002:Homo sapiens ubiquitin carboxy 
Hs.72222&r-1-Gke 4 (C. elegans) 
Hs.1 25276: Kcmo sapiens cDNA FU25833 fis 
Hs.25130:Homo sapiens cONA FU14923 fis, 
NM»001827:Homo sapiens COC28 protein kin 
NM_012079*itomo sapiens aTacylgtycerol O- 
NM_C02354:Homo sapiens tumor-associated 
(!ocuslink)NMJ45175:Homo saptens NSE1 ( 
Hs.347524:Homo saptens, clone MGG24665 
NM_024056:Homo sapiens hypothetical prat 
Hs.61258;aigWnosuccmate lyase 
NVL003963:Homo sapiens transmembrane 4 s 
NM_Q24662:Komo sapiens hypothetical prat 

NM_017515:Homo sapiens novel protein (HS 
NMJ38805:Homo sapiens family with seque 
Hs.355952:ESTs l WeaWy simitar to 090320 
Hs.1 64464:Homo sapiens, done MG023656 
NM_003137:Homo sapiens SFRS protein kina 
(Iocus£nk)NM_018099:Homo sapiens hypoth 
Hs^93847£STs 

NM_Q02638:Homo sapiens protease Inhibito 
(kxasEnk)NI012162:Homo saptens Mxw 
NMJK)6713:Homo sapiens activated RNA po) 
Hs.242463:keratin8 

Hs.101282:Homo saptens mRNA; cONA DKF2p4 
NM_015393:Homo sapiens DKFZP564O0823 pro 
Hs.157123:ESTs 

Hs^W044:ESTs 

NM_000412:Homo saptens htetidlne-rich gl 
NM_O00819:Homo saptens phosphoribosylgr/ 
Hs.2062tftamm D{1,25- G^roxyvttarni 
NM_014584:Homo sapiens EROI-Dte (S. cer 
Hs.367942*tamo sapiens, done tMAG£4701 
NM>031295:Homo sapiens Williams Beuren s 
NMJJ25 138: Homo saptens hypothefcal prat 
NM_002056:Homo sapiens gtutamine-froctos 
NMj052951:Homo saptens chromosome 20 ope 
Hs.160417:transrnembrane protein 2 
NMJW5224:Homo sapiens dead ringer-tike 
NMJK4320:Homo saptens rrypotnefcal prot 
NMJM4482flomo saptens UDP-N-acetyVaiph 
Hs.149532£STs 

NM.002250itomo sapiens potassium interna 
Hs374342*bmo sapiens done 2471 1 mRNA 

NMJW0483:Homo saptens apolipoprotein C- 
Hs.15S3243natrtx metatioproteinase 11 (s 
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424996 
402944 
417165 
427528 
426711 
439186 
444783 
426174 
421585 
421605 
446921 
438746 
403219 
420981 
456946 
425580 
412605 
441384 
416782 
426761 
441633 
416975 
428874 
431192 
431836 
413219 
410639 
450737 
410850 
428450 
437810 
403381 
434031 
421975 
452299 
428024 
412994 
443162 
'435327 
424010 
428953 
419359 
414695 
444371 
450221 
449207 
422609 
403485 
441623 
421943 
405484 
435849 



AFOO60O5 Hs.154104 NM_002657:Homo sapiens pteiomorphic aden 



R80137 

AU077143 

M383471 

A1697274 

AK001468 

AA547959 

U95626 

BE440108 

AB012113 

A1885815 

L40904 

T29678 

L11144 

AW410734 

AA447849 

135035 

AI015709 

AW958544 

NM_004131 

W32133 

AI670056 

AF178532 

AA878200 

BE269047 

AW007152 

AW362867 

NH.014791 



404684 
447188 
423226 
413254 
424243 
435014 
452281 
416065 
427333 
443464 
432)35 



429504 
441085 



408901 
439979 
453968 
457465 
426317 
414639 
439975 
444261 
454033 
424837 
427747 
436469 
400130 
422293 
400290 



BE384165 

AW961017 

AW206330 

Z29067 

D32257 

T49951 

BE301871 

AL080188 

AA306610 

AL043202 

BE439915 

BE540274 

AA328102 

AL044222 

Z46023 

AA315805 
BE616S20 

BE305242 
BE26831S 

K65423 

AA323414 

U40272 

A1949359 

BE560898 

T93500 

BE267931 

AF067797 

BE548446 

AA524725 

AW292286 

X99133 

AW136551 

AK001536 

AK001330 

AW600291 

AA847843 

AW301344 

AA312350 

X6705S 

AW328081 

AA298S58 

AF 107457 

BE276113 

AW411425 

AKQ01455 

X94453 
H18836 



Hs.302738 

Hs.179565 

Hs.343800 

Hs.105435 

Hs.62180 

Hs.1 15838 

Hs.302043 

Hs.106127 

Hs.16530 

Hs.184727 

Hs.100724 

Hs.165068 

Ks.1907 

Hs.74111 

Hs.288660 

Hs.79886 

Hs.172089 

Hs.112242 

Hs.1051 

Hs.194366 

Hs.137274 

Hs.271411 

Hs.1 18727 

Hs.65234 

Hs.63325 

Hs.302738 

Hs.184339 

Hs.367646 

Hs23723 

Hs.6459 

Hs.355663 

Hs.2236 

Hs.75113 

Hs.9029 

Hs.4867 

Hs.137556 

Hs.348183 

Hs.90073 

Hs.76913 

Hs.239 

Hs.24641 

Hs.23255 

Hs.118721 

Hs.348710 
Ks.343912 

Hs.16098 
Hs.23111 

Hs.17631 

Hs.146109 

Hs.75253 

Hs.143600 

Hs.10026 

Hs.28792 

Hs.78996 

Hs.176658 

Hs.321579 

Hs.162108 

Hs.255058 

Hs.204238 

Hs.181245 

Hs214410 

Hs.48855 

Hs.6823 

Hs.62711 

Hs.1 22908 

Hs.169294 

Hs.76716 

Hs.6817 

Hs.10724 

Hs.37035 

Hs.333034 

Hs.180655 

Hs.5198 

Hs.155560 

Hs.114366 

H&31608 



Hs.302738:Homo sapiens cONA: FU21425 fi 
NMJW2388:Homo sapiens MCM3 minichromoso 
(locusTmk)NM_033255:Homo sapiens epithe 
Hs.105435:GDP-mannose 4,«ehydratase 
NM_01 8685:Homo sapiens anEfin, actin bi 
Hs.115838:ESTs 

NM_003965:Homo sapiens chemoidne (C-C mo 
NMJ15972*tomo sapiens RNA polymerase I 
NMJX)2988:Homo sapiens small inducible c 
Hs.184727:ESTs, WeaWy simBar to T45738 

NMJX)5037:Homo sapiens peroxisome proBf 

Hs.166068:vilfin 1 

Hs.1907:galanin 

Hs,74111:RNA binding protein (auioantige 
Hs288660:Homo sapiens cONA: FU22182 fi 
(locuslink}NM-144563:Komo sapiens ribose 
Hs.172089:pro-oncosts receptor Inducing 
NML03241 IHomo sapiens normal mucosa of 
NMJ)04131:Homo sapiens granzyme B (granz 
Hs.1 94366*ansthyrefin (prealbumin, amy 
Hs.137274:ESTs, WeaWy similar to hypolh 



Hs.1 18727:Homo sapiens cONA FU33803 fis 
(tocusfink)NNL017895:HonTO sapiens DEADfH 
Hs.63325.1ransmernbrane protease, serine 
Hs.302738:Homo sapiens cONA: FU21 425 fi 
NMJ)14791:Homo sapiens maternal embn/onl 
NM_016617:Homo sapiens hypothe&al prot 

{tacus8nk)NM_025215:Homo sapiens pseudo 
(locusnnk)NM_024531:Homo sapiens hypoth 
Hs.355663:ESTs 

Hs.2236:KlMA (never in mitosis gene a)-r 
Hs.75 1 1 3:ge neral transcription factor II 
(locusfink)NM.015515:Horno sapiens type I 
Hs.4867snannosyl (aIph*1,3-)-glycoprote 
NM-033100:Homo sapiens MT-protocadherin 
NM M 003823:Homo sapiens tumor necrosis fa 
Hs.90073:CSE1 chromosome segregation 1-i 
Hs.76913:proteasome {prosome. macropain) 
Hs.239.*forkheadboxM1 
NMJ)18204:Homo sapiens cytosteleton asso 
NM_004298.Homo sapiens nudeoporin 155KD 
NMJX)0434:Homo sapiens sialidase 1 (lyso 

Hs-34871 0:Homo sapiens, done IMAGE4242 
NM.033504^omo sapiens CAC-1 (CAC-1), mR 

Hs,16098:claudin 2 

NMJ)04461:Homo sapiens phenyia!anine4RN 

NMJ)30804:Homo sapiens hypothetical prot 
Hs.146109:ESTs, WeaMy similar to T28937 
NM_004135:Homo sapiens feocRrate dehydr 
Hs.14360Chgotgf phosphoprotein 4 
NM_022061:Homo sapiens ribosomai protein 
Hs.28792:Homo sapiens cONA FU11041 fis, 
NNt002592:Homo sapiens proGferafing eel 
NM_001169:Homo sapiens aquaporin 8 (AQP8 
NM_021095:Homo sapiens solute carrier fa 
Ks.162108:ESTs 
Hs255Q58£STs 

Hs.204238dipocaEn 2 (oncogene 24p3) 
Hs,181245:Homo sapiens cONA FU12532 6s 
Hs214410:Homo sapiens cONA FU31 573 fis 
(lccusOnk)NM_01810l :Homo sapiens hypoth 
NM_O18092^omo sapiens neuropEin (NRP) 
Hs.6271 1:Homo sapiens, done IMAGE:33512 
NM_030928:Hamo sapians DNA replication f 
KM^003202Homo sapiens transcription fac 
NM.00221 7:Komo sapiens pre-etpha (gtebul 
NM_033453Jtomo sapiens inoslne triphosph 
Hs.10724:rTdtochondriai ribosomai protein 
NM-00551 5:Homo sapiens homeo box HB9 (HL 
NM_003491:Homo sapiens ARD1 hemotog, N-a 
ftocusTink)NM_004217:Homo sapiens serine 
Hs£1 98:Down syndrome critical region ge 
NM_001746:Homo sapiens catnexin (CANX), 
Hs.114366:pym^5^2rbaxy!ate syrtthe 
(locusfink)NM_017636:Homo sapiens transi 
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137 
3.37 
3.37 
3.36 
3.36 
3.36 
3.36 
3.36 
3.36 
3.36 
3.36 
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3.33 
3.33 
133 
a33 
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asi 
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3.29 
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3.28 
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3.28 
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3.28 
128 
128 
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3.27 
3.27 
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127 
127 
3.27 
127 
126 
126 
3.26 
126 
126 
125 
125 
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124 
124 
124 
124 
3.23 
3.23 
323 
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123 
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122 
122 
122 
122 
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419239 


AM68183 


HsJ35798 


(tocusfink)NM.033103:Homo sapiens rhophl 


3.18 


426215 


AW963419 


Hs.155223 


NM_003714:Homo sapiens stannlocaJcro 2 ( 


118 


425743 


BE396495 


Hs.15S428 


NM_138761:Homo sapiens BCL2-associa!ed X 


3.17 


413313 


NMJW2047 Hs.293885 


NM_002Q47:Horno sapiens glycyHRNA synth 


3.17 


422714 


AB018335 


Hs.119387 


NMJ)14698:Homo sapiens WAA0792 gene pro 


117 


403353 


BE439838 


Hs.44298 


NM15969:Homo sapiens mitochondna! rib 


3,17 


400203 




Hs.1390 


NM»002794:Homo sapiens proteascme (proso 


3.16 


412S70 


N22788 


Hs.82407 


NM _022059:Hamo sapiens chemokine {C-X-C 


116 


426088 


AF038007 


Hs, 166196 


NM_005603:Homo sapiens ATPase, Class I, 


116 


416984 


H38765 


Hs.80706 


NM_00Q90aHomo sapiens NAD{P)H dehydroge 


3.16 


450635 


AW403954 


Hi25237 


N M_0 1 664 7iHcmo sapiens mesenchymal stem 


3.16 


406708 


AI282759 




AI282759:qt84a01 jcI NCI.CGAP.Co14 Homo s 


ai6 


452888 


AW955454 


Hs.30942 


NNL004093:Homo sapiens ephrin-B2 (EFNB2) 


3.16 


430127 


AA219498 


Hs^33952 


Hs.233952:proteasome (prosome, macropain 


3,16 


417308 


H60720 


Hs.81892 


NMJ)14736cHcmo sapiens WAA0101 gene pro 


ais 


408116 


AA251393 


Hs.289052 


NMJ)52842Homo sapiens BCL2-Eke 12 (pro 


3.15 


402474 








3.15 


419488 


AA316241 


Hs.90691 


NM_008993ttomo sapiens nucteophosmin/nuc 


ais 


446595 


T57448 


Hs.15467 


NfcL017943:Homo sapiens hypothetical prot 


3.15 


444954 


AW247076 


Hs.12163 


NM_003908:Homo sapiens eukaryotfc transl 


3.15 


434263 


N34895 


Hs.79187 


Hs.79187:coxsack{e virus and adenovirus 


ais 


411165 


NMJM0169 


Hs.69089 


NM_000169:Homo sapiens galactosUase, at 


3.15 


430696 


AA531276 


Hs.59509 


Hs^SOgSSTs. Weakly similar to similar 


ais 


436391 


AJ227892 


Hs.146274 


Hs.146274£STs 


ais 


409142 


AL136877 


Hs.50758 


Hs.50758:SMC4 structural maintenance of 


ai4 


445873 


AA250970 


Hs.251946 


Hs.251946:Homo sapiens cONA FIJ1 1840 fis 


ai4 


432370 


AA308334 


Hs.274424 


NM w 018946;Homo sapiens N-acetylneuramrni 


an 


430514 


AA318501 


Hs.241587 


NM.021 246:Homo sapiens lymphocyte anOge 


ai4 


417791 


AW965339 


Hs.44269 


Hs.44269:Homo sapiens cDNA FU37972 fis. 


ai4 


417115 


AW952792 


Hs.334612 


NMJ)03094:Homo sapiens small nuclear rib 


ai3 


411126 


NA/1001202 Hs.68879 


(locusIink)NM_001202:Homo sapiens bone m 


3.13 


456906 


AF117648 


Hs.156637 


NM.01 21 1 GiHomo sapiens Cas-Br-M (murine) 


3.13 


425123 


AW205274 


Hs.154695 


NM_000303*tomo sapiens phosphomarirramutas 


3.13 


408056 


AA312329 


Hs.42331 


Hs.42331:ephrin-A4 


3.13 


446386 


AI032108 


Hs£4424 


Hs^4424:hepatocyte nuclear factor 4, a) 


ai2 


407804 


AF228603 


Hs-39957 


NNU)16445:Homo sapiens pteckstrtn 2 (mou 


ai2 


412723. 


AA648459 


Hs.335951 


Hs.335951 hypothetical protein AF301222 


ai2 


407233 


X16354 


Hs.50964 


(locuslink)NM_001712:Homo sapiens cardn 


3.11 


407168 


R45175 


Hs.117183 


Hs.1 17183:Homo sapiens mRNA; cDNA DKFZp5 


an 


452721 


AJ269529 


Hs.301871 


Hs.301871 -solute carrier family 37 {gryc 


3.11 


426427 


M86699 


Hs.169840 


Hs.169840:TTK protein Hnase 


3.11 


409162 


H25530 


Hs.50868 


Hs.50868:solute carrier family 22 (organ 


aio 


412612 


NM_000047 Hs.74131 


NM_000047:Horno sapiens aryisulfatase E ( 


3.10 


434861 


AA206153 


Hs.4209 


NM_016491:Homo sapiens mitochondrial rib 


3.10 


407944 


R34008 


Hs.239727 


NM_024422:Homo sapiens desmocotlin 2 {OS 


aio 


414806 


014694 


Hs.77329 


(focusfink)NM_014754:Homo sapiens phosph 


ao9 


454464 


AW811606 


HS271819 


Ks.271819:mucin 17 


ao9 


415474 


NMJH4252 Hs.78457 


NfVL01 4252: Homo sapiens solute carrier fa 


ao9 


422616 


BE300330 


Hs.118725 


NMJM2248:Homo sapiens seienophosphate s 


ao9 


421470 


R27496 


Hs.1378 


KM_005139:Hcmo sapiens annexin A3 (ANXA3 


ao9 


419551 


AW582256 


Hs.91011 


NM.006408:Homo sapiens anterior gradient 


ao9 


418691 


AW752389 


Hs.87296 


Hs.87296:Homo sapiens cDNA FU20269 fis, 


aos 


422163 


AF027208 


Hs.112360 


Hs.112360vrominin4ike 1 (mouse) 


3.08 


447760 


AI431328 


Hs.348605 


NM_052963:Homo sapiens mitochondrial top 


3.08 


405506 






3.08 


429957 


AW204530 


Hs.99500 


Hs.99500:ESTs 


ao8 


410166 


AK001376 


Hs£9346 


NMJ)1812£Homo sapiens hypothetical prot 


3.08 


422880 


AF228704 


Hs.193974 


Hs.193974:g!utathione reductase 


3.08 


442013 


AA506476 


Ha.375009 


Hs.375009:Homo sapiens mRNA; cDNA DKFZp6 


3.08 


431722 


AF161528 


Hs.268049 


(locusM)NMJ)16101:Homo sapiens hypoth 


3.08 


421506 


BE302796 


Hs.105097 


Hs.105097^ymidine kinase 1, soluble 


3.08 


433659 


AK001301 


Hs.3487 


NM_018093tiomo sapiens hypothetical prot 


3.07 


439492 


AF086310 


Hs.103159 


Hs.1 031 59f STs, Weakly similar to T06291 


aoj 


417866 


AW0679O3 


Hs.82772 


Hs.82772xol!agen, type XI, alpha 1 


3.07 


412530 


AA766268 


H3.266273 


0ocusGnk)NM_024918:Homo sapiens chromo 


ao7 


412869 


AA290712 


Hs.82407 


Hs.82407xhemo!dne (C-X-C motif) Ogand 


ao6 


453132 


AW951952 


Hs^93724 


Hs.293724:Homo sapiens cONA FU 12683 fis 


ao6 


424971 


AA479005 


Hs.154036 


NM.00331 1:Homo sapiens tumor suppressing 


ao6 


427557 


NM.002659 Hs.1 79657 


NM_002659:Homo sapiens plasminogen acfiv 


aos 


439273 


AW139099 


HsJJ67692 


Hs.367692ttomo sapieris cDNA FU25668 fis 


aos 


431945 


AW000827 


Hs.11962 


NMJ)30766*tomo sapiens apoptosts regutat 


aos 


435703 


AW630133 


H&83313 


(Iocusfink)r^0ai92:rteno sapiens GK003 


aos 


407289 


AA1351S9 


Hs^03349 


K&203349*.Komo sapiens cONA FU12149 fis 


3.04 


403739 








3.04 


444664 


N26362 


Hs.11615 


NM_016086:Homo sapiens map kinase phosph 


ao4 


409152 


AA176585 


Hs.194346 


Hs.194346:Sptr-2 protein 


3.04 


409093 


BE243834 


HsSM41 


NM_0l593&Homo sapiens CGWM protein (I 


ao4 


406545 






3.03 


450553 


AW850613 


Hs.8715 


Hs.8715:hypothe8cal proton MGC3232 


ao3 


418867 


031771 


Hs.89404 


NMJ00244%Komo sapiens nrtsh homeo box horn 


ao3 


422976 


AU076557 


Hs.1600 


Hs. 1 600xhaperonb containing TCP1 , subu 


3.03 


434523 


AA703709 


Hs23410 


(bcusM)NM_016539:Homo sapiens sbtui 


3.03 


440088 


BE559877 


Hs.183232 


NMJE4839flomo sapiens hypothetical prot 


ao2 
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A4JMMY7 

41431)/ 




Hs.77597 


407103 


ft A A1AQ04 

AA424881 


Hs.255301 


434203 


6E262677 


Hs.283558 


422283 


AW411307 


Hs.114311 


412133 


U83460 


Hs.104557 


450334 


AF035959 


Hs.24879 


417975 


AA641836 


Hs. 30035 


420162 


BE378432 


Hs.95577 


436581 


BE550135 


Hs.5232 


426031 


AA295251 


Ks.166066 


417678 


X06560 


Hs.82396 


417386 


ALO 37228 


Hs.301957 


429983 


W92620 


i k A ^Anrr 

Hs.260855 




A ACCQfiAC 


Hs.82240 


A1>ITW 


AW410976 


Hs.77152 


AftO/HA 

4U5wl4 


DCM7.4 4 O 

Sb297412 


Hs.55189 


4oyuoo 


BeZ445co 


Hs.6455 


411096 


U80034 


Hs.68583 


433312 


AI241331 


Hs.131765 


/•VV7C7 

4zU 7 of 


AF072711 


Ks.99918 


429523 


AK000783 


Hs, 205280 


423242 


AL039402 


Hs.125783 


420552 


AK0OO492 


Hs.98806 


413380 


A1904232 


Hs.75323 


421533 


N71826 


Hs.105465 


439352 


BE614347 


Hs.169615 


428023 


AL038843 


Hs.374530 


431193 


Alirrinrrir 

AW749505 


Hs.296770 


457211 


AW972565 


Hs.32399 


410467 


AF102546 


Hs.63931 


422066 


AW249275 


Hs.343521 


418526 


Bt 01 9020 


Ks.85838 


4WU1Z 


T95804 


Hs.31334 


Aiwio 
41^309 


AW4 11491 


7CAPA 

Hs.75069 


41oolo 


M9b900 


Hs.75561 


A1QQCQ 


At 

AUH1714 


Hs.84285 


431350 


Al 1 92528 


Hs, 164537 


417911 


AA333387 


Hs.82916 


413597 


AW302B85 


Hs.117183 


409956 


AW1 03364 


Hs.727 


445462 


AA378776 


Hs.288649 


418245 


M088767 


Hs.83883 


408194 


AA601038 


Hs.1 91797 


421959 


AW751497 


Hs.98370 


459306 


AW578452 




425209 


AL049761 


Hs.155140 


439659 


AW970780 


Hs.59483 


408683 


R58665 


Hs.46847 


432843 


BE250865 


Hs.279529 


406684 


X16354 


Hs.50964 


41QUUO 


AW732308 


Hs.57783 


442577 


AA292998 


Hs.1 63900 


425003 


AF1 19046 


Hs.154149 


449437 


AI702038 


II. J AAA 

Hs.1 00057 


427779 


AA906997 


Hs.1 80780 


446696 


AF279265 


Hs.298476 


414549 


BE393069 


Hs.183506 


410817 


A1262789 


Hs.93659 


419378 


R24922 


Hs.90078 


428376 


AF119S65 


Hs.1 840 11 


414416 


AW409985 


Hs.76084 


434094 


AA30S599 


Hs.238205 


409012 


AL117435 


Hs.49725 


429048 


AI372949 


Hs.44241 


426378 


U80082 


Hs.1 69600 


422397 


AJ2233S6 


Hs.1 16051 


426715 


AB037855 


Hs.171917 


429539 


AK001839 


Hs.205501 


443715 


AI583187 


Hs.9700 


453082 


H18835 


Hs.31608 


433888 


BE176078 


Hs^0819 


424S34 


087682 


Hs.1 50275 


422558 


NMJM8420 Hs.1 18249 


407777 


AA161071 


Hs.71465 


429626 


U36787 


Hs311571 


413374 


NM.001034 Hs.75319 


442159 


AW163390 


Hs^78554 


400133 




Hs.184693 


419381 


AB023420 


Hs.90093 


436827 


H72187 


HS.3566S8 


426108 


AA622037 


Hs.166468 


435278 


BE396290 


Hs.5097 


425397 


J04088 


HS.1 56346 



NM_000998ttomo sapiens ribosomal protein 3.02 

Hs.256301:hypothetical protein MGC13170 102 

NMJ)1B509-.Homo sapiens hypothetical prat 3.02 

NMJXJ3504:Homo sapiens COC45 cell divisJ 102 

NMJX31 859:Homo sapiens solute carrier fa 3.02 

Hs.24879:phosphafeDc add phosphatase t 3.02 

NM_024616:Homo sapiens hypothetical pro* 102 

NM_052984:Homo sapiens cycftiwjependent 3.01 

NMJ)14165:Homo sapiens HSPC125 protein { 101 

(tocystinkJNM^006697:Homo sapiens dspla 101 

(tocusnnk)KM_002534:Homo sapiens 2,5- 101 

NMJ>18144:Homo sapiens Sec61 alpha form 100 

(locusfinK)NM_1451 75:Homo sapiens NSE1 ( 100 

Ks.82240^yntaxin3A 100 

Hs.77152:MCM7 mirJchromosome maintenance 100 

NM_016489:Homo sapiens SWiucteotidase. 100 

Hs.6456:chaperon{n containing TCP1, subu 100 

NM_005932:Komo sapiens mitochondrial int 299 

Hs.1 31765:ESTs, Moderately similar to 13 2.99 

Hs.9991 8:carboxyl ester lipase (bile sal 2.99 

Hs.205280:Homo sapiens cDNA FU20781 hs 299 

Hs.125783:chromosome 1 open reading tram 299 

Hs.98806:hypothefica! protein FU20485 299 

Hs75323;prohibStin 299 

NMJ)Q3095:Homo sapiens small nuclear rib 299 

NM_023080:Homo sapiens hypothetical prot 298 

Hs.374530:Homo sapiens cDNA: FU23602 fi 298 

Hs.296770:KIAA1 719 protein 298 

(tocusltakJNMJ 45240: Homo sapiens simila 298 

NM_080759:Homo sapiens dachshund hcmolog 297 

Hs.343521 imalata dehydrogenase 2, NAD (m 297 

NM_004207:Homo sapiens solute carrier fa 297 

NMJQ1 2469:Homo sapiens chromosome 20 ope 297 

Hs.75069serine hydraxymetr^transferase 297 

NMJ)03212Homo sapiens teratocardroma-d 297 

NM-C03345:Homo sapiens unkjuifirwonjuga 297 

Hs.164537:ESTs 296 

Hs.82916:chapercnln containing TCP1, sub 296 

Hs.117183:Homo sapiens mRNA; cDNA DKFZp5 296 

NM_0021 92Homo sapiens inhibin, beta A ( 296 

(locustink}NM M 024051:Homo sapiens hypolh 296 

NM.0201 82Homo sapiens transmembrane, or 296 

Hs.191797:ESTs 296 

NM_030622Homo sapiens cytcchrorne P450, 296 

AW578452RC1-CT0252-0301&H)23-b07 CT025 296 

NM_001895:Homo sapiens casein kinase 2 296 

Hs.59483:leucin&flch repeat-containing 295 

NH.01 661 4:Homo sapiens TRAF and TNF rece 2.95 

NM_013237:Homo sapiens px19-Gke protein 295 

(locusCnk)NM_00171 2Homo sapiens carctn 295 

NMJ303751:Homo sapiens euxaryotic transl 294 

Hs.1 63900£STs, Highly simSar to winged 294 

NMJ>1 4481:Homo sapiens APEX nuclease (ap 294 

Hs. 1 00057:serine/foreonfne kinase 35 294 

N^021238:Homo sapiens TERA protein (TER 294 

NM.02291 1:Homo sapiens solute carrier fa 294 

NM_024841:Hcmo sapiens hypothetical prot 293 

(kcusOnk)NM_00491 1:Homo sapiens protei 293 

Hs.90078:ntideofide-sugar transporter si 293 

Hs. 18401 1 .pyrophosphatase (inorganic) 293 

(locusrtnk)NM_032737:Homo sapiens hypolh 293 

Hs238205±ypothetical protein PRO2013 293 

Hs.49725:DKFZP434l216 protein 293 

Hs.44241:Homo sapiens cDNA: FU21447 lis 293 

Hs.1 6960ft KIM0326 protein 292 

(tocusOnk)NMJ 38768:Homo sapiens myebm 292 

Hs.171917irypoihefica1 protein FU 11 085 292 

(tocuslink)NM_020467:Homo sapiens hypolh 292 

NM_001238:Homo sapiens cydin El (CCNE1) 292 

(bcustinkjNW_017638:Homo sapiens transl 292 

Hs.30819:hypotheQcal protein C40 292 

Hs.150275*IAAQ241 protein 292 

Hs.1 1 8249*.ADP-fibcsytation factor guanin 292 

Hs.71465squalene epoxidasa 292 

NM^005333;Homo sapiens toilocytcchrome c 292 

NM^001034:Homo sapiens ribonucleotide re 292 

NM.007276:Homo sapiens chromobox homolog 292 

NM_005648:Homo sapiens transcription e!o 291 

Hs.S0093:heat shock 70xO protein 4 291 

(locusMJNM^005274:Horno sapiens guanin 291 

NM_004703^omo sapfens programmed ceil d 291 

Hs,5097xynariogyrin 2 291 

NM_001087:Homo sapiens topdsomerase (ON 291 
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433487. 
416933 
430287 
434028 
447698 
411263 
432754 
437016 
446228 
420421 
428385 
414420 
457284 
401405 
453111 
400247 
421910 
413610 
413588 
418651 
427490 
417634 
435099 
425811 
446849 
412974 
413179 
407770 
408847 
448250 
428810 
427505 
418443 
447343 
409262 
443323 
450378 
411761 
415691 
417715 
452099 
43613B 



U31814 

BE5S1850 

AW182459 

R15486 

A1420156 

BE297802 

BE241691 

AU076916 

NM_016046 

AF281133 

AF112213 

AA043424 

AF102850 

AB014598 

NM.014586 

AL1 17554 

AA971014 

NM.001949 

Z95152 

W27202 

AC004770 

AL0391O4 

AU076617 

R18978 



AW607831 

AW290997 

NM.016034 

ARJ68236 

AA361562 

NMJKJ5239 

AA256641 

AK000631 

BE560621 

AW249181 

AI733848 

AW963979 

AW969587 

BE612992 

H53323 



434457 
444237 
456362 
411393 
424270 
414396 
426120 
448663 
443802 
445863 
434808 
440334 
449057 
432660 
446421 
427239 
425649 



435777 
424441 
407833 
415083 
421462 
443572 
443180 
413753 
453028 
425047 
432593 
410197 
413095 
417677 
425263 
437430 



407137 
400750 
428788 
432633 
432816 



AF141332 

AA336878 

AW973003 

AW797437 

AK001818 

BE548266 

AA325243 

BE614599 

AW504924 

R12234 

AF155108 

BE276112 

AB037784 

T47384 

BE297434 

BE270447 

U30930 

A1916662 

AW419202 

X14850 

AW955632 

AI632683 

AF016495 

AA025610 
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NIUL002014:Homo sapiens FK506 binding pro 172 

Nty_00231 8:Homo sapiens lysyt oxidase-iik 172 

NM_080759;Homo sapiens dachshund homolog 171 

Hs73239:rrypotheticaI protein aJ10901 171 

NM_0t4017:Homo sapiens HSPC003 protein ( 2.71 

BE743847:601577765f 1 NIH_MGC_9 Homo sapi 171 

Occuslir*)NM>016077:Homo sapiens CG1-14 171 

Hs.255565^omo sapiens cONA FU33892 fis 171 

NM_000245:Homo sapiens met proto-oncogen 171 

Hs.3439slomalin (EPB72)-like 2 171 

Hs.35961Homo sapiens mRNA; cDNA DKFZp68 170 

NM_002881Komo sapiens RAN binding prote 170 

Hs.236204:nuctear pore complex protein 170 

rk105640:hypothefJcal protein BC007772 170 

Hs.160602-itomo sapiens cONA FU36008 fis 170 

NM_003714->tomo sapiens stannJocatein 2 ( 170 

Hs.44680tyjriheiica) protein FU 20979 170 

Hs.10949:Homo sapiens cONA FU141 62 fis, 170 

Hs^34896:gemlnln 170 

Hs,154443:MCM4 minichromosome maintenanc 170 

NhL015939:Homo sapiens CO-09 protein (L 170 

Ga^nk)NfvL015873:Horno sapiens vfOin 170 

Hs.155780:ESTs 170 

Hs^6131:Fas (TNFRSF6>assoclated via de 170 

NM_006347^omo sapiens pepfidyl pnMyl 1 170 

NMJ)12334:Homo sapiens myosin X (MYO10), 170 

{Iccusimk)NM,030974: Homo sapiens hypolh 170 

Hs.1081 18Jiypotheficai protein FU22474 170 

NM_0321 73^omo sapiens hypothefca! prot 169 

Hs,42644:thioredcoln-tike2 169 

Hs.8854:Pvt1 oncogene homolog, MYC adiv 169 
Hs,14617O;hypoth0fJcal protein FU22969 . 169 

NM_022145^Homo sapiens leucine zipper pr 169 

NM_001551^tomo sapiens irnnumogtobuQn (C 169 

KM_006452^omo sapiens phosphedbosytami 169 

NKL01 21 45^Homo sapiens oeaxythymWytate 169 

Hs,178292:protein O^ucosyitransferase 1 2.69 

Hs.110406£STs 169 

NM_01 4427:Homo sapiens copine VII (CPNE7 169 

NM_017816;Homo sapiens hypothetical prot 169 

Ks.751 1 7interteu!dn enhancer binding fa 169 

(tocuslink)NM.021809:Homo sapiens TGFB-i 169 

Hs,22579:Homo sapiens clone COABP0036 mR 168 

NM^018131 :Homo sapiens liypolhetical prat 168 

H^191381±ypotheticaJ protein LOC51319 168 

NM_001961:Homo sapiens eukaryoOc trans) 166 

NM,006746:Horno sapiens sex comb on mkfle 168 

Hs.2605233teuroblastoma RAS viral (v-ras 168 

Hs^1 1 SS^proteasome (proscme, macropain 168 

Hs.107213towi binding protein 3 168 

NMJ)12083flonosapiens frequently reana 168 
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425274 BE281191 Hs.155462 Hs.155462:MCM5 mlnichromosoire n^ntenanc 2.68 

433159 AB035898 Hs.1 50587 NMJ>20242^omo sapiens kinesin-fikB 7 (K 168 

406673 M34996 Hs.198253 Hs.1 98253:mafor hislocompalMty compl 2.68 

428206 AB020643 Hs.1 83006 Hs.183006£kefy homoJog of mouse hepari 168 

429344 R94038 H&374664 NM-00553aHomo sapiens InWbin. beta C( 2.68 

427719 A1393122 Hs.1 34726 {taaistto)NMJ45060:Homo sapiens hypolh 2.68 

408113 T82427 Hs.194101 Hs. 194101 :Homo sapiens cONA: FU20869 6 Z68 

457313 AF047002 HsJ41520 NM_005782tf omo sapiens transitional c 2.67 

413142 M81740 Hs.75212 (kxasPjik)M\L002539:Homo sapiens omith 167 

414998 NM.002543 Hs.77729 NM_002543*omo sapiens oxidised tow dens 167 

432391 AI732374 H*339827 Hs.339827:ESTs,WeaWyslmilartopotea 167 

446342 BE298665 Hs.14846 Hs.14846:Komo sapiens mRNA; cOKA DKFZp56 167 

447913 AW438602 Hs.191179 Hs.191179:ESTs 167 

418738 AW388633 Hs.6682 Hs.6681so!ute earner family 7, (cation 167 

439586 AA922936 Hs.110039 Hs.11Q039:ESTs 267 

427477 AW973119 Hs.178391 NM_021029:Homo sapfens ribosomal protein 167 

421839 BE258778 Hs.1 08809 NMJ»8429Jtorno salens chaperonm contai 167 

400448 267 

41B416 U11700 Hs.84999 NM.000053:Homo sapiens ATPase, Cu~ tran 167 

445304 BE613206 Hs.279607 Hs.279607:Homo sapiens cDNA FU34399 fis 167 

417601 NM^014735 Hs.82292 NM_014735:Homo sapiens WAA0215 gene pro 166 

444700 NM.003645 Hs.1 1729 NM_003S45:Homo sapiens fatty-aciO-Coenzy 166 

431021 AI869664 Hsl351863 {tocusRnk)NltfL00331 IHomo sapiens thiosu 166 

453157 AF077036 Hs.31989 MM_015449:Homo sapiens NlCE-3 protein (N 166 

453454 AW052006 Hs.374973 NM_004697:Homo sapiens PRP4 pramRNA pro 166 

422599 BE387202 Hs.118638 Hs.llSo^irwwnelastaticceDsl, protei 166 

456248 AL035786 Hs.82425 NMJW5717:Homo sapiens acfin related pro 166 

427691 AW194426 Hs.20726 Hs^726:ESTs.Moder3teJysitnlartohyp 166 

419705 AW368634 Hs.154331 Hs.154331:ESTs 166 

421254 AK001724 Hs.102950 NMJ>16128:Homo sapfens coal protein gamm 166 

422719 BE017985 Hs.102558 Ks.102558:Homo sapiens cDNA FU40369 fis 166 

446356 AI816736 Hs.14896 Ks.14896adnc finger, DHHCaomain contai 166 

432435 BE218886 Hs^82070 Hs.282070:ESTs 166 

433020 AI375726 Hs.227152 NI^016391:Homo sapiens hypothetical prot 165 

436106 AI050715 H&1331 Hs.2331:E2F transcription factor 5, p130 165 

431127 U66818 Hs.250581 Hs.250581 :SWUSNF related, matrix assccl 165 

425568 AW963118 Hs.161784 Hs.161784:ESTs 165 

430508 AI015435 Hs. 104637 Hs.1 04637so!iitB earner family 1 (gluta 165 

414761 AU077228 Hs.77256 NNL00445&Homo sapfens enhancer of zeste 165 

412738 N34731 Hs.74562 NMJ)78480:Homo sapiens fuse-binding prot 165 

409893 AW247090 Hs.57101 Ka.57101:MCM2mintchronK^ 165 

421743 T35958 Hs.107614 Hs.107614:OKFZP564M171 orotein 264 

428072 BE258602 Hs.182366 KMJ)1629lHomo sapiens heat shock protei 164 

417957 H53497 Hs.83006 NMJ>16071:Homo sapiens mitochondrial rib 164 

409119 AA531133 Hs.4253 Hs.4253:hypothefical protein MGC2574 164 

447200 BE543146 Hs.281434 Hs.281434:Homo sapiens cDNA FU31373 fis 164 

409214 AW405967 Hs.333388 Hs.333388simflar to CG3714 gene product 164 

414883 AA926960 Rs.348569 Hs,348669:COC28 protein kinase 1 164 

433570 AI580053 Hs.109007 Hs.1 09007:Homo sapiens. Similar to LOC1 6 164 

408833 AW963372 Hs.222088 NW_014109-Jta sapiens PRO2000 protein ( 164 

447769 AW873704 Ks.320831 Hs.320^1xhromosome 20 open reading fra 164 

432964 AF118395 Hs.279S65 NM_014317:Homo sapiens trans-prenyftrans 163 

444855 BE409261 Hs.12084 HsJ2084:Tutrar^aliOTetongationfeto 163 

428144 BE269243 Hs.182625 Hs.1B2625:VAMP (vesfde-associated membr 163 

408137 AI694131 HS.290Q2 HS.29001KIAA1 706 protein 163 

418703 NML014448 Hs.87435 Hs.87435:Rho guanine exchange factor (GE 163 

446051 BE048061 Hs.37054 Hs,37054:ephrirvA3 v 163 

430024 AI808780 Hs.227730 NM-000210:Homo sapiens Integnn, alpha 6 163 

406122 2.63 

420988 AW006352 Hs.159843 rfc159643:ESTs,WeaMy similar to p« 163 

436433 AW531437 Hs.5184 (locusIm!QN^016397:Honio sapiens TH 1-6 163 

417129 A1381800 Hs.300684 HsJ00684xatcltortin gene-related pepQd 163 

410397 AF217517 Ks.63042 NMJ)18457:Homo sapiens DKFZp564J157 prot 163 

419420 AA355435 Hs.30724 {locusM}N'^001516:Kcrno salens genera 163 

400298 AA032279 Hs. 6 1635 Hs.61635slx transmembrane epithelial an 163 

412599 AU076782 Hs.248267 OocusOn^N M.0211 26: Horno sapiens mercap 163 

436199 R38946 Hs.1 27951 Hs.1 2795 l^orno sapiens cONAFU 14503 fis 163 

425081 X74794 Hs.1 54443 Hs.154443:MCM4 minicrrcmosome malntenanc 163 

442025 AW887434 Hs.11810 NM_032026:Homo sapiens COA1 1 protein (CD 162 

437379 AL359575 Hs.23765 H*23765:membrBne metalkmdopeptkJase- 162 

409703 NMJJ06187 Hs.56009 Hs^6009:7^K)0goacienytate synthetase 162 

419170 BE002798 Hs.287850 NM_002219^omo sapiens integral membrane 162 

418216 AA662240 Hs.283099 Hs.283099-.AF15q14 protein 162 

451926 AW134519 Hs.96125 (!ocusfiiikJN^025151:HomosapiensRabro 162 

413781 J05272 Hs350 (locusM)NM_000883:Hrjmo sapiens IMP (i 162 

407236 W79485 Hs.1 73980 Hs,173980*uclear matrtx protein NMP200 162 

421405 AA251944 Hs.1 04058 NM-015957:Homo sapiens CO-29 protein (L 162 

429491 NNL012111 Hs^04041 NMJ)12111:Homo6apfersch^^ 162 

453335 AW857376 Hs.1 69238 NfKL000149:Homo sapiens fuccsyttransferas 162 

441126 NM.000429 Hs323715 (rocusikikJN^^^ 162 

417404 NMJM7350 Hs.82101 {locirsIkik)NM.00735aHomo sapiens ptecks 162 

432211 BE274530 Hs.273333 HsJ?73333±ypotrie^rjrotelnFU10988 162 

446766 AF083208 Hs.1 6178 NMJ)12138ttomo sapiens epoctosis entason 162 
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437033 AW2483S4 Hs5409 (tocus&nk)NMJ)04875:Homo sapiens RNA po 262 

412123 BE25132B Hs.73291 NMj018256:Honio sapiens WD repeat domain 262 

454128 AL031259 Hs.357900 Hs^57mprogrammedC8Bdealh2 261 

433037 NMJH4158 Hs£79938 NMJM41 58: Hcrno sapiens HSPC067 protein ( 261 

414438 AI879277 Hs.76136 (locusM)Nr\L003mrtomo sapiens there 261 

416221 BE513171 Hs.79086 (kxxBCnk)NH.007208:Homo sapiens mlloch 261 

443898 AW804296 Hs.9950 NMJ)14302Homo sapiens Sec61 gamma (SEC6 261 

410007 AW950887 Hs57813 NM_01 4596: Homo sapiens zinc rftbon domai 261 

412715 NWL000947 Hs.74519 NMJXM947:Homo sapiens pnrnase, potypepl 261 

449864 BE276386 Ks.111429 NMJB2486:Homo sapiens dynacGn 4 (MGC32 261 

448625 AW970786 Hs. 178470 NM_024829:Homo sapiens hypothetical prot 261' 

452835 AK001269 Hs.30738 NMJ>18087:Homo sapiens hyrjoiheticai prot 261 

410686 AI733735 Hs. 114905 NMj033266:Homo sapiens ER to nucleus sig 260 

411400 AA311919 Hs.69851 NM_01 8983: Homo sapiens nucleolar protein 260 

429770 AI766047 Hs.99736 Hs.99736:hypothetical protein MGC39350 260 

425983 AK000226 Hs. 1656 19 NKC031265:Homo sapiens mucin and cadheri 260 

430237 AI272144 Hs.236522 Hs.236522DKFZP434P1 06 protein 260 

419607 R52557 Hs.91579 NM.03341 6:Homo sapiens simitar to HYPOTH 260 

419508 AW997938 Hs.90786 N(iL003786:Homo sapiens ATP-binding casse 260 

453258 AW293134 Hs.32597 NM_005977:Homo sapiens ring finger prote 260 

457234 AW968360 Hs.14355 Hs.14355:Homo sapiens cDNA FU1 3207 fis, 260 

420911 U77413 Hs. 100293 Hs.100293:Ofinked N-ecetylglucosamine ( 260 

418478 U38945 Hs.1174 NMJ»0077:Homo sapiens cyciirxlependenl 260 

438533 AJ440266 Hs.170673 NM_138969:Homosapfens retinal short cha 260 

421699 AL161994 Hs.107003 NM.021 1 78:Homo sapiens enhancer of invas 260 

452220 BE158006 Hs.212296 H&212296:ESTs 260 

439148 AA372280 Hs. 178576 0oaisTmk)NM.030877:Homo sapiens cateni 260 

453949 AU077146 Hs.36927 (towsW0NM^006644:Homo sapiens heats 259 

451110 AJ955040 Hs.265398 HsJ265398:EST8,MaIeratetysirnflartohy 259 

446291 BE397753 Hs.14623 Hs.14623dnterfercn. garnrna^nducfcta pro 259 

411125 AA151647 Hs.68877 Hs.68877xytochrome b-245, alpha potypep 259 

426858 KM.004182 Ks.172791 NM_004182Homo sapiens ubcqitasry-expr 259 

442990 AA197226 Hs.19347 NM_032351«omo sapiens mitcdwndnal rib 259 

424197 AF096834 Hs.142989 NM_015982Homo sapiens germ cell specifi 259 

445580 AF167572 Hs.12912 NM.0061 OAHomo sapiens SKB1 homoiog($. 259 

410219 T98226 Hs.171952 Hs.171952Mcdudin 259 

436415 BE265254 Hs343258 NMJB51 91 :Homo sapiens prdiferation-ass 259 

441153 BE562826 BE562B26:601336534F1 NIH.MGC.44 Homo sap 259 

410570 AI133096 Hs.64593 NM-006356:Homo sapiens ATP synthase, B+ 258 

430594 AK000790 Hs.246885 NMJ>1 7958:Homo sapiens hypothetical prot 258 

410315 AI638871 Hs.378965 Hs.378965:Homo sapiens cDNA FU37658 fis 258 

443303 U67319 Hs,9216 NM_033340:Homo sapiens caspase 7, apopto 258 

425725 NM-012243 Hs.159322 (tocusT^)NI^012243:Hrjrnosapfenssdu^ 258 

449019 AI949095 Hs,67776 Hs.67776:Homo sapiens, clone IMAGE54556 258 

410442 X73424 Hs.63788 Hs.63mrjropiorryl taroyrro ^ 258 

456629 AW891965 H&367942 Hs367942Homo sapiens, done IMAGE4701 258 

454417 AJ244459 Hs/110826 Hs.110826.irinudec^ere|)ealcontainin 258 

416330 AU077101 Hs.79222 Hs.79222gaJaclosIdase, beta 1 258 

437712 X04588 Hs.85844 Hs.85844:neurotrophic tyrosine kinase, r 258 

423750 AF 165883 Hs.298229 NM_012394:Homo sapiens prefoWln 2 (PFDN 258 

412641 M16660 Hs.74335 Hs.74335:heat shock 90kD protein 1, beta 258 

406180 258 

416297 AA157634 Hs.79172 Hs.79172solute carrier family 25 (mitoc 258 

418803 U50079 Hs.88556 NMJ)04964:Homo sapiens histone deacetyla 258 

447532 AKD00614 Hs.18791 N\L017899ttomo sapiens hypothefical prot 267 

420309 AW043637 Hs.21768 Hs£1766£STs. WeaWy simitar to hypothe 257 

447418 AA063074 Hs.18552 HS.18552E21G2 protein 257 

424142 AI678727 Hs.378970 Hs378970:Homo sapiens C0NAFU351 02 fo 257 

428342 AI739168 Hs.349283 Ha.349283:Homo sapiens cONA FU31753 fis 257 

427254 AL121523 Ks.97774 Hs57774:ESTs 257 

458778 AW451034 Hs.326525 NMJ»1669".Homo sapiens arytsuifaiase D ( 257 

425689 W16480 Ks.24283 Hs^4283:Homo sapiens cDNA FU25952 fis, 257 

452700 A1859390 Hs.288940 NM_Q21259:Homo sapiens transmembrane pro 257 

427678 BE2S7756 Hs.180312 NM_016055:Homo sapiens mitochondria! rib 257 

444656 AJ277924 Hs.145199 Hs.145199:ESTs ( Weatty similar to hypcth 257 

425206 NM.002153 Ks.155109 N^002153:Homo sapiens hydroxysteroid (1 257 

416412 NMJ14742 Hs.79305 r&79305:KlAA0255gene product 256 

427648 Aj 376722 Ks.180062 Hs.180062-proteasome (prosome, macropain 256 

419193 029643 Hs.34789 NM_005216^omo sapiens doCcrryWiphosph 256 

409964 AW368226 Hs.67928 Hs.67928:ESTs 256 

431910 AKD00142 Hs.101774 Hs.101774±ypothetlcai protein FU23045 256 

413010 AA393273 Hs.75133 NMJX»201:Hc«iasapfens transcription fx 256 

452264 AU077013 Hs.28757 Hs.28757*ansmembrane 9 superfemfly mem 256 

419423 D26488 Hs.90315 Hs.90315:KlAA0007 protein 256 

425221 AV649884 Hs.155188 NM_005642Homo sapiens TAF7 RNA pdymera 256 

437623 D63880 Hs.5719 NMJ)14865.'Homo sapiens cmromcsome conden 256 

444184 T87B41 Hs^82990 (tocusfir^NM.03355aHomo sapiens chrome 256 

418650 BE386750 Hs£6978 Hs£S978:protyl eridopeptidase 256 

425368 AB014595 Hs. 155976 (lcarsfiriJ()^00358a:Homo sapiens cuffn 256 

420614 AL110291 Hs.99364 HsS9364:acrryrJrol3se domain containing 1 256 

427876 A1494291 Hs.369171 Hs.369171:EST8 " 256 

4188S2 BE550964 H&89399 NMJW5176:Hcmo sapiens ATP synthase, H* 256 

416432 BE391767 Hs.79322 (kxxjsIink)NrVL005051:Homo sapiens gtutam 255 

188 



WO 03/042661 



PCT/US02/36810 



J 458814 AI498957 Hs.351937 te351937:ribosomal protein, large P2 255 

448153 Y10805 HsJ0521 NM_001535itomosapfens HMT1 ruiRNP methyl 255 

454003 AA058944 Hs, 116602 Hs.11660ihypothefcaJ protein BC0091 15 2.55 

411950 T28407 Hs.81564 W_002619-.Homo sapiens platelet factor 4 2.55 

J 457400 AF032906 Hs.252549 KI^001336:Homo sapiens cathspsin 2 (CTSZ ZSS 

426410 BE298445 Hs.305890 NMJ38578:Homo sapiens BCl2-Ske 1 (BCL2 255 

402829 ZSS 

425843 BE313280 Hs.1 59627 NMJ»4632Homo sapiens death associated 2.55 

400995 2.55 

10 452945 AW978187 Hs.79103 NM_Q30579*.Homo sapiens cvtoctvorne b5 out 2.55 

1 417144 AA382104 Hs.81337 Hs.81337^tin, gaiactoskte^ng, so 255 

422192 AA305159 Hs.1 13019 NM_015931:Homo sapiens fls485 (LOC51066) 2.55 

424755 AB033094 Hs.152925 Hs.152925:WAA1 268 protein 2.55 

410012 AW015832 Hs.57898 (locusTmk)NMJ)1 781 9:Homo sapiens hypolh 255 

15 431236 AV656840 Hs.285115 NMJ»1560:Homo sapiens interteuWn 13 re 255 

449042 AW294985 Hs.30715 Hs30715;potassrum voltage-gated channel 255 

420281 AK23693 Hs.323494 (locusEnk}NMJ>17964:^ 255 

418681 AA287786 Hs.23449 Hs.23449insufin receptor tyrosine Hnas 255 

- A 406629 AW277078 Hs.181165 r^.181165:ei*aryotjctrEnstoelaigat 255 

2U 421612 AF161254 Hs.106196 0ocusllnk)NMJ)16579:Hwro sapiens 806 an 254 

446715 AJ337735 Hs.173919 Hs.1 7391 9:ESTs, Weakly similar to neuron 254 

431183 NMJJ06855 Hs.250696 Nh4JX)6855;Homo sapiens KDEL (Lys-Asp-Glu 254 

407722 BE252241 Hs.38041 NM_003681:Horno sapiens pyrictoxal (pyrido 254 

427368 BE041451 Hs.177507 Hs.177507:hypotheflcal protein HSPC155 254 

25 426268 AF083420 Hs.158913 NrvL003576:Homo sapiens serine/threonine 254 

409632 W74001 Hs.55279 NMJ»2639:Homo sapiens serine (or cystei 254 

442875 BE623003 Hs.23625 Hs.23525:Homo sapiens clone TCCCTA001 42 254 

456031 AA335996 Hs.355907 Hs.355907:£STs, Weakly similar to protei 254 

442432 BE093S89 Hs.38178 NM_024629:Homo sapiens hypothetical prat 254 

3U 437741 BE561610 Hs.5809 NM_020470:Homo sapiens putaOvetransmem 254 

448775 AB025237 Hs.388 NM_002452Homo sapiens nudix (nucleoside 254 

414368 W70171 Hs.75939 NMJ>l2474:Homo sapiens uridine nmophosp 254 

432876 AW248272 H&279652 NM_015956:Homo sapiens mitDchondrial rib 253 

431731 BE266322 Hs.211374 (!ocusiink)NM«1 45051 :Horno sapiens hypolh 253 

35 425994 AK000207 Hs. 165803 NM_0177Q8:Homo sapiens hypothetical prot 253 

445982 BE410233 Hs.13501 (locusM)NN/L014mHorno sapiens pescad 253 

444232 W56010 Hs.347297 (locusfink}NW_013397:Homo sapiens ovews 253 

435655 AW105663 Hs.6947 (tonjsfink)NVL014159:Homo sapiens Hunfin 253 

417686 AA769155 Hs.235498 HjL235498±ypothetfcal protein RJ14075 253 

4U 417933 X02308 Hs.82962 NM_001071:Homo sapiens thymidylate synlh 253 

426812 AF105365 Hs.172513 NM_006598:Horno sapiens solute carrier fa 253 

452313 Y00486 Hs.28914 Hs>28914adentne phfjsprwribosyitransfera 253 

438317 M826401 Hs. 122393 Hs,122393:ESTs 253 

A - 409299 AA045650 Hs.53125 NM_004597:Homo sapiens small nuclear rib 253 

45 423599 AI805664 Hs.31731 (IocusM)NM_012094:Homo sapiens penal 253 

412525 AA581439 Hs.152328 Hs.152328:ESTs 2.53 

424291 AL120051 Hs.144700 NM_004429:Homo sapiens ephrfn-B1 (EFNB1) 253 

427581 NMJM4788 Hs.179703 NM_014788:Homo sapiens tripartite motif- 253 

„ 414987 AA524394 Hs.294022 NM_032865:Homo sapiens hypothetical prot 253 

5U 434274 AA628539 Hs.57783 Hs.57783:eukaryoric translafion WtiaS 253 

400282 Ks.289101 NMJ»5313:Homo sapiens glucose regulated 253 

425322 U63630 Hs.155637 NM_006904:Homo sapiens protein kinase, D 253 

453344 BE349075 Hs.44571 Hs.44571:ESTs 253 

449915 NIO04529 Hs.404 NMJ)04529;Homo sapiens myekwJ^ymphoid 2.53 

55 417691 AU076610 Hs.82399 N^007357:Homo sapiens component of otig 252 

439012 BE383814 Hs.6455 NMJ)06666:Homo sapiens RuvB-like 2 (E. c 252 

434931 AW968941 Hs.1 66254 Hs.1 66254£kely crthoiog of rat vacuole 252 

411678 A1907114 Hs.71465 NMJJQ31 29:Homo sapiens squalene epoxidas 252 

442315 AA173992 Hs.7956 H3.7956:ESTs 252 

OU 447140 AP070537 Hs.17481 NMJ38391:Homo sapiens hypothetical prot 252 

422385 BE549407 Hs.1 15823 (lc<^nk)NM_006638:Horno sapiens nbonu 252 

433517 AW022133 Hs.1 89838 Hs.189838:ESTs 252 

450230 AW016607 HsJ201582 Hs.201582£STs 252 

„ 432866 BE39S875 Hs.279609 NMJ14342Homo sapiens mitochondrial car 252 

65 433001 AF217513 Hs279905 NMJ)16359:Homo sapiens nucleolar protein 252 

440773 AA352702 Hs.37747 NMJ22767:Homo sapiens hypotheccal prot 252 

440587 AL 133461 Ks.323084 (Iocus2nk)NVL031 209:Homo sapiens tRNA-g 262 

422813 AV656571 Hs.121068 (locusfink)NrVL003270:Homo sapiens transm 252 

„ 424259 AK001776 Hs.1 43954 (lcaisnnk)N\L01 827(h Homo sapiens chromo 252 

/U 436075 BE090176 Hs.1 79902 NMj080S46:Homo sapiens CDw92 antigen (CD 252 

453204 R10799 Hs.191990 Hs.191990:ESTs 252 

453665 AA626250 Hs. 3261 84 Hs^26184:Homo sapiens nuclear protein p 252 

432353 NMJJ16558 Hs.274411 NM_01655&Homo sapiens SCAN domain ccnta 252 

433271 BE621697 Hs.1 431 7 NM_018648:Homo sapiens nucleolar protein 251 

75 431770 BE221880 Hs.268555 NVL012255:Homo sapiens 53 exoibonud 251 

444019 BE173977 Hs. 10098 NMJ>19082Hon» sapiens putative nudeola 251 

428839 AI767756 Hs.82302 f>cusfink)NMJ47174:Homo sapiens hepara 251 
404826 2£1 
429569 BE185499 Hs.2471 NM_014878ttorno sapiens K1AA0020 gene pro 251 

8U 434474 AL042936 Hs.211571 (kxarsIW«)rm.(HB333:HofTto sapiens hotocy 251 
424482 BE268621 Hs,149155 0ocusM)NM_003374:Homo sapiens voltag 251 

450422 AA743525 Hs.60300 NM_033414:Homo sapiens hypothetical prot 251 

440214 AA247118 Hs.7049 (la^trik)r^0t838S:Homo sapiens hypoth 251 
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421168 


Arlo&e// 


HS.330780 


435750 




HS.4990 


4521U1 


160298 


Un iftQAA 

HS.1U&44 


4J0U43 


AVVWJooo 


Ue i COO Oft 
HSJOOOOU 




C70107 
0/010/ 


nS, 153/52 


•woo// 


AA694142 


Hs.6685 


SUOOOJ 








AW102941 


Hs^11265 


wsfoyi 


AA532963 


Hs.9100 




AI878857 


Hs,109706 




BE244454 


Hs.79162 




AW138207 


Hs.146170 


434584 


D57341 


Hs.188361 




AW732918 


Hs.182490 


426053 


U68105 


Hs.172182 


432642 


BE297635 


Hs.3069 


452390 


AI864142 


Hs.29268 


429023 


NM_000312 Hs.2351 


400076 






420596 


NM.002692 Hs.99185 


422244 


YO8890 


Hs.113503 


410723 


AA100683 


Hs.372108 


435496 


AW840171 


Hs.265398 


425159 


NM.004341 


Hs.1 54868 


433626 


AF07B859 


Hs.86347 


448391 


H71025 


Hs.21075 



TABLE 10B 



Hs^TBOxytochrome P450, subfamily I1B 2.51 

Hs.4990:KlAA1089 protein 151 

NM_052972Homo sapiens teucine-nch alph 2.51 

te.168830:Homo sapiens cONA FU12136 fs 151 

(locusTtnk)NM_004358:Homo sapiens cell d 2.51 

Hs.6685: thyroid hormone receptor interac 2.51 

Z51 

HsJ211265:ESTs 151 

Hs.91 00:bypotheUcaJ gene supported by A 2.51 

NM.01 61 85: Homo sapiens hematological and 2.51 

HsJ91623tructure specific recognition 2.51 

NM_022842:Homo sapiens hypothetical prot 2.50 

Hs.188361 :Homo sapiens cONA FU12807 fis Z50 

Hs.182490:teucme-rich PPR^nofif contain 150 

KM_002568:Homo sapiens poly(A) binding p 150 

NM»004134:Homo sapiens heat shock 70kD p 2.50 

(lorjusiink)NM^022759;Hcmo sapiens endc-b 150 

NML00031 ZHomo sapiens protein C (inacfi Z50 

150 

NM_002692;Homo sapiens polymerase (ON A d 2.50 

NMJ)02271:Homo sapiens karyophertn (impo 150 

Hs.372108:ESTs 150 

Hs^6^:ESTs,Moden3tdysirnDarlorry 150 

NMJ)04341:Homo sapiens carbamoyi-phospha 150 

NMJ)13341:Homo sapiens hypotheOcal prci 150 

NM_01 632&Homo sapiens GTF2J repeat doma 150 



Pkey: Unique Eos pro beset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey 



434414 



406708 
459306 
447349 
441153 



CAT Number 
0.0 

35978J 



432407 MH1429J2 



0_0 

223120_-4 
1063443.1 
264480J 



M18728 

AF134164 BF8G9407 AA21 8567 BF842863 AI267168 BF876178 BG999253 AW861851 AW85B362 AJ817548 BF771300 AA1 1 3928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE001132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 AI694255 AA045564 BG950256 AI829309 BG987850 BE093175 
BF854337 

BG036675 BF77200S BF771866 BG960386 BG960381 NM.005712 AF110315 BE074534 BE182776 BE158000 BE1 57999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396BG961122 AA224498 AA308542 AW821833 BF902155 A1732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224 BG986155 AK057283 BI861466 AA663341 AA457591 BG949294 AW392886 AA071 1 22 AA227849 
AA584918 BG959570 BF773486 AL041698 BF959013 RB7170 C16859 BF770411 BF771298 AI075321 L13823 AA216700 BF771864 AW861859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW85B044 BF746211 AA179928 
AW861687 AW821826 81055728 BF242643 AA207189 BF770412 BF771157 BG430030 AA055592 
AJ282759 
AW578452 

BE743847 AW809603 BM469626 AJ375546 
BE582826BE378727 



TABLE 10C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (GI) numbers, "Dunham L et aL* refers to the pubBcafion entitled "The DMA - 

sequence of human chromosome 21' Dunham t.eta) n Nature (1999} 401489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NtposiOon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nlpostiion 


404519 


8152000 


Rus 


12817-13000 


406399 


9256288 


Minus 


63448^3554 


403220 


7630969 


Plus 


64333*4517 


404661 


9797073 


Plus 


33374-33675,33769-34008 


402496 


9797769 


Mmus 


8615-9103 


403055 


8748904 


Minus 


109532-110225 


400965 


7770576 


Minus 


173043-173584 


403218 


7630969 


Plus 


58039-58149 


401868 


8018108 


Pius 


73128-73623 


403221 


7830969 


Plus 


66294^8438,66938^7124 


401519 


6649315 


Plus 


157315-157950 


405451 


7622517 


Minus 


145949-146227 


403532 


8076842 


Minus 


81750-81901 


402944 


9368423 


Plus 


110411-110716,111173-111640 


403219 


7630969 


Plus 


61858-61995 


403381 


9438267 


Minus 


26009-26178 


403485 


9966528 


Plus 


2888-3001.3198-3532,36554117 


405484 


5922025 


Rus 


199214-19967ai99672-19992O200262-2004< 


404684 


9797403 


Minus 


110881-111020 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


405506 


6466489 


Rus 


80014-80401,8059341125 


403739 


7630882 


Plus 


4456344766.4820M8483.5225W2495 
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408545 


7711510 


Plus 


145662-145781,147854-147984,148098-14824 


401405 


7768126 


Minus 


69276-69452,69548-69958 


400750 


8119067 


Plus 


198991-199168.199316-199548 


401179 


9438647 


Plus 


113477.113893 


400529 


9796988 


Plus 


138232-138423 


403817 


8962065 


Pius 


110297-111052 


400448 


9887687 


Minus 


177372-177674 


406122 


9144087 


Minus 


30940-31386 


406180 


7283201 


Minus 


38923-39107 


402829 


8918414 


Plus 


101532-101852,102006-102263 


400995 


8099094 


Plus 


141186-141601 


404826 


6572184 


Plus 


47726-48046 


406363 


9256114 


Plus 


14403-14602,17000-17147,17241-17368 



I 



Table 1 1 A fete about 958 genes up-regulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epithelium) that are 
likely to encode proteins amenable to modulation by small molecules, peptides, or antibodies. These were selected from the starting collection of 59680 probesets on the 
ASymetrix/Eos-Hu03 GeneChlp® array as fallows: the rafio of ■average" colon to "average" normal adult tissues was greater than or equal to 3.0, (he "average" colon level was set to 
the 90th percentile value amongst colon primary cancer specimens and colon fiver derived metatases, the "average" normal adult tissue level was set to the 70th percentile value 
amongst non-malignant tissues minus the colonic derived samples, the "average" colon value was greater than or equal to 50 units, and the predicted protein contained a structural 
domain that is indicative of have an oncogenic function or of transducing an mlracetiular signal, or of being moduiatable by small molecules, peptides, or antibodies (e.g. pkinase, 
death-domain, 7tm, phosphatase, or fonjransporter). In order to remove genespecfflc background levels of non-specific hybridization, the 15th percentile value amongst Ihe non- 
maljgnant tissues was subtracted from both the numerator and the denominator before the rafio was evaluated. 

TABLE 11 A: 958 genes up-regulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epithelium) 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal adult tissues 



Pkey ExAccn UnigenelD Unigene Title R1 

436749 AA584890 Hs.5302 NM_0061 49:Homo sapiens lectin, gatactosi 37.18 

406690 M29540 Hs320529 {locusBnk)NM_004383:Homo sapiens carcin 31.24 

407242 M18728 (locusBnk)NrVL002483:Homo sapiens carcin 24.81 
406685 M18728 (locusBnk)NM_002483:Homo sapiens carcin 20.54 
431912 AI660552 Hs.356183 Hs.356183:ESTs, Weakly similar to S3B4 H 20.38 
428934 AF039401 Hs.194659 NMJ)01285:Homo sapiens chloride channel, 20.13 
406567 M12523 1 9 89 
437935 AW939591 Hs.5940 NM_033049:Homo sapiens mucin 13, epimel 1&68 
446787 U67167 Hs.315 NMJJQ2457:Homo sapiens mucin 2, intestin 19.55 
423541 AA296922 Hs.129778 NMJ14471:Homo sapiens serine protease! 18.33 
421341 AJ243212 Hs374281 NM_007329:Homo sapiens deleted in maBgn 17.47 
414386 X00442 Hs.75990 NM_005143:Homo sapiens haptoglobin (HP), 17.37 
416768 AA363733 Hs/1032 NR006507:Horno sapiens regenerating isle 16.99 
422578 AF239666 Hs.1545 NMJ)01 804:Homo sapiens caudal type homeo 15.15 
441031 AI110684 Hs.7645 NMjOM141:Homosapierisairinogen, Bbet 15.02 
421582 AI910275 Hs.350470 NM_003225itomo sapiens trefoil factor 1 14.23 

407243 AA058357 Hs.74466 (locuslink3NM_006890:Homo sapiens carcin 14.12 
422260 AA315993 Ha.105484 NN|_032044:Homo sapiens regenerating gene 13.64 
432542 AW083920 Ks. 16098 NMJ)20384:Homo sapiens claudin 2 (CLDN2) 13.48 
424212 NM.005814 Hs.143131 NM-005814:Homo sapiens glycoprotein A33 13.43 
418888 AU076801 Hs.89436 NMJ>04063:Homo sapiens cadherin 17, Uc 13,20 
453863 X02544 Hs.572 r^72:orosomucoid 1 13.06 
413719 BE439580 Hs.75498 NMJX)4591:Homo sapiens small indudWec 12.58 
436217 T53925 Hs.107 NM_004467:Homo sapiens fibrinogen-Gke 1 12.34 
421100 AW351839 Hs.124660 Hs,124660:ESTs, Moderately similar to 21 11.72 
409153 W03754 Hs.50813 NMJtt7625:Homo sapiens Intelectin (ITUI) 11.72 
452316 AA298484 Hs.61265 NMJ38805:HQmo sapiens family with seque 11.49 
406399 11.25 
414463 T69078 Hs.76177 NM_0016^«omosa^iis8ipha-1-mlcroglob 11.18 
421964 X73079 Hs.288579 NM_002644:Horno sapiens polymeric immunog 11.12 
407007 U22961 rte.184411 NM_0GQ477:Homo sapiens albumin (ALB), mR 11.01 
423673 BE003054 Hs.1695 NM_002426:Homo sapiens matrix metaHopro 1070 
447400 AK000322 Hs.18457 NM.01 7763:Homo sapiens hypothetical prot 10.69 
450685 L15533 Hs.423 NM_138938:Homo sapiens parcreatiOs-asso 10.57 
427583 M82962 Hs.179704 NMJ)05588:Homo sapiens meprin A, alpha ( 10.48 
418007 M13509 Hs.83169 NM_002421^cmo sapiens matrix metaflopro 10.39 
406741 AA058357 Hs.74466 (kxusnnk)NWL006890:Homo sapiens carcin 10.20 
422424 A1186431 Hs396638 Hs.296638:prostate differenfiation facto 10.19 
423371 AU076819 Hs.1650 NM_0001 1 1 :Homo sapiens solute carrier fa 9.91 
452304 AA0253B6 Hs.61311 Hs.61311£STs, Weakly similar to S10590 9.72 
422106 D84239 Ks.111732 NMJ»389(fcHomo sapiens IgG Fc binding pr 970 
430569 AF241254 Hs. 178098 NM_G21804:Hcmo sapiens angbtensin I con 9.65 
406687 M31126 Hs.352054 Hs.352054:pregnancy specific beta-1-gtyc 9^2 
428355 BE256452 Hs.2257 f^0X)C638:Hcmo sapiens vitronectin (sou £47 
422281 M368D3 Hs.346935 N^.000613:Homo sapiens hemopexin (HPX), 9.41 
413585 AI133452 Hs.75431 NMJ)C0509-.Homo sapiens fibrinogen, gamma 9.39 
422664 AA315933 Hs. 120879 Hs,120879:Homo sapiens, done MGC:32871 9.31 
417931 W95642 Hjl82961 Hs.82961 :Homo sapiens, clone MGO.22588 1 9.30 
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422487 
413936 
424687 
420344 
446921 
428470 
452594 
422310 
421907 
424326 



413881 
443426 
435972 
430677 
409632 
423603 
430272 
451035 
422330 
425976 
411825 
451917 
410418 
418318 
414617 
447342 
452194 
414816 
417491 
423445 
403220 
415992 
449722 
414798 
415214 
411975 
422511 



AJ010901 

AF1 13676 

J05070 

BE463721 

AB012113 

AC002301 

AU076405 

AA316622 

BE018556 

NMJ)14479 

AB011540 

L00190 

AF098158 

AA284679 

226317 

W74001 

NMJ505709 



431301 
428970 
424273 
431657 
431330 



408243 
428187 
408704 
428753 
426227 
419354 
414987 
422627 
407786 
414809 
425280 
432179 
443957 
426174 
430135 
420542 
409453 
408482 
444151 
444381 
421408 
430204 
443991 
428874 
408908 
411142 
452281 
412115 
421379 
433083 
403218 
412104 
449027 
429345 
414753 
415000 
425206 
432978 



AU076785 

D30783 

C75094 

AK000334 

AW391351 

031382 

U47732 

AJ339520 

AI199268 

AI694413 

Y13709 

AW376842 

NM014324 

C05837 

BE280074 

AI286323 

AI445236 

AI916058 

AU076442 

NM.000492 

AA502384 

BE276891 

W40460 

AI345227 

X69532 

AK000226 

Y00787 

AI687303 

AA056635 

AW939252 

U67058 



AA524394 

BE336857 

AA687538 

AI434699 

U31519 

X75208 

AA521049 

AA547959 

NM.000035 

NM_000505 

AJ885516 

NMJJ00676 

AW972917 

BE387335 

AI686223 

AA618335 

NM.002250 

W32133 

BE296227 

NM.014256 

T93500 

AKD01763 

Y15221 

AUW2759 

AW205197 

AJ271216 

R11141 

AF158255 

AW025529 

NM_002153 

AF126743 



Hs.1 98267 N'M_01 B406:Homo sapiens mucin 4, tracheob 9.01 

Hs^97681 NH.00Q295:Homo sapiens serine {or cyslel 8.99 

Hs.151738 NM_004994:Hamo sapiens matrix metetopro 8.80 

Hs.97101 NM_014373*tomo sapiens putative Gprotei 8.71 

Hs.1 6530 NM_002988:Homo sapiens smafl inducible c 8.67 

Hs.184507 HsJ84507:Homo sapiens, stm3ar to Homol a47 

Hs.29981 Hs.29981 solute earner family 26 (sulfa &47 

Hs.98370 (IocusM)NM„030S22:Homo sapiens cytoch 8.43 

Hs.1 09358 Hs.109358^TPase.aassV.type10B a34 

Hs.145296 NfyL014479:Homo sapiens ADAM-fike, decysi &12 

Hs.4930 Hs.4930dow density lipoprotein receptor 8.C9 

Hs,7S599 (bcust3nk)Nf^000488:Homo sapiens serine 7.96 

Hs.9329 PccusBnk)NM.012112:Honiosaplenschron» 7.92 

Hs^5640 Hs.25640xlaudin3 7.89 

Hs.359784 NMJ)01943:Homo sapiens desmoglein 2 (DSG 7.87 

Hs.55279 NM_002639:Homo sapiens serine (or cystei 7.71 

Hs.132945 (iocus!W<)NM.005709:Homo sapiens PDZ-73 7.58 

Hs.237658 Hs^37658apoBpoproteln A-ll 748 

Hs.430 NM.002670:Homo sapiens plasQn 1 (I Isof 7.31 

Hs.1 15263 rM.001432:Homosaplereepffegurm(EREG) 7.31 

Hs.334514 NMJ)25257:Homo sapiens chromosome 6 open 7.29 

Hs.352415 NM_01 7767:Homo sapiens solute carrier fa 7.23 

Hs.50820 Hs^082O.hypoth8tol canfiac/skeletai m 7.21 

Hs.63325 NM_019894:Homo sapiens transmembrane pro 7.12 

Hs.84072 NMJM461 6;Homo sapiens transmemcrans 4 s 7.12 

Hs.288817 flocuslmk)NMJ>2513ftHomo sapiens hypolh 7.10 

Hs.1 9322 Hs.19322:Homo sapiens, Sm&ar to RIKEN 7.06 

Hs.373599 rk373599:EST 7.02 

Hs.77399 NMJW1265:Homo sapiens caudal type homeo a 97 

Hs.1085 NM_004963:Homo sapiens guanylate cyclase a96 

Hs.1 28749 NMJ)14324:Homo sapiens alptonelhylacyL a96 

6,95 

Hs.1 45807 Ks.145807Aypolhelfcal protean FU13593 a87 

Hs.23960 Ks^OxycOnBI a87 

Hs.97411 Hs^7411:hypothetical protein MGC12335 a80 

Hs.125124 NMJ)04442*lomo sapiens EphB2 (EPHB2), tr a78 

Hs.1 44583 Hs.144583:Hoiro sapiens, clone IMAGE3462 676 

Hs.1 17938 NM_00O494:Homo sapiens collagen, type XV &66 

Hs.663 NM_000492*iomo sapiens cystic fibrosis I a65 

Hs.151529 Hs.151529:ESTs a62 

Hs.194691 r^.003979^omosaptere1inota8Cldind a59 

Hs.144442 NM_003561:Homo sapiens phosphoGpase A2, 6.56 

Hs.1 05448 Hs,105448:proteln kinase, lysine defa'e 854 

Hs.2777 NM_002215.-Homosapiensintar-alpha(g!ob 853 

Hs.1 65619 NM_031265:Homo sapiens mucin and cadheri 6.50 

Hs.624 NM.000584:Homo sapiens Interteukm 8 (IL 6.47 

Hs.285529 Hs.285529:G protein-coupled receptor 49 6.46 

Hs.5366 NMJ39053:Homo sapiens epidermal growth a45 

Hs.192927 NM_017726:Homosaplens protein phosphata a41 

Hs.154299 CocuslmkJNM_005242:Homo sapiens coagul a41 

Hs.1252 NMJ»0042:Homo sapiens apolipopratefn H 6.27 

Hs.294022 , NMJB2865:Homo sapiens hypothetical pot 6.20 

Hs.1 18787 Hs.118787:transftOTTihig growth factor, be 6.19 

Hs.3B972 NM_005727:Homo sapiens tetraspan 1 (TSPA ai9 

Hs.77356 Hs.77356.'transfenin receptor (p90,CD71 ai8 

Hs.1872 NMJM2591:HomosapieiisphosprK)en^ ai6 

Hs.2913 NM_004443:Homo sapiens EphB3 (EPHB3), mR 6.16 

Hs.353013 Hs.353013:chromosome 20 open reading fra 6.15 

Hs.115838 Hs,115838£STs * aiO 

Hs.234234 NMJN0035:Horno sapiens aldolase B. fruct 6.07 

Hs.1321 NM.000505.Homo sapiens coagulafion facto 6.08 

Hs.95612 Hs,95612£STs ^06 

Hs.45743 NM-00087&Homo sapiens adenosine A2b rec 6.03 

Hs.1 28749 (lccusfiRkJNM.014324:Homo sapiens alpha- 5.99 

Hs.283713 NMJ38455:Homo sapiens collagen triple h 5.97 

Hs.91096 NMJK2816:Homo sapiens triparffiemo». 5.95 

Hs.356684 Hs356664±ypothe{IcaJ protein FU32334 * 5.92 

Hs.1 0082 KM_002250:Homo sapiens potassium interme 5.90 

Hs.194368 Hs.194366:transthyreGn (prealbumin, amy 5.88 

Hs.250822 ({ccusCnkJNM.003158:Homo sapiens serine 5.88 

Hs.69009 NMJM4256:Homo sapiens UOP-GfcNAcbetaGa 5.85 

Hs.28792 Hs2B792:Homo sapiens cDNA FU11041 fc, 5.82 

Hs.73239 Hs.73239Aypolhefical protein FU10901 5.77 

Hs.103982 NR.005409:Hcmo sapiens small induribte c 5.78 

rte.191762 Hs.19176Z-hypolhetical protein MGC20258 5.75 

5.74 

Hs.240951 (ioajslmk)N^033120:rta) sapiens naked 5.72 

Hs.22880 NMJ0570fritano sapiens dipeptidylpepOda 5.72 

Ks.199695 Hs.199S95Aypo0i8tlcal protein MAC30 5.72 

Hs.77225 NMJ»6437:Homo sapiens AOP-ribosyttransf 5.72 

Hs.239812 KsJ39B12serdogica0y defined breast c 5.71 

Hs.155109 KM.002153.Homo sapiens hydroxysteroW (1 5.70 

Hs.279884 NM.01 3238: Homo sapiens ONAJ domakveonta 5.70 
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414052 
413916 
418322 
433437 
424010 
438746 
414590 
457001 
423164 
409757 
425397 
403221 
420981 
417165 
419508 
410850 
436251 
430603 
450505 
422535 
441384 
425834 
430680 
432378 
419693 
422163 
447320 
415927 
418203 
407944 
428289 
409231 
446051 
432269 
427557 
414639 
422765 
428479 
425873 
432575 
409142 
427747 
422609 
414361 
452940 
435849 
411257 
416065 
406673 
451541 
429833 
411393 
445109 
431548 
419574 
428450 
431211 
437009 
439453 
430696 
431779 
436469 
414108 
422539 
428024 
428407 
407811 
409162 
434370 
413753 
405484 
410639 
428953 
447343 
421462 
415474 
415099 
417115 
426761 
453751 
452721 
424905 



AW630041 Hs.56937 NMJK1 97&Homo sapiens suppression of tu 5.67 

AW578849 Hs.283552 Hs^83552fypc4he5cai protein BC016153 5.67 

N49813 Hs.75615 N^00048aHorno sapiens apoprotein O 5.63 

AA284166 Hs.84113 NM.0051 92:Homo sapiens cycfevdependent 5.62 

U20536 Hs.3280 NMJJ01 2264^ sapiens caspase 6, apopio 5.60 

AL080188 Hs.137556 NMJB31 00:Homo sapiens MT-protocadherin 5.59 

AI885815 Hs.184727 Hs.184727:ESTs, Weakly similar bT45738 5.58 

NM.000506 Ks.76530 NM_0005O6:Horoo sapiens coagulation facto 5.56 

J03258 Hs.2062 Hs.2062nntamin 0(1,25- G%droxyvitami 156 

AK000232 Hs.1 24835 NM_019QS2:Homo sapiens hypothetical prot 5.54 

NM_001898 Hs.123114 NMJ»1898:Homo sapiens cystafln SN (CST1 S.53 

J04088 Ks.1 56346 NM_Q01067^ojnosajtotopc)lsomerase(ON 5.53 

S.52 

L40904 Ks.1 00724 NMJX>5037:Horno sapiens peraosome profit 5.52 

R80137 Ks.302738 Hs.302738:Homo sapiens cDNA FU21425 6 5.48 

AW997938 Ks.90786 NM_003786:Homc sapiens ATP-binding casse 5.44 

AW362867 Hs.302738 Hs.302738^omo sapiens cDNA:FU21 425 6 5.42 

BE5150S5 Hs.296585 (tocus!lnk)NMJ)06mHomo sapiens nudeo 5.41 

AA148164 Hs.247280 Hs.247280xhrorrwsoine20()penreaclirflfra S.36 

NM.004572 Hs. 25051 NM_004572:Homo sapiens plakophiftn 2 (PK 5.34 

AA311914 Hs.1 54578 Hs.154578:Homo saptens mRNA for FU00256 5.33 

AA447849 Hs.288660 Hs,288660:Homo sapiens cDNA: FU 22182 ft 5.32 

NJWL001639 Hs.1957 Hs.1957amyloU P component serum 5.31 

AW138724 Hs.168974 Hs,168974:ESTs 5^5 

AM93046 Hs.146133 Hs.146133:ESTs 6\25 

AA133749 Hs.301350 Hs,301350:FXYD domain-containing ion tra 5.24 

AF027208 Hs.1 12360 Hs.1 12360:prominirhlike 1 (mouse) 5.21 

AI675419 Hs.164464 Hs.164464:Homo sapiens, done MG&23656 5.21 

AL120168 Hs.78919 NNL021083:HomosaptensKeObtood group 5.21 

X54942 Hs.83758 NM_G01827:Homo sapiens COC28 protein kin 5.20 

R34008 Hs.239727 NM_Q24422:Hcmo sapiens desmocoflin 2 (DS 5.20 

M26301 Hs.2253 Hs.2253:comp!emenl component 2 5.19 

AA446644 Hs.692 NM_002354:Hcmo sapiens tumor-assodated 5.19 

BE048061 rte.37054 Hs.37054:ephrin-A3 5.15 

NH.002447 Hs.2942 Hs.2942:macrophage stimulating 1 recepto 5.13 

NM_002659 Hs.1 79 557 NMJ502659:Homo saptens plasminogen acfiv 5.11 

X67055 Hs.76716 NM_002217:Homo sapiens pre-alpha (gfobul 5.09 

AW409701 Hs.1 578 NM_00116&Homosarjiensbaculoviral1APr 5.08 

Y00272 Hs.334562 NM_001786;Homo sapiens cefl division eye 5.08 

NM.013390 Hs.160417 Hs.160417tasrrombr8ne protein 2 5.07 

AA553722 Hs.194346 Hs.194346:Spir-2 protein 5.07 

AL136877 Hs.50758 Hs.50758:SMC4 structural maintenance of 5.07 

AW411425 Hs.180655 (locusM)N^004217:Homosarjfens serine 5.06 

Z46023 Hs.118721 N^000434:Homo sapiens slaSdase 1 (lyso 5.06 

AI085138 Hs^04044 Hs.204044:ESTs 5,04 

AA029722 Hs.2173 NMJ»2033:Homo sapiens fucosyitransferas 5.03 

BE305242 Hs.1 609 8 Hs.16098xteudin 2 5.03 

AA628967 Hs.1 15274 Hs.115274:lntfanhedgeh<)gru)mdog(Droso 5.01 

BE267931 Hs.78996 NW_002592:Homo sapiens proliferating eel 5.00 

M34996 Hs.198253 Hs.193253:majCT histocompalMty compl 4.99 

BE279383 Hs.26557 NMJ»7183:HorMsapterspiato^ 4.99 

NM.012079 Hs.288627 NM_01 2079: Homo sapiens olacytglycerol O- 4.98 

AW797437 Hs.69771 NMJ»1710:Homo sapiens B-iactor, properd 4.98 

AF039916 Hs.12330 NM_001247:Homo sapiens ectonucteosidetr 4.98 

AI834273 Hs.9711 KM_017515:Homo sapiens novel protein (HS 4.97 

AK001989 Hs.91165 Ks.91165:hypolheCca) protein FU11127 4.97 

NMJM4791 Hs.184339 NMJ)14791:Homo sapiens maternal embryoni 4.95 

M86849 Hs.323733 Hs.323733:gap junction protein, beta 2, 4.95 

AF127028 Hs.5394 NM_005379:Hcmo sapiens myosin IA (MY01A) 4.93 

BE264974 Hs.6566 Hs.6566.-flryrold hormone receptor interac 4.93 

AA531276 Hs.59509 Hs.59509:EST8. Weakly similar to simHar 4.93 

AW971178 Hs.268571 (tooisIn)QNMJH1645:Korno sapiens apoEp 4.92 

AK001455 Hs.5198 Hs.5198:Down symircme critical region ge 4.91 

Al 267592 Hs.75761 NM_0Q3137:Homo sapiens SFRS protein kina 4.91 

AJ009936 Hs.1 18138 NM_033013:Hofno saptens nuctear receptor 4.89 

Z29067 Hs.2236 H£l2238:N1MA (never In mitosis gene aH 4.89 

NM_003963 Hs.1 841 94 NMJX)3963:Homo sapiens transmembrane 4 s 4.89 

AW190902 Hs.40098 Hs.40Q98xystelne knot superfamily 1, BM 4.88 

H25530 Hs.50868 Hs.50868sotute carrier family 22 (organ 4.88 

AF130988 Hs.58346 NM_022336^omo sapiens ectodysptasin 1, 4.87 

U17760 Hs.75517 NM_000228:Homo sapiens larninin, beta 3 ( 4.87 

4.87 

BE269047 Hs.65234 (tocus8nk)NM_017895:Homo sapiens DEAO/H 4.87 

AA306610 Hs.348183 NMJ03823«omo sapiens tumor necrosis fa 4.86 

AA2S6641 Hs.236894 Hs^3S894:ESTs, Highly similar to S02392 4.83 

AF016495 Hs.104624 NMJK0980flomo sapiens aquaporin 9 (AQP9 4.81 

NM.014252 Hs.78457 NM_014252:Homo sapiens solute carrier fa 4.79 

AI492170 Hs.77917 NM_0060O2Horno sapiens utfquiGn carboxy 4.79 

AW952792 Hs.334612 NMJ503094:Homo sapiens smaD nucfear nb 4.79 

AI015709 Hs.172089 Hs.17^89:prr>oncosts receptor Mucins 4.78 

R36762 Hs.1 01282 Hs.101282:Homo sapiens mRMA; cONA DKF2p4 477 

AJ269529 Hs.301871 Hs^01871 solute carrier family 37 (gtyc 4.76 

NM.002497 Hs.1 53704 N^002497:Horno sapiens N1MA (never in mi 476 
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421943 


BE616520 


Hs.343912 


400529 






407233 


X16354 


Hs.50954 


447472 


AW207347 


Hs.211101 


447966 


AA340605 


Hs.105887 


439963 


AW247529 


Hs.6793 


407103 


AA424881 


Hs.256301 


405556 






421506 


BE302796 


Hs.105097 


444700 


NM.003645 Hs.11729 


443464 


6E548446 


ns.oi 13/ y 


441623 




(15.040 1 lu 


423068 


M25629 


ns. Howl 


422714 


AMI 8335 


Ha HQW 

ns. nyjOf 


403739 






427490 


Z95152 


ns. i / ooyo 


426088 


AHttfifln7 
rUAWOUUf 


ns. looiyo 


412723 


AA648459 


ns.oootfoi 


424825 


f\r£\t i vqj 


ns. lodjoi 


447335 


BE617695 


Hs.286192 


424441 


X14850 


Hs.147097 


432150 


AK000224 


Hs.272789 


414695 


BE439915 


Hs.76913 


450737 


AW007152 


Hs.63325 


435327 


BE301871 


Hs.4867 


411263 


BE297802 


Hs.69360 


408056 


AA312329 


Hs.42331 


409964 


AW358226 


Hs.67928 


417576 


AA339449 


Hs.82285 


432407 


AA221038 


439975 


AW328081 


Hs.6817 


409213 


U61412 


Hs.51133 


403219 






412974 


R18978 


Hs.75105 


408194 


AA601038 


Hs.1 91797 


422237 


M13149 


Hs.1498 


456906 


AF117646 


Hs.156637 


425123 


AW205274 


Hs.154695 


425743 


BE396495 


Hs.159428 


406684 


X16354 


Ks.50964 


439580 


AF086401 


Hs.293847 


411126 


NM.001202 Hs.68879 


428385 


AF112213 


Hs.184062 


434263 


N34895 


Hs.79187 


431945 


AW000827 


Hs.11962 


422616 


BE300330 


Hs.1 18725 


452299 


AW208330 


Hs.355663 


414998 


NM_002543 Hs.77729 


452888 


AW955454 


Hs.30942 


442013 


AA506476 


Hs.375009 


450334 


AF035959 


Hs.24879 


445417 


AK001058 


Hs.12680 


433562 


W07162 


Hs.1 50826 


419559 


Y07828 


Hs.91096 


425860 


L23339 


Hs.1964 


408847 


AW290997 


Hs.190153 


431B36 


AF178532 


Hs*271411 


435777 


AW419202 


Hs^86192 


422867 


L32137 


Hs.1 584 


431350 


AI192528 


Hs.164537 


432593 


AW301003 


Hs.51483 


421975 


AW961017 


Hs.6459 


412870 


N22788 


Hs.82407 


412133 


U83460 


Hs.104557 


422293 


X94453 


Hs.114366 


425998 


AU076629 


Hs.1 65950 


453082 


H18835 


Hs.31608 


453111 


AB014598 


Hs.31720 


432677 


NM-004482 Hs.278611 


429271 


Af 039350 


Hs.193515 


426108 


AA622037 


Hs.1 66468 


412612 


NM.000047 Hs.74131 


424865 


AF011333 


Hs.153563 


427239 


BE270447 


Hs.356512 


413254 


U40272 


Hs.75253 


439659 


AW970780 


Hs.59483 


417526 


AA568906 


Hs.82240 


413166 


AU077141 


Hs.374548 


436391 


AJ227892 


Hs.146274 


413219 


AA878200 


Hs.118727 


452017 


AJF109302 


Hs.27495 


408113 


T82427 


Hs.194101 


429638 


AJ916662 


Hs.211577 



NM_033504:Homo sapiens CAC-1 (CAC-1X mR 

(Iocuslink)MM_001712:Homo sapiens carrin 
Hs*11101:ESTs 

(iocusEnk)NMJ 45252 Homo sapiens simita 
Hs.6793: platetet-acfivafing factor aceiy 
Hs.256301:hypothefcat protein MGC13170 

Hs.105097:thymtdim kinase 1, soluble 
NM.003645.Homo sapiens fatty-acM-Coenzy 
NM.021095.Homo sapiens solute carrier fa 
Hs,348710:Homo sapiens, done 1MAGE:4242 
NM_002257:Homo sapiens kalEkrein 1, ren 
NMJ)14698:Homo sapiens K1AA0792 gene pro 

NM.002754:Homo sapiens mJtogerwcfivated 
NM.005603:Homo sapiens ATPase, Class I, 
h^335951^ypo1hefical protein AF301222 
NM.001084:Homo sapiens procollagen-tysin 
NM_032192:Homo sapiens protein phosphate 
Hs.147097:H2A histone family, member X 
NMJ)17716«omo sapiens mernbrane-spanrting 
Hs.76913:proteasome (prosome, maoropain) 
Hs.63325Hransniembrane protease, serine 
Hs.4867:mannosyi (alpha-1,3-}-glycoprote 
NM_006845:Homo sapiens kinesin-Gice 6 (m 
Hs.42331:ephrirWW 
Hs,67928:ESTs 

NM_000819:Homo sapiens phosphor&osyigty 
AF134164:Homo sapiens Human endogenous r 
NMJ)33453: Homo sapiens inoslne triphosph 
NM_005975:Homo sapiens PTK6 prolein tyro 

NM_006579:Homo sapiens emopamil binding 
Hs,191797:ESTs 

NM_000412:Homo sapiens histidine-richgi 
NM_01211&Homo sapiens Cas-8r-M (murine) 
NM_000303:Homo sapiens pnosphomannomutas 
NMJ38761:Homo sapiens BCl2-essocteted X 
(tocusBnk)NM_001712:Homo sapiens carcin 
Hs.293847:ESTs 

(ta$Bnk)NMJ>01 202:Homo sapiens bone m 
Hs.1 84082:chromosome 20 open reading fra 
Ks.79187:coxsacWe vims and adenovirus 
NM_030766:Homo sapiens apoptosb regutat 
NM_012248:Homo sapiens selenophosphate s 
Hs.355663:ESTs 

NM_002543:Homo sapiens oxidised low dens 
NMJ)04093:Homo sapiens ephrin-82 (EFNB2) 
Hs.375009:Homo sapiens mRNA; cONA DKFZp6 
Hs.24879:phcspha8dic acid phosphatase t 
Hs.12680:Homo sapiens cDNA aJ10196 lis, 
NM_020387:Homo sapiens RAB25, member RAS 
NM_007028:Homo sapiens tripartite motif- 
NM_000343*Homo sapiens sotutB carrier fa 
Hs.190153«omo sapiens cDNA FU33988fis 
NMJ38992Homo sapiens beta-site APP-cle 
NM_032192:Homa sapiens protein phosphate 
Hs,1584:carfflage oSgomeric matrix prot 
Hs,164537£STs 

Hs.51 483: Homo sapiens, Similar to RIKEN 
(iocusOnk)NM_024531:Homo sapiens hypoth 
NM_022059:Homo sapiens chemokine (C-X-C 
NM-001859-itomo sapiens solute earner fa 
Hs,114366?yrroJirte^carboxyta^ synthe 
NM.002)1 1:Homo sapiens fibroblast growth 
(bcusfink)NM_017636:Homo sapiens trans! 



NM.004482:Homosapfens UOP^cetyWph 
NM_005224:Homo sapiens dead ringer-flce 
NM_004708:Homo sapiens programmed ceO d 
NM_000047:Homo sapiens arylsutee E ( 
NMJKK34fcHomo sapiens lymphocyte anCge 
Hs*356512:ESTs, WeaWy simitar to UBCAJV 
NMJ04135:Hcmo sapiens isoriirate dehydr 
Hs-59483deudrt84fch repeal-containing 
Hs-82240syntaxin3A 
Hs.374548:soMe carrier family 16 (mono 
Hs.146274:ESTs 

Hs.1 18727:Homo sapiens cDNA FU33803 fis 
Hs27495:prostate cancer nssodafo* prot 
Hs.194101:Homo sapiens cDNA: FU20869 fj 
C«asGr*)NM_0W986:HQmo sapiens kined 
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428023 
410199 
431685 



413278 
431193 
435856 
456629 
426662 
418054 
418526 
437897 
435099 
419378 
421585 
420039 
426427 
425263 
426031 
441085 
412939 
430514 
431842 
430387 
404826 
414198 
434203 
426378 
433020 
420319 
446696 
400130 
431890 
425003 
417386 
424837 
424534 
445462 
428471 
409012 
424154 
400290 
409152 
427333 
413835 
444664 
421959 
407777 
414806 
421190 



AA340864 

AA290712 

BE269042 

AA088767 

AA305729 

AW361666 

AL038843 

AW377424 

AW296135 

AW103364 

BE563085 

AW749505 

AI469355 

AW891965 

AV660038 

NMJXJ2318 

BE019020 

M770561 

AC004770 

R24922 

U95626 

NMJXM605 

M86699 

NMJ301197 

AA295251 

AW136551 

AW411491 

AA318501 

NMJ305764 

AW372884 

AW505308 

BE262677 

U80082 

AI375726 

AW406289 

AF279265 

X17033 

AF119046 

AL037228 

BE276113 

D87682 

AA378776 

X57348 

AL117435 

AF026004 

K18836 

AA176585 

AF067797 

AI272727 

N26362 

AW751497 

AA161071 

D14694 

U95031 



419488 
414907 
425247 
443802 
411165 
434808 
428376 
416216 
436278 
421910 
417866 
449057 
414561 
414812 
456362 
431958 
418661 
419092 
414013 
409093 
445873 
436485 
422164 
437016 
449437 
446946 



AA316241 

X90725 

NM.005940 

AW504924 

NM_000169 

AF155108 

AF1 19665 

AA662240 

BE396290 

NMJM4586 

AW067903 

AB037784 

AI064813 

X72755 

AW973003 

X63629 

NMJJ01949 

J05581 

AA766605 

BE243834 

AA250970 

X59135 

NMJH4312 

AU076916 

AT702038 

AI878932 



Hs.278562 

Hs.82407 

Hs.9661 

Hs.83883 

Hs.18272 

Hs.49500 

Hs^74530 

Hs^05126 

Hs.267659 

Hs.727 

Hs.833 

Hs.296770 

Hs.127310 

Hs.367942 

Hs.2056 

HsJ3354 

Hs.85838 

Hs.146170 

Hs.4756 

Hs.90078 

Hs.302043 

Hs376147 

Hs.169840 

Rs.155419 

Ks.166066 

Hs.181245 

Hs.75069 

Hs.241587 

Hs.271473 

Hs.240770 

Hs.75812 

Hs.283558 

Hs.169600 

Hs.227152 

Hs.96593 

Hs.298476 

Hs.155560 

Hs.271986 

Hs.154149 

Hs.301957 

Hs.333034 

Hs.150275 

Hs.288649 

Hs.184510 

Hs.49725 

Ks.141660 

Hs.31608 

Hs.194346 

Hs.176658 

Hs.249163 

Hs.11615 

Hs^8370 

Hs.71465 

Hs.77329 

Hs.102482 

Hs.46847 

Hs.90691 

Hs.77597 

Hs.155324 

Hs.9805 

Hs.69089 

Hs^56150 

Hs.184011 

Hs.283099 

Hs.5097 

Hs.109437 

Hs.82772 

Hs.22941 

Hs.195155 

Hs.77367 

Hs.179909 

Hs.2877 

Hs.1189 

Hs.89603 

Hs.47Q99 

Hs.50441 

Hs.251946 

Hs.156110 

Hs.112377 

Hs.5398 

Hs.100057 

Hs.317 



fM.001307-.Homo sapiens daudin 7 (CLDN7) 
Hs.824Q7xhernoklne (C-X-C moOf) Bgand 
Hs.9S61:prot63SGrna (pros cane, macropain) 
NM.0201 82:Homo sapiens transmembrane, pr 
(IocisJink)NM^030574:Homo sapiens solute 
HS.4950OMAA0746 protein 
Ks.374530:Homo sapiens cONA: FU236Q2 a 
Hs.205126:Homo sapiens cDNA: RJ22667 6 
NM_0061 1 3Homo sapiens vav 3 oncogene (V 
NMJ0219£Hcxno sapiens inhibit, beta A ( 
Hs.833dntefferorw&ndated protein. 15 
Hs^S77fcKlM1719 protein 
(!ocusiink)NM_1 44624:Homo sapiens kinase 
Hs.367942:Homo sapiens, done 1MAGE4701 
Hs.2056: UDP gfyccsyilransfarase 1 family 
NMJ0231 8:Homo sapiens iysyt oddase-Gk 
NM_004207:Homo sapiens solute carrier fa 
Hs.146170fypo&ie8cal protein FU22969 
NM.0041 1 1 :Homo saptens flap structure-sp 
Hs.90078:nudeotide-sugar transporter si 
NM»003965:Homo sapiens chemoldne (OC mo 
Hs.376147:Homo sapiens cDNA FU39099 fis 
Hs.169840:TTK protein kinase 
NM_001 1 97;Homo sapiens BCL2-interacfing 



Hs.181245:Homo sapiens cONA RJ12532 fis 
Hs.75069^erine hydroxymelhyttransferase 
NMJJ21246:Homo sapfens rymphocyte antige 
Hs.271473:epithelial protein up-regulate 
Hs.240770:nuclear cap binding protein su 
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NMJX)3286:Homo sapiens topolsomerase (DN 
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{tocusCnk)NM_017988:Homo sapiens hypoth 
NM_021259:Homo sapiens transmembrane pro 
NhL004964:Komo sapiens his tone deacetyta 
NM_001 532:Homo sapiens solute carrier fa 
(locusOnk)NM»003270:Hofno sapiens transm 
Hs.184389-.ESTs. Moderately similar to SI 
Hs^74230^iter^wadenosine 5 , -phospho 
NM_002266i<omo sapiens karyopherfn alpha 
NM-02047fcHcmo sapiens puteSve transmem 
(kxusOnk)NM_016022:nomo sapiens CGl-78 
Hs.1 85055^ENE protein 
(kiarsfink)NH.145698:Homo sapiens endoze 
(TocusSnk) MH_033405:Homo sapiens perox! 
(kxaisEnx}NM.014428^omo sapiens fight 
NM_032390^omo sapiens MW67 (FHA domain 
NM_004697:Homo sapiens PRP4 pre-mRNA pro 
0ccusTjrix)NM»016579-itorrto sapiens 8D6 an 
NMJHB589*tomo sapiens cuffin 4A (CUL4A) 
NJiL000574itono sapiens decay ecceterafln 
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429023 NM.000312 Hs.2351 NMJM031 2:Homo sapiens protein C (inacti 150 

452862 AW378065 Hs.8687 Hs.8887£STs ISO 

442993 BE018582 Hs.166196 Hs.166196ATPase, Oass I, type 88. memb 3.50 

404240 i50 

0 424909 S78187 Hs.1 53752 (locuslWqNMJ»i35&Honra sapiens cefl d 3.50 

429583 NM.006412 Hs209119 NM_006412:Homosaf»ens l-ecytglyceraW- 3.50 

445937 AI452943 .Hs.32123t (locusfink)NM^003779:Homo sapiens UOP-Ga 149 

424954 NM.000546 Ks.1846 NMJMQ546:Homo sapiens tumor pn*eti p53 149 

424142 AI678727 Hs.378970 Hs,378970:Homo sapiens cDNA FU35102 fe 149 

10 428028 U52112 Hs.1B2018 Hs.182018:inlerieukir>-1 receptor-assoda 149 

456534 X91195 Hs.100623 NM_138S89:Homo sapiens protein phosphata 149 

424685 W21223 Hs.151734 Hs.151734muctear transport factor 2 149 

419170 BE002798 Hs.287850 NM_002219:Homo sapiens integral membrane 149 

439841 AF038961 Hs.6710 NMJXM870:Homo sapiens niannose^-doficho 149 

10 428390 AJ640377 Hs.350077 M4_000982:Homo sapiens ribosomal protein 148 

430589 AJ0O2744 HsJ246315 NM_01742lHomo sapiens ODP-N-aceryValph 3.48 

431183 NM.005855 Hs.250696 NMJX)6855:Homo sapiens KDEL (lys^sp-Qu 148 

422599 BE387202 Hs.118638 Hs.118538;norwnetasteficcete l.protel 148 

0 457635 AV660976 Hs.3569 Hs.3569xhromosome 20 open reading frame 148 

20 419705 AW36B634 Hs.154331 Hs.1 54331 :ESTs 148 

454390 AB020713 Hs.56966 (tocusBnk)N^024923:Homo sapiens hypoth 148 

402829 3^47 

451707 AW051061 Hs.60973 Hs.60971Homo sapiens cONA FU40329 6s. 147 

433604 NM_013442 Hs.3439 Hs34393tomatin (EPB72yike 2 147 

ZO 420085 AI741909 Hs.44680 Hs.4468fthypolhetical protein FU20979 3 47 

437704 AA766142 Hs.131810 Hs.131810:HomosapJenscDNAFU35976fis 147 

439223 AW238299 Hs.250618 NMJ)25217:Homo sapiens UL16 binding prot 146 

452203 X57522 Ks.352018 NMJ)00593:Homo sapiens transporter 1, AT 146 

450273 AW296454 Hs.24743 H^4743:hypothetical protein FU20171 3.46 

30 408089 H59799 Hs.42644 Hs.42644:thioredoxin4ite 2 146 

446950 AA305800 Hs.5672 (Iocusfinl()NM_030799:Homo sapiens golgf 146 

437379 AL359575 Hs.23765 Hs.23765:membrane metaUo-endopapfidase- 345 

427581 NMJM4788 Hs.179703 N*L014788;Homo sapiens triparfite mofif- 145 

433627 AF078866 Hs.284296 NM.033161:Homo sapiens surfeit 4 (SURF4) 145 

OO 400263 Hs.75309 NMJJ0l961:Homosapier«eukaryotfc trans! 145 

433570 A1580053 Hs.109007 Hs.109007:Homo sapiens, Simiiar to LOC 16 145 

410636 AA088177 Hs.172870 Hs.172870:WAA1913 protein 145 

456950 AF111170 Hs.306165 Hs306165:ESTs, Highly similar to unknow 144 

432391 AI732374 Hs.339827 Hs^39827:ESTs, Weakly similar to protBa 144 

40 428144 BE269243 Hs.182625 Hs.182625:VAMP (vesicle-associated membr 144 

417144 AA382104 Hs.81337 Hs.81337Jecfin, galactoside-bindjng, so 144 

458778 AW451034 Hs.326525 NMJM)1669:Homo sapiens arylsuifatase D ( 144 

425274 BE281191 Hs.155462 Hs.155462:MCM6 minichromosomo maintenanc 3.44 

A 448913 AA194422 Hs.22564 NM_C04999:Komo saptens myosin VI (MY06), 144 

40 448847 A1587180 Hs.1 10906 Hs.1 10906*ypothetical protein BC004501 144 

420166 AW732276 Hs.95583 NM_012339ttomo sapiens transmembrane 4 s 144 

412420 AL035668 Hs.73853 NMJX)1200:Homo sapiens bone morphooeneii 143 

424482 BE268621 Hs.149155 0ocusimk}^Q03374:Hcmo sapiens voltag 143 

414186 U33446 Hs.75799 Hs.75799;protease ( serine; 8 (prostasin) 3.43 

OO 422396 W21872 Hs.7907 (!ocuslirrk)NKU45C£9:Homo sapiens l-fuco 143 

428093 AW594506 Hs.1 04830 Hs.104830:ESTs 143 

428293 BE250944 Hs.1 83556 Hs.183556soiute carrier family 1 (neutr 142 

445580 AF167572 Hs.1 291 2 NM.0061 09->iomo sapiens SKB1 homolog (S. 142 

- c 442821 BE391929 Hs*752 Hs^52:tnramembrane protein 4 142 

:>:> 427597 D15049 Hs.1 79770 NMJX)2842ttomo sapiens protein tyrosine 142 

427648 AI376722 Hs.1 80052 Hs.1B0062:proteasome (prosome, macropain 141 

428734 BE303044 Hs.1 92023 NM_003757:Homo sapiens eukaryofic trans! 141 

453902 BE502341 Hs.3402 N^139177:Homo sapiens chromosome 17 ope 141 

- 441565 AW953575 Hs.303125 Hs.303125:p5Wnduced protein PK3PC1 141 

OO 414045 NM_002951 Hs.75722 NMJX)2951:Homo sapiens ribophorin II (RP 141 

423323 A1951628 Hs.127007 NMJ»374G;Homo sapiens potassium channel 141 

443303 U67319 HsJ216 NM_033340^omo sapiens caspasa 7, apopto 141 

426268 AF083420 Ks.166913 NMJW3576:Homo sapiens senWroeonhe 140 

422256 M64673 Hs.1499 NMJW5526:Homo sapiens heal shock Iransc 140 

OO 451129 BE072881 BE072881^C2-8T0548-200300-012-e09 BT054 140 

400205 Hs*1848 NM_006265itomo sapiens RAD21 homolog (S. 140 

428109 AW732918 Hs.182490 Hs.182490:leucine-rtch PPR^nofif contain 139 

448440 AA173467 Hs.62402 Ks.62402p21/Cdc42^1-acCvated kinase 139 

426858 NMJXM182 Hs.172791 NM_004182:Homo sapiens ubiquitrxrsh/ejcpr 139 

/O 417457 AA378907 HsJ49326 Ks.349326.-Homo sapiens cONAFU30677fe 139 

406363 339 

444759 AIA44878 Hs.1 1899 NM_000B59:Homo saptens 14iyojoxy^nelhy 139 

423309 BBJ06775 Hs.1 26782 N*4_014467:Homo sapiens sashkepeat prat 138 

426125 X87241 Hs.166994 Hs.166994:FAT tumor suppressor ttomobg 1 138 

/5 452835 AK001269 H&30738 N^Ol8(^:Hornosap^ m^othetk^prat 138 

419493 AF001212 Hs.90744 Hs.90744:proteasome (prosome, rnacropain) 138 

457670 AF119S66 Hs.23449 NM_01884£Homo saptens insulin receptor 138 

400125 Hs.125078 (lccusEnk)NMj:04152:Hcmo sapiens omith 138 

fin A2 %Sl NM.005738 Hs.1 0706 NMJX)5738:Homo sapiens ADP-ritosytatoi 137 

50 410293 AK000047 Hs.61960 NMJ)1 B992*iomo sapiens hypothetical prot 137 

434826 AF155661 Hs.22265 Hs22265:pyruvale dehydrogenase phosphat 137 

423599 A1805664 Hs^1731 (tocualink)NMJ)12094:Homo sapiens peroxi 137 

427715 BE245274 Hs. 180428 Hs.180428:WAA1181 protem 137 
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446715 
426788 
429747 
406698 
439778 
418862 
421140 
451932 
449042 
426746 
425725 
444734 
436415 
457329 
432169 
412525 
416391 
419193 
432065 
400262 
423598 
424291 
450506 
437296 
431731 
425159 
427349 
439246 
448775 
407236 
445350 
444706 
429574 
427647 
415938 
414271 
424394 
437186 
430542 
444019 
434931 
426158 
430393 
402104 
446620 
443425 
414883 
413063 
451564 
437822 
441866 



A1337735 

U66615 

M87507 

X03068 

AL109729 

BE550964 

AA298741 

AA360954 

AW294985 

J03626 

NM.012243 

NWL001360 

BE265254 

AI634B60 

Y00971 

AA581439 

AI878927 

029643 

AA401039 

BE247600 

AL120051 

NM_004460 

AA350994 

BE266322 

NMJJ04341 

AA360154 

AI498072 

AB025237 

W79485 

AF052112 

AK000398 

BE268321 

W19744 



AK000275 

BE277024 

AA338305 

AI557486 

BE173977 

AW968941 

NM.001982 

BE165030 

AA128808 
AI056776 



422192 
446506 
415323 
449644 
422611 
417640 
428157 
447321 
450447 
422691 
426375 
449230 
424756 
442772 
430281 
448153 



417691 
412926 
427308 
432026 
449199 
442739 
422051 
452714 
431884 
402260 
409686 



AL035737 

AU076698 

AW450485 

BE464341 

AW843633 

AA305159 

AI123118 

BE2693S2 

AW960707 

AA158177 

D30857 

AI738719 

AW271217 

AF212223 

NM_003365 

AK000597 

BE613348 

AW504657 

AW503680 

A/878842 

Y10805 

NMJKH756 

AU076610 

A1879076 

D26067 

AA524545 

AS90122 

NMJ107274 

AW327546 

AW770994 

AA521246 



Hs.173919 

Hs.172280 

Hs.2490 

Hs.73931 

Hs.99364 

Ha.89399 

Hs.102135 

Hs77268 

Hs^0715 

Hs3057 

Hs.159322 

Hs.11806 

Hi343258 

Hs359682 

Hs.2910 

Hs.152328 

Hs.79284 

Hs.34789 

Hs3903 

Hs.75309 

Hs.377968 

Hs.144700 

Hs.418 

Hs^0281 

Hs.211374 

Hs.154868 

Hs.177415 

Hs351474 

Hs.388 

Hs.173980 

Hs.12540 

Hs.1 1747 

Hs.208912 

Hs. 180059 

Hs.78921 

Hs.75871 

Hs.146381 

Hs.377816 

Hs.1 19122 

Hs.10098 

Hs.166254 

Hs.199067 

Hs.241305 

Hs.179902 

Hs.133397 

Hs.348569 

Hs.75184 

Hs.132760 

Hs.4437 

Hs.21201 

Hs.343261 

Hs.113019 

Hs.15159 

Hs.949 

Hs.148324 

Hs.118722 

Hs.82353 

Hs.198427 

Hs.281434 

Hs.25010 

Hs.119251 

Hs.169549 

Hs.356392 

Hs.152931 

Hs.5957 

Ks.237924 

Hs.20521 

Hs.1305 

Hs.82399 

Ks.75061 

Hs.174905 

Ks.224630 

Hs.196988 

Ks.8679 

Hs.1 11024 

Hs.30340 

Hs.210792 



Hs.173919£STs, WeaWy similar to neuron 
NM_0Q3074:Homo sapiens SVWSNF rotated, 
K&2490xaspase 1, apopiosis-relaied cys 
Hs.73931 major histcccfnpafibfljty compie 
Hs.99364:abhydrolase domain containing 1 
NM_005176:Homo sapiens ATP synthase, H+ 
NM_006280:Homo sapiens signal sequence r 
Hsi726&Homo sapiens cDNA: RJ21933 fis 
Ks.30715»T»tassium voflag&gated channel 
NM_000373:Homo sapiens uridine monophosp 
(locusUnk)NM.012243:Homo sapiens solute 
NM^00136(hHomo sapiens 7-dehydrochdeste 
NM_006191:Homo sapiens proSeTation-ass 
(k)cuslink)NM^016442: Homo sapiens type 1 
NM_002765:Homo sapiens phosphoribosyl py 
Ks.152328:ESTs 

NMJX)2402;Homo sapiens mesoderm specific 
r&L005216;Horoo sapiens do&hyWiphosph 
Hs.2903:protem phosphatase 4 (formerly 
NJA.00196V.Homo sapiens eukaryotic trans! 
NM_02O400:Homo sapiens 6 protein-coupled 
KM_004429:Homo sapiens ephrirvBI (EFNB1) 
{locusfink}WM_004460:Homo sapiens fibrob 
Hs.20281:MAPK phosphatase-7 
(kxajsRnk)NM_145051:Homo sapiens hypoth 
NM_004341:Homo sapiens carbamoyl-phospha 
(l«aisiIrik)NM_001997:Homo sapiens Finke! 
Hs.351474.Homo sapiens cDNA FU30002 fis 
NfvL0Q2452:Homo sapiens nudix (nucleoside 
Hs.1 73980:nuctear matrix protein NMP200 
NM_006330:Homo sapiens iysophospholipase 
(iocusfink)NM_01 7798:Hofno sapiens chromo 
Hs.208912*ypothetical protein MGC861 
Hs.1 80059:Homo sapiens cDNA FU31360 fis 
NM_003488:Homo sapiens A kinase (PRKA) a 
(iocusfink)NM_012408:Homo sapiens protei 
Hs.146381 :RNA binding motif protein. X c 
Hs.377816:Homo sapiens cDNA FU36808 fis 
Hs.1 1 9122^tbosomal protein L13a 



447783 
426812 



AK000002 Hs.55879 

NM.012453 Hs.52515 

AF054178 Hs.19561 

AF105355 Hs.172613 



Hs.1 66254.-tikery ortholog of rat vacuole 
NIUL001982:Homo sapiens \HJrb-b2 erythrob 
(locusiink)NH.005470:Homo sapiens tripar 

Oxusfink)N\t022109:Homo sapiens COw92 
Hs.l33397:ESTs 

Hs.348669:COC28 protein kinase 1 
Hs J5184x*ifinase me 1 (cartilage g 
(locusfnk)NM.001467:Homo sapiens ghjoos 
Nl^_000991:Homo sapiens ribosomal protein 
Hs^1201:nectin3 

Hs.343261 :hktocompatibiIIry (rrdnor) 13 
NfVL015931:Homo sapiens fls485 (LOC51066) 
OocusOnk)N^016326:Homo sapiens chemok 
NM_00O431Homo sapiens neutrophil cytoso 
Hs.148324;ESTs 

(k)custinkJNM_004480:Horno sapiens focosy 
NM_006404:Homo sapiens protein C recepto 
NM_0Q0189:Homo sapiens hexokfnase 2 (HK2 
Hs^81434:Komo sapiens cDNA FU31373 fis 
NM_018698:Homo sapiens hypothetical pro! 
NM_00336&Homo sapiens ublqulnoktfochr 
NM_017891Homo sapiens sema domain, immu 
Hs356392£STs, Highly similar to S-phas 
(tocusnnk)KM_002296:Homo sapiens lamin 
Hs.5957:Homo sapiens done 24416 mRNA se 
NMJM6016tKomo sapiens CGI-69 protein (L 
NMJX>1536:Homo sapiens HMT1 hnRNP methyl 
NM_001756Momo sapiens serine (orcystel 
NMJW7357:Homo sapiens componenl ofoOg 
HsJ5061:macrophage rnynstoyiated alanln 
KS.174905.K1AA0033 protein 
HsJ224630:Hcmo sapiens cDNA FU33318 fis 
HsJ96988:ESTs 

(lccusIink)NVL007274:Hcrno sapiens cytoso 
(kxusCnxJNX1.005984:Horno sapiens solute 
Hs^0340:hypothetfcal protein K1AA1 165 
Hs.210792*iomo sapiens cONA FU36691 fis 

(tas0r^NM.033450cHomo sapiens mutttd 
NfVL012453#omo sapiens transducin (beta) 
NMJ»5001:Horno sapiens NADH dehydrogenas 
NNt006598:Homo sapiens solute carrier fa 
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42S671 
434521 
454128 
445033 
448752 
425221 
440286 
413745 
412338 
426520 
427640 
440943 
425966 
416448 
449944 
424381 
426784 
420190 



419216 
430154 
458376 
410600 
420676 
435640 
427775 
412600 
430250 
432871 
432731 
410340 
410047 
430567 
425907 
436075 
403912 
429782 
416178 
445229 
422030 
409591 
411531 
414820 
450770 
433233 
414172 
428781 
432078 
454358 
447140 
409132 
400836 
420281 
414343 
447096 
412276 
425261 
407736 
400845 
407082 
452012 
403217 
414249 
431243 
417777 
457274 
445139 
430280 
422197 
422938 
435575 
449704 
426925 
414814 
405387 
444108 
4240B9 
414788 
424927 
451452 
426924 
447032 
410663 



BE379335 

NMJW2267 

AUJ31259 

AV652402 

AAS93867 

AV649864 

U295B9 

AW247252 

AA151527 

BE545684 

AF058293 

AW082298 

N\L001761 

L13210 

AF290512 

AA285249 

U03749 

A1816209 

R52518 

AU076718 

AW583058 

AB023179 

AW575742 

AI434780 

AF220053 

R26944 

L28824 

NM_016929 

NM.016142 

R31178 

AW182833 

A1167810 

NM_00302B 

AA3S5752 

BE090176 

NW.Q05754 

AI808527 

BE276013 

X51416 

AA532963 

AB014511 

AA371931 

AA019924 

AB040927 

AW954324 

AF164799 

BE314877 

AW792876 

AF070537 

AJ224538 



Hs311594 

Hs.3886 

Hs.367900 

Hs.72901 

Hs.300842 

Hs.155188 

Hs.7138 

Hs.75514 

Hs.69485 

Hs.343566 

Hs.180015 

Hs.146161 

Hs.1973 

Hs.79339 

Hs£8215 

Hs.146329 

Hs.172216 

Hs.95867 

Hs.7967 

Hs.164021 

Hs.234726 

Hs.9059 

Hs.351676 

Hs.4248 

Hs.54960 

Hs.180777 

Hs.74101 

Hs.283021 

Hs.279617 

Hs^87B20 

Hs.112188 

Hs.379753 

Hs.244542 

Hs.155965 

Hs,179902 

Hs.220689 

Hs.192822 

Hs.343828 

Hs.1 10849 

Hs.9100 

Hs.70604 

Hs.77422 

Hs.28803 

Hs.301804 

Hs75790 

Hs.193384 

Hs.24553 

H&288936 

Hs.17481 

H&50732 



Hs.323494 

ALD38166 Hs.75914 

BE539199 Hs.62112 

BE262621 Hs.73798 

BE385099 Hs.355814 

N41744 Hs.349326 

Z47055 

AA307703 Hs.279766 



AI797994 

U46455 

AI823763 

AW674193 

AB037848 

AA3S1258 

AW974265 

NMJJ018Q9 

AF213457 

AK000733 

NM_001196 

D14697 

R55784 
AL036662 
X78342 
AW973666 



BE222542 
AKO0O310 
AA194952 



Hs.279929 

Hs.252189 

Hs.7055 

Hs.227152 

Hs.12365 

Hs.237868 

Hs.111632 

Hs.1594 

Hs.44234 

Hs.23900 

Hs.172894 

Hs.77393 

Hs.140942 

Hs.144949 

Hs.77313 

Hs.153850 

Hs.26433 

Hs.128782 

Hs.17138 

Hs.36093 



Hs.211594:proteasome (prosome, macropain 
Hs.3886:karyopherin alpha 3 (imporfin a) 
Ks.36790Chprogrammed cefl death 2 
NM_078487:Homo sapiens cydin-dependent 
NM_Q24820:Homo sapiens WAA16C8 protein 
NMJXK642:Homo sapiens TAR RNA pofymara 
NMJD0074 0: Homo sapiens cholinergic recep 
NM_00Q270;Homo sapiens nudeosido phosph 
(locusnnk)NM_024661:Homo sapiens hypoth 
Hs.343556:WAA0251 protein 
NM_001355:Homo sapiens Mopachrome taut 
NM.032331 :Hcmo sapiens hypothetical prot 
NKL001761:Homo sapiens cycCn F (CCNF), 
NM_005567:Homo sapiens iecfin, galactose 
(locusnnk)NM.033046:Homo sapiens rhotsk 
NMJX)7194iHorro sapiens CHK2 checkpoint h 
NMJ301275:Homo sapiens chromogranin A {p 
(tocusnnk)NMjr241 12:Homo sapiens chromo 
Hs,7967:ESTs, Weakly similar to extensin 
NM_002991Homo sapiens small inducible c 
M4.001085:Homo sapiens serine (or cystei 
Hs^059:KiAA0962 protein 
HsJ51676:Homo sapiens CONAFU25921 fis 
Hs.4248: Honra sapiens PP3781 mRNA, comple 
NM_018468:Homo sapiens uncharactertzed h 
Hs.1 80777:Komo sapiens mRNA; cDNA DKFZpS 
Hs.74101 spleen tyrosine kinase 
NM_016929->iomo sapiens chloride tntracei 
Hs.279617:hydroxys1eroid (17-beta) dehyd 
Hs.287820tfbronectin 1 
(tocusBnk)NM_021826;Homo sapiens hypoth 
Hs.379753:Homo sapiens cDNA FU33176 fis 
rk244542:Homo sapiens cDNA FU38908 fis 
Hs.155965:ESTs 

NM.080546:Homo sapiens CDw92 antigen (CO 

Hs.220689:Ras^ase-actwating protein 
KM_030949:Homo sapiens protein phosphata 
Hs.343828:Homo sapiens mRNA; cDNA DKFZp7 
(tocusiink)N^004451 ;Homo sapiens estrog 
Hs.9100:hypothetica) gene supported by A 
Hs.70604ATPase, Class II, type 9A 
Hs.ra22proteoJipkJ protein 2 (colonic 
Hs.28803£STs 
Hs.301804:KlAA1 494 protein 
(tocusfink)NM_002642:Homo sapiens phosph 
Hs,193384:putataflve 28 kDa protein 
(locusM)NMJ>22369:Horno sapiens hypoth 
NM_031420:Homo sapiens mitochondrial rib 
NMJ 38391 :Homo sapiens hypothetical prot 
NM_00 5399: Homo sapiens protein kinase, A 

(locus!ink)NM_017964:Homo sapiens hypoth 
NM_006815^omo sapiens coated vesicle me 
(locusnrtk)NM_003457:Homo sapiens zinc f 
Hs.73798:macro phage migration inhibitory 
Hs.355B14:Hamo sapiens clone IMAG&29333 
Hs349326:Horno sapiens cDNA FU30677 Ms 



CocusKnk)NKt012310:Homo sapiens kinesi 

(JocusJink)NM_0175iaHomo sapiens gp25L2 
NMJX>2999*.Homo sapiens syndecan 4 (amphi 
Hs.7055:Homo sapiens cONA FU33420 fis, 
NMJ)1 6391 :Homo sapiens hypothetical prot 
HsJ2365synaptotagmm XI [J 
Hs^37868:Homo sapiens mRNA; cDNA DKFZpS 
Hs.111632lsm3 protein 
NM_0018Q9*torno sapiens centromere protel 
NM_01896S:Homo sapiens triggering recept 
Hs,2390O:Rac GTPase activafing protein 1 
Hs.172894:BK3 interacting domain death a 
(IocusEr^NM_002004:fta) sapiens James 

Hs.140942:Homo sapiens cONA FU38396 fis 
Hs,144949:ESTs 

Hs.7731 IcycfeHiependenl kinase (CDC2-I 
Hs.153850:hypothetical protein C321D2.4 
NM_001382florno sapiens do!ichyH»hosphal 
Hs.1 28782:Homo sapiens cDNA FU31512 fis 
(locusDnk}NM.017755«omo sapiens hypoth 
KsJ56093:Homo sapiens cDNA FU12885 fis, 



127 
3.27 
127 
127 
3.26 
3.26 
3.26 
3.26 
3.26 
126 
3.26 
3.26 
3.25 
3.25 
3.25 
3.25 
3.25 
3.25 
124 
3.24 
3.24 
3.24 
3.24 

a24 

123 
123 
123 
3.23 
3.23 
123 
123 
123 
123 
123 
122 
3.22 
3.22 
122 
3.22 
122 
122 
122 
122 
122 
3.22 
121 
121 
121 
121 
121 
121 
120 
120 
120 
120 
120 
3.20 
120 
120 
120 
120 
3.20 
119 
119 
119 
119 
119 
119 
119 
118 
118 
118 
118 
118 
3.18 
118 
117 
117 
3.17 
3.17 
117 
117 
117 



200 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



415402 


M1 64687 


He 177C7R 

ns.1/ /o/o 


n5« 1 f 101 (Mini uioajl \dipiia- \ , j-j-ytyujuiu 


3.17 


451032 


W03692 


ns.o/ou/9 




0.1/ 


412146 


M92444 


ns.f 0/ eJ. 




3.17 


417018 


M 16038 


nS.oUoo/ 


ns.ouooi .v-yes- 1 TaiBQUGni saiGonia vats 


1 ifi 

0.10 


AWftAA 


AMY19197 
fvwvcl// 


U c 1 ceo 11 

nS.looolO 


r«(v\_vt/ 1 vo.rvcjTO sapjens csaui bssocwpo 


0 1K 
0.10 


41 "TO 70 

41/070 


I PQTIQ1C 


Hs.8/845 


Up OOftXC'Uftmn ntmnA* _r\i| A, n 101O0A fie 

ns.o404o.nonx> sapiens cunai ru/iyou us 


0 4C 

3.10 


■uooro 


AWftfi47Q1 
Atwuciial 


Ue 1004 OO 

ns.lOOi// 


ns. 10J i/4Jiypoui8uc2i piuiQin rui40/4 


0 1£ 
0.10 


*H)lf £0 




Up 070704 
nS.//o//l 


MM nnRQ7Q*UnmA esniane Ul A nlgce 11 ram 
niVV_yUD9f 9.nOTT10 SapIraiS rVLA C13SS II Togl 


0.10 


44/040 


Uo/f 00 


HS.0/4973 


(iocusifiK^M_uu4oy / tnorno sapsns r Kr4 p 


3.16 




DtvU 1090 


rtS.00/00 


ns.oo/oo.iixegnn, oaa 4 


9 1C 
0.1O 


490090 


297630 


H«i 79R1 17 

nswtzo 1 1/ 


MM DftMIR'UftfTift «fif«pn« H1 hkhmA tzrrAKi 

^y^jjjoo i o.nomg sepiens n i [uscono wanuy 


^ 1fi 
O.IO 




AlA/1 0O"3QQ 


U_ 04 jtO AT 


ns.0i4w/.nypoineccai protein MovJ/boo 


3.15 


41R107 


DC/409O/ 


Hs 83532 


^iocuScnxjNWLUU/oo9.noniO saptsns merrtora 


0 1C 
0.10 


a i coco 

410/90 


DC/44404 


Uc 7Q4CO 


Hs.79162xt7i£ture specific tecogniOon 


0 1C 

0.10 


400300 


A\A/1C1j1Q1 

AWlol4ol 


Hs.1 11577 


(tocusTmk)NM_030926:Homo sapiens integr 


3.15 


■A1A7/VJ 
414/U/ 


i ooa/ic 
L//vU0 


Up 7 CO OO 
HS./090/ 


NivLLHJ4oo9;norrio sapiens ceil ojvtsion eye 


0 4C 
J. 10 




A\A/7AJt9fit; 
AW/40/DO 


ns.0/41 


NM_01623OiHon\o sapiens flavohemoproleln 


*J 4C 
0.10 


400 /OU 


AQftOOAlO 
ADUZ9U1/ 


nS.499U 


Up AQOn-mA AlflflQ nmUn 

ns.499v:KlAAiU09 proiKn 


0 iA 
0.14 


A!? 971 n 
10/r IU 


AAOU90O0 


ns^/oo// 


NM_00589&Homo sapiens membrane componen 


1 iA 
0.14 


A07Qfi1 
W/901 


AWR7900Q 
A WO/ Z909 


He /1RO/1 
ns.41094 


Hs.41694iorigin recoflnitSon complex, sub 


0.14 


4OO/00 


cr*c Jftftftft 


Hs.7345 


Hs.7345.MAD1 mltotc arrest oeftaenHi 


3.14 


4/041 U 


CC/90440 


Ms.oUooyU 


Mil 10Qr7D.L>nfM n nnl.uui DPI O 171m 4 /DPI O 

N^iooo/oinomo sapiens HUL/-iiXe 1 (But/ 


3.14 


JlOOOQO 
4///0/ 


acmoooc 
AHJ197/0 


M_ <J J ft Aft 

HS,i 14009 


(lccusiinK)NMJ}03oo 1 :Homo sapiens apolip 


3.14 


40U/90 


A 17 CC TOO 
AI/OO/0/ 


nSuclOo/o 


rS-/iOoZo.tolS 


O 4A 
3.14 


4 1 oyoo 


A1AI/rtCT>t7 

AW4U974/ 


Up 7KC10 


nmjwoo lsriomo sapiens suess-fnouceo-pn 


O 40 

3.13 


40/030 


AMf7QA1 QQ 
AW/OU199 


Up onoo7 
KS.0O0// 


NM_003668:Homo sapiens ml tog en- activated 


O 40 
0.10 


4U/ /9/ 


AI\wU0/4 


Up OOQCn 

ns.oyaou 


Up OOQC/V. tiffin j-i UVwa r,Vn 4 

hsjyoDviundtne nnase-tiKe i 


0 40 
0.10 


412006 


AMI A C4C A O 

AW451o18 


Hs.290216 


Hs^9Q216:ESTs 


3.13 


4/4/4/ 


Al400o 


Up 00X70/1 

rlS^o4/04 


MM nnnOOD-U<%PM pmumip UmunB f mm l - 

NM_uuu/oy.nomo sapiens lysozyme (renal a 


0 40 

0.10 


'AX7G07 
44/0// 


Aruyuy/z 


Up 4C070Q 
KS.IO//OO 


nivlu louow.nomo sapiens mitocronoridj no 


0 40 

0.10 


4///00 


Al 9/0930 


Uo 4C7C 

nS.lo/0 


Hs.1575sma!l nuclear ribonucteoprotein 


0 40 
0.1/ 


AA40O1 
4410/1 


U171Q9 
Ml /10t 


Ue 7774 

nS./ / / I 


NM_007273:Homo sapiens repressor of estr 


0 40 
0.1/ 


11 1000 


0,47/70 
fvt/4/9 


Uc 047R4 


Uc Ojf7C4*U1AA1CQ4 nraleun 

ns.s4/oi.i\iAAi09i prolan 


0 40 
0.1/ 


«W04*»4 


AinfiA7ri7 
ftlU0*l/U/ 


Ue 0ft1 OOfi 

ns.ou 1 //o 


Ue *5M0 U'UnmA e^ntane rinna IUAf2C>Or!CR 
nS.OUlZzQ.n0mO SapieuS, aOltS IMAuc.0400 


0 40 

0.1/ 


/9A707 
4/4/// 


A\A/KQrt07Q 
AVV03UO/0 


Up 07RQRC 


Hs.378965:Homo sapiens cONA FU37658 6s 


0 40 

0.1/ 


440?/ 0 


Al 11QQQA 
ALIIO99U 


Up OTOCC/I 

nS,0/O004 


(ioctisitnK)NM_iou/oo.nQmo sapiens sipna- 


0 40 

0.1/ 




A A 1001 60 


ru>. if 10 1 1 


niv\_uu id £3. nun to stywns aucnyiacs Kinase 


0. \£. 


41/0/0 


KU/000 


Up TOQ17 

nS./0ol / 


NrA_uu/a oj:nomo sapiens small mauaDie c 


0 40 
0.1/ 


409220 




U.CIOOO 


/lrv^reKnV\WM OmftAT'Prmrvi cariionc htmnr 

\njcusiin nj t«ivi_u(MO < t«.nui i nj aopisns cumor 


3.12 


428699 


AIA/C7O9C9 
/\V»Of 0ZO£ 


Up 4QniR1 


Ht; 1 001 fil l Rft nrrrtcrfn 

ns. iniioi.Lno pjuiBui 


\ 15 

o. \c 


A99fi7C 
4//0/0 


DcmnKi7 
btuiool/ 


Up 4 4 04 / (\ 

nS.liyi4U 


NrvLUUiy/uinorno sapiens euKaryooc iransi 


0 10 
0.1/ 


aa/3m 


AIMJUUIOO 


Ue irt7cn 
ns.iu/ou 


niului /ooutiorno sapiens asponn (lkk was 


0 19 
0.1/ 


409932 


Ai376750 


Ue CTCftfl 
nS.0/OUU 


rJM_uui/oJ.nomo sapiens auapior-reiaieu p 


\ 10 

0.1/ 


A1G4CO 
4 1910/ 


L1//1 1 


Up OOC/O 

nS.09o4o 


/?ftMipnrtb\MM nmnejiiUAMMCAfitAit* ipm«l 

(iceusiiriry nm_uo t uo4:nomo sapiens transK 


0 40 
0.1/ 


41U/4U 


Al 1 trrAOA 
ALT 0/4/4 


Up C10QQ 
hS.Ol/09 


Up ClOaO-ewn-wln^nin O 

ris.0 1 /oyisynaptojarun / 


0 40 
0.1/ 


A4 0A70 

410U70 


AL038165 


Hs.75187 


NM_014765:Homo sapiens (ranstocase of ou 


3.11 


iflCDCC 

40 OOOO 


AI025931 


Hs.181357 


Hs,181357:iamintn receptor 1 {67KD, nbo 


3.11 


i ft CO/10 

405203 






3.11 


441 028 


AI333660 


Hs.17558 


Hs.i755o:Homo sapiens, done IMA(£:40704 


3.11 


417211 


T97617 


Hs.269092 


Hs.28StK2:ESTs 


3.11 


4/1004 


BE281591 


Hs.1 06768 


fX 14 J A4 Q4 ^/VUMMtM jmmmIamm i at- -a* — 1 a 

NM_018120;nomo sapiens nypolneuca] prot 


3.11 


4/902:4 


AA296363 


H&121520 


Up 4*Hf¥VI Ifimn pmmLmw. mF\MA CI IQCTOO IV 

ns.i2io/u:norno sapiens cuna rUJo/s/ us 


3.11 


/OfiOO/ 

4/0/04 


BE314534 


Ks.168159 


Hs. 1681 59:bi functional apoptosts regulal 


0 44 
0.11 


4U0OUO 


H69912 


Hs.48269 


kill /VY31CM'U««w% pnmanp irwklt 4-J 

NM_ooooS4.nomo sapiens vacorua related 


0 4A 
0.10 


JH7A91 
41/0/1 


BE245149 


Ks.82643 


Ni^uu/o/icnomo sapiens prosin ryrosine 


o m 

0.1U 


4109/0 


BE243985 


Hs.60680 


ns.ouooumapr vami proiem 


3 10 
0.1U 


4ioni^ 

41UU10 


AF067173 


Hs.57904 


Hs^7904:mago-nasrd homok)Q t profiferaO 


0.1U 


41909/ 


NMJXJ3816 Hs.2442 


ns^44/:a oisiniegnn ana rnsouoprocBui 


0. IU 


*KJOO I O 


AW503205 


R*Z7268 


He 979fi&>Unmn canionc r»nMfi- PI 1910^3 fic 

ttsj.1 ^Do.nomo sapious cuna. ru/isoo ns 


O. IU 


429238 


NM.002849 Hs.198288 


MM fHlTftAQ-Urtmrt canionc rwnlom IwrndnA 

ww^uu/o^^nomo sapiens protein tyrosine 


^ in 

0.1 J 


•♦004U9 


AI278802 


Hs.25661 


Ue OCCCI-CCTo tJftAaratahi plrmlor (n htm 

ns./oooi.co i s, Mooeraieiy similar id nyp 


0. Iu 


4/044U 


BE382756 


Hs.169902 


NMJUUooi oinorno sapiens soiuie earner ta 


o m 

0. IU 


4004// 


AW972330 


Hs^83022 


rxN^inoo4o.nomo sapiens uiggenng recepi 


i its 

0.1U 


427609 


AK000436 


Hs.179791 


Mil niTOITUjuim Jii-mtjui-n OAPOn mnn.h nr t5 A C 

NMJD i/oi 7:Homo sapiens RAB20, memoer ras 


o m 
0.1U 


4UO/U1 


AK000568 


Hs.43654 


Mil A47DaO.U<MHM «mUm h— U r_.<L_ A I r . 

NM_vi /oa/:norno sapiens cereiQHipoTuscin 


o m 
0.10 


A1Q4Q4 
410101 


U37012 


Hs.83727 


NMj013291:Homo sapiens deavage and poly 


o in 
0.10 


445176 


A1878907 


Hs.12379 


Mil wni nn.i i-.... im.it, .... r*i >w # i * » 

NM_001419:Homo sapiens ELAV (embrycrx 1 


3.10 


4368% 


H959S0 


Hs.181244 


11- Mn.*m.m m i__t_*_A BUSKk - - - > 

Hs.1812443naJor rustocompaubalty ccmpJ 


3.10 


427337 


Z46223 


Hs.176663 


u^ooOooftHomo sapiens Fc tragmenl of Ig 


o m 
0.1U 


403435 


BE545277_Hs.340959 


NM.00o72o:Homo sapiens Ts translafion e! 


O AO 

3.09 


408150 


BE620274 


Hs.43112 


Hs43112:Hofm sanlens mRNA: cDMA DKFZd43 


3.09 


431738 


AW237726 


Hs.288549 


NM_032828:Komo sapiens ubiquiSn UBF-fl 


ao9 


449703 


H61001 


Hs.171802 


Hs.171802:Homo sapiens, done IMAG&3956 


3.09 


423184 


NWJJ04428 Hs.1624 


NM_X4428:Homo sapiens ephrtn-A1 (EFNA1) 


ao9 


400278 




Hs^280 


NM_002950:Homo sapiens ribophorki 1 (RPN 


3.09 


449051 


AW961400 


Hs^33526 


NM_032339ite) sapiens hypothetical prot 


3.09 


428297 


AA236291 


Hs.183583 


NM_03CS66:Hc.Tto sapiens serine (or cystei 


3.09 


430066 


AJ929659 


Hs.237825 


Ksi3782S£igna) recognition parfide 72 


3.09 


428044 


AA093322 


Hs.301404 


NM_006743Jtorno sapiens RNA binding moGf 


3.09 


426989 


A1815206 


Hs.100293 


Hs.100293.-CMInted N^cetyighxosamine ( 


3.08 


447887 


AA114050 


Hs^11610 


NM_00122&Homo sapiens caspase 8. apopto 


3.08 


422010 


AA302049 


Hs.31181 


Hs31 181 :Homo sapiens cONA: nj23230 fis 


3.08 


444823 


BE262989 


Hs.12045 


Hs.1 2045:C2f protein 


3.08 



201 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



410668 


RP07Q7Q4 
DCOf 9(9*1 


He 150551 


415173 


AW50171S 


ns. iouuo9 


419757 


AA773890 


ns.009/ u 


427725 


U66839 


nS. I0U9M 


424408 


AJ754813 


14R49R 
na. 1 Hfrk£o 


453914 


NM 000507 


Hs.574 


420187 


AK001714 


ns^o'i** 


431498 


AKQ01777 

ruvuu nil 


He 95R551 
n^, £Poooi 


411423 




Hs.58854 


449954 


AAS4163fi 


Hs.37477 


423671 


AWHfifU 15 

niiBOU 199 


He 9141 M 
rii.^Ot 1 U 1 


448719 


AAUOOOif 


Me 91RCO 


HO 1*103 


AI937227 


Ue QOOI 


450876 


Ar IOoUoZ 


Ue OOCG7C 

ns^O09/0 


4394CC 
HO/1 DO 


UODlOO 


Uo O7C4C0 

nS.4/oltw 


491 ann 

*W 1 DUO 


AW/VHY1C7 
AIMJUUIO/ 


ns.lUooUZ 


AlftMA 
hJUU 14 


n09O04 


Hs.374303 


436553 




Ue 1Q141C 

ns. 101140 


40001*1 


AI49093/ 


Ue 0C4OO7 
nS.00190/ 


450247 


Ar J/OOUO 


Ue 9471 Q 
rfS.44/10 


416062 


MVVDOUOOO 


Ue ROOftO 




nsooou 




41RA41 




Ue QGQA~? 

ns,0094r 




AA9Q££QR 
AAZ30O90 


Ue OOO/ ■< fl 

ns.ooo4io 


408124 


U89337 


Ue 49fi.qo 

rio.HZ.OCKj 


435550 


AI9944«ifi 


Ue ^94CfT7 


421779 


Alfl7Q1*iQ 


Ue infl91Q 


440246 


u/nnin 


Ue 101070 


446770 


AVOQUOV9 


Ue m4QflR 
rw. I9H9O0 


440708 


AF038962 


Lie 70Q4 
n5.f 00 1 


425118 


AUU/uvl 1 


Ue 1c4fi79 

ns. 10*10/ z 


453830 


AAOO*l«I90 


n5,£U930 


419RK7 


A| m7R0C1 


Ue 7>IC07 

ns./ioo/ 


422032 


AA47fiQfifi 

A/Vlf 0900 


Ue 11ftR<\7 

ns. 1 luoor 


4419^R 
*H*lzOO 


AI079555 


Ue OOO^ cc 


408524 


UO/ 9*»£ 


Ue 4fi09ft 


4rtfllft9 


1 l/ftt51 
U40O0I 


Ue C01 


430£flR 
*KJUDUO 


A1U10SOO 


Ue 10/C07 

ns. iU40of 


1 *OC£0 1 


a wnni ooq 

Ar\UU I ZOo 


Ue 97A0C0 

ns.4f44oo 


ft OO OO 


A All 491 9 


Ue QQOri 


49057/1 


AVYOOOOUO 


Ue 100(110 

(IS. 14901 y 


/40c CO 
ftOOOJ 


A A107fW0 


Ue QCC0 


451711 


AAUUUsOl 


Ue OCQQn 




AAG004Q1 


Ue 90017 

nsJcooi/ 


4A7RR7 
*HI/OOf 


Airnn9nii 

AiSUUtU 1 I 


Ue 07RCQ 




A A09O595 


Ue 9rt407C 

ns^UlUrO 


450450 


A\W707C97 


Ue 0^7J( CO 




R26830 


U« incio? 
nS.lUolo7 


1*10009 


BE382657 


HJ121486 


440049 


BE262943 


Hs.9234 


40011ft 

•wauio 


AW300887 


H^26638 


419R97 


BE391959 


Hs.74276 




U83236 


Hs.10803 




AJ373162 


Hs.75103 




AA954810 


H^239784 


414774 


X02419 


Hs.77274 


450607 


AU050373 


Hs.25213 


421179 


U72664 


Ks.148495 


451798 


BE297567 


Hs.27047 


428428 


AL037544 


Ks.184298 


447656 


NM_003726 Ks.19126 


40CQ90 


AW749865 


Hs.1 17077 


417896 


AA379770 


Hs.82890 


444193 


Y17801 


Hs.10574 


418741 


K83265 


Hs.8881 


414421 


AI521130 


Hs.355126 


424867 


AJ024860 


Hs.153591 


442504 


BE503373 


Hs.334335 


437651 


BE560672 


Hs.13543 


436540 


8E397032 


Ks.14468 


438000 


AJ825880 


Hs.5985 


415697 


AJ365603 


Hs^79696 


437469 


AW753112 


Hs.15514 


435319 


H90727 


Hs,5123 


450126 


BE018138 


Hs.24447 


445985 


BE621800 


Hs.29444 


406868 


AA505445 


Hs.300697 


424439 


AA579635 


Hs.1770 


408452 


AA054683 


Hs.222728 


417831 


H16423 


Hs.82685 


TABLE 11B 





KM_01 4452: Homo sapiens tumor necrosis fa 3.08 

Hs.180059:Homo sapiens cDNA FU31360 lis 3.08 

Hs,6397(hESTs 3.08 

NIVLO02756: Homo sapiens mitogen-activated 3.08 

Hs.146428xdlagen, type V, alpha 1 3.08 

NM_000507:Homo sapiens fructose- 1 ,6-btep 3.08 

NM_019028:HaTio sapiens hypothetical prot 3.08 

NM_012100:Homo sapiens asparty. aminopep 3.07 

{loaisIiiik)NM_139248:Homo sapiens membra 3.07 

Hs^7477:ESTs, Weakly similar to T46220 107 

Hs^34101 :Homo sapiens, similar to chofi 3.07 

Hs.21858serine (or cysteine) proteinase 107 

NMJ)21175:Homo sapiens hepchfin anfimJcr 3.07 

(Iocusiirik)NM_01338M:Honio sapiens LAG1 1 3.07 

NM_00251 2:Homo sapiens non-metastafc ce 3.07 

NM_017688;Homo sapiens hypothetical prot 3.07 

(!ocusTmk)NU_144691:Homo sapens hypoth 3.07 

Hs.1 81 1 25:immurioQiobuEn lambda locus 3.06 

Hs^519373ibosomal protein, large P2 3.06 

NM.01 3386:Homo sapiens hypotheScal prot 106 

NM_006406:Homo sapiens peroxiredoxin 4 ( 106 

H96850^w03b1 2^1 Soares melanocyte 2NbH 3.06 

NM.001 109:Homo sapiens a (fisintegrin and 106 

(locusIink)KM^014154:Homo sapiens FXYD d 106 

NM_004381:Homo sapiens cAMP responsive e 3.06 

Hs.324507:hypothe8ca! protein FU20986 3.06 

NM_004626:Homo sapiens wingless-type MMT 105 

Hs.191379:ESTs 105 

Hs.154986:ESTs, Weakly simfiar to PLLP.H 105 

Hs.738Mta8eHjependent anion channel 3.05 

Hs.15467imethytene tetrahydrofolate deh 105 

Hs^0953:hypoiheticd protein BC010003 105 

Hs.74637:testis enhanced gene transcript 105 

NM_01 6310: Homo sapiens polymerase (RNA) 105 

NM_032039:Homo sapiens hypothetical prot 3.05 

Hs.46328:fucosyltransferase 2 (secretor 3.05 

Hs.621 iecfin. gatactoside4)inalng. sotu 3.05 

Hs. 1 04637:so!ute carrier family 1 (gtuta 104 

Hs.274263:hypothelical protein RJ10377 3.04 

Hs.9930xertne (or cysteine) proteinase 3.04 

NM_01 8344:Homo sapiens hypothetical prot 104 

NMJM 3374:Homo sapiens programmed cell d 104 

NMJ)1 7829:Homo sapiens cat eye syndrome 104 

NM»032824:Homo sapiens hypothetical prot 104 

NM_01833&Homo sapiens hypotheScal prot 104 

Hs.201076:ESTs 104 

Ks.347459^omo sapiens cONA FU13900 fis 104 

Hs.1 06137«omo sapiens mRNA for OWSW-a 104 

Hs^1486signal transducer and acfivator 104 

NM_03^35^Homo sapiens seven transmembra 103 

NM_031457:Homo sapiens mernbrane^pannlng 103 

Hs.7427&\tiitoride intracellular channel 103 

Hs,10803xaidum and Integrin binding 1 103 

NMJ)03406:Homo sapiarts tyrosine 3-monoox .103 

Hs.239784scribb!e 103 

NM_002658:Homo sapiens plasminogen acQv 103 

MM.015677:Homo sapiens hypothetical prot 103 

NM_0028ia.Homo sapiens proleasome (proso 102 

H3.27M7^ypothefical protein FU20392 102 

NM_00l799:Homo sapiens cyclin-dependent 102 

NM_003726:Homo sapiens sre family associ 102 

Hs.1 170772inc finger protein 264 102 

Hs.82890rielender against cell death 1 102 

Hs.105743dutB carrier family 2, (factl 102 

Hs3881:Homo sapiens cDNA FU32163 fis, 101 

0oarsIink}N^14468&Homo sapiens hypoth 101 

NMJM5787:Horno sapiens Nol56 p. meianog 101 

NKL022484:Homo sapiens hypothetical prot 101 

(tocusfink)NM^14521 4:Homo sapiens trtpar 101 

NM_020230:Homo sapiens peter pan hcmoiOQ 100 

Ks^985:non-kinase Cdc42 elector protei 100 

Hs^79696:DKFZP566M024 protein 100 

Hs.15514:hypo1he«cal proian MGC3260 100 

Hs^123:hypotheQcal protein BC008246 3.00 

Oc>aiSlmk)NM_00586&Homo sapiens type I 100 

nsJ9444:patathre smaa membrane protein 3.00 

H^0€97±Tm™c^obufin heavy constant 100 

Hs.1770:ngase 1, ONA, ATP^ependent 100 

H3J222728:Homo sapicr.s cOMA FU39004 fe 100 

Hs.82685:C047 antigen (Rh-reiated antige 100 
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Pkey: Unique Eos rjrobeset tdenfifier number 
CAT number Gene duster number 
Accession: Genbank' accession numbers 



Pkey 



432407 



459306 
452098 
451129 



CAT Number Accession 



0.0 

MH1429J2 



223120.-4 
161393J 
149551 1_1 



M18728 

BG036675 BF772005 BF771866 BG960386 BG960381 NMJE5712 AF1 10315 BE074534 BE182776 BE 158000 BE 157999 BE714315 AW818104 
AW847519AA099426AW817981 AW856396BG961122AA224498 AA308542AW821833BF902155AI732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224 BG9B6155 AK057283 BI861466 AA663341 AM57591 BG949294 AW392886 AA071122 AA227849 
AA584918BG959570BF773486AL041598BFK9013R87170C16859BF770411 BF771298 A1075321 L1 3823 AA216700 BF771864 AW861 859 
BE537068C18935AA155719BF771172BF769107 BF804954 AW818172AW818143 AW392930AW817057AW858044 BF746211 AA179928 
AW851687 AW821826 BI055728 BF242643 AA207189 BF770412 BF771157 BG430030 M055592 
AW578452 

BG028348 BF772844 HB3066 AW817969 H90985 BF755039 AI858183 
BE072881 AI7621S1 BE072946 



TABLE 11C 



Pkey Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. 'Dunham L el at" refers to the publication entitled The DMA 

sequence of human chromosome 22.' Dunham I. et at, Nature (1999) 402:48^495. 
Strand: Indicates DMA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


NLposition 


408399 


9256288 


Minus 


6344*63554 


403220 


7630969 


Plus 


64338-64517 


403218 


7630969 


Plus 


58039-58149 


403221 


7630969 


Plus 


6629466438,66936-671 24 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


400529 


9796988 


Plus 


138232-138423 


405556 


1552511 


Plus 


163497-163623,164715-164968,165369-16550 


403739 


7630882 


Plus 


44563^766,48209-48483,62255-52495 


403219 


7630969 


Plus 


61858-61995 


404826 


6572184 


Plus 


47726-48046 


400750 


8119067 


Plus 


198991-199168,199316-199548 


400846 


9188605 


Plus 


39310-39474 


401179 


9438847 


Plus 


113477-113893 


400847 


9188605 


Plus 


44643-44835 


404854 


7143420 


Pius 


14260-14537 


400448 


9887687 


Minus 


177372-177674 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402829 


8918414 


Plus 


101532-101852.102006-102263 


406363 


9256114 


Plus 


14403-14602,17000-17147,17241-17368 


402104 


8119072 


Plus 


122409-122600 


402260 


3399665 


Minus 


113765-113910,115653-115765,116808.11694 


403912 


7710730 


Minus 


72000-72290,72431-72700,72929-73199 


400836 


8954179 


Plus 


677-1188 


400845 


9188605 


Plus 


34428-34612 


403217 


7630969 


Plus 


54089-54163,55427-55623 


405387 


6587915 


Minus 


376^3833,5708-5895 


405203 


7230116 


Plus 


125295-125463 



Table 12A lists about 1006 genes up-regulated in cervical cancer compared to normal adult tissues. These were selected from 59680 probesets on the Aflymetnx/Eos-Hu03 
GeneChip array such thai the raSo of "average" cervical cancer to 'average* normal adult tissues was greater than or equal to 2.5. The "average* cervical cancer level was set to the 
93 rd percentile value amongst cervical cancers. The "average' normal adult 6ssue level was set to the 93* percentile value amongst non-maHgnantfissues. In order to remove gene- 
spednc background levels of non-specific hybridization, the 15* percentile value amongst non-mafig riant fissues was subtracted from boft the numerator and the denominator before 
the ratio was evaluated. 

TABLE 12A: 1006 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Urrigena number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal body tissue 



Pkey ExAccn UnigenelD UnigeneTifJe R1 

402075 U19557 Hs. 123035 Equamous cell carcinoma antigen 2 (SCCA2) 81.1 

425650 NMJM1944 Hs.1925 desmogtem 3 (pemphigus vulgaris anSgen) 43.6 

418007 M 13509 Hs.83169 matrix metaltopreteiriase 1 fintersfiSaJ cofl 38.9 

435094 A1560129 Hs.329062 EST 30.3 

439606 W79123 Hs.58561 G protein-coupled receptor 87 28.8 

452240 AI591147 Hs.61232 ESTs 27.0 

444783 AK001468 Hs.62180 aniln (Drosophila Scraps homoiog), acfin bl 26.0 

417034 NM.006183 Hs.80962 neurotensin 25.5 

424046 Af 027866 Hs. 138202 serine (or cysteine) proteinase inhibitor, d 24.5 

422956 BE545072 Hs. 122579 hypothetical protein FU10461 23.7 
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Aiccnc 
43o5Uo 


Ar2U0492 


Hs.211238 


tmaneuwn-i rtomotog 1 


21.2 




X07820 


Hs.2258 


matrix rnetaitoproiernase lu (stromeiysjn i) 




416345 


AJ 001 696 


Hs.24t407 


serine proteinase inhibitor 13 (FI135 serpln 


20.1 


452461 


N78223 


Hs.108106 


transcription factor 


4Q O 
19.0 


423017 


AW1 78761 


Hs.227948 


serine (or cysteine) proteinase inhibitor, ct 


19,2 


429432 


AJ678059 


Hs.202676 


synaptonemai complex protein 2 


17.5 




! KJOGC7 

Uottyb/ 


Hs.78867 


protein tyrosine phosphatase, receptor-type, 


4R A 


435243 


AW292886 


t »^ AA4 4"14 

Hs.261373 


1 |L 1 1 ■ » . JliAiAIJ 1 

hypothetical protein dJ434014.3 


16.3 


428654 


AKOOlDOO 


Hs. 189095 


-■--1- - 1 _ C A 1 1 4 fnnl 1 *' * n.n 

surtjtar to SALL1 (sal (Drosopnilaj-uKe 


4C O 


426227 


AA321649 


Hs.2248 


small induaule cytokine subfamily B (Cys-X-C 


4C Q 

10.9 


421373 


AA808229 


Hs.167771 


ESTs 


15.7 


A 1 OAQ 


AAZ3o77o 


Un Tomo 
HS.7S07O 


mauz (rrotouc arrest uenaent, yeast, nomoio 


MIA 


441459 


AI919142 


LX_ ni 1111 

Hsa 14233 


rot. tAtnnU,, nt— 11— |m AI 1 14 LI1IMAM Ai II CIFOCAI4 

ESTs, weawy similar to ALU inhuman alu subfam 


4a C 


447164 


A CtViCOA A 

AF025941 


Hs.17518 


Homo sapiens cig5 mRNA, partial sequence 


44 O 

13.0 


412719 


a turn* CC 4 A 

AWOloolO 


it- 4 inn 4 4 

Hs.129911 


ESTs 


40 A 


417366 


BE1 85289 


Hs.1 076 


smaD praline-rich protein 1B (comifin) 


133 


431753 


X76029 


Hs^841 


neuromedin U 


13.2 


438817 


AJ023799 


Hs.1 63242 


ESTs 


13.1 


404996 






Target Exon 


13.1 


443211 


Ai 128388 


it. j inj-rr 

Hs. 143655 


ESTs 


12.9 


414764 


AW013887 


Hs,72047 


ESTs 1 


12.9 


^ 428618 


AA885360 


Hs.160199 


Target CAT 


12.7 


416661 


AA634543 


Hs.79440 


IGF-II rnRNA-btndng protein 3 


12.7 


421478 


AI683243 


Hs.97258 


ESTs, Moderately stmSar to S29539 nbosorna! 


12.6 


429486 


AC4 CCQ*)? 

AF1 55827 


Hs.203963 


hypothetical protein Fu 10339 


40 fi 
1/.0 


432666 


AW204069 


Hs.312716 


ESTs, WeaWy similar to unnamed protein produ 


12.6 


427585 


031152 


u. Alarm 


collagen, type x, aipna i (ocnmia meiapnysea] 


49 A 


419183 


i tcncco 


Hs.89663 


cytccnrorne r4ou, suoiarruiy aaiv (vitamin u zh 


40 4 


450221 


A k4004A1 

AA328102 


HsJ2464t 


A tit . - '.1.1 - ■ * ft 

cytosxaeton assooatea proiem / 


12.2 


422168 


AA586894 


Lin a it A no 

Hs.1 12408 


C>4 Art n^ln!.— kUjiUn nnntnin A 7 * *- 4\ 

S 100 cataum-oinding protein A7 (psonasin 1) 


44 K 
11.0 




Auo//UU 


HS.J i roo4 


CCTe 
to IS 


11 ^ 
1 1.0 








preferentially expressed antigen In melanoma 


11 A 


447048 


AW333UOU 


tin OOOOOrt 


nypotneacai protein rUzobo/ 


11 0 


453922 


ArUoooUb 




budolrtg uninhibited by benzimidazoles 1 (yeas 


11 n 


449260 


AA741180 


Hs.29879 


ESTs 


11.0 


423049 


X59373 


Hs.1 88023 


to is, Moderately similar to hxda^human humcud 


4ft 7 


406467 






Target Exon 


1ft c 


439926 


AWU14875 


HS.137QQ7 


ESTs 


4ft 0 


428368 


BE440Q42 


Lin AIIAe 

Hs.83326 


matrix metaiioproteinase 3 (stromelysin 1, pr 


10.2 


420759 


T11832 


Un <irrm 

Hs.1 27797 


Homo sapiens cDNA FIJ1 1 381 fis, done HEMBA1 0 


4ft O 
1U.Z 


414422 


AA147224 


Hs.337232 


Homeo box A13 


10.2 


442660 


AW138174 


Hs.1 30651 


ESTs 


4ft 4 
10.1 


449003 


, X76342 


Hs.389 


alcohol dehydrogenase 7 (class IV), mu or stg 


10.0 


408572 


AA055611 


Hs.226558 


ESTs, Moderately similar to ALU4_HUMAN ALU SU 


9.9 


439820 


AL360204 


Hs.283853 


Homo sapiens mRNA full length insert cONA cto 


9.8 


400195 


NM.007057 




NVL007057*:Homo sapiens ZW10 interactor (ZWiN 


9.8 


422426 


W79117 


Hs.58559 


ESTs 


9.7 


447700 


AI420183 


Hs.171077 


ESTs, Weakly similar to T21259 hypothetical p 


9.7 


458194 


AW383618 


Hs.265459 


ESTs, Moderately slmSar to ALUSLhUMAN ALU SU 


9.4 


455601 


A1368580 


Hs.816 


SKY (sex determining region YJ-oox 2 


9.4 


418882 


NM.004996 


Hs.69433 


ATP-bincfing cassette, sub-family C (CRR/MRP) 


9.4 


437789 


A1581344 


Hs.127812 


ESTs, Weakly similar to T17330 hypothetical p 


9.4 


419247 


S65791 


Hs.89764 


fragile X mental retardation 1 


9.1 


419750 


ALD79741 


Hs.183114 


Homo sapiens cDNA FU 14236 (is, done NI2RP40 


Q 4 
9.1 


420602 


AF060877 


Hs.99236 


regulator of G-proteln signalling 20 


9.0 


A1QQAC 

4Zoo45 


AL157579 


Hs.153610 


KIAA0751 gene product 


o n 

y.u 


426427 


M86699 


Hs.169840 


TTK protein kinase 


a n 

y.u 


-"^ 429538 


BE182592 


Hs.11261 


smaH proHne-fich protein 2A 


9.0 


446232 


A1281848 


Hs.194691 


retinoic acid induced 3 


8,9 


430520 


NIVL016190 Hs.242057 


chromosome 1 open reading frame 10 


Q Q 
0.9 


439772 


AL365406 


Hs.10268 


1 l„ ... „ t _D|.|A AM l^^.lk I_n^4 nTM>IA nL. 

Homo sapiens mRNA fuu langtri insert cDNA cto 


O Q 

0,3 


424905 


NMJM2497 Hs.153704 


kin a a * i— n _i j fc_* 

N1MA (never m mitosis gene a)-reiated tanase 


8.9 


423020 


AA383092 


Hs.1608 


rr r* ■ - «_ a 4 /4 j i.r\\ 

repficauon protein A3 (14KD) 


8.9 


430486 


BE062109 


Hs^41551 


chloride channel, calcium activated, family m 


8.7 


452291 


AF015592 


Hs^8853 


COC7 (ceil division cyde 7, S. cerevisiae, h 


8.7 


432193 


AA372264 


Hs^73193 


hypothetical protein FU10706 


a 7 
0.7 


407642 


AW178963 




l_ .« r>T*rt*W^ AAAOnft /V^4 k4 4 ATAM4 , > 1 

gb:MR0^TQrj32-2GQSS9-Q01 -o1 1 ST0032 Homo sad 


8.7 


422420 


U03398 


Hs.1524 


tumor necrosis factor (Cgand) superfamtly, m 


8.7 


458027 


L49054 


Hs.85195 


myeloid leukemia factor 1 


8.4 


' 424086 


AJ351010 


Hs.102267 


rysyi oxidase 


8.3 


420092 


AA814043 


Hs.88045 


ESTs 


8.3 


449034 


AI624049 




gb^s41a09.x1 NCLCGAP_Ut1 Homo sapiens cDNA 


a3 


408522 


AI541214 


Hs.46320 


Small protine-rich protein SPRK [human, odont 


a2 


418478 


038945 


Hs.1 174 


cydin-dependent kinase Inhibitor 2A (melanom 


8.2 


» 436279 


AW900372 


Hs.180793 


ESTs, Weakly similar to S65657 a!pha-1G*lren 


8^ 


440834 


AA907027 


Hs. 128606 


ESTs 


a2 


452724 


R84810 


Hs30464 


cycfinE2 


8.1 


423849 


AL157425 


Hs.133315 


Homo sapiens mRNA; cONA DKFZp761J1324 (from c 


ai 


410044 


BE566742 


Hs.58169 


highly expressed in cancer, rich in leucine h 


8.0 


) 429228 


A1553633 


HS337139 


ESTs 


7.9 


438915 


AA280174 


Hs.285681 


WnHams-Beuren syndrome chromosome region 14 


75 


425710 


AF030880 


Hs.1 59275 


solute carrier family, member 4 


7.8 


421308 


AA687322 


Hs.192843 


leucine zipper protein FKSG14 


7.8 
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435159 


AA668879 


Hs.1 16649 


43S232 


N48590 


Hs.46693 


437616 


AI797163 


Hs.207954 


408554 






433133 


AB027249 


Hs.104741 


424098 


AF077374 


Ks. 139322 


418134 


AA397769 


Hs.86617 


446364 


AB006824 


Hs.14912 


447254 


NMJ504153 Hs.17908 


414148 


BE084049 




429548 


AW1 38872 


Me tfCTfifl 
no. iooxoo 


423725 


AJ4031Q8 


Hs_139127 


450192 


AA263143 




450149 


AW9RQ7R1 


ru>. IO&ODO 


431941 


AKOfiOinfi 

AlWJUU 1 UU 


Hs, 27 2227 


427821 


AA4701RR 


Ue QfiOflO 


436211 


/MVUU 1001 


Me 334H9R 


425761 


AWRR4914 


u, 1QC79Q 


450028 


f\i3 1 ZU \C. 


He 3rMY737 


40S719 


MJfQS IDU 


nS. lUODOl 


444342 




ns. luoor 


413573 


Ar733R5Q 

AltOOOOS 


He 14QHRQ 

ns. I'+yuoy 


422330 


LAW/ oo 


Me 11^7R3 


454988 


AW850140 




447342 


All 99 268 


Hs 1932? 


403471 






409041 


ARA33n?R 


Me RflftRI 
no.ouuo i 


407839 


AA045144 


Me 1R1RRR 
ns. i o i ooo 


415652 


T79213 


Hs 272073 


420900 


AL045633 


Hs 4426Q 


444271 


AW452569 


He 149RCI4 


410153 


BE31192R 


Me 1RR3n 
no. iooou 


448893 


Awnn4R*vd 

MWUVJOO** 


Me 77R39A 


431622 


AWQ7Q771 


He 9Q31R4 


457405 


AA504860 




424345 


rUVUU IOOU 


Me 14R47Q 
ns. mo**/ a 


414812 


A»£f OO 


He773R7 
no.f /oof 


425734 


MTUOOAJ9 


Me 1 WJQfi 


446435 


AW90.R737 


Hs 253582 


421948 


L42583 


Me 334300. 


419335 


AWQRM4R 


Mc 9R4137 


429259 


rWitVWOU 


Me 009011 


405747 


AIQ9R1R3 


Me 917403 
ns.zi raw 


453884 


MMOOOO&O 


Me 3R939 


423735 


AA3309RQ 

/VW0v£O9 




421773 




Me 1194R7 
nS. 1 IZ40r 


457435 




Me 149RR3 

ns. i**40oo 


450025 


AK<Y»1R7R 


Ue *MVM 
nS>z4J/l 


427043 


AA3Q7fi7Q 


Me 3001 


409723 


AWRRR7T7 
MYVOOO/ Of 


Me 9R7RR? 


459462 


AA4R1 3QR 
WVM) 1030 


Mc 1fl^1R7 


423244 


AL039379 




427217 


AA7QO079 


rts. i44o4i 


441820 


AAGRQ11Q 
/VvSJOSI |J> 


nS,14ooU4 


437958 


DC lOOOOU 


Ue niccfl 


430791 


AA486293 


Hs^72068 


416734 


H81213 


Hs.14825 


413385 


M34455 


Hs.840 


434828 


D90070 


Hs.96 


414299 


AA142989 


Hs.71730 


439292 


AA090421 


Hs.5555 


413753 


U17760 


Hs.75517 


413625 


AW451103 


Hs.71371 


416049 


AI970536 


Hs.16603 


415064 


AA 159804 


Hs.149305 


425695 


NMJ305401 


Hs. 159238 


451381 


BE241831 


Hs.172330 


415900 


Z43758 


Hs.26037 


444478 
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Hs.197075 


420637 
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ESTs 
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origin recognition complex, subunit 1 (yeast 
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ESTs 

hypothetical protein LOC57822 

RAD514nteractjrtg protein 

Zfc fam3y member 2 {odd-caked DrosophBaho 

Homo sapiens cDNA FU20099 (is, clone COL0454 

ESTs 

hypothetical protein FU10719; K1AA1794 prate 

ESTs 

ESTs 
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similar to rysosome-associaled membrane giyco 
ESTs 
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Target Exon 
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ESTs 
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ESTs 
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hypothetical protein FU23537 
ESTs 
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monotone induced by gamma Interferon 
pepbdyigtycbe atpha-amidating monooxygenase 
ESTs 
keratin 6A 

hypothetical protein FU12888 

ESTs, Highly similar to S60712 band^rotein 

enrtexin A2 
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gb:EST33963 Embryo, 12 week II Homo sapiens c 
ESTs 

ret finger protein 

Homo sapiens cDNA FU12028 fis, done HEMBB10 

ESTs 

ESTs 

ESTs 

ESTs, WeaWy similar to ubiquitous TPR motif, 
ESTs 

ESTs, WeaWy similar to envelope protein [H.s 

ESTs, Moderately similar to PC4259 ferritin a 

ESTs, Weakty simlar to A1U3JHUMAN ALU SUBFAM 

ESTs, Weakly similar to KtAAl 503 protein [Ks 

iretoieamine-pyrrole 2,3 dioxygenase 

phorboi-1 2-myrfetats-1 3-acetate-frtduced prate 

ESTs 
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laminin, beta 3 (nicein (125kO). kafinki (140 

ESTs 

hypothetical protein FU1 3163 
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ESTs 

M-phase phcsphoprotein 1 
ESTs 
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ESTs 
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pepCdyiprolyi iscmerase (cydophQInHSce 1 
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ESTs 

gb:Homo sapiens cig33 mRNA, partial sequenca 
lymphocyte anBgen 6 complex, locus D 
ESTs 

gbmw8Se09.s1 NCLCGAP^Prl 2 Homo sapiens cONA 
gbiHomo sapiens fuB length insert cONA done 
tecCn, gatactoskte-bintfing, soluble, 7 (gale 
ESTs 
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EST 

Homo sapiens cDNA RJ10570 fis, done NT2RP20 
dickkopf (Xenopus laevis) homolog 1 

nine « ■ ■» i.- Kt._ / li * • ei 

KAbo interacting, wnssrn-aKe (rauxmesm oj 

ESTs 

ESTs 

manmaglobin 2 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

hypothetical protein NUF2R 

ESTs, Weakly simitar to DAP1_HUMAN OEATH-ASSO 

hypothetical protein DKFZp434A1 315 

hypothetical protein FU 12684 

phosphate cytidyfyltransferase 1, choline, al 

ESTs 

cONA for differentially expressed C01 6 gene 
matrix metallocrotein ase 1 6 (membrane-inserte 
ATP-binding cassette, sub4am3y C (CFTR/MRP) 
NM.01 8833*:Homo sapiens transporter 2, ATP-bi 
ESTs 

hypothetical protein Ft) 13352 
UL16 binding protein 2 
ESTs 

fransfbrrning growth factor, beta 2 
gb:PTZ1J_G03.r tumor2 Homo sapiens cDNA 3T, 
ESTs. Weakly similar to MUC2^UMAN MUO N 2 PR 
ESTs 

sdute carrier family 7, (cailonic amino acid 
heparin-blnding growth factor binding protein 
transglutaminase 3 (E polypeptide, protein-gl 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA 0KFZp586P2321 (from c 
C7000246:gll72477|pin:iDVHY1C multidrug resis 
SMC1 (structural maintenance of chromosomes 1 
ESTs 

hypothetical protein DKFZp547A023 

ESTs, Moderately similar to 138022 hypothetic 



ESTs 

ESTs, Weakly similar to 2109260A B cefl growt 
guanyiate binding protein 1, interferon -indue 
matrix metalloproteinase 12 (macrophage etast 
ESTs 

kinesin-like 1 

a distntegrln and metafloprotelnase domain 12 
ESTs, Weakly similar to 154383 chromosome seg 
tucosyttransferase 9 (alpha (1 ,3) fucosyitran 
laminBI 
ESTs 

gb2n45hOU1 Stratarjene HeU cefl s3 937216 
hypothetical protein FU 12735 
hypothetical protein FU14991 
fidgetln-Gke 1 

Homo sapiens keratin 17 (KRT17) 

Homo sapiens mRNA full length insert cONAdo 

hypothetical protein FU14825 

DNA replication factor 

Idnesin-fixe protein 2 

gb^DTOC4^221299^b09 DT0044 Homo sap] 
Target Exon 
Target Exon 

Homo sapiens cONA FU 20769 fis, clone COL0667 
N1CE-1 protein 

rrypothefical protein FU13912 

Homo sapiens cONA RJ11170 fis. done PLACE 10 

ESTs 

protein regulator of cytokinesis 1 
inositol poK;phosphate-4i^hatase, type II 
solute carrier family 7 (cafionic amino add 
ESTs 
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gb:yn72d12j1 Soares adutt brain N2b5HB55Y Ho 

ESTs 

ESTs 

cycSnEI 

gbAtR1-ST0206-17040W»24^5 ST0206 Homo sapi 
ESTs 

in terteuW n 1 2 receptor, beta 2 

thymosto, beta, identified In neuroblastoma c 

hypothetical protein FU10549 

ESTs 

ESTs 

deiocfinase, iodofiryronine, type li 
ESTs, Weakly similar to I38022 hypothetical p 
chromatin assembly factor 1 , subunlt A (p150) 
serine/threonine kinase 15 



dual specificity phosphatase 4 
serine (or cysteine) proteinase Inhibitor, d 
AF15q14 protein 
ESTs 
ESTs 

urotensin 2 

taminin, gamma 2 (nicein (IQQkD), Kalinin (10 
ESTs 

amphireguiin {schwannorna-derived growth facto 

ESTs 

ESTs 

tumor protein 63 kOa with strong homology to 
hyaluronarwnediated motinty receptor (RHAfvBW) 
hypothetical protein MGC14801 
K1AA1328 protein 

solute carrier family 6 (neurotransmitter Ira 
ESTs 

Homo sapiens cDNA FU 1 1980 Gs, clone HEMBB10 

hypothetical protein FU14303 

Target Exon 

ESTs 

ESTs 

cell division cycle 2, G1 to S and G2 to M 

ESTs, WeaWy similar to ALU1.HUMAN ALU SUBFAM 

Homo sapiens clone TCCCTA001 51 mRNA sequence 

pregnancy specific beta>1 -glycoprotein 9 

gb:RCOW001M3040&-031.c01 WT0015Homosapl 

ESTs, Weakly similar to 138022 hypothetical p 

ESTs, WeaWy similar to T33188 hypothetical p 

H^apiens XG mRNA (done PEP1 1) 

calmodufin-Eke skin protein 

ESTs, Moderately similar to 138022 hypothetic 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to 138022 hypothetical p 
NM_02104&Homo sapiens melanoma antigen, fami 
protein related with psoriasis 
ESTs 

gb:QVO.CT0387-17020(M21-c05 CT0387 Homo sapi 

kinesWIKe 5 (mitotic kirtesln-Hke protein 

eyes absent (Drosophila) homolog 1 

hypothetical protein FU11105 

WAA1785 protein 

ESTs 

hypothetical protein FU21007 

serine (or cysteine) proteinase inhibitor, cl 

dSrydrofotate reductase 

EST 

Target Exon 

ESTs 

ESTs 

Homo sapiens cDNA FU11180 &, clone PLACE10 
gb:RC4-NN0Q27-0604(XW)11-d1 1 NN0027 Homo sapi 
hypothetical protein FU12581 
ublqirllin C-termina) hydrolase UCH37 
airway trypsirv-Lke protease 
integrin, beta 8 

gbMWr0165^30mo07-d06 HT0165 Homo sapi 

ESTs, Weakly sfrnter to DYLX.HUMAN CYTOPLASMI 

(%dropyrimitfnase-t3<e 2 

ESTs, WeaWy similar to 138022 hypothetical p 

Homo sapiens cDNA FU11346 fis. clone PLACE 10 

activator of S phase kinase 

ESTs 

guanine nucleotide binding protein (G protein 
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ESTs 

ESTs 

gb£ST3832 1 2 MAGE resequences, MAGL Homo sap 



Hs.35406 

Hs.58149 

Hs.204096 

Hs.255527 

Hs.47783 

Hs.121806 

Hs. 128896 

Hs^09456 



AF237621 Hs.80828 

N47305 Hs.46668 
AF005258 

AI754308 Hs.159452 

AF081497 Hs.279682 

8E246919 Hs.10290 



BE623003 

T51125 

AA001464 

R14780 

AK001921 

Z43388 

AA825487 

NNL001809 

NM.000094 

NMJJQ1942 



F13287 

BE244318 

AW003582 



428182 
458446 
433040 
452193 



AI655494 

ABQ06532 

AA693537 

R64719 

N48769 

AJ188613 

NNL004833 

AI702055 

W33191 

AA310693 

BE379594 

R68649 

AI806335 

AW8032O1 

R27430 



AW394104 

H70423 

AA987351 



Hs.23625 
Hs.8493 

Ks.12826 
Hs.169575 

Hs.142179 

Hs.1594 

Hs.1640 

Hs.2633 

Hs.28465 

Hs.159388 

Hs.213194 

Hs.226414 

Hs.280728 

Hs.195718 

Hsl31442 

Hs.321411 

Hs.44609 
Hs.41690 
Hs.105115 

Hs.28907 
Hs.67329 
Hs.49136 
HsJ78359 
Hs.200329 

Hs.2715S5 

Hs.293317 

Hs.43744 

Hs.30O511 

Hs.184993 



integral, beta-like 1 (with EGF-like repeat d 

EGMte-domain, mtdOple 6 

ESTs 

Homo sapiens cDNA RJ13997 fis, clone Y79AA10 

hypothefica) protein FU11036 

ESTs 

ESTs 

Homo sapiens cDNA FLM 1381 fis, done HEMBA10 

gb:845ii2jc1 NCI_CGAP_Bm23 Homo sapiens cDN 

hypothetical protein DKFZp434J0617 

ESTs 

ESTs 

ESTs 

gb.-CM2-HT0176O41099O17-c02 HT0176 Homosapi 
ESTs 

exosome component Rrp40 

wingless-type MMTV integration site family, m 

NMJ)2500r:Homo sapiens hypothetical protein 

hypothefica) protein FU2051 6 

visinin-ra© 1 

ESTs, Weakry similar to putative p1 50 (H.sapi 
PRO0806 protein 
annextn A6 
ESTs 

ESTs, Highly simHar to unnamed protein produ 

hypothetical protein MGC14136 

Gpophrm B (uteroglobin f amity member), pro 

hypothefcal protein MGC14128 

B aggressive lymphoma gene 

HomosapienscDNAFU11971 fis, clone HEMBB10 

ESTs 

ESTs, Weakly similar to NG22 ^.sapiens) 

ENSPQ0000O16943*:CDNA 

gb:Homo sapiens skin-specific protein (xp33) 

Target Exon 

keraBn 1 (eptdermor/tic hyperkeratosis) 
ESTs 

gb:Homo sapiens faminin alpha 3b chain mRNA, 
ESTs 

Rh type C glycoprotein 

U5 snRNP^specffic 40 kOa protein (hPrpa-oindi 
(MDRflAP) (TAP2) 

Homo sapiens clone TCCCTA00142 mRNA sequence 
ESTs 

gbze45b01/1 Soares reSna N2b4HR Homo sapie 
ESTs 

hypothefcat protein MGC2550 

gb:HSC1AF121 normalized infant brain cDNA Horn 

ESTs 

centromere protein A (17kO) 
collagen, type VII. alpha 1 (epidermolysis bu 
Target Exon 
dssniogtein 1 

Homo sapiens cONA: RJ21869 fis, done HEP024 

Homo sapiens done 23578 mRNA sequence 

hypothetical protein MGC10895 

ESTs, Weakly similar to ALU8_HUMAN ALU SUBFAM 

ESTs 

ESTs 

RecQprcteln-fike4 
ESTs 

gb:EST22d11 WATM1 Homo sapiens cDNA clone 22d 
ESTs 

desmocollin 3 
absent in melanoma 2 

gWq20g1Qjc1 NCLCGAPJJtt Homo sapiens cONA 
hypothefica! protein FU20258 
HSPC072 protein 

ESTs, Moderately similar to ALU7 JflJMAN ALU SU 

absent to melanoma 1 Eke 

ESTs, Weakly similar to T3d 71 nindn - mouse 

gbdL2-UW0077-07050OO8&€06 UM0077 Homo sapi 

ESTs 

ESTs, Weakly similar to GGC1.HUMAN G ANTIGEN 
ESTs, Moderately similar to 154374 gene NF2 p 
ESTs 
ESTs 
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408771 


AW732573 


Hs.47584 


potassium voltage-gated channel, delayed-rect 


3.6 


440046 


AW402306 


HS.6B77 


hypothetical protein FU 10483 


3.6 


459575 


BE080825 




gb:QV1-8T0631-18020O<J7&c08 BT0631 Homo sspi 


3.6 


400441 


M15S30 


Hs.99879 


B-ce3 powth factor 1 (12kD) 


16 


440138 


AB033023 


Hs!318127 


hypothetical protein FU 10201 


16 


417830 


AW504786 


H5.1 22579 


hypothetical protein FU 10461 


3.6 


427131 


AA448460 


Hs.1 12017 


GE36 gene 


3.6 


413278 


BE583085 


Hs.833 


interferon-stimulated protein, 15kDa 


16 


420373 


AW988228 




gb:EST380198 MAGE resequences, MAGJ Homo sapJ 


16 


414136 


AA812434 


Hs. 119023 


SMC2 (structural maintenance of chromosomes 2 


16 


424296 


AI631874 


Hs.155140 


casein kinase 2, alpha 1 polypeptide 


3.6 


424639 


AI917494 


Hs.9812 


Homo sapiens cONA FU 14388 As, clone HEMBA10 


16 


419196 


AF1 10908 


Hs.297660 


TNF receptor-associated factor 3 


16 


434321 


AA629368 




gtezu78a1 1 .si Scares_testis_NHT Homo sapiens 


16 


426514 


BE616633 


Ks.170195 


bone morphogenetic protein 7 {osteogenic prot 


3.6 


427335 


AA448542 


Hs.251677 


G antigen 78 


16 


413472 


BE242870 


Hs.75379 


solute canter family 1 (glial high affinity 


3.6 


408000 


L11690 


Hs.620 


bullous pemphigoid antigen 1 (230V240RD) 


16 


426749 


A1623718 


Hs 105618 


ESTs 


3.6 


443899 


AW842283 


Hs.79933 


cycGn 1 


3.6 


440684 


AI253123 


Hs!l 27356 


ESTs/Wghty similar to S21424 nestin [rlsapi 


16 


424927 


AW973666 


Hs 153850 




3.6 


408591 


AF015224 


Hs.46452 


mammaglobin 1 


3.5 


408867 


AA437199 


Hs.656 


ceD division cycle 25C 


15 


428508 


6E252383 


Hs.164668 


SBBI31 protein 


15 


431120 


AA4925B8 




gb:ng99c08.s1 NCLCGAP_Thy1 Homo sapiens cONA 


3.5 


401780 






NM_005557*tHomo sapiens keratin 16 (focal non 


15 


409695 


AA296961 




oh*FST1 17514 Adrenal nlanrl himnr Hnmo cpnlpiv; 


15 


456671 


AB011142 


Hs 114293 


klAAfV^m nprtA nmHnrt 


3.5 


412155 


R38167 


Hs. 12449 


Hotno RjmiHTK frflnsmRmhranR nmtfiin HTMPlfl fHT 


3.5 


435244 


N77221 


Hs. 187824 


ESTs 


3.5 


436246 


AW450963 


Hs.1 19991 


ESTs 


15 


431917 


D16181 


Hs.2868 


peripheral myelin protein 2 


15 


443113 


A1040686 


Hs.132908 


ESTs 


15 


443341 


AW631480 


Hs.8688 


ESTs 


3.5 


407756 


AA116021 


Hs.38260 


ubiquitzn specific protease 18 


3.5 


418347 


AA216419 




gb:nc16e0ls1 NCLCGAPJ>r1 Homo sapiens cONA 


3.5 


423841 


AW7539S7 




gb:RC2-CT030448Q10041 1-fl12 CT0304 Homosapi 


15 


408633 


AW963372 


Hs.46677 


PRO2000 protein 


15 


427878 


C05766 


Hs.181022 


CGW7 protein 


3.5 


419945 


AW29Q975 


Hs.118923 


ESTs 


15 


448372 


AW445166 


Hs.170802 


ESTs 


15 


407137 


T97307 




gb:ye53h05£l Scares fetal liver spleen 1NFLS 


15 


411274 


NMUJ02776 Hs.69423 


kaOikrein 10 


3.5 


400866 








15 


426920 


AA393351 


Hs.132121 


ESTs 


15 


402639 






Target Exon 


3.4 


454891 


AW837349 




ab'Ov24T0038-270300-1Q8^l12 LT0038 Homo sari 


3.4 


412471 


M63193 


Hs.73946 


endothelial cell growth factor 1 (platelet-de 


3.4 


456296 


AA829976 


Hs.239114 


mnnnnsMnicA ntnha place 1 A momhpr9 


3.4 


450650 


T65617 


Hs.101257 


hvDothsflCcd nmtein MGC3295 


3.4 


429274 


AI379772 


Hs.99206 


ESTs 


14 


430704 


AW813091 


Hs.335799 


ESTs 


3.4 


419807 


R77402 




Qbryf75fI1x1 Soares placenta Nb2HP Homo sap) 


3.4 


451778 


A1826131 


Hs.71243 


ESTs, Weakly similar to zinc finger protein ( 


3.4 


430397 


AJ924533 


Hs.105607 


bicarbonate transporter related protein 1 


14 


432113 


AA935065 


Hs.152385 


ESTs 


14 


449722 


BE280074 


Hs .23950 


cycGn B1 


3.4 


455092 


BE152428 




gb:CMO-HT0323-1 51299-1 26404 HT0323 Homo sapi 


14 


418203 


X54942 


Hs.83758 


COC28 protein kinase 2 


3.4 


453775 


NM002916 Hs.35120 


replication factor C (activator 1) 4 (37kD) 


3.4 


417009 


AA191719 


Hs.314714 


ESTs 


3.4 


444743 


AA045648 


Hs.301957 


rturJix (nucleoside diphosphate finked moiety X 


14 


434206 


AW136973 


Hs-288516 


ESTs, WeaWy similar to S69890 mitogen induci 


14 


413219 


AA878200 


Hs.1 18727 


Homo sapiens cDMA FU 13692 fis, clone PLACE20 


14 


422487 


M010901 


Hs.198267 


mucin 4, tracheobronchial 


14 


438993 
403274 


AA828995 




gtod77bQ&s1 NCLCGAP_Ov2 Homo sapiens cDMA 


14 






Tflmfll pYnn 


14 


435360 


API 05386 


Hs.4876 


SOIUlB C3JTIGT laiTUiy \£ fPOlBSSlUTTVCniOnOv 


14 


426572 


AB037783 


Hs.170623 


hypothsScd proton 1 \ 183 


14 


432615 


AA557191 


Hs.55028 


ESTs, Weakfy simaar to 154374 gene NF2 prote 


14 


443462 


AI064690 


Hs.171176 


ESTs 


13 


444910 


AI201B49 




gbxp76g04a1 Na.CGAP.Pr28 Homo sapiens cDNA 


13 


426269 


H15302 


Hs.168950 


Homo sapiens mRNA; cDNA DKFZp566A1046 (ftomc 


3.3 


449101 


AA205847 


Hs.23016 


G protein-coupled receptor 


13 


418994 


AA296520 


Hs.89546 


setecfin E (endothelial adhesion motecute 1) 


13 


427660 


AJ74132D 


Hs.114121 


Homo sapiens cONA: FU23228 fis, done CAE066 


13 


419751 


AW195581 


Hs.93121 


KLAA0761 protein 


13 


404782 


R20233 




C7001692^gI|6724096y)|AAF26844.1| (AF 195021 


13 


415613 




gb:yg18h11j1 Soares infant brain 1 NIB Homos 


13 


452198 


AJ097560 


Hs.61210 


ESTs, Weakly similar to 138022 hypothetical p 


3.3 


406599 






Target Exon 


3.3 


433001 


AF217513 


Ks.279905 


clone HQ0310PRO0310p1 


3.3 
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412879 


BE092219 




gb:!L2-BT0734-240400-07 1-804 BT0734 Homo sspi 


3.3 


421107 


AA283822 


Hs. 55606 


ESTs, Weakty simflar to S47072 finger protein 


3.'3 


436985 


AA740946 


Hs. 150895 


ESTs 


13 


443303 


AI220547 


Hs.135223 


ESTs 


3,3 


432015 


All 57504 


Hs.159115 


Homo sapiens mRNA; cDMA DKFZp586O0724 (from c 


13 


447153 


AAB05202 


Hs.3 15562 


ESTs 


3.3 


450769 


AA05741S 


Hs.33654 


ESTs 


3.3 


421379 


Y15221 


Hs.103982 


small Inducible cytokine subfamily B {Cys-X-C 


13 


402481 






NM_00 1821 •'.Homo sapiens choroWerernla-IIke (R 


13 


459394 


BE409894 


Hs.126522 


Homo sapiens, done MGk16722, mRNA, complete 


13 


424364 


AW383226 


Hs.201189 


ESTs. Weakty similar to G0 1 763 atrophin-l [H. 


13 


417708 


N74392 


Hs.50495 


ESTs 


13 


414869 


AA157291 


Hs.21479 


uKnudein 1 


13 


441690 


R81733 


Hs.33106 


ESTs 


13 


414774 


X02419 


Hs.77274 


ptesmtnoQ on dcfivstori uroWnssfi 


3.3 


412246 


A1160873 


Hs.69233 




13 


412903 


BE007967 


Hs.155795 


ESTs 


3.3 


431958 


X63629 


Hs.2877 


vauuc^ui «j, i, r ■vauticiwi ^mowciiumj 


3.3 


451177 


AI969716 


Hs.13034 


ESTs 


13 


409990 


AA079337 




ohTmQShOQ rl filreJnnpnp rrA(v\ HT90 f 037991 \ 


13 


418462 


BE001596 


Hsw85266 


iniegrin, beta 4 


3.3 


424687 


J05070 


Hs.151738 


matrix metaDoproteinase 9 (gelatinase B, 92k 


3.3 


405196 






C20Q0662*;gf{751 2792Joir(JT 1 2482 hypothetical 


13 


459267 


AJ003631 




gbAI003631 Selected chromosome 21 cDNA libra 


13 


432917 


NIM14125 H*279812 


PRO0327 protein 


3.3 


448251 


BE280486 


Hs.84045 


hypothetical protein FU20288 


3.3 


415025 


AW207091 


Hs.72307 


ESTs 


3.3 


420218 


AW958037 


Hs.286 


ribosomai protein L4 


12 


429594 


AK001128 


Hs.210297 


Homo sapiens cDNA FU1 0266 ns, done HEMB810 


3.2 


447762 


AI939461 


Hs.161370 


ESTs 


12 


414147 


BE091634 




gb:IL2-BT0731-240400^)59-C03 BT0731 Homo sapi 


12 


445038 


A1635444 


Hs.143917 


dJ467N11,1 protein 


3!2 


448666 


NMJJ14953 Hs.323346 


K1AA1008 protein 


12 


402800 






Target Exon 


12 


411263 




I15.090QU 


ktnesnviiko 6 (mitotic centromere*a$$oci3ted 


3.2 


424308 


A1AJQ7CC04 


U. 4 CL AAA'S 


iiiu uwiHwiiiuwwtiiu iiioiuwiiam^ uwuciu\w« i#c*o 


3.2 


455203 


A\MQCC4CA 

AWoo5450 




gb:PM4-SN00204)10400-008-b09 SN0020 Homo sapi 


12 


459666 


W27362 




ahi30n7 Human rpttna cDNA randomtv nrimed <;nh 


12 


401458 






Target Exon 


12 


432361 


A1378562 


Hs.159585 


ESTs 


12 


444008 


BE544855 


Hs.220756 


ESTs, Weakly similar to SFR4.HUMAN SPUCING F 


12 


405336 






Target Exon 


12 


446563 


8E326588 


Hs.141454 


ESTs 


3.2 


449276 


AW241510 


Hs.252713 


ESTs 


3.2 


455838 
420591 


BE145808 




gb:MR0-HT0208-1 01 299-103-f 1 1 HT0208 Homo sapi 


3.2 


X53655 


Hs£9171 


neurotrophin 3 


12 


401486 






C4000647*Mil4758508IreflNP 004253. 1 1 airwav 


3.2 


432979 


AA573263 


Hs.120860 


ESTs 


3.2 


413833 


Z15005 


Hs.75573 


centromere protein E (312kD) 


3.2 


438325 


AA604258 


Hs.123229 


ESTs 


3.2 


421751 


AW813731 


Hs.159153 


ESTs, Moderately similar to S65657 aipha-IC-a 


12 


431938 


AA938471 


Hs.54431 


specific granule protein (28 kOs), cysteines 


3.2 


421777 


BE562088 


Hs.108196 


HSPC037 protein 


12 


408113 


T82427 


Hs.194101 


Homo sapiens cDNA: FU 20869 fis, clone ADKA02 


12 


427359 


AW020782 


Hs,79881 


Homo sactens cOMA RJ23Q06 fis' done LNG004 


12 


402337 






Target Exon 


3.2 


420930 


AW888650 




ab'CM4-WT0007-1 30500-551 -fOS NTQ007 Homo sad 


3.2 


436168 


AK000883 


Hs301645 


Homo sapiens cDNA RJ 10021 fis, clone HEMBA10 


3!2 


443426 


AF098158 


Hs£329 


chromosome 20 open reading frame 1 


11 


437641 


AA811452 


Hs.291911 


ESTs 


11 


414761 


AU077228 


Ks.77256 


enhancer of zests (Orosophila) hotnotog 2 


11 


434208 


T92641 


Hs.127648 


hypothetical protein PR02176 


11 


433222 


AW514472 


HSJ238415 


ESTs, Moderately similar to ALU8.HUMAN ALU SU 


3.1 


452934 


AA581322 


Hs.4213 


hypothetical protein MGC16207 


11 


458923 


Y12812 


Hs.24422 


regulatory (actor X-associated protein 


11 


448988 
439750 


Y09763 


Hs.22785 


gamma-aminobutyrfc add (GABA) A receptor, ep 


11 


AL359053 


Hs.57664 


Homo sapiens mRNA fu3 length insert cONA cio 


3.1 


422283 


AW411307 


Hs.114311 


COC45 (cefl division cycle 45, Sxerevislae, 


11 


445885 


AI734009 


Hs.127699 


WAA1603 protein 


11 


441962 


AW972542 


K&289008 


Homo sariflns c DMA" FU21814fis ckw»HFP010 


3.1 


424653 


AW977534 


Hs.151469 


caJchim/calmoduflrHJependent serine protein k 


11 


431322 


AW970622 




gb:EST382704 MAGE resequences, MAGK Homo sapi 


3.1 


423934 


U89995 


Hs.159234 


forkhead box E1 (thyroid transcription factor 


11 


455987 


BE178323 




gb:RC34<T0600-24040(V023^ 05 HTC600 Homo sapi 


3.1 


421426 


AA291101 


Hs.33020 


Homo sapiens, done IMAGE3939163, mRNA, part 


11 


423887 


AU080207 


Ks.134585 


DKFZP434G232 protein 


11 


408296 


AL117452 


Hs.44155 


DKF2P586G1517 protein 


3.1 


447815 


AI432199 


Hs.247084 


ESTs 


3.1 


441974 


AI683782 


Hs. 128245 


ESTs 


11 


446474 


AC01227 


Ks.150186 


hyoothetJcal protein OKFZp566K1946 


11 


452166 


AJ948507 


Hs.264680 


ESTs 


11 


451659 


BE379761 


Hs.14248 


ESTs 


11 


439979 


AW600291 


Hs.6823 


hypothetical protein FU1O430 


11 
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447701 BE619526 Hs.255527 hypothetical protein MGC14128 3.1 

443648 AI085377 Hs.143610 ESTs 3.1 

414636 AF002020 Hs.76918 Niemann-PSck disease, type C1 3.1 

449441 AI656040 Hs.196532 ESTs. 3-1 

5 458145 AI239457 Hs.1 30794 ESTs 3.1 

444588 AI221321 Hs.1 67559 ESTs 3.1 

450832 AW970602 Hs.105421 ESTs 3.1 

449425 AW103433 Hs.195684 ESTs 3.1 

440953 AI683036 Hs.124135 Homo sapiens cDNA FU13051 ffts. done NT2RP30 3.1 

10 422158 L10343 Hs.1 12341 protease inhibitor 3, Eton-derived (SKALP) 3.1 

416120 H46739 gb:yo14h0ls1 Soares adult brain N2b5HB55Y Ho 3.1 

4250B1 X74794 Hs.1 54443 mWchnmtosome maintenance deficient (S. cere 3.1 

404107 Target Exon 3.1 

419553 AA526235 Hs.193162 Homo sapiens cDNA FU11983 lis, done HEMBB10 3.1 

15 417168 AL133117 Hs.81376 Hc^sapiercrnRNA;c0rMDKFZp586L1121 (fromc 3.1 

435604 AA625279 Hs.26892 uncharacterized bone marrow protein BM040 3.1 

442824 BE178065 Hs.144081 ESTs 3.1 

435061 AI651474 Hs.163944 ESTs 3.1 

420589 AA419350 Hs.192708 ESTs 3.0 

20 434569 AQ11295 Hs.8294 K1AA01 96 gene product 3.0 

420039 NM.004605 Hs.94581 sulfotransferase family, cytosofic, 2B, membe 3.0 

453863 A1638516 Hs.22630 cofactor required tor Sp1 transcriptional act 3.0 

402892 Target Exon 3.0 

406087 Target Exon 3.0 

25 411770 NM_014278 Hs.71992 heat shock proteln(hsp1 10 family) 3.0 

459587 AA031956 gbzk15e04.s1 Soares _pregnanLuterus_KbHPU Ho 3.0 

435990 AI015862 Hs.1 31793 ESTs 3.0 

442577 AA292998 Hs.1 63900 ESTs 3.0 

448733 NM_005629 Hs.1 87958 solute carrier famHy 6 (neurotransmitter tra 3.0 

30 458154 AW816379 Hs^35018 ESTs 3.0 

416809 N67253 Hs^71691 ESTs 3.0 

444946 AW139205 Hs.156457 hypothetical protein FU22408 3.0 

437938 AI950087 gb:wq05c02jc1 NCi_CGAP_Kid1 2 Homo sapiens cON 3.0 

413281 AA861271 Hs.222024 transcription factor BMAL2 3.0 

35 434808 AF155108 Hs.256150 Homo sapiens, Similar to RIKEM cONA 281002701 10 

445505 A1971156 Hs.148B91 ESTs 3.0 

425005 AI565851 gb:tn07g03jd NCl_CGAP_Bm25 Homo salens cDN 3.0 

435673 AF202961 Hs.284200 Homo sapiens uncharacterized gastric protein 3.0 

432189 AA527941 gb:nh30c04.s1 NCI_CGAPJ>f3 Homo sapiens cDNA 3.0 

40 453509 AL040021 Hs.252674 ESTs, Weakly stmHar to alternatively spliced 3.0 

455750 BE075114 gb:PM1-BT0585-1 10200-003-cl 1 BT05B5 Homo sapi 3.0 

407777 AA161071 Hs.71465 squateneepoxidase 3.0 

424441 X14850 Hs.147097 H2A hlstone family, member X 3.0 

417734 Z42667 Hs.6724 ESTs 3.0 

45 449676 AW380579 Hs^09657 ESTs 3.0 

445425 AI223511 Hs.300722 ESTs 3.0 

427061 AB032971 Hs.173392 WAA1145 protein 3,0 

433584 AW295399 gb:Ui-r«l2-ahv-W»0-UU1 NCLCGAP_Sub4 Ho 3.0 

444477 AI150548 Hs.23155 ESTs 3.0 

50 446255 A1283257 Hs.257090 ESTs 3.0 

400612 C10001034:gi|75131 13|pirffT13078 WAA0992 pro 3.0 

450841 AI741466 Hs. 2705 15 ESTs 3-0 

410561 BE540255 Hs.6994 Homo sapiens cDNA: FU22044 fis, done HEP091 3.0 

433871 W02410 Hs.205555 ESTs 3.0 

55 401994 Target Exon 3.0 

449272 AW137656 Hs.197645 ESTs 3.0 

409703 NM.006187 H&56009 Z^-oCgoadenytate synthetase 3 (100 kD) 3.0 

400250 Eos Control 3.0 

408015 AW136771 Hs.244349 epidermal differenfeSon complex protein Gk 3.0 

60 436414 BE264633 Hs.143638 WD repeat domain 4 3.0 

432220 AI571306 Hs.232224 ESTs 3.0 

420831 AA280824 Hs.1 90035 ESTs 3.0 

433644 AW342028 gb:hb75d03jc1 NCLCGAPJJE Homo sapiens cDNA 3.0 

447313 U92981 Hs.18081 Homo sapiens clone DT1P1B5 mRNA, CAG repeat r 3.0 

65 428262 A1651324 Hs.7298 blphenyl hydrolase^ (serine hydrotase; br 3.0 

452778 R71338 Hs.5921 Homo sapiens CDNAFU21592 fis, done CO1070 3.0 

417308 H50720 Hs.81692 WAA0101 gene product 3.0 

436281 AW411194 Hs.85195 rrryeioid leukemia factor 1 3.0 

433485 AI493076 Hs^01967 aWoteto reductase fan%1, member C2(d3ty 3.0 

70 423556 R72694 Hs.7720 oVnela cytoptasmtc, heavy polypeptide 1 3.0 

426890 AA393167 Ks.41294 ESTs 2.9 

436333 AA709270 Hs.136672 EST 2.9 

440006 AK000517 Hs.6844 hypothetical protein FU 20510 2.9 

402556 C1001383*^538695|pJrIiA61183hypc*etkai 2.9 

75 411098 AW817238 gb:QW^Tm47^90mi054j07ST0247Homosapl 19 

435399 AA679463 gb:ac£)c03.s1 Stratagerte hNT neuron (937233) 2.9 

431070 AW408164 Hs^49184 transcription factor 19 (SCI) 19 

427986 N45214 Hs.282387 Homo sapiens cONA FU21837 fis, done HEP016 2.9 

410658 AW105231 Ks. 192035 ESTs 2.9 

80 434539 AW748078 Hs.214410 ESTs ( WeaMysirrdtartoMUC2J4UMANMUaN2PR 19 

412279 BE245511 gb:TC8AP1D3235 Pediatric pre-B cefl acute lym 19 

405277 ENSP0000021 1 621Mferafin, type 11 cytosketeta 19 

423733 AA330281 gb:EST33985 Embryo, 12 week 11 Homo sapiens c 19 
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455319 


AW895387 




407838 


AJ404672 


Hs.334483 


413306 


AW303544 


Hs.1 18654 


432215 


AU076609 


H^2934 


434423 


NM.006769 Ks.3844 


446269 


AW263155 


Hs.14559 


412367 


AW945964 




436148 


BE005252 


Hs^21583 


421190 


U95031 


HS.1024B2 


404981 






448796 


AA147829 


Hs.301431 


452732 


BE300078 


Hs.80449 








443859 


NM.013409 Hs.9914 


404253 






432491 


AA662910 


Hs.42635 


435867 


AA954229 


Hs.114052 


429035 


BE549781 


Hs.270475 


446733 


AA863360 


Hs.26040 


446417 


Al 299050 




437637 


AJ003029 


Hs.65792 


452452 


BE393822 


Hs.29645 


442432 


BE093589 


Hs.38178 


450698 


W31489 


Hs.95044 


439430 


AF124250 


Hs.6564 


434876 


AF160477 


Hs.61460 


438268 


AA782163 


Hs.293502 


401781 






439625 


AF086453 


Hs.58611 


425234 


AW152225 


Hs.165909 


410743 


AA089474 


Hs^72153 


414915 


NM.002462 Hs.76391 


449746 


AI668594 


Hs.176588 


443479 


AF027219 


Hs.9443 


442601 
405932 


AI684969 


Hs.46772 


405454 






418844 


M62982 


Hs.1200 


408562 


AI436323 


Hs.31141 


408829 


NMJHJ6042 Hs.48384 


414581 


AA256213 


Hs.72010 


411268 


AK000512 


Hs.69388 


450024 


AA005129 




400297 


AI127076 


Hs.334473 


436481 


AA379597 


Hs.5199 


400631 


AF173937 


Hs.109494 


4901 1fl 


H20669 


Hs.35406 


AAAtQi 


BE387335 


Hs.283713 


tCOl 1 1 


AF226667 


Hs.58553 


** I3U00 


A1538323 


Hs.52620 


HO\Q£H 


AU077025 


Hs.265827 


429299 


AI620463 


H*293§84 




AW665452 


Hs.246503 




AA584062 


Hs.272798 


405281 






•WO IOI 


BE089028 


Hs.20158 


409103 


AF2S1237 


Hs.112208 


425599 


AW386745 


H&214140 


425274 


BE281191 


Hs.155462 


435099 


AC004770 


Hs.4756 


445873 


AA250970 


Hs.251946 


452730 


AA027952 


Hs.165216 


413083 


BE064528 




437030 


AA742577 


Hs.303781 


438113 


AI467908 


Ks.8882 


442973 


BE567665 


Hs.288550 


440994 


AI160011 


Hs.193341 




AI827248 


Hs.224398 


422689 


AW856665 






J02931 


Hs,62192 


424408 


AI754813 


Hs.146428 


433788 


AI810534 


Hs.161275 


403806 






437182 


AL080098 




453955 


AW579207 


Hs.304666 


420795 


AA323037 


Hs.128645 


452696 


AI826645 


Ks.211534 


432656 


MMJJ00246 Hs.3076 


438052 


AA776564 


Hs.41891 


441755 


AW450826 


Hs.127786 


427961 


AW293165 


Hs.143134 


449785 


AI225235 


HsJ288300 


450451 


AW591528 


Hs^02072 



gh,-QV4-NN0038^300300-157-c10 NN0038 Homo sapi 

hypothetical protein FU 23571 

ESTs 

ribonucleotide reductase M1 polypeptide 
UM domain only 4 
hypothetical protein FU 10540 
gb:QVO-ET00O1^5050O-22&e09 ET0001 Homo sapi 
Homo sapiens cDNA FU20779 Ms. clone COL0507 
mucin 5, subtype B, tracheobronchial 
ENSP00000252242*:Keratin, type II cytosketeta 
endothelial zinc finger protein induced by tu 
Homo sapiens, done 1MAGE:3535294, mRNA, pari 
Target Exon 



NM_02105B*:Homo sapiens H2B hfetone family, m 

hypothetical protein DKFZp434K2435 

ESTs 

ESTs 

ESTs, Weakly similar to tatty add omega-hydr 
gb:qn14d12x1 NCLCGAP_Lu5 Homo sapiens cDNA 
syntrophin, gamma 2 

Homo sapiens mRNA; cDNA DKFZp761C029 {from d 

hypolhefica! protein FU23468 

ESTs, Weakly similar to 138022 hypothetical p 

cervical cancer anti-estrogen resistance 3 

Ig superramDy receptor LN1R 

ESTs 

Target Exon 
ESTs 

ESTs, Weakly similar to 138022 hypolhefica! p 
ESTs 

myxovirus (influenza) resistance 1, homolog o 

ESTs, Weakly similar to CP4YJ4UMAN CYTOCHROME 

zinc finger protein 202 

ESTs 

C15000305:m13806122lgbIAAC6919ai| (AF097887 

C12000541:gij57298B4{reflNP>006539.1| IGF4I 

arachidonate 12-upoxygenase 

Homo sapiens mRNA for KIAA1 588 protein , parti 

heparan sulfate (glucosamine) 3-O-sutfotransf 

ESTs 

hypothetical protein FU 20505 
gt>zh90h08.r1 SoaresJetaUlver.spleenJ NFLS 
hypothetical protein DKFZp5640127B 
HSPC150 protein similar to ubiqifltirwonjugat 
secreted protein of unknown function 
ESTs, Highly similar to unnamed protein produ 
ESTs, Weakly simitar to S 64054 hypothetical p 
CTP synthase II 
integrin, beta 8 

Interferon, alpha-Indudbte protein (done IF 
hypothetical protein MGC13102 
ESTs 

hypothetical protein FU20413 
NM_002864:Homo sapiens pregnancy-zone protein 
ESTs, Weakly similar to S34159 transcription 
XAGE-1 protein 

ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAM 
minicruxjrnosorrte maintenance deficient (mis5, S 
flap structure-specific endonuctease 1 
poly(A)-binding protein, cytoplasmic Hike 
ESTs 

gb:RC4^T0311-25020(W)144i08BT0311 Homosapl 

EST 

ESTs 

Homo sapiens cDNA:FU231 56 fis. done LNG096 
ESTs 

Homo sapiens cDNA FU 11469 fts, clone HEMBA10 
gb:RC3^T0297.2901(KW)1M03 CT0297 Homo sapi 
coagulafon factor ID (thromboplastin, ttssu 
collagen, type V, alpha 1 
ESTs 

Target Exon 

gtoHomo sapiens mRNA; cDNA DKFZp564C1072 (fro 
ESTs, Weakly similar to 178885 sertne/threoni 
sorting nexln 16 
ESTs 

MHC dass II transacCvator 
zkw finger 1111 
ESTs 
ESTs 

hypothetical protein FU 23231 
ESTs 
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4Uoooi 


W7344R 
N/0440 


Uo CA170 

nS.0U4/4 


Ai 1QCfl 
411300 


A A 1/lOCT7n 


He 7fl7TC 

nS./U/Zo 




B £264974 


nS.DDDO 


413582 




ns./ loot 


448979 


AIR11T7R 


ITS. 13Z01U 


409143 


/\YVUt030U 


u«s 1 IftQfic. 

na.iooTOO 


410864 


NMJJ06033 


Hs.65370 


444550 


BE250716 


Hs.87614 


4221(3 


S73265 


Hs.1473 


407788 


BE514982 


Hs.38991 


445941 


AI267371 


Hs. 172535 


459719 


AW749511 


Hs.301554 


413943 


AW294416 


Hs.144687 


•WWW 


AA477609 


Hs.89563 


428301 


AW528666 


Hs.98440 


*«U0UUU 


BE247275 


Hs.151767 


4101/ 0 


U75679 


Hs.75257 


A7QRAR 


T63959 


Hs.228320 


44303/ 


NM003816 Hs.2442 


4143/U 


AB026436 


Hs.177534 


loouy i 


BE079752 






AW579475 




*»0<JO/ 1 


W31S18 


Hs.34665 


403000 


BE065813 




410040 


NM.014642 Hs.169367 


41 4ft W 
4 [Too 


U31116 


Hs.77501 


4flQ14? 
4U914£ 


All 36877 


Hs.50758 


4ioo3< 


X99226 


H&284153 


429126 


AA446869 


Hs.119316 


427651 


AW405731 


Hs. 18498 


433345 


AI 681545 


Hs.152982 


403763 






444179 


BE147740 


Hs.104558 


406753 


AA505665 


Hs.217493 


415747 


AA381209 




4 130/0 


AA853410 


Hs.93557 


404404 


AW084176 


Hs.223295 


40U40D 


AF052573 


Hs.241517 


400101 


L36463 


Hs.1030 


410040 


H62953 




41/990 


AW974175 


Hs.188751 


40004/ 


AW014873 


Hs.116963 


40/003 


AW971949 


Hs.291252 


41 I 090 


N78541 


Hs.177366 


4U000U 


AF123050 


Hs.44532 


40/ #44 


AW444828 


Hs.184323 


4U000U 


AK000093 


Hs.46821 


4044U4 


AW178363 




441 ^£7 
44I001 


BE614410 


H&23044 


422278 


AP072S73 


Hs.1 14218 


406092 






44774ft 

44/ fW 


AI422023 


Hs.161338 




AI079496 


Hs.134169 


433743 
4O0/4O 


AF075312 


Hs.236760 


44fift3Q 
44OO03 


BE091926 


Hs.16244 


4U0O/0 






414040 


AW904466 


Hs.321197 


41 corn 


AA581386 


Hs.73452 




N69546 


Hs.44563 


40/403 


AA135159 


Hs.203349 


4U/10/ 


A1678812 




AAP97C 
4404/0 


BE514434 


Hs.20830 


A 10077 

4i<jy/ / 


AA125910 


Hs.191461 


431771 
40I/H 


AB032996 


Hs.268044 


417357 
41/00/ 


AF260257 


Hs.131917 


4MB Oft 


AA032279 


Hs.61635 


416294 


D86980 


Hs.79170 


40QCU1 


A1989961 


Hs^33477 


47Mft3 


AF231022 


Ks.158159 


401230 






422058 


AA862231 


Hs.334443 


452747 


BE153855 


Hs.61460 


430152 


AB001325 


Hs.234642 


444006 


BE395085 


Hs.10086 


443500 


AV646388 


Hs33S61 


418030 


BE207573 


Hs.83321 


445640 


AW969526 


Hs.31704 


418869 


AW516565 




431688 


AA513906 




427579 


AA366143 


Ks.179669 


423175 


W27595 


Hs.18653 


414737 


A1160386 


Hs.125087 


451813 


NMJD16117 Hs^7182 



ESTs, Weakly similar to RS1 A_HUMAN 40S RIB0S0 
ganwru>em!nobutyrfc acid (GABA) A receptor, pi 
thyroid hormone receptor inleractor 13 
hypothetical protein MGC5350 
ESTs 

ESTs. Weakly simiar to 138022 hypothetical p 



ESTs 

gastrirweleasing peptide 
S100 caldum-bindlng protein A2 
ESTs 

ESTs, Weakly similar to AF 133298 1 cytochrome 
Homo sapiens cONA FU12981 fe, done NT2RP20 
nuctear cap binding protein suburrit 1. 60kD 
ESTs. Weakly similar to I38022 hypothetical p 
USsnRNPnSperific protein, 116 kO 
stem-loop (htstone) binding protein 
hypothetical protein FU 23537 
a disintegrin and metaQoprotetnase domain 9 
dual specificity phosphatase 10 
gb:R(^T0627M4rj2fjr>011.A04 BT0627 Homo sapi 
gb:RC0-DT0076-11010(MJ31-d10 DT0076 Homo sapl 
ESTs 

gb:RC2.BT0318-11010(M)12-a08 BT0318 Homo sapl 

KIAA0036 gene product 

sarcoglycan, beta (43kD dystrophin-associated 

SMC4 (structural maintenance of chromosomes 4 

Fanconi anemia, complementation group A 

ESTs 

Homo sapiens cDNA FU12277 fis, done MAMMA10 
hypothetical protein FU 131 17 
NNL001059*:Homo sapiens tachykinin receptor 3 
ESTs. Moderately similar to 138022 hypothetic 
anne»nA2 

gb:EST94257 Activated T-cells I Homo sapiens 
proenkephaiin 

ESTs. Weakly similar to 138022 hypothetical p 
polymerase (DMA directed), theta 
ras inhibitor 

gb:yr47rUSj1 Scares fetal Ever spleen 1 NFLS 

ESTs. Weakly simOar to MAPB_HUMAN M1CROTUBUL 

ESTs 

ESTs, Weakly similar to ZN91.HUMAN ZINC FINGE 

ESTs 

dtubiquitin 

ESTs 

hypothetical protein FU20086 

gb:RC3-HT0105O1099W)02-H06 HT01 05 Homo sapi 

RAD51 (S. cerevlsiae) homolog (E coH RecA ho 

frizzled (DrosopMa) homolog 6 

Target Exon 

ESTs 

ESTs 

Homo sapiens done KQ0262 

mitotic spindle coHetkail related protein 

Target Exon 

POZ domain protein (Orosophlla InaWike) 
hypothetical protein MGC10791 
hypothetical protein 

Homo sapiens cONA FU12149 fis. done MAMMA10 
gb:tu59d08j(1 NCL0GAP_Gas4 Homo sapiens cDNA 
Idnasin-Ske 2 
ESTs 

WAA1170 protein 

retinitis pigmentosa GTPaso regulator Interac 
six transmembrane epithelial antigen of the p 
K1AA0227 protein 

ESTs, Moderately similar toA Chain A, Cyclop 
FAT tumor suppressor (Drosophfla) hcmolog 2 
NM_014191*:Homo sapiens sodium channel, votta 
ESTs 

Ig superfarrdry receptor LNIR 
acjuaporin 3 

type t transmembrane protein Fn14 

Homo sapiens mRNA; cDNA 0KF2p667O095 (from d 

neuromedin B 

ESTs, Weakly similar to K1AA0227 (Hsapiens] 
gb3tq01d05jrt Soares_NHCeC_cervical tumor Horn 
gb3ig67cQ&s1 NCLCGAP_Up2 Homo sapiens cONA 
hypothetical protein FU 20537 
hypothefical protein FU14627 
ESTs 

phosphonpase A2-act3va9ng protein 
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446659 AJ335361 Hs.226376 ESTs 27 

419833 AA251131 HsJ220697 ESTs 2.7 

411819 AW947884 gb:PM1-MT001 0-20030 WK)1-g08 MT0010 Homo sapi 2.6 

445592 AV654382 Hs.17947 ESTs, Weakly similar lo T16534 hypolhelicaJ p 26 

5 446102 AW168067 HsJ52956 ESTs 26 

441408 AI733249 Hs. 126897 ESTs 2.6 

436027 A1364053 Hs.39972 ESTs, Weakly similar to 138588 reverse transc 2.6 

416283 NM.005429 Hs.79141 vascular endolhefia! growth factor C 26 

421470 R27496 Hs.1378 annewnAS 2.6 

10 416658 U03272 Hs.79432 RbnUm 2 (congenital contraclural arachnod 2.6 

428062 AA420683 Hs.98321 hypottie8cal protein FU 141 03 26 

431832 AW276866 Hs.192715 ESTs 26 

426698 AA394104 Hs.97489 ESTs 26 

433288 AI368873 Hs.271257 ESTs, Weakly similar to I38022 hypothetical p 26 

15 410290 AA402307 Hs.322844 hypothetical protein DKFZp564A176 26 

432865 AI753709 Hs.152484 ESTs, Weakly similar to (38022 hypothetical p 26 

408690 AW864542 gb:PM4-SN0016-12J50(WI0^02SN0016 Hcmosapi 26 

440048 AA897461 Hs328737 ESTs, Wealdysimflar to envelope protein [Ks 26 

401260 C1001M1W305041lreflNP_038876.1|erythro 26 

20 435136 R27299 Hs.10172 ESTs 26 

412108 AA100293 Hs.185043 ESTs 26 

434442 AA737415 Hs.152826 ESTs 26 

443204 AW205878 Hs.29643 Homo sapiens cONA FU13103 Rs, clone NT2RP30 26 

419667 AU077005 H&92208 a dlslntegrtn and metaltoprotelnase domain 15 26 

25 422892 AA988176 Hs.121553 hypothetical protein FU20641 26 

409594 AA0761 18 gbxm18e06.s1 Strstagene pancreas (937208) Ho 2.6 

410008 AA079552 gbzm20h12,$1 Stratagene pancreas (937208) Ho 26 

423038 026528 Hs.123058 DEAD/H (Asp^Ala-Asp/His) box polypeptide 26 

406671 AA129547 Hs.285754 met proto^ncogene (hepatocyte growth factor 26 

30 450983 AA305384 Hs.25740 EROI (S. cerevisiaeHfce 2.6 

434444 AI765276 Hs.101257 hypothetical protein MGC3295 26 

421817 AF146074 Hs.108660 ATP^r^^ette.suWamByCCCRRMlP) 26 

411465 AW847663 p>:IL3^TW13-2801(XW56.F02CT0213Hornos8pl 26 

408625 AW243323 rte^6678S ESTs 26 

35 412530 AA766268 HsJ266273 hypothetical protein FU13346 26 

439245 NM.013381 Hs.6510 uiyrotropirwBleasing hormone degrading ectoe 26 

431890 X17033 Hs.271986 totegrln, alpha 2 (CD49B, alpha2subunitof 26 

414747 U30872 Hs.77204 centromere protein F (350/400kD, mltosin) 26 

JA 401050 NMJ)14155*:Homo sapiens HSPC063 protein (HSPC 26 

40 405897 Target Exon 26 

451153 BE092900 gb:Clv&BT0742-10MOi).147-r^8T0742Homosapi 26 

407327 AA487182 Hs.269414 ESTs, Weakly similar to Z195JJUMAN ZINC FINGE 26 

440159 A1637599 Hs.126127 ESTs 26 

404184 N^_030903*:Homo sapiens olfactory receptor, f 26 

45 428552 AW274560 Hs.129520 ESTs 26 

401367 Target Exon 26 

428450 NM-014791 Hs. 184339 KIAA0175 gene product 26 

425698 NM_016112 Hs.159241 polycystic kidney disease 2-Iike1 26 

424783 AA913909 Hs. 153088 TATA box binding protein (TBP)-associated tac 26 

50 449432 AW451361 Hs.196529 ESTs 26 

425062 H09748 Hs.57987 B-ceil OLftymphoma 11B {zinc finger protein) 26 

452281 T93500 Hs.28792 Homo sapiens cDNARJ1 1041 fe, done PLACE10 26 

450705 U90304 Hs. 25351 Iroquois homeobox protein 5 26 

421506 BE302796 Hs.105097 thymidine kinase 1, soluble 26 

55 408391 AW859276 gb:MR1-CT0352-24020(M 05402 CT0352 Homo sapi 26 

427099 AB032953 Hs.173560 odd Ozyten-m homotog 2 (Drosophila, mouse) 26 

431750 AA514986 Hs^83705 ESTs 26 

451807 W52854 Hs.27099 hypothetical protein FU 23293 similar to ARL- 26 

453331 A1240865 Hs.8895 ESTs 26 

60 447175 AI385208 Hs393606 ESTs 26 

451878 AI821027 Hs.8429 ESTs 26 

433790 BE298215 HsJ288968 RAB22A, member RAS oncogene family 26 

418282 AA215535 Hs.98133 ESTs 26 

434557 AW855466 Hs.271B65 ESTs, Weakly sfmilar to ALUL.HUMAN ALU SUBFAM 26 

65 425704 U79293 Hs. 159264 Human done 23948 mRNA sequence 26 

420894 AA744597 Hs.88854 ESTs 26 

435663 AI023707 Hs.134273 ESTs 26 

448037 AW195634 Hs, 170401 ESTs 26 

418067 AI127958 Hs.83393 cystaflnE/M 26 

70 439524 BE542950 Hs.1S5548 ESTs 26 

402298 Target Exon 26 

424081 NMJJ06413 Hs.139120 ribonudeaseP(30kD) 26 

407471 D55844 gkHuman spleen PABL (pseudoautosomal boundar 26 

430994 AA490346 Hs.40530 Homo sapiens, done MGC17624, mRNA, complete 26 

75 419983 W55956 Hs.94030 Homo sapiens mRNA; cONA DKFZp586E1624 (from c 26 

419699 AA246998 Hs. 173044 ESTs, Weakly slmfiar to 138022 hypothetical p 26 

423637 AL137279 Hs. 1301 87 HanosaplersmRrM;cONAOKFZp43401214(^ 26 

425415 M13903 Hs. 157091 Invducrln 26 

444826 AI674482 Hs.148441 ESTs 26 

80 413331 BE083950 g*PMO£T0651-26020k001-b11 BT0651 Homo sapi 26 

414987 AAS24394 Hs.294022 hypothetical protein FU 14950 26 

405041 C3001706*^1345652|sp|P15989lCA36.CHJCKCa 26 

413864 BE175582 gb:RC54fr0580-100500^C01 KT0580 Homo sapi 26 
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438746 AI885815 Hs.1 84727 ESTs 25 

438966 AW979074 gb£ST391 1 84 MAGE resequences, MAGP Homo sapl 2.5 

433365 AF026944 Hs.293797 ESTs 2.5 

412723 AA648459 Hs.335951 hypothefcal protein AF301 222 2.5 

5 422656 M87Q435 Hs.1569 UMhomeobox protein 2 25 

411171 AW820260 gbK3V2<ST0296-1502{XW)«k:10 STQ296 Homo sapi 2.5 

447197 R36075 gb:yh88b01.s1 Soares placenta Nb2HP Homo sap} 25 

459688 U72671 Hs.151250 intercellular adhesion molecule 5. tetencepha 2.5 

, _ 414883 AA926960 Hs.334833 CDC28 protein kinase 1 2.5 

10 419741 NM.007019 Hs.93002 ubiquifin carrier protein E2-C ZS 

437412 BE069288 Hs.34744 Homo sapiens mRNA; cDNA DKF2p547C136 (from cl ZS 

427366 AA885108 Hs.223806 TATA box binding protein (TBPJ-assodated fac 2.5 

455549 AW994222 gb:RC3-8NO)3&-250200-012-efl2 BN0038 Homo sap! 2.5 

. _ 409676 AA077118 Hs.197298 NSI-blnding protein 2.5 

15 448305 AA6252G7 Hs.264915 . Homo sapiens cDNAFLM 2908 fis, clone NT2RP20 2.5 

429413 NM_014058 Hs.201877 DESC1 protein ZS 

424420 BE614743 Hs.146688 prostaglandin E synthase 2.5 

427510 Z47542 Hs.1 7931 2 small nuctear RNA activating complex, pdypep 25 

452834 A1638627 Hs.1 05685 K1AA1 688 protein 2.5 

20 424354 NM.014314 Hs.145612 RNAheiicase 25 

455095 AW855598 gb:CM1<TO27&4)31199-O32-e08CTO278 Homo sapi ZS 

431241 AA496799 Hs.36958 ESTs ZS 

424073 U03493 f Hs.138959 gap junction protein, alpha 7, 45kD (connexin 25 

rt _ 427239 BE270447 Hs,174070 ubiqdtin carrier protetn 25 

25 407103 AA424881 Hs.256301 hypothetical protein MGC1 3170 25 

458175 AW296024 Hs.150434 ESTs 25 

431130 NM_006103 Hs.2719 epMdyinVspeclfic, wtey-actdic protein type 25 

453379 AA035261 Hs.61753 ESTs 25 

438533 AI440266 Hs.170673 ESTs, Weakly simaar to T24832 hypothetical p 25 

30 412313 AW936832 gb:PM2-OT0fm05040 W)034i03 DT0023 Homo sapi 25 

421733 All 19671 Hs.1420 fibroblast growth factor receptor 3 (achondro 25 

443757 H05479 Hs.62314 ESTs 25 

449300 A1656959 Hs.222165 ESTs 25 

„ 434913 AW872860 Hs.1 1056 RALBP1 protein 25 

35 448946 AI652855 Hs.23363 hypothetical protein FU1Q983 25 

437327 AL353942 Hs.3065O4 Homo sapiens mRNA; cDNA DKFZp761 1231 21 (from 25 

450262 AW409872 Hs.1 84846 Homo sapiens, Similar to zinc finger protein 25 

453204 R10799 Hs.1 91990 ESTs 25 

420170 U43374 Hs.95631 Human norma) keratinocyte mRNA 25 

40 449344 A1640355 Hs.312691 ESTs 25 

439436 BE140845 Hs.57868 ESTs 25 

449867 AJ672379 Hs.122970 hypolhaficaJ protein FU21 579 25 

452220 BE1580O6 Hs^12296 ESTs 25 

433675 AW977653 Hs.75319 ribonucleotide reductase M2 polypeptide 25 

45 429163 AA884766 gb:8m20a10.s1 Soares_NFl v J-GBC_S1 Homosapien 25 

441703 AW390054 Hs.1 92843 leucine zipper protein FKSG1 4 25 

415030 D31118 Hs.191735 hypothetical protein MGC10520 25 

417975 AA641836 Hs.30085 hypothetical protein RJ23186 25 

451105 AI761324 gb:wi60b11.xt Na^CGAP^Co16 Homo sapiens cDNA 25 

50 400301 X03635 Hs.1657 estrogen receptor 1 25 

429386 AKD01795 Hs^01179 hypothetical protein FU 10933 25 

423949 AI014546 Hs,130912 ESTs 25 

411768 NM013371 Hs.71979 interteuMn 19 25 

_ 436961 AW375974 Hs.1 56704 ESTs 25 

55 431124 AF284221 Hs.5950S doublesex and mab-3 related transcription fac 25 

410878 AW809201 Hs.314248 ESTs, Weakly similar to ALU4 JiUMAN ALU SUBFAM 25 

418717 AI334430 Hs.86984 ESTs 25 

443270 NM.004272 Hs337737 Homer, neuronal irnmedlats earty gene, 1B 25 

448454 NM.005879 Hs^1254 TRAF Interacting protein 25 

60 430072 X13294 Hs.300592 v-myb avian myeloblastosis viral oncogene horn 25 

442966 AI394036 Hs.1 32237 ESTs, Weatdy simHar to DUS8 HUMAN DUAL SPECI 25 

451494 AI799444 Hs.247095 ESTs, Moderately similar to ALU7.HUMAN ALU SU 25 

416327 U70370 Hs.84136 parred-like homeoc^rnain transcription tactcr 25 

440381 AA917808 Hs.190495 ESTs 25 

65 403983 Target Exon 25 

451340 AW936273 gbK3VO.DT002(W)90200.1 07^07 DTOOM Homo sapi 25 
447888 BE620911 Hs.126889 ESTs 25 
441794 AW197794 Hs.253338 ESTs 25 
„ 424153 AA451737 Hs.141498 MAGE-fike2 25 

70 453633 AA357001 Hs.34045 hypothetical protein FU20764 25 

435647 Al 553240 Hs.49823 ESTs 25 

428780 A1478578 Hs.50636 ESTs 25 

439108 AW163034 Hs.6467 synaptogyrtn 3 25 
422565 BE259035 Hs.1 184 00 staged (DrosophBaHike (sea urchin fasdnh 25 
75 428054 AI948688 Hs^66619 ESTs 25 

418811 AK001407 Hs.88563 hypothetical protein FU 10545 25 

409893 AW247090 H&57101 miruchmrrasome maintanance deficient (S. cere 25 
443362 AHJ53464 Hs.166505 ESTs 25 
433183 AF231338 Hs^22024 Danscrtption factor BMAL2 25 

80 438214 H06076 Hs.26320 TRABtO protein 25 
446745 AW118189 Hs.156400 ESTs 25 

414416 AW409985 Hs.76084 hypothetical protein MGC2721 25 
426333 AW269088 Hs.1 181 83 hypothetical protein FU22833 25 
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TABl£12B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Access io n: Genbank accession numbers 



Pkey CAT number 
407642 1007175.1 



408391 
403630 
409594 
409695 
409990 
410008 
410049 
410784 
411098 
411171 
411465 
411559 
411819 
411958 
412279 
412313 



1055687.1 

107490 1 

114249.1 

114876.1 

116644.1 

116812.1 

1172307.1 

1221005 1 

1232093J 

1234393.1 

124676B.1 

1249417.1 

1259748.1 

126717J 

128733ZJ 

1288355.1 



412333 
412367 

412879 

413083 

413331 

413864 

414147 

414148 

415317 

415613 

415747 

416120 

416168 

416548 

417742 

418347 

418869 

419807 

420373 

420637 

420930 

422689 

423733 

423735 

423841 

425005 

429163 

431120 

431322 

431688 

432184 

432189 

432869 

433289 

433584 

433644 

434321 

435399 

437182 

437938 



1289037.1 
1291505.1 

1334272.1 

1348539.1 

1361726.1 

1395788.1 

142127.-1 

142133J 

1533847.1 

1540602.1 

155189.1 

1571266.1 

1574545.1 

1600181.1 



174149.1 

179863J 

188252.1 

193194.1 

195241.1 

197736.1 

219896.1 

231476.1 

231498.1 

232507.1 

245908.1 

300543.1 

328264.1 

331543.1 

336609.1 

342677.1 

342819.1 

355475.1 

35202.-1 

370400.1 

371919.1 

383473.1 

405576.1 

43421.1 

44573 J. 



45662.1 

467436.1 

467651.1 



Accessions 

AW178983AW845721 8E141041 AW806977 AW845690AW845691 AW845724 AW1 76564 AW845705 AW845603 AW845729 AW845722 AW1 78986 

AW845693 AW845585 AW845707 BE141053 BE141046 AW845570 AW845575 BE141043 BE141039 BE141070 AW062443 AW806980 AW845643 

AW806969 AWB45688 BE141054 BE141040 BE141044 BE141042 AW845571 AW845604 BE141047 BE141071 AW062442 AW845633 AW1 78968 

AW859276 AW859274 AW190959 T91463 

AW864542 AA056567 AW882724 

AA0761 18 AA975618 AA076220 

AA296961 AA296889 AA076945 AA077528 AA077497 

M079337 AA079338 AW272100 

AA079552 BE142525 BE142527 

AW579475 AW939654 AW939655 

AW803201 BE079700 BE062940 

AW817238 AW993985 AW993998 

AW820260 AW820332 R94406 

AW847663 AW847861 AWB61080 

BE144081 BE144190AW851155 

AW947884 AW947918 AW947888 AW947883 AW947897 AW947910 AW947905 AW864751 AW947878 
AA099020 AW751275 AW751276 AW751289 
BE245511 BE246133AW935247 

AW936832 AW936609 AW936657 AW93661 1 AW936739 AW936734 AW936779 AW936688 AW936659 AW935738 AW936827 AW936737 AW936738 
AW936740 AW936833 AW936777 AW936B30 AW936834 AW936829 AW936772 AW936638 AW936658 AW936636 AW936774 AW936778 AW936766 
AW936776 AW936831 AW936760 AW936819 

AW937485AW937589AW937658AW937654AW937492 j _ 

AW945964 AW946020 AW946034 AW946027 AW946041 AW946044 AW946033 AW946024 AW946021 AW946029 AW946015 AW946016 AW946039 

AW946045 AW946028 AW946036 

BEO92219BE092381BE006789 

BE064528BE054589BE064561 

BE083950 BE084017 BE084O16 

BE175582 BE175514 BE175505 BE175591 BE175530 

6E091634 

BE084049 AW292907 AA135984 
Z433B8 F05453 R19673 R20275 H06917 
R20233F12901 T74740 
AA381209 AA381245 AA167683 
H46739 H51513H19779 
H23687H46460 H40239 
H62953 N7660BN72413 
R64719Z44680R12451 
AA216419F03238AA229517 
AW516565 AA229762 AA230035 
R77402 AA262462 AA250988 R06794 
AW968228 AA259146 W01465 
AW976153 AA278945 AA747691 

AW888650 AW888651 BE149946BE149948BE149951 BE1 49947 AW888649 AA281840 AA281822 AW888652 

AW856665 AA315006 AW954733 

AA330281 AA330232 AW962521 

AA330259 AA661806 AA502431 AW974633 AA649496 

AW753967AA370795AA331630AW962550 

AI565851AA349656 R24798 

AA884766 AW974271 AA592975 AA447312 

AA492588 AA492498 AA492571 

AW970622 AA503009 AA502998 AA502989 AA502805 T92188 

AA513906 AA847734 AB57044 

AW971125 AA527731 N52655 AJ821508 AA532420 

AA527941 AI810608 AI8201SO AA535266 

AW974094 AA569074 AA602574 

AF005258 

AW295399 AW207772 AW300841 AW070290 BE348854 AW170383 AA600968 AA778832 
AW342028 AA641 080 AA603282 
AA629368 AW849574 AW849573 
AA679463 AW813779 AW813709 

AL080098 AL037472 AA432051 ifUinpnni40c4B7C 
AI950087 M70208 R97040 N38609 A1308119AW967677 N35320 A1251473 H59397 AW971573 R97278 W01059 AW967671 M90^98AA251875 
AI820501 AI820532 W87891 T85904 U71456TB2391 BE328571 T75102 R34725 AA884922 BE328517 A! 21 9788 AAB84444 N92578 F13493 AA927TO4 
A1560251 AW874068 AL134043 AW235363 AA663345 AW008282 AA488964 AA283144 AI890387 AI950344 AI741346 A1689062 AA282915 AW ,02898 
A!872193A1763273AW73586AW150329AI553832AI762688AA988777AA488892AI35^ 

AI961530 AW629970 BE612881 AW276997 AW51 3601 AW512843 AA044209 AW856538 AA180009 AA337499 AW961 101 AA251669 AA25 874 
AI81 9225 AW205862 AI683338 A1868509 AW276905 AI633006 AA972584 AA908741 AW072629 AW513998 AA293273 AA969759 W75628 N22388 
H84729 H60052TB2487 A1022058 AA780419AA551005 W80701 AW613455 AI373032 AI564269 F00531 H83488 W37181 W78802 R66056 AI002839 
R67840 AA300207 AW959S81 T63226 F04005 

AI422017 A1422945 A1363249 AI4231 1 3 AI925592 A1420795 AI2G8187 AM23279 AI423645 AI424090 AI359837 AUW4732 017003 
AW979074 AA834841 AA828650 
AAB2B995 AA834879 A1926361 
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439579 47404 J AF036400 W79232W73990 

440320 491930J AAB79294 N67538 AM74541 

444910 624951J A1201B49 BE069007 AW945544 

446417 676384.1 A1299050BE256910 

447197 711623J R36075AI366546 R38167 

44B599 770766J AW860912A1540866 

449034 794817 1 AI624049AW1 17770 AI858360 

450024 82295 J AA0051 29 AAS79084 AA694399 

450813 84001 6_1 AI702055 R89204 R86260 

451105 859083 1 AI761324AW880941 AW880937 

451153 86054 1 BE092900 AA015B77 AA01B521 

451340 66640 1 AW936273 AW340350 AA017208 

454202 1050507 1 AW1 78363 AW846011 AW845964 AW845988 AW845977 AW846002 

454241 1067807 1 BE144666BE184942AW2384148E184946 

454707 1230250 1 AW81 4989 AW81 4852 AW81 4808 

454891 1239217 1 AW837349 AW837355 AW882717 

454988 1248607 1 AW850140AW850195 AW850192 

455091 1252939 1 BE079752 BE079868 BE148989 AW855532 BE148818 BE148815 BE148796 

455092 1252971J BE152428 AWB55572 AW855607 lttimaiM MUamnB 
455095 1252987J AW855598AW855608BE^^ 

455203 1259973 1 AW865450AW865119AW885452AW865461 AW865325AW865114 AW865116AW865321 AW8B5590AW885390 

455310 1278158~1 AW893961 AW893998AW894034AW894019 

455319 1279172.1 AW895387 AW895547 AW895564 AW895323 AWE95405 AW895539 AWE95538 

455365 1284681 1 AW948343 AW948341 AW902855 AW984737 

455549 1324696J AW994222AW994377 

455666 1349545 1 BE065813 BE065788 BE065889 BE065832 

455750 1355998 1 BE075114BE075283BE075118 

455838 1374605 1 BE145808BE1 45807 BE161883 

455987 1397735 1 BE 178323 BE1 77978 

457405 333127 1 AA5048B0AA504911 

458829 773443.1 A1557388 BE1 58936 

459267 966605 1 AJ003631 AJ003650 AJ003651 



TABLE 12C 



ReT ^uwre'S^^^S r^rSn P Cr^Ln are Genbank Idenfifier (Gl) numbers. 'Dunham L et at' refers to the publication entitled The DNA sequence of 

human chromosome 22/ Dunham I. et at, Nature (1999) 402:48*495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: Indicates nudeofide positions of predicted exons. 

Nt_posi6on 

151513-151662 
17982-18115,20297-20456 
78449-79425 
598-1009 

3383M4006.34539^4592,36461-36745,4892549098,52604-52758 
86008-86355 
145356-145807 
76485-77597 

32585-32756^6281-36540,4079140933,4401844179 
76253-76384 

118596-118816.119119-119244,119609-119761.^^^ 
131932.132451-132575,133580-134011 
83126-83250,85320^5540,9471 9-95287 

28397.28617^8920»29045^135»29296^M11-29567^9705-29787,3022«0573 
83215^3435,83531-83656,8374(^3901,84237-84393,84955^5037,86290^6814 
4290443124,43211-43336,44607-44763,4519945281,46337-46732 
4393644078 
36758-37953 

41164286.16811-16973,17107-17256,19715.20040,22029.22205 



Pkey 


Ret 


Strand 


400612 


9929646 


Minus 


400666 


8118496 


Plus 


401050 


8117628 


Minus 


401137 


2547238 


Minus 


401230 


9929527 


Minus 


401260 


8076883 


Minus 


401367 


9798198 


Minus 


401458 


9187886 


Plus 


401486 


7341763 


Phis 


401575 


7229804 


Minus 


401747 


9789672 


Minus 


401760 


9929699 


Plus 


401780 


7249190 


Minus 


401781 


7249190 


Minus 


401994 


4153858 


Minus 


402048 


8072512 


Plus 


402298 


6598824 


Plus 


402337 


6957691 


Phis 


402481 


9797406 


Pius 


402556 


9863723 


Plus 


402639 


9958129 


Minus 


402800 


6010175 


Rus 


402892 


8086844 


Minus 


403274 


8072441 


Minus 


403471 


9930659 


Minus 


403763 


7229888 


Minus 


403805 


8140491 


Plus 


403983 


8576059 


Minus 


404107 


8099028 


Minus 


404132 


6981900 


Plus 


404184 


4581418 


Minus 


404253 


9387202 


Minus 


404440 


7528051 


Plus 


404782 


9910094 


Minus 


404959 


7407964 


Plus 


404981 


4432779 


fcSnus 


404996 


6007890 


Plus 


405041 


7547195 


Rus 


405196 


7230083 


Minus 



13579-14026 
20167-22383 

4392144049,4618146273 
194384-194645 

104069-104179.105683.105859 
85867-85983 
4357543887 
146390-146678 
82441-82701 
201699-202363 
11307-12434 
12652-13548 
55675-56055 
80430-815B1 
15455-15589 
4524345368 
20826-20770,22513-22721 
• 3799*-38145,38652-38998,39727-39872,4055740674,4235142450 
121230-121714 
135716-135851 
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4052// 


3SBQ473 


Phis 




405281 


6139075 


Minus 


iaomluki vmqajktw AZAii-ASAlK d«mi-4WiR 479QR-47457 49549-49S58 49790-49904 50231-5034153583-53667,541 1 1-54279 


405336 


ton A ClC 

6094635 


Phis 


332&7-d3iKM 


405454 


7656675 


Phis 




405545 


1054740 


Phis 


1 1 8677m ioQu/,i 1 UU3 1 -1 1 SCab, 1 i\ tub- 1 *1 tttJ 


405547 


1054740 


Plus 




405657 


4827303 


Mmus 


104132-104293 


405675 


4557087 


Plus 


70304-70630 


405708 


4156182 


Plus 


55030-55604 


405B97 


6758795 


Plus 


59828-8)535 


405832 


7767812 


Minus 


123525-123713 


405943 


6758796 


Plus 


20605-20812 


406087 


9123919 


Minus 


7234-7626 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406467 


9795551 


Plus 


182212-182958 


406554 


7711566 


Plus 


106956-107121 


406560 


7711569 


Minus 


35162-35292 


406599 


8248616 


Plus 


10933-11086 



TABLE 13A: 465 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES, UKELY TO ENCODE EXTRACELLULAR OR CELL-SURFACE 
PROTEINS 

Table 13A lists about 465 genes ujnegulated In cervical cancer compared to normal adult Bssues that are fitely to encode extracellular or ceksurface proteins. These were selected 
as for Table 12A. except that the ratio was greater than or equal to 1.7, and the 96* percentile value amongst cervical cancers was greater than or equal 100 units, and foe preolcted 
protein contained a structural domain that is indicative of extraocular localization (e.g. Ig, m3, egf, 7tm domains, signal sequences, transrnembrane domains). The predicted protein 
domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UragenelD: Unigene number 

PPDomams: Predicted Protein Domains 

Unigene Title: Unigene gene Ctle 

R1: Ratio of tumor to normal adult tissues 



Pkey ExAccn UnigenelD PPDomains 

425650 NM_001944 Hs.1925 TM.cadherin,Cadherin_C_tfirm 

418007 M13509 Hs.63169 SSJienBpaxm,PepfidasB_.M10 

439606 W79123 Hs.58561 TMJtmJ 
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ephrin-BI 18 

collagen, type XV111, alpha 1 • 18 

ftsapfens poryA site DNA 18 

ESTs 18 

rnembrane-esscciated tyrosine- and Oireoni 18 

kaffikreinU 18 

ieukemia-assodated p h o s pho p rotein p18 (s - 18 
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444152 AI125694 Hs.149305 
453454 AW052006 Hs.8551 
449320 AB030835 
428329 AA426091 
452875 BE275750 
444031 BE271513 
443534 AI076123 
413313 NNL002047 HsJ5280 
452874 AK001061 Hs.30925 
453140 AA032238 
418641 BE243136 
432925 AAB78324 
453857 AL080235 
457663 AW371946 Hs.337459 
452873 AKD01247 Hs.30922 
436396 Al 683487 
452835 AK001269 
459847 R34107 
416245 AA088767 
448484 BE613340 
431369 BE184455 
434877 AW974792 Hs.292171 
428923 BE047698 Hs.188785 
402915 NA 
420185 AL044056 
445739 AW136354 Hs.145303 
409435 A1810721 Hs.95424 
408688 AJ 634522 
420085 AT741909 
433933 AI754389 
430965 AA489732 
414703 BE243877 
423464 NM_016240 Hs.128856 
416737 AF154335 Hs.79691 
409012 AL117435 Hs.49725 
423804 AW403448 Hs.1706 
410418 031382 Hs.63325 
440028 AW473675 Hs. 125843 
457646 AA725650 
445439 BE243084 
420426 AA262045 
431341 AA307211 
412338 AA151527 
414799 A1752416 
452700 AI859390 
430877 NM_005269 Hs^693 
428624 AI125222 Hs.98712 
444065 AW449415 Hs.10260 
416319 AI815601 
429367 AB007867 
430425 AA531428 
441668 A1611973 
418469 U34879 
450835 BE262773 
418859 AA229558 
425304 AA463844 
423635 X85019 
414820 AA371931 
440654 AW014242 Hs.159998 
412276 BE262621 Hs.73798 
Hs.111301 
Hs.301527 
Hs.15936 
Hs.279766 
Hs.284296 
Hs.51233 
Hs.173484 
Hs.305890 
Hs.271433 
Hs.290874 
Hs.110857 
Hs-212680 
427600 AW630918 Hs.179774 
431881 AA664069 Hs.115779 
407736 N41744 Hs. 19978 
420187 AK001714 Hs.95744 
424620 AA101043 Hs.151254 
430488 019589 Hs. 13453 
423393 R37772 Hs.21420 
444051 N48373 Hs.10247 



Hs.23476 
Hs.98453 
Hs.30928 
Hs^5303 



Ks.170531 
Hs.86947 
Hs.192734 
Hs.35861 



Hs.152213 

Hs.30738 

Hs.198287 

Hs.83883 

Hs334725 

Hs.251754 



Hs.158047 



Hs.152925 

Hs.44680 

Hs.133494 

Hs.154918 

Hs.76941 



Hs.1 12948 
Hs.12719 
Hs.36567 
Hs.251531 
Hs.69485 
Hs.77326 
Hs.288940 



Hs.79197 

Hs.278311 

Hs.241412 

Hs.127525 

Hs.85279 

Hs.25584 

Hs.31339 
Hs.130181 
Hs.77422 



422087 

407151 H25836 

410726 AI623859 

452012 AA307703 

433627 AF078866 

409220 BE243323 

427082 AB037858 

426410 BE298446 

433598 A1762836 

436495 BE258948 

422032 AM76966 

429736 AF125304 



TM 
TM 

SS,adenylatekinase 
TM.Gai-bindJecfin 
TM^pofipoprotBinig 
TM.Pepfeiase.M1 0,hemopexm 
TM 

TM,WHEP-TRS.7bTL2 

SS 

TM 

SS,TMjdislntegriaPep.M128j)ropep.Repr(rfysin 

SS 

TM 

TM 

TM 

SS,wnt 
TM 

ig 

TM.PEPCK 
TM 

SS.wap 

TM 

TM 

TM,HC03j»transp 

TM 

TM 

TM.P450 

TM 

TM 

TM.RfoosomaLS17RfoosornaU.13 
hormone.rec,Prog_rcceptor t 2f-C4 
SS,TM,NaJ<-ATPaseE2F_TDP 
TM,Coflagen 

SS.TM4JM.PDZsugarJr.PDZ.UM 

TM,RhoGEFzf-DHHC,adh_short 

TM.IRF 

SS,TM.trypsin,ldLrecepta 
TM 

TM.SPRY 
SS,TGF4»eta 

TM,Ga3actosyLT_2ATP-syntC 
TW, proteasome 

TM.Ssn^PlexinjBpeatTIG.Plexiiuepeat 

SS,thyrogtobuGnJ,IGFBP 

TM,DIXRGS,thiored 

GST_C,lRNA-synLl ,VYHEP-TRS,TGF-beta 

TM,fticrBd t Yj)hosphatase 1 MAM,lg,fn3MSP_domaIn 

TMjon_trans 

SS.TM.ig 

Sema.PlexhuepeaVnG 
TM 

TM^nTmoniumJransp 

SS,TM,adh_shcrt 

THArfGap 

TM 

TM.ig.ITAM 

TM.RcbLPJecfin 

TMjtmJrara,UM,Synaptophysm 

TM,conne3dn 

SS.M1F 

SS.Peptidas8_M10,fn2,hemopexin 

SSJNF 

TMPX 

TMJdnesIn 

TM.SURF4,SURF1 t OEADfipoca2n 

TM.death.TNFR.c6 

TM,rrato_carr 

TM.Bd-2.BH4 

TM,CyWytytlranstSIR27trTu2 
TM^rmadlo_&eg 

TM,TR!SJ^POlJ^15KDserpifVhorTnon6_rec^C4 
SS.TNFR.c6 

T^TrBnsgIutam!iuC,Transg!utamin_NJrans8!uLccre 

larnWn3Jarrinln_EGF 

TM.SuKatase 

TM 

SS.TM, trypsin 
TM 

TM.thloredpkmase 
SSJg 



hypothetical protein MGC2603 
PrWSTK/WDspBcing factor 
Gp1 -interacting zinc finger protein 
ESTs, Moderately similar to R27328 2 {H.s 
DNA segment on chromosome 19 (unique) 117 
hypothetical protein FU13154 
gb:oy92e04jc1 SoaresJetalJiver.,sp!eenJ 
glycyHRNA synthetase 
hypothefica! protein FU10199 
ESTs 

a dfelntegrin and mstaSoproteinase domai 
ESTs 

DKFZPS86E1621 protein 
ESTs 

hypothetical protein FU 10385 
wingless-type MMTV integration site famii 
hypothetical protein FU10407 
pregnancy specific beta-1-gtycoprotein 1 1 
transmembrane, prostate androgen induced 
Homo sapiens, Similar to RiKEN cONA 94300 
secretory leukocyte protease inhibitor (a 
ESTs 
ESTs 

ENSP00000202587*:Blcarbonate transpcrter- 

ESTs 

ESTs 

ESTs 

WAA1268 protein 

hypotheOca! protein FU20979 

Homo sapiens clone TCCOAQ0164 mRNA seque 

ESTs 

ATPase. Na? transporting, beta 3 polypept 
CSR1 protein 
UM domain protein 
DKFZP434I216 protein 
interferorvstimuiaied transcription facto 
transmembrane protease, serine 4 
ESTs. WeaMy similar to T17227 hypothetic 
ESTs 

regulator of nonsense transcripts 1 
HomosapIenscDNAFU14227fis. clone NT2 
proteasome (prosome, macropain) subunil, 
hypothetical protetn FU 12436 
insulin-tike growth factor binding protel 
five-span transmembrane protein M83 
gBoma-associated oncogene homolog (zinc 
hypothetical protein OKFZp434H0311 
Homo sapiens cONA FU1 1341 fis, clone PLA 
CD83 anSgen (activated B lymphocytes, hn 
ptexinBI 

apoHpoprotelnU2 
ESTs 

hycYoxysteroid (17-beta) dehydrogenase 1 
hypothetical protein FU 10767 
gfcnc15d10.s1 NCLCGAPJ»r1 Homo sapiens c 
fibroblast growth factor 11 
UDP^-acetyl^pha^alactosaninerpotype 



ESTs 

macrophage migrafion inhibitory factor (g 
matrix metalloproteinase 2 (getaGnase A, 
ESTs, Moderately similar to unknown [Rsa 
ESTs 

kinesln family member 4A 

Homo sapiens cDNA: FU 22993 fis, clone KA 

tumor necrosis factor receptor superfamfl 

hypothetical protein FU10337 

BCL2-6ke1 

ESTs, Moderately simHai to ALU2_HUMAN AL 
ESTs, WeaWy sknflar to ALU 8 JtUMAN ALU SU 
polymerase (RNA) 111 (DNA directed) polyp 
tumor necrosis factor receptor superfamil 
proteasome {prosome, macropain) activator 
ESTs 

CQ-30 protein 

hypothetical protein similar to ankynn r 
kaEkrein 7 (ctyrrobyptic, stratum come 
hypothetical protein FU14753 • 
p21 -activated protein kinase 6 



1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.B 
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1.8 
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1.8 
1.8 
1.7. 
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1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
- 1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
17 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
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TABLE 13B 

Pkey: Unique Eos probesei idenCBer number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accessions 



408344 
418546 
418859 
418869 
437938 



443534 
447197 
454197 



455333 
457570 



105240.1 
176677.1 
179717J 
179863.1 
44573.2 



467390.1 
572957J 
711623.1 
1050392.1 



1281044.1 
357443.1 



AA0538438E162213 
AA224827 T59708 T59843 BE156903 
AA229558 AA345492 AA229582 
AW516565 AA229762 AA230035 

A195Q087 N7Q208 R97040 N35809 AI3081 1 9 AW967677 N35320 AI251 473 H59397 AW971573 R97278 W01059AW967671 AA908598AA251875 
A1820501 AI820532 W87891 T85904 U71456 T82391 BE328571 T75102 R34725 AA884922 BE32B517 AI219788 AA884444 N92578 F13493 
AA927794 A! 560251 AW874068 AL 134043 AW235363 AA663345 AW008282 AA488964 AA283144 AI890387 AI950344 Al 74 1346 AI689062 
AA282915 AW102898 AI872193 A1763273 AW173586 AW150329 AI653832 AI762688 AA988777 AA488892 AI356394 AW103813 Al 539642 
AA642789 AA856975 AW505512 AJ961530 AW629970 BE612881 AW276997 AW513601 AW512843 AA044209 AW856538 AA180OO9 AA337499 
AW961 101 AA251669 AA251874 AI819225 AW205862 A1683338 A1858509 AW276905 AI633006 AA972584 AA908741 AW072629 AW51 3996 
AA293273 AA969759 N75628 N22388 H84729 H60052 T92487 A1022058 AA780419 AA551005 W80701 AW613456 AI373032 A1564269 F00531 
H83488 W37181 W78802 R65056 AI002839 R67840 AA300207 AW959581 T63226 F04005 
BE046594 BE046667 AA828S85 AI207343 
AI0761 23 AI244634 AI695239 
R36075AJ366546 R36167 

BE140966 BE140961 BE140967 BE141006 BE140985 BE140970 BE141669 BE141653 BE141664 BE141655 BE141661 BE141660 BE140969 
BE141673 BE141650 BE141674 BE141550 BE141688 AW178241 BE140994 BE141666 BE140998 BE141008 BE140988 BE141011 BE140975 
BE141667 BE141675 BE141657 BE141681 BE141656 BE141672 BE141680 AW178237 BE141012 BE140990 BE141658 BE141648 BE141013 
BE141668 BE140973 BE1410O4 BE140953 BE140984 BE141009 AW178232 BE1410O7 BE141649 AW178293 BE140993 AW178233 BE141646 
BE141005 BE141691 BE141000 BE141652 BE140965 BE141562 BE140960 BE140962 BE141001 BE140978 AW17B229 AW178239 BE141671 
AW178230 BE141547 AW178235 BE141663 BE141549 BE140996 BE141003 AW178236 BE141002 BE141556 
AW897851AW897852 
AA579426 AA579436 AA573736 



TABLE 13C 

Pkey: Unique number corresponding to on Eos probeset 

Ref: * Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et al" refers to the publication entitled The DNA 

sequence of human chrornosome 22" Dunham I. et al., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiGon: Indicates nudeofide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposftton 


400666 


8118496 


Plus 


17982.18115.20297-20456 


400749 


7331445 


Mfous 


9162-9293 


401103 


8568122 


Minus 


98330-98449 


401486 


7341763 


Ptus 


32585^756.36281-36540,40791-40933.4401844179 


401575 


7229804 


Minus 


76253-76364 


402745 


9212200 


Minus 


76516-76690 


402915 


7406502 


Minus 


140-276 


404440 


7528051 


Plus 


80430-81581 


404604 


9212537 


Minus 


72019-72509 


405545 


1054740 


Ptus 


118677-118807,119091-119296,121626.121823 


405547 


1054740 


Plus 


124361-124520,124914-125050 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385.5922^077 


406467 


9795551 


Pius 


182212-182958 



TABLE 14A: 209 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES THAT ARE LIKELY TO ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES 

Table 1 4A lists about 209 genes up-regulated In cervical cancer compared to normal adult tissues that are likely to encode either enzymes or proteins amenable to modulation by 
small molecules. These were selected as for Table 12A, except that the raflo was greater than or equal to 2.0, and the 96* percentile value amongst cervical cancers was greater than 
or equal 40 units, and the predicted protein contained a structural domain that Is mdfcafive of enzymatic function or of being modufatable by smafl molecules (e.g. pkinase, peptidase, 
phosphatase, ATPase, or ^transporter domains). The predicted protein domains are noted. 



Pkey: Unique Eos probeset idenESer number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigeneiD: UnJgene number 

PPDomains: Predicted Protein Domains 

Unigena Title: Unigene gene GSe 

R1: Ratio of tumor to normal adult tissues 



Pkey ExAccn 

418007 M13S09 

439606 W79123 

400289 X07820 

415817 U88967 



UnigeneiD PPDomains 

Hs£3169 SSMnopextn,Peptidase_M10 

Hs£8561 TM.7tmJ 

Hs.2258 temopexh,Pep0daseJ410 

Hs.78867 SS.TM.Y jrwsphatase^arb.anhyd 



416209 AA236776 Hs.79078 TM.HORMA 
404996 NMJJ01333 Hs.87417 Pep0dase.C1 



Unigene Title 

matrix metafioprotelnase 1 fmterst 
G protein-coupled receptor 87 
matrix metafloproteinase 10 (strome 
protein tyrosine phosphatase, recep 
MAD2 (mitotic arrest deficient yea 
CTSL2 CathepsinL2 
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R1 

38.9 
28.8 
20.5 
16.4 
154 
13.1 
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428618 


AA885360 


Hs.160199 


pkinass 


Target CAT 


117 


429488 


AF155827 


Hs.203963 


hefcasa C, SNF2^MheIicase_C 


hypothetical protein FL) 10339 


12.6 


419183 


U60669 


Hs.89663 


d450 


cytochrome P450, subfamOy XXIV (vi 


12.3 


428368 


BE440042 


Hs.83326 


SS,Peplidase_M1 0,hernopextn 


matrix metaSoproteinase 3 (stromel 


10.2 


420759 


T11832 


Hs.127797 


hetlcase_C 


Homo sapiens cONA FU1 1381 Us, do 


10.2 


458194 


AW383618 


Hs.265459 


0450 


ESTs, Moderately simitar to ALU2JHU 


9.4 


448232 


A1281848 


Hs.194691 


TM,71nvJJRjbosornaLL1 3 


reGnoic acid induced 3 


8.9 


424905 


NMJW2497 


Hs. 153704 


TM.nkinasR 


NiMA (never in mitosis gene a)-re)a 


8.9 


452291 


AF015592 


Hs.28853 


TM,pkinase 


C0C7 (ceB division cycle 7, S. cer 


8.7 


424086 


A1351010 


Hs.102267 


Lvsvi oxidase* 


tysyt oxidase 


8.3 


425710 


AF030880 


Hs.1 59275 


TM,SuIfate transp,STAS 


solute carrier family, member 4 


7.8 


433133 


AB027249 


Hs.104741 


TM CnflanPTi nkinasn 


PDZ-binding kinase; T-cefl original 


7.4 


447254 


NMJJ04153 


Hsll7908 


SS. AAA, BAH 


origin recognition complex, subunit 


7.1- 


431941 


AK0001Q6 


Hs.272227 


nictnasp PimrufikA Rmm 1 rinm 
yosi Hsm^r in 1 1 n hvp, r\cuc}j_L w _yim 1 1 


Homo sanfens cONA FLJ20099 fis. do 


6.9 


427821 


AA470158 


Hs.98202 


TM,7tmJ 


ESTs 


6.9 


436211 


AK001581 


Hs.334828 


Airwnoniu m^trs its p 


hypothetical protein FU10719; KIAA 


6.9 


403471 


NA 




SS.TM, trypsin 


Target Exon 


6.7 


410153 


BE311926 


Hs.15830 


Giycos transit 


hypothetical protein FU12691 


6.5 


457405 


AA504860 




TM,7trrL2 


gb:ab03a10^1 Stratagene fetal re8 


6.4 


421948 


142583 


Rs.334309 


filament HC03 cotranspfilarnent 


keratin 6A 


a3 


439292 


AA090421 


Hs.5555 


TU AAA Cpnte~fpriiiel 




5.8 


413625 


AW451103 


Hs.71371 


TM E1-E2 ATPase Hydrolase 


ESTs 


5.8 


425695 


NM_005401 


Hs.1 59238 


TM Band 41 Y ohosnhatasa 


protein tyrosine phosphatase, non-f 


5.7 


438394 


BE379623 


Hs.27693 


SS,pro isomerase 


peptidytproiyl isomerase (cydophO 


5.6 


432239 


X81334 


Hs.2936 


SS.Peplidase M10,hemopexin 


matrix metatloproteinase 1 3 (collag 


5.5 


408536 


AW381532 


Hs.135188 


SSTME1-E2~ATPasa Cation ATPa 


ESTs 


5.4 


432226 


AW1 82766 


Hs.273558 


Cvftrfvtvttrnnif 


nhnsnhata RvfirfvhHtran^prase 1 c 


5.2 


419520 


AB009303 




TM hpmnnpiffn PpntirtsKP M10 


mafriy mRtaflnnmfpjnASfi 1fi /mpmhra 


5.1 


426350 


NMJJ03245 


Hs.2022 


TMTransatutamin CTiansfltutam 


transotutamfriasa 3 /E ootvoeotide 


s!o 


421155 


H87879 


Hs 102267 






4.9 


423673 


BE003054 


Ks.1695 


SS,TM,Pep0das8^M10,hemopexin 


matrix metailoproiamase 1 2 (rnacrop 


4.8 


450375 


AA009647 


Hs.8850 




a (fismtegnn and met alio proteinase 


4.8 


418379 


AA218940 


Hs.137516 


AAA 


6dge6n-Gks 1 


4.7 


457465 


AW301344 


Hs.122908 


Pribosyltran,Sulfatas6 


DNA feaflcafion factor 


4.6 


412333 


AW937485 




TM,7tm_1 


gb^V3-0T0044-221299O454j09 DT0044 


4.6 


450510 


AA010056 


Hs.242998 


DNA tODoisoll DMA toooisoIVIGF 


ESTs 


4.6 


436291 


BE568452 


Hs.5101 


abhydrolass 


protein regulator of cytokinesis 1 


4.6 


446353 


AI290919 


Hs.1 53661 


HECTpkinase 


ESTs 


4.5 


435435 


T89473 


Hs.1 92328 


lipase,PLAT 


ESTs 


4.5 


425071 


NMJJ13989 


Hs.1 54424 


SS,TM.T4_deiodinase 


debdinase, fodothyronine, type It 


4.4 


433322 


H50621 


Hs,134156 


TMJon trans NB-ARC CARD mito c 


ESTs, Weakly simitar to I38022 hypo 


4.4 


408908 


BE296227 


Hs!250822 


TMoIdnasa 


serine/threonine kinase 15 


4.4 


444781 


NM_014400 


Hs.1 1950 


PHJactamase B 
pkinass 


GPI-anchored metastasis-associated 


4.4 


428479 


Y00272 


Hs.1 84572 


cell Division cycle 2, 61 to S and 


4.2 


406687 


M31126 


Hs.272620 


SS Pentidass MlOhpmonexjn 


nrpananrv ^naniftc hpta-1 -Gtvconmt 


4.2 


423035 


AW449679 


Hs 156739 


TM ,0yco trartsf 8 


H sanlpns Xfi mRNA fcfnnp PEP1 1) 


A2 


449228 


AJ403107 


Hs 148590 


TM PAF-ARn450 


nmfpln rptatprl with nenriasts 


\2 


423738 


AB002134 


Hs 132195 


SSTMtrvnsin SPA 


flini/au hvncin.ltko tvntpasA 
oi\ way uypcii*"iif>o jxuicaoo 


4,1 


457030 


AH0174n 


lie 1TW01 
nil 1 / <WO 1 




ainyQrupynirouirias&-UKc l 


41 


448995 


AI613276 




OUCI 1 JKUCAI IMKMS 


yildJUlK? MUWOVHIUO UlllUlliy y* 


4.0 


415857 


AA866115 


He 177707 

IKJ. lit f 3/ 


heficase^C 




4.0 


438390 


A1422017 




TMn^t 7tm 17tm 1 


nh'tf45f12jc1 NCI CGAP Bm23 Homos 


4.0 


429900 


AA460421 


Hs-30875 


pMnss6 


ESTs 


4.0 


446292 


AF081497 


Hs.27SSB2 


An¥Tioniun\_trsnsp 


Rh tvnp C atvMnmtpJn 


3.8 


422938 


NM-001809 


Hs.1594 




rflnfmmpfP nmtpln A f17kl"Y\ 


3*7 


408771 


AW732573 


Hs.47584 


TM K tafra_ian trans 


mfasshim voltaaa^iatad channel da 


3^6 


424296 


AI631874 


Hs 155140 

1 W* IVJ 1 TV 




r»?ptn kinasA 0 atnha 1 nnlvnpnfifi 


3.6 


436246 


AW450963 


Hs.1 19991 


ccnnexlnhonnon8_rec r zf-C4 


ESTs 


is 


411274 


NMJJ02776 


Hs.69423 


trypsin 


kaHikrein 10 


3.5 


400666 






SSliem0Dfi3dnJ J enJWasfi M10 


NM_0O2425 - >tomo sapiens matrix metal 


3.5 


426920 


AA393351 


Hs.132121 


PDEase 


ESTs 


3,5 


412471 


M63193 


HsJ3946 


SS,TM,Qycos_L r ansf_3,Cam _acy 


endothelial cdi growth factor 1 (p 


3.4 


430704 


AW813091 


Hs.335799 


Epimerase 


ESTs 


3.4 


455092 


BE152428 




gb:CM0-HT0323-151299-126*04 HT0323 


3.4 


453775 


NMJ3Q2916 


Hs.35120 


AAA,PI3_Pl4_kinas8,PI 3Ka,Pl3K_ 


rBpHcstio n fsctor 0 (dc&vdior 1 J 


3.4 


438993 


AA828995 




Integrin^B 


gbx>o77b08^1 NCI CGAP_Ov2 Homo sap 


3.4 


426572 


AB037783 


Hs.170623 


hnrmnne rec.7W>4 


hypothefical protein FU11183 


3.4 


449101 


AA205847 


Hs23016 


SS.TM.7tm 1 


A nmifttfl-cotintpd rpcpntnr 


3.3 


427660 


AI741320 


Hs.1 14121 




Homo s aniens cDNA: FLJ 23228 fis d 


3.3 


402481 






TM f^TU 7tm 1 


MM n/11A91**Hnim cantprrQ rhnmlriprpm 


13 


414774 


5C02419 


Hs.77274 


SS.kringls.trypsin 


plasminogen activator, urokinase 


13 


412246 


AI160873 


Hs.69233 


SulfotransterACOX 


zinc finger protein 


3.3 


418462 


BE001596 


Hs.85266 


SS,TW,lntegrfi)_B,f|\3 


integrin, beta 4 


3.3 


424687 


J05070 


Hs.151738 


SS.Peptidase_M1 0,fn2,hemopexin 


matrix rnetalloprotfihase 9 (getafin 


3.3 


401486 


NA 




SS,TM,trypsin 


C400C64r:gi}4758508Iref|NP.004251 


12 


408113 


T82427 


Hs.194101 


WtriL3RibosomaI_L13 


Homo sapiens cDNA: FU 20869 fis, cl 


3^ 


427359 


AW020782 


Hs.79881 


TM,7tm_1 


Homo sapiens cONA: FU 23006 fis, d 


33 


402337 






SS,p450 


Target Fxffn 


3,2 


420930 


AW888S50 




rSwnudeaseJ? 


gb^44IT00a7-13O50O-551-R)6 NT0007 


12 


443426 


AF098158 


Hs.9329 


pkinass 


chrornosorne 20 open reading frame 1 


ai 


439750 


AL359053 


Ks.57664 


TMjrUEgrfn_B,RidiuB_tecfinrr 


Homo sapiens mRNA full length inser 


ai 


420039 


NMJJ046Q5 


Hs.94581 


CARD.SutfbtransferOAGKc 


suUotransferase family, cytosolic, 


3.0 


448733 


NM.005629 


Hs.187958 


SS.THSNF.ABC.tranisodh.pkina 


solute earner family 6 (neurotrans 


3.0 
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444946 AW139205 
450841 AI741466 
428262 AI651324 
435399 AA679463 
446733 AA863360 
449746 A1668594 
418844 M62982 
414581 AA256213 
431629 AU077025 
445873 AA250970 
438113 AI467908 
422689 AW856665 
439453 BE264974 
413582 AW295647 
410664 NWL006033 
456456 AA477S09 
413273 U75679 
426343 NMJM4642 
403763 

408380 AF123050 
401230 

418030 BE207573 
445640 AW969626 
432865 A1753709 
419667 AU077005 
406671 M129547 
412530 AA76626B 
431890 X17033 
404184 NA 
428450 NM.014791 
425698 NM.016112 
453331 AI240665 
444826 AI674482 
414987 AA524394 
438746 AI885815 
429413 NNC014058 
407103 AA424881 
453379 AA035261 
421733 All 19671 
452220 BE158006 
417975 AA641836 
400301 X03635 
408938 AA059013 
411643 A1924519 
446638 AL1330S3 
430129 BE301708 
417655 AA780791 
448005 AW207437 
423973 AF038461 
437897 AA770561 
425397 J04088 
432777 AA564991 
421247 BE391727 
425465 L18964 
419281 H96452 
434205 AF119861 
453406 AI192987 
435542 AA687376 
443151 AI827193 
431630 NM_002204 
422310 AA316622 
441954 AI744935 
414907 X90725 
439810 AL109710 
429359 W00482 
432284 AA532807 
452947 AW130413 
423229 AC003965 
453941 U39817 
439963 AW247529 
424439 AA579635 
452755 AW138937 
429922 297630 
434149 243829 
417576 AA339449 
409994 D86864 
416763 AI908127 
414733 BE514535 
443171 BE281128 
430637 BE160081 
452367 U71207 
408308 AL033377 
417900 BE250127 



Hs. 156457 
Hs.270515 
Hs.7298 

Hs.26040 
Hs.176588 
Hs.1200 
Hs.72010 
Hs.265827 
Hs.251946 
Hs.8882 

Hs.6566 
Hs.71331 
Hs.65370 
Hs.89563 
Hs.75257 
Hs.169387 

Hs.44532 

Hs.83321 
Hs.31704 
Hs.152484 
Hs.92208 
Hs.285754 
Hs.266273 
Hs.271986 

Hs.184339 
Hs.159241 
Hs.8895 
Hs.148441 
Hs.294022 
Hs.184727 
Hs.201877 
Hs.256301 
Hs.61753 
Hs.1420 
Hs.212298 
Hs.30085 
Hs.1657 
Hs.22607 
Hs.192570 
Hs.15783 
Hs.233955 
Hs.14014 
Hs.170378 
Hs.136574 
Hs.146170 
Hs.156346 
Hs.269477 
Hs.102910 
Hs.1904 
Ks.42189 
Hs.283032 
Hs.61784 
Hs.269533 
Hs.132714 
Hs.265829 
Hs.98370 
Hs.8047 ■ 
Hs.77597 
Hs.85568 
Hs.2399 
Hs.105822 

Hs.125532 
Hs.36820 
Hs.6793 
Hs,1770 
Ks.213436 
Hs^26117 
Hs.19574 
Hs.82285 
Hs.57735 
Hs.79748 
Hs.77171 
Hs.9030 
Ks.256290 
Hs.29279 
Hs.44197 
Hs.82906 



SS.THahhydrolase 
projsomerase 



TUp450 
SS.p450 

SSJM^poxygenase.PLAT 

TM,Cam_acytiransf,Chofin8jun 

SS,tRNA_antiSH2.SH3,pkinase 

SSjTm.PABPpkbase,14-3^rrm 

TM,71mJ 

hertcase_C,SNF2_Nhe0case_C 

SS.AAA 

carb_anhydrase 

TM,Gpase,PLAT 

FBPase 

TM&pkinase 

TM,SCAN7tm_1 

TM,7tm_1 

TM,ublqui{in7tm_3^N Fjeceptor 
SSJM.tonJrans.lQ 
SSJM,PBp5dase_S26,Bombesin 
TM,alpha4mytase 

TM,lorv.transN&ARC,CARD,WD40,m 

SS,TM,(fisintegrin,Repro!ys{n.P 

TM,pkinase,Plaxin_fepeat,Sema, 

abhydrdase 

vwa,FG^AP t integrin J A 

SS.TM.7tmJ 

pWnase,KA1 

TM.pkinase.ionJrans 

TM ( dismtQgrin,PepJ^12B_propep 

pkinase.SAM 

connadnhormor\e_fBC ( zf-C4,CQnrt 
Ribosomal_S2, transferrin 
trypsin 

THcNMPJnndingfeypsin 

PARkringle.lrypsin 

SS.TMJg.pkinase 

TM.IntegrinJV.FG-GAP 

SS,trypsin 

TM,OesLrecep,zf-C4,hcrmone_re 

Yj)hosphatase 

OEAD,heScase_C 

TM.pkinase 

TM t 6tyco_transL11 

Peptidase_M41,AAApkinase 

pktnase 

TM,lipoxygenase,PLAT 
SS,proJsomerase 
DNA^topdsoILDN^topolsolVIGF 
atpha-amylase 

TM,lRN^synL1.SPRYF5„F8_type_ 

TM.pkkiase.DAG.PE-bind.OPR.pW 

TM,E1^LATPase,HMA.Hydrolase 

SH3,efhand,C2,PH,RhoGEF t AAA,PG 

pkinase^urirvlIke.RecepJ^dom 

pkln3se 1 RhoGEF,ig,PH,SH3 

D»^misjcpafr r HATPase_cAcyIph 

SS.TM.FOGAP.IntBgnrLA 

SS 1 TM,&>3 1 tg,pkinase,RibosomaI 

TM,Band_7MA,cdc48_N 

SS,TM 1 pkinase,P0LO_box 

aconitase t Aconitase_C 

SS,TM,Peplidase_M10 l hemopexin 

TM,pkmase 

alpha- amylase 

SS.trypstn 

DEAD,HRDC,he!tcase_C 
THp450Ets 
DNAJgase 
GycoJranst_29 
TMMerJwstone7lmJ 
TM.EPHJbd.fh3 l p«nase,SAM 
TMA!RS.formyLtrans1,GARS 
IPJransSH2,SH3 
THaJpha-amytase7tm_1 
TM,MCMHame_oxygenas8 
SS,TM.7lm_1^im 
SJO0Pepedase„M16 
SS,Hydrotase 
TM,7tm_2 

TM,WO40,proJsomcfBSQ 



hypothetic^ protein FU22408 
ESTs 

btphenyl hydrotase-like (serine hyd 
gbac50c03.s1 Stratagene hNT neuron 
ESTs, Weakly similar to fatty add 
ESTs, Weakly similar to CP4Y_HUMAN 
arachidonate 12-Gpoxygenase 
ESTs 

interferon, alpha^nducibte protein 
poty(A}-binding protein, cytopiasmt 
ESTs 

gb-.RC3-CT0297-2901(XW)13^d03 CT0297 
thyroid hormone receptor interactor 
hypothetical protein MGC5350 
lipase, endothelial 
nuclear cap binding protein subunit 
stem-loop (histone) binding protein 
KIAA0036 gene product 
NM_001059*:Homo sapiens tachykinin 



NM_014191 - :Homo sapiens sodium chan 
neuromedin B 

ESTs, WeaWy similar to WAA0227 [H 
ESTs, Weakly similar to 138022 hypo 
a (fisintegrin and metattoproteinase 
met proto-oncogene (hepatocyte grow 
hypothetical protein FU 13346 
Integrin, alpha 2 (C049B, alpha 2 s 
NM»030903':Homo sapiens olfactory r 
K1AA0175 gene product 
polycystic kidney disease 2-llke 1 
ESTs 
ESTs 

hypothetical protein FU14950 
ESTs 

DESC1 protein 

hypothetical protein M6C13170 
ESTs 

fibroblast growth factor receptor 3 
ESTs 

hypothetical protein FU23186 
estrogen receptor 1 
ESTs 

hypothetical protein FU 22028 

Homo sapiens mRNA; cDNA DKF2p434P1 1 

hypothetical protein FU20401 

hypothetical protein FU14813 

ESTs 

arachidonate 12-Epoxygenase, 12RI 
hypothetical protein FU22969 
topoisomerase (DNA) It alpha (170kD 
ESTs 

genera) transcription factor IIH, p 
protein kinase C, tola 
ESTs 

hypothefical protein PRO2015 
hypothetical protein FU14451 
ESTs 
ESTs 

integrin, alpha 3 (antigen CD49C, a 
cytochrome P450, subfamily IIS, pal 
Fanconi anemia, complementation gro 
polo (DrosophJaHike kinase 
EST 

matrix metafloproteinase 14 (membra 
ESTs 

gbadSOHM j(1 NCLCGAP_Gas4 Homo sa 
protease, serine, 26 
Bloom syndrome 
ptatelet-activafing factor acetythy 
Bgase I. DNA, ATP-dependent 
ESTs, WeaWy similar to A34087 hypo 
H1 histone family, member 0 
hypothetical protein MGC5469 
phosprK)ribosylglydrian^ formyiira 
acetyl LDL receptor; SREC 
solute carrier farnSy 3 (activators 
minichromosome maintenance deficien 
TONDU 

S100 calciunvoindlng protein A1 1 (c 
eyes absent (Drosophila) homotog 2 
Hypothetical protein OKF2p564D0462 
CDC20 (ceil dhfcbn cycle 20. S. c 
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424490 


AJ278016 


H&55565 


TMjAinase.ank 


enkyrin repeal domain 3 


2.1 


412834 


R77123 


Hs.79881 


TM,7tm_1 


Homo sapiens cDNA FU 23008 ns. cl 


Z1 


410855 


X97795 


hk.66718 


SNF2_N t heCcase_C 


RAD54 (S.cerevisiae)-tite 


2.1 


418804 


AA809632 




HATPBsejc,HSP9b,PHD I tfC2H2 


gb:nz17h04*1 NCLCGAPJ3CB1 Homo sa 


2.1 


447674 


BE27064Q 


Hs.19192 


TM nlfinacpro*. nrf 

1 HI^JIUI H33CI 00,01 1 


cyclin-dependent kinase 2 


Z1 


450663 


H43540 




SSTMRNasa Hi! 


rfbonucteaSB HI, large subunit 


Z1 


408805 


HSS912 


Hs4fl?fiq 




vaccinia related kinase 1 


Z1 


429415 


NM 009593 




cq fUn MTR MANLTlLTlLavwrf FP 


orocotlaaen C-end ooeoGdase enhance 


Z1 


447827 


U73727 


He 1471 R 
no. I3f lu 


SS TM Y nhnsnhatass fh3 (a MAM 


protein tyrosine pnospHaiase t reoep 


Z1 


428273 


Alftfi799R 
MJOO/ tu.0 




Gfycos_tr3nsf_2 


ESTs 


Z1 


404274 








NM Q02944*'Homo sanjeas v-ras avian 


Z1 










Temot Pvrm 
1 euycl CLMJII 


Z1 


440249 


A1246530 


T37775 


vnu, i cuv.ui vera 


ESTs 


Z1- 


438580 


AAR119R9 


Me OQQOHO 




ESTs 


Z1 








QC TLl hvrscln 


rtM^UUf ■ au.nDmO oafUCIto RalUMCul O 


Z1 


427375 


Al fl354fifl 
nuAMtou 


IU>, I I f OOU 


OOfXj |_Uoi Mv/JJCJHfl lUi 1 1 UN ICO rUJJJJ Ul 




Z1 


423453 




lie 19R7Q1 






2.1 


433716 


AA608808 


nSifc* u i io 




ESTs 


Z1 


420757 


X78592 


nga939 Is/ 




androgen receptor (dinydrotestoster 


Z1 


425018 


BE245277 






E4F transcri Dtion factor 1 


Z1 


421685 


AF1RQ753 
Mr 109/ CO 


He 1flR77fl 


TMFUv? ATPaeo HurfrnlaepP1-P9 




Z1 


457288 


AA5914RR 


U* 1 OOTID 


pro.isomsrase 


ESTs 


Z1 


407305 


AA71S9R4 




TM nkfruKA Soma P(py1ti fpnpfrt 


ob nv35fD3 j1 NCI CGAP BrS Homo sao 


Z1 


456327 


K68741 


He ^fi774 


TM,Oyco_lransL8 


ESTs 


zo 


422429 


AA310527 




pWnase,RGS,PHpkinase,PH,RGS 


gb:EST181333 JurkatT-ceils V Homo 


zo 


402974 


NM.001501 


Ks.129715 


GnRHhoimon65 ( honnon64 


gonadotro pin-releasing hormone 2 


zo 


458016 


AW188099 


Hs.131813 


pkinase 


ESTs 


zo 


452194 


AI694413 


Hs.332649 


TMJtm_3>WFjeceptor,susW 


olfactory receptor, family 2, subfa 


zo 


428028 


U52112 


Hs.182018 


TM,pkmase,MBD 


lnterleuWn-1 receptor-associated k 


zo 


427747 


AW411425 


Hs.180655 


pkhase.Hpoxygenase,PLATlipox 


serine/threonine kinase 12 


zo 


452841 


T17431 


Hs.65412 


TM.DEAO^eRcase_C 


DEADfH (AsjvGliJ-AJa-Asp/His) box po 


zo 


449539 


W80363 


Hs.58446 


pWnase,Furirdike,Recep_Ufom 


ESTs 


zo 


41B140 


BE613836 


Hs.83551 


TM,E1-E2JVTPase 


rrxrofibrniar-assodated protein 2 


zo 


430076 


AA465115 


Hs.316773 


AAA.BAH 


KJAA1836 protein 


zo 


425749 


AW328587 


Hs.159448 


RibosomaLL7AeJ.RR4J?RCT 1 okina 


surfeit 2 


zo 


425855 


AF135025 


Hs.159679 


SS.trypsin 
pkmase 


kalia<rein12 


zo 


400135 


L40027 


Hs.118890 


glycogen synthase kinase 3 alpha 


zo 



TABLE 148 

Ptey: Unique Eos probeset Wenfiiter number 
CAT number Gene cluster number 

Accession: Genbank accession numbers 

Pkey CAT number Accessions 

412333 1289037J AW937485 AW937589 AW937658 AW937554 AW937492 

418804 179138J AA809632AI917245AI701732AA228406 

420930 197736J AW888550AW888651 BE149946 BE149948 BE149951 BE149947 AW888649 AA281840AA281822AW888652 

422429 216469J AA3105Z7 AW962295 Z44855 H0S641 

422689 219896 J AW855665 AA3 15006 AW954733 

435399 405576.1 AA679463 AW81 3779 AW81 3709 

438390 45662J AI422017 AI422945 AJ363249 AJ4231 13 AI925592 AI420795 AI208187 AJ423279 AJ423645 AM24C90 AJ359637 AUD44732 D17003 

438993 467651.1 AA828S95 AA834879 AI926361 

452947 939810J AW1 30413 A! 932382 

455092 1252971J BE1 52428 AW855572 AW855607 

457405 333127.1 AA5O4860AA504911 



TABLE 14C 

Pkey: Unique number corresponding to an Eos probeset 

Reft Sequence source. The 7 digit numbers in this cdumn are Genbank Identifier (GI) rajmbers. 'Dunham i. et al/ refers to (he pubfcaSon enMed The DNA 

sequence dliumancrirwiiosome2Z t Dunham I. etaL. Nature (1999} 40Z489-495. 
Strand: indicates DNA strand from which exons were predicted. 
Nt_postGon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposiSon 


400666 


8118496 


Plus 


17982-18115,20297.20456 


401230 


9929527 


Minus 


33tH5-34006,34539-3459Z36461-36745^ 


401486 


7341763 


Plus 


32555^756,35281^540,4079140933,4401844179 


402337 


6957691 


Plus 


41 164286,1681 1-1 6973,17107-1 7256,1 971 5-20040^2029-22205 


402481 


9797406 


Pius 


87891-88991 


403133 


7331427 


Plus 


38314-38634 


403471 


9930659 


Minus 


85867-05983 


403763 


7223888 


Minus 


43575-43887 


404164 


4581418 


Minus 


12652-13548 


404274 


9885189 


Plus 


104127-104318 


406400 


9256298 


Plus 


1553-17^1878-2140,4252-4385,5922^077 
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TABLE 1 5A: 752 GENES UP-REGULATED I N CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

Table 1 5A lists about 752 genes up-regulated In ceivtca) cancer compared to normal adult cervix. These were selected as for Table 1 2A. except thai the ratio was greater than 
equal to 7.0, the denommator was the median value for fores norwnaBgnant cervical specimens, and the 96* percentile value amongst cervical cancers was greater than or eqi 
units. 



Pkey. Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenetD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of cervical cancer to normal cervix 



Pkey 


ExAccn 


UnlgenelD 


414915 


NMJXJ2462 


Hs.76391 


411248 


AA551538 


Hs^34605 


428227 


AA321649 


Hs2248 


421508 


NMJJ04833 


Hs.105115 


443639 


BE269042 


Hs.9661 


454390 


AB020713 


Hs.56966 


416065 


8E267931 


Ks.78996 


433226 


AW503733 


Hs.9414 


413503 


BE410228 


Hs.75410 


411669 


BE612676 


Hs.303116 


414132 


AI801235 


Hs.48480 


422809 


AK001379 


Hs.121028 


448S69 


BE382657 


Hsi1486 


432906 


BE265489 


Hs.3123 


418963 


BE304571 


Hs.89529 


439963 


AW247529 


Hs.6793 


449722 


BE280074 


Hs.23960 


414812 


X72755 


Hs.77367 


408405 


AK001332 


Hs.44672 


432917 


NMJM4125 


Hs^79812 


412530 


AA766268 


Hs.266273 


457465 


AW301344 


Hs.122908 


408806 


AW847814 


Hs^89005 


429083 


Y09397 


Hs327817 


401405 






426272 


AW450671 


Hs.189284 


424878 


H57111 


Hs.221132 


412140 


AA219691 


Hs.73625 


444371 


BE540274 


Hs.239 


418030 


BE207573 


Hs.83321 


452291 


AF015592 


Ks.28853 


400196 






416795 


AI497778 


H&20509 


424865 


AF011333 


Hs.153563 


438011 


BE466173 


Hs.145695 


428368 


BE440042 


Hs.83326 


436923 


AW293704 


Hs.122658 


415791 


K09366 


Hs.78853 


448775 


AB025237 


Hs.388 


435647 


A1653240 


Hs.49823 


431049 


AA846576 


Hs.103267 


429486 


AF155827 


Hs.203963 


428433 


AA521410 


Hs.41371 


418322 


AA284166 


Hs.84113 


417308 


H60720 


Hs^1892 


429574 


BE268321 


Hs£08912 


407204 


R41933 


Hs.140237 


408901 


AK001330 


Hs.48855 


438899 


AF085833 


Hs.135624 


456362 


AW973003 


I Hs.179909 


438598 


A1805943 


Hs.326087 


408908 


i BE296227 


Hs .250822 


427488 


I M91401 


Hs.178658 



400195 

414747 U30872 Hs.77204 

410324 AW292539 Hs^0177 

453028 AB006532 HU1442 

410608 A1538438 Hs.159087 

432503 AA551196 Hs. 188952 

430512 AF182294 Hs.241578 

430709 R34356 

449962 AA004879 

425408 AB002375 

440774 A1420611 

408201 AK000568 

436110 AA704899 

426897 AW976570 Hs37387 

447700 AI420183 Hs.171077 



Hs.187820 

Hs.156814 

Hs.127832 

Hs.43654 

Ksu291651 



myxovirus (influenza) resistance 1, homolog of murine 
Homo sapiens cDNA FU14408 fis. done HEMBA1004341 
smafl inducible cytokine subfemBy B (Cys-X-Cys), mem 
absent in melanoma 2 

proteasome (prosome, macropain) subunit, beta type, 1 
WAA0906 protein 
proliferating cell nuclear antigen 
K1AA1488 protein 

heal shock 70kD protein 5 (glucose-regulated protein, 

stromal cell-derived factor 2-like 1 

ESTs 

hypothetical protein FU10549 

signal transducer and activator of transcription 1 , 9 

lethal giant larvae (Drosophila) homolog 2 

alrJo-keto reductase family 1 . member A1 (aldehyde red 

platelet-actrvating factor acetylrrydrolase. Isofbrm I 

cyctinBI 

monokine induced by gamma interferon 
hypothetical protein FU10470 
PRO0327 protein 
hypothetical protein FU13346 
DNA replication factor 

Homo sapiens cDNA: FU21532 fis, done COL06049 

BCL2-related protein A1 

Target Exon 

ESTs 

ESTs 

RAB6 Interacting, kinesin-like (rabklnesln 6) 

forWieadboxMI 

neuromedin B 

COC7 (cell division cycle 7, S. cerevisiae, homorog)- 
Eos Control 

HBV pX associated protein-8 
lymphocyte antigen 75 
splicing factor (CC1 .3) 

matrix metalloproteinase 3 (stromerysin 1 . progetafin 
ESTs 

uradl-CNA gtycosytase 

nucfix (nucleoside diphosphate linked moiety XHype m 
ESTs 

hypothetcal protein FU22548 similar to gene trap PA 

hypothetical protein FU 10339 

ESTs 

(independent kinase inhibitor 3 (COlOassoclated 
K1AA0101 gene product 
hypothetical protein MGC861 

ESTs. Weakly similar to ALU1 JWMAN ALU SUBFAMILY J SE 

hypothetical protein FU 10468 

ESTs 

hypothetical protein FU 22995 

hypothetical protein M6C5178 

serine/threonine kinase 15 

RAD23 (S. cerevisiae) homolog B 

NM_007Q57*;Homo sapiens 2W10 Interactor (ZWINT), ban 

centromere protein F (350WO0kD, mi tosh) 

ESTs 

RecO protein-flee 4 

ESTs 

ESTs 

U6 snRN^associated Sm-like protein LSmB 
gb.yh85d01.s1 Soares placenta Nb2HP Homo sapiens cDMA 
ESTs 

WAA0377 gene product 
ESTe 

hypothetical protein FU 20551 

ESTs, WeaWy similar to 138022 hypothetical protein [ 

ESTs 

ESTs, WeaWy similar to T21259 rrypothefical protein F 

228 
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433159 AB03589B Hs. 150587 KneshvCke protein 2 16.3 

' 430466 AF052573 Hs341517 polymerase (DMA directed), theia 16.3 

453883 A1638516 Hs.22630 cefaclor required for Sp1 transcriptional activation, 1&3 

_ 453941 U39817 Hs.36820 Boom syndrome 16.1 

5 438461 AW075485 Hs.286049 phosphoserine aminotransferase 16.0 

407999 AI126271 Hs.49433 ESTs, WeaMy similar to YZ28_HUMAN HYPOTHETICAL PROTH 16.0 

413943 AW294416 Hs. 144687 Homo sapiens cONA FU1 2981 fis. done NT2RP2006454 15.7 

407720 AB037776 Hs.38002 K1AA 1355 protein 15.6 

425316 AA354977 Hs.191565 ESTs, Moderately similar to T1 4342 NSD1 protein -mou 15.6 

10 423673 BE003054 Hs.1695 matrix meta^proleinase 1 2 (macrophage efestase) 15.5 

419777 D60134 Hs370975 ESTs 153 

453886 R66282 Hs30247 ESTs, WeaMy similar to S65657 alptolC-adrenergfc re 153 

443715 AJ583187 Hs5700 cycRnEI 15-2 

407786 AA687538 Hs.38972 tetraspanl 153 

15 431910 AK000142 Hs.101774 rrypothefcal protein FU23045 153 

417634 W27202 Hs.82327 glutathione synthetase 15.1 

432692 AW974944 Rs.200577 ESTs 15.1 

446921 AB012113 Hs.16530 smaS indudbfe cytokine subfamily A (Cys-Cys), membe 15.1 

427999 AI435128 Hs.181369 ubquiiin fusion degradation 1-fike 15.0 

20 413869 NM.000878 Hs.75596 interteukin 2 receptor, beta 15.0 

431629 AU077025 Hs.265827 interferon, alpha-mducible protein (donelR-M6) 14.9 

435354 AA678267 Hs.117115 ESTs 14.8 

405836 AW514501 Hs.156110 immunoglobulin kappa constant 14.8 

416109 AJ420311 Hs.126550 suppressor of K transport defect 1 14.8 

25 417933 X02308 Hs.82962 (hymtdytate synthetase 14.7 

438970 AA837782 Hs.321058 ESTs 14.7 

409680 W31092 Hs, 55847 rnitochondrial ribosornal protein 64 14.7 

432401 NM.013330 Hs.274479 NME7 W.6 

425397 J04088 Hs.156346 topolsomerase (DNA) il alpha (170kD) 14.5 

30 420734 AW972872 Hs.293736 ESTs 14.5 

434256 AJ378817 Hs.191B47 ESTs 14.5 

418269 AA806113 Hs.189025 ESTs 14.3 

427372 AW960873 Hs.177530 ATP synthase. H transporting, mitochondria! F1 comple 14.3 

427081 A1474533 Hs.170528 ESTs, Moo^rately similar to ALUC_HUMANiIH ALU CLASS 143 

35 420309 AW043637 Hs.21766 ESTs, WeaWy similar to ALU5JWMAN ALU SUBFAMILY SCS 143 

429966 BE081342 Hs.283037 HSPC039 protein 143 

410361 BE391804 Hs.62661 guanylate binding protein 1. trrterferoTHno^e. 67 14.1 

443957 AA521049 Hs34487 hypothetical protein FU2341 2 14.0 

418803 U50079 Hs.88556 histonedeacetylase 1 14.0 

40 434094 AA305599 Hs338205 hypothetical protein PRO2013 14.0 

420139 NM_005357 Ha.95351 Bpase, rumrone-sensitrye 13.9 

444783 AK001468 Hs.62180 anflUn (Drosophfla Scraps homclog), actin binding pr 13* 

433255 AG74270 Hs.96840 K1AA1527 protein 13.9 

431836 AW97229 Hs.217484 ESTs, WeaMy similar to ALU1 JiUMAN ALU SUBFAMILY J SE 13.8 

45 449801 AA477355 Hs.288300 hypothetical protein FU23231 13.8 

447078 AW885727 Hs.301570 ESTs 13.8 

441240 AA923749 Hs.132442 ESTs 13.6 

439398 AA284267 Hs321504 ESTs 13.6 

404630 Target Exon 13.6 

50 408321 AW405B82 Hs.44205 cortistaSn 13.6 

426427 M86699 Hs.169840 TTK protein kinase 13.5 

413278 BE563085 Hs.833 mterfeornslirrujlatfid protein, 15 kOa 13.5 

403055 C200221 9^1 Z737280|rei|XP J1066823| keratin 18 (Ho 13.5 

456614 AV653110 Hs. 106650 hyootheOcal protein FU20533 13.5 

55 425261 BE385099 Hs.334727 hypomeScal protein MGC3017 13J 

439926 AW014875 Hs.137007 ESTs 133 

411263 BE297802 Hs.69360 kinesin-Cke 6 (mitotic centrorrtere-assoclated Mnesin 133 

451141 AW772713 Hs.247186 ESTs 133 

447390 X95384 Hs.18426 transanal inhibitor protein p14.5 133 

60 419828 TB1422 Hs.14922 ESTs 133 

428147 AW629965 Hs334983 ESTs,WeaWy similar to 2109260AB cell growth factor 133 

410068 AI633688 Hs£8435 FYN-btading protein (FYB-12Q/130) 13.1 

407595 BE350012 Hs348365 ESTs 13.1 

_ 432721 AL121478 Hs.180532 glucose phosphate isomerase 13.1 

65 416975 NMJJ04131 Hs.1051 grarrzymeB(granzyrne2,cyto^ 13,0 

413314 BE081585 gb^V2-BT0635-210400-15&007 BT0635 Homo sapiens cDNA 13.0 

430929 AA489166 Hs.156933 ESTs 12.9 

449571 AW016812 Hs300266 ESTs 12.9 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of the prostate 12.8 

70 417105 X60992 Hs.81226 COS antigen 12.6 

434263 N34895 Hs.44648 ESTs 12.6 

412059 AA317962 Hs349721 ESTs, Moderately similar to PC4259 ferritin associate 12.6 

407756 AA116021 Hs.38260 ubiqulun specifc protease 18 12£ 

437056 A1147051 gfcok33a11.s1 Scares _NSF_F8_9WJ)T J»AJLS1 Homosapien 12.5 

75 438756 AI307416 Hs.184675 ESTs, Moderately similar to ALU7_HUMAN ALU SUBFAMILY 12£ 

444478 W07318 Hs.240 luWrase rjhosphoprotetn 1 12^ 

450738 AA010907 Hs. 184455 hypothetical protein 12.4 

418205 131715 Hs.83760 troponin I, skeletal, fast 12.4 

442994 A1026718 Hs.16954 ESTs 12.4 

80 433301 AVV296280 Hs. 15201 6 Homo sapiens cDNA: FU221 40 fis, ctone HEP20977 12.4 

437457 AA757900 Hs370823 ESTs. WeaMy similar to S65557 alpr^1(>3rirenerglc re 12.4 

435327 BE301871 Hs.4867 mannosyl (afpha-l^lycoprotein beia-1,4^-acetyig 1Z3 

422765 AW409701 Hs.1578 baaioviral IAP repeaVcontaintng 5 (survMn) 12.3 
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410245 C17908 Hs.194125 

424927 AW973666 Ks.1 53850 

418941 AA452970 Hs.155218 

432325 AW973209 Hs.251782 

414761 AU077228 HsJ7256 

418618 U66097 

449296 AL137257 

415857 AA866115 Hs.127797 

427295 AW291212 Hs^93943 

415443 T07353 

429770 AI766047 

428955 AA579297 

435244 N77221 

432810 AA863400 Hs.23054 

434423 NMJJ06769 Ks.3844 

443378 AW392S50 Hs.9280 

459273 AW608906 Hs.334767 

419945 AW290975 Hs.118923 

442159 AW163390 HsOT554 

436169 AA888311 

407804 AF228603 
401557 

434408 AI031771 

406747 A1925153 



K3.86724 
Hs^3458 



Hs.7948 
Hs.99738 
Hs^6937 
Hs.187824 



Hs.17602 
Hs.39957 



409231 AA446644 



Hs.132586 
Hs.217493 
Hs.692 



429412 NMJJ06235 Hs.2407 

445655 AA873830 Hs. 167746 
419138 U48508 
427527 AI809057 
432287 AK001057 
408548 M055449 

409703 NH.006187 Hs.56009 

447082 T85314 Hs.42644 
409931 BE293233 
426172 AA371307 

424723 BE409813 Hs. 152337 

456880 AW015644 Hs. 155005 
433849 BE465884 
430519 AF129534 
434442 AA737415 
457205 AI905780 

422713 AA902780 Hs.11932S 

443491 AW499665 Hs.9456 

424339 BE257148 Hs.145416 

419741 NM_007019 Hs33002 

450208 AI686945 Ks.272062 

446849 AU076617 Hs. 16251 

424965 AW956282 Hs. 144609 

442737 AB002319 Hs.8663 
409113 M074897 
415782 AA169345 
417958 AA767382 

402539 AW502761 Hs.30909 

413677 AW503116 Hs.301819 

414706 AW340125 Hs.76989 
421632 AA825426 
438995 AI277986 
400289 X07820 
432363 AA534489 
451655 HB5689 
429237 AA448417 
427719 AI393122 
444665 BE613126 

410093 AW589558 Ks.296120 
400080 

424517 A1539443 Ks.137447 
401539 

446099 T930S5 Ks.17126 

451066 AI758660 HsJ206132 

409235 AA188827 Hs.7988 

451730 AF095687 Hs^6937 

428054 A1948686 Hs.266619 

441638 AA081846 Hs.7921 

438654 AKJ05270 Hs.123543 

424321 W74048 Hs.1765 

449035 AI815728 Hs. 19980 

436137 AI058769 Hs.133512 

417863 AB000450 Hs.82771 

439975 AW328081 Hs.6817 
434206 AW136973 Hs.288516 
454355 AW81253S 

435542 AA687376 Hs.269533 

431386 AA504359 Hs.1 10067 



Hs.89631 
Hs.302063 
Hs^74268 
Hs.63187 



Hs.129771 
Hs.125056 



Hs.280728 
Hs.49210 
Hs.152826 
Hs.198272 



Hs.123177 
Hs.193417 



Hs.238832 
Hs.164875 
Hs^258 

Hs^25560 
Hs.104990 
Hs.134726 
Hs.47783 



ESTs 12.3 

hypolheScal protein C321DZ4 12.3 

E1B-55kDMssodated protein 5 12.3 

ESTs 1" 

enhancer ofzeste (Drosophfla) homolog 2 12.3 

GTP cydohydrotase 1 (dopa-responsive dystonia) 12.2 

Homo sapiens cONA: RJ23015 fis, clone LNG00818 12.2 

Homo sapiens cDMA RJ11381 fis, done HEMBA1 000501 1Z2 

hypolhefcal protein MGC1 1266 123 

ESTs 12.1 

ESTs 12.1 

brain and nasopharyngeal carcinoma susceptibility pro 111 

ESTs 12.1 

ESTs 12.1 

UM domain only 4 12.0 

prateasome (prosorne, rnacropam) subunit, beta type, 9 12.0 

hypothetical protein MGC5629 12.0 

ESTs 119 

rieterochromalin-IIke protein 1 1 1 -9 

Homo sapiens CDNAFU12381 fis, done MAMMA1Q02566 11.9 

pleckstrin 2 (mouse) homolog 11.8 

Target Exon H.8 

ESTs HA 
annexin A2 

11.8 

GA733-2 antigen; epithelial glycoprotein (E6P) (KSA) 11.8 

POU domain, dass 2, associating factor 1 1 1 .8 

B ceil Enker protein ' 1t.7 

ryanodine receptor 1 (skeletal) 11 J 

irnmunogtoburm heavy constant mu 11.7 

Homo sapiens cDNA RJ10195 fis. done HEMBA1 004771 11.6 

ESTs, WeaWy similar to ALUCJWMAN !Ql ALU CLASS C W 1 1 .6 

Z^-ofigoadeny late synthetase 3 (1 00 kD) 1 1 .6 

thioredoxln-Uke 11.5 

ESTs 11.4 

ESTs 11.4 

protein arginine N^nethyltransferase 3(hnRNP melhyltr 1 1 .4 

TEA domain family member 1 (SV40 transcriptional enha 1 1.4 

ESTs 11.4 

F-box only protein 4 11.4 

ESTs 11-3 

Target CAT 11-3 

Huntingfin-interacGng protein A 11-3 

. SW1/SNF related, matrix associated, actin dependent r 11.3 

* endogtycan 11.3 

ubiquifln carrier protein E2-C 11 .3 

ESTs 11.2 

deavage and poryadenytation specific factor 3, 73kD 11.2 

Homo sapiens, Similar to RIKEN cDMA 5730578N08 gene, 112 

KIAA0321 protein 11-2 

gb3m85a05,r1 Stratagene ovarian cancer (937219) Homo 1 12 

ESTs 11.1 

ESTs 111 

K1AA0430 gene product 11.0 

zinc finger protein 146 11.0 

KIAA0097 gene product 1 1 -0 

ESTs, WeaWy similar to ALU1JJUMAN ALU SUBFAMILY JSE 1 10 

ESTs 110 

matrix metaUoproteinase 10 (strometysln 2) 10.9 

gb:n!76g11.s1 NCLCGAP_Co3 Homo sapiens cDNA clone 3' 10.9 

ESTs 10.9 

ESTs 10.9 

ESTs 10^ 

B aggressive lymphoma gene 10.8 

ESTs, WeaWy similar to K1AA0970 protein (Ksapiens] 10.8 

Eos Control 10.8 

Homo sapiens cDNA FU12169 fis, done MAMMA100Q643 10.8 

NMJX)2675:Homo sapiens promyelocySc leutemia (PML), 10.8 

hypotheOcal protein MGC15912 10.7 

ESTs 107 

ESTs, WeaWy simOar to 138022 hypothefcai protein [ 10.7 

brain and rasopharyngeal carcinoma susceptibility pro 10.7 

ESTs 10.6 

Homo sapiens rr^cDNADKF2^ 10.6 

ESTs 10.6 

tyrrijrfiot^specitc protein tyrosine kinase 10.6 

ONA polymerase epslton p12subunit 10.6 

ESTs 10.6 

vaccinia related kinase 2 10.6 

inosine triphosphatase (nucleoside triphosphate pyrop 10.6 

ESTs, WeaWy similar to S69890 mitogen tnducfote gene 10.6 

gb:CM4-ST0182-051099421-c09 ST0182 Homo sapiens cDNA 10.6 

ESTs 106 

ESTs, Weakly stoiar to ALUS JtUMAN ALU SUBFAMILY SC S 1 0.5 
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416564 AW795793 Hs.17S827 Homo sapiens cONA FU 12257 8s, done MAMMA1001501. h 10.5 

447769 AW873704 Hs.320831 Homo sapiens cONA FU 14597 6s, done NT2RM4O0239O 10.5 

408329 AF155510 Hs.44227 heparanase 10.5 

410146 AW592655 gbM45f1Zx1 Soares.NFL.T_GBC_S1 Homo sapiens cDNAc 10.5 

5 427600 AW630918 Hs. 179774 protBasoma (prosome, macropan) acfivator sufcunh* 2 ( 10.4 

418007 M13509 Hs.83169 matrix metaJloprote!nase 1 (tatersfiiial collagenase) 10.4 

407241 M34516 gb:Human omega fight chain protein 14.1 (Ig lambda ch 10.4 

435061 AI651474 Hs.163944 ESTs 10.4 

409653 AW451693 Hs.220826 ESTs 10.4 

10 428294 AA425488 gbrzw46d02.fi SoaresL.totaLfetus_Nb2HF8.9w Homo sapie 10.4 

433160 AW207002 Hs.134342 TASP for testis-sperific adriamyrin sensitivity prole 10.4 

408809 AW274673 Hs.279706 ESTs, Weakly similar to A47582 B-ceB growth factor p 10.4 

410174 AA306007 Hs.59461 DKFZP434C245 protein 10.4 

424792 U92538 Hs. 153 138 origin recognition complex, subuntt 5 {yeast homotog) 10.3 

15 422406 AF025441 Hs.116206 Opa4nteracting protein 5 10.3 

424687 J05070 Hs.151738 matrix metaltoproteinase 9 (gelatlnase B, 92kD geJafi 10.3 

413809 125851 HsX51 Integrin, alpha E (anQgen CD 103, human mucosal lymph 103 

413507 BE145360 Hs. 190054 ESTs, Weakly similar to 138022 hypothetical protein [ 10.3 

448119 H38587 Hs.82295 dedicator cytokinesis 1 10.2 

20 457288 AA521458 Hs.192738 ESTs 10.2 

402025 NkA_021624:Homo sapiens histamine H4 receptor (HRH4), 10.2 

440572 AW183778 Hs.249584 ESTs, Weakly similar to MYSA^HUMAN MYOSIN HEAVY CHAIN 10.2 

453323 AF034102 Hs.32951 solute carrier family 29 (nucleoside transporters), m 10.2 

443780 NM-012068 Hs.9754 acSvaflng transcripSon tactor 5 10.1 

25 422429 AA310527 gbcESTI 81 333 JurkatT-cellsV Homo sapiens cDNAff en 10.1 

444314 AI140497 gb:ow76b09.s1 SoaresjfetaLiiveT_spteen_1NFLS_S1 Homo 10.1 

426125 X87241 Hs.166994 FAT bmw suppressor (OrosophUa) homotog 10.1 

430848 AW021726 gb:df27e02.y1 Morton Fetal Cochlea Homo sapiens cDNA 10.1 

422470 AB017919 Hs.1 17232 pepflty arginmeddrrtae,typeV 10.1 

30 449501 A1652924 Hs.231942 ESTs 10.1 

420731 AL042052 Hs.104432 ESTs 10.1 

404345 AA730407 Hs.159155 protocadherin 11 10.1 

400438 AF185611 Target 10.1 

_ _ 438170 AI916685 Hs.194601 ESTs 10.1 

35 432193 AA372264 Hs.273193 hypothetical protein FU10706 10.1 

458715 AK000973 Hs.16725 hypothetical protein FU 101 11 10.1 

427766 AAA12258 Hs.188817 ESTs 10.1 

443426 AF098158 Hs.9329 chromosome 20 open reading frame 1 10.0 

. _ 403038 Target Exon 10.0 

40 434674 AA831879 Hs.136985 ESTs 10.0 

4396B5 AW956781 Hs.293937 ESTs, Weakly similar to FXD2_HUMAN FORKHEAD BOX PROTE 10.0 

439428 AA835825 Hs.190490 ESTs 10.0 

403310 Target Exon 9.9 

408392 U28831 Hs.44566 WAA1 641 protein 9.9 

45 421849 AW410872 Hs.108894 hypothefca) protein FU20411 9.9 

433384 AJ021992 Hs.124244 ESTs 9.9 

443343 BE4O9809 Hs.301005 purine-rich element binding protein 8 9.9 

437267 AW511443 Hs.258110 ESTs 9.9 

455978 A1310151 Hs.173524 ESTs 9.9 

50 435851 AA700946 Hs. 191933 ESTs 9.9 

452243 AL355715 Hs.28555 programmed cefl death 9 9.9 

441703 AW390054 Hs.192843 leucine zipper protein FKSG14 &9 

414001 A1610347 Hs.103812 ESTs, Moderately similar to ALU1_HUMAN ALU SUBFAMILY 9.9 

436669 AA53S975 Hs. 174308 Homo sapiens, done 1MAGE3453347, mRNA, partial cds 9.8 

55 421502 AF111856 Hs.105039 solute carrier family 34 (sodium phosphate), member 2 9.6 

417087 AA193193 Hs.188325 Homo sapiens cDNA FU1 1484 fis, clone HEMBA1 001 835 9.8 

455855 BE147440 gb:RC1 -HT0m0801 00-01 &W9 HT0229 Homo sapiens cONA 9.8 

410390 AA876905 Hs.1 25286 ESTs 9.8 

418526 BE019020 Hs.85838 solute carrter family 16 (rnonocarooxylic acid transpo 9.8 

60 442660 AW138174 Hs.130651 ESTs 9.8 

436186 BE390717 Hs.5074 dmBartoS.|X>rnbedim1 9.8 

426773 NM.015556 Hs.172180 KJAAQ440 protein 9.8 

413476 U25849 Hs.75393 acid phosphatase 1. soluble 9.7 

418347 AA216419 gb:nc16e03.s1 NC!_CGAP_Pr1 Homo sapiens cONA done si 9.7 

65 448752 AA593867 Hs.300842 WAA1608 protein 9.7 

440349 AA884196 Hs.31476 Homo sapiens cONA FU13872 fis, done THYRO1001322 97 

431363 M86528 Hs.266302 neurotrophin 5 (neurotrophin 4/5) 9.7 

430752 AA485330 Hs^03278 ESTs 9.7 

436523 BE612990 Hs.5212 single-strand selective monofundonal uracil DNA gry 97 

70 415740 N80486 HOS911 Homo sapiens mRNA for FU00089 protein, par6al cds 9.7 

411930 F06485 Hs.7740 oxysterol binding proteln-fike 1 97 

430832 AI073913 Hs.1 00686 ESTs, Weakly similar to JE0350 Anterior grsdient-2 [H 9.7 

452234 AW084176 Hs.223296 ESTs, WeaWy similar to C8022 hypothetical protein [ 9,6 

__ 409997 A1906055 Hs.57749 synapfic rtudei expressed gene 2; K1AA1011 protein 9.6 

75 434957 AF283775 Hs.35380 x 001 protein 9.6 

407292 AA876638 gb:nz45e0&s1 NCi CGAP Pr12 Homo sapiens cDNA done s 9.6 

459109 AW292447 Hs.140821 ESTs 9.6 

457892 AA744389 gb:ny51e1 Os1 NCLCGAP Prl 8 Homo sapiens cONAdones 9.6 

432074 AA525248 Hs.149723 ESTs 9.6 

80 440463 AI733087 Hs.129994 ESTs 9.6 

420851 AA281062 Ks*29493 hypothetical protein FU20142 9.6 

445326 AI220072 Hs.165893 ESTs 9.6 

434953 BE049102 Hs.121573 ESTs, WeaMy siniar toTRHY_HUMAN TR1CHOHYAU (Rsap 9.6 

231 



WO 03/042661 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



420361 N92054 Hs.194718 

415853 H08015 Hs.1 00855 

429599 AA806106 Hs.123664 

417037 BE083936 Hs.80976 

449317 AW293413 Hs.132906 

436588 AA759233 Hs. 126505 

409261 BE315Q42 Hs.19210 
401069 

414065 AW515373 Hs.271249 

409902 AI337658 Hs. 156351 

432258 AW973078 Hs.293039 

438581 AW977766 Hs.292133 
405536 

418216 AA662240 Hs.283099 

434573 AW372340 Hs. 1597 17 

439354 AF086174 

455410 AW936678 
400736 

419474 AW968619 Hs.155849 
406464 

407881 AW072003 Hs.4096B 

427258 AA400091 Hs.39421 
404680 

433840 AA129782 Hs.3576 

423642 AW452650 Hs.157148 

457008 AA410446 Hs.1 12011 

435099 AC00477O Hs.4756 

451846 T65840 Hs.11762 

419988 W39388 Hs.55336 
402967 

455601 A1368680 Hs.816 

441075 AA915991 Hs.179214 

451107 AA235108 Hs.17639 
404649 

420897 AW139261 Hs.232280 
418867 D31771 
420298 AI199510 



Hs.120817 
Hs.35052 

Hs.301693 



Hs.24908 
Hs^43901 
Hs.26017 



Hs.89404 
Hs.267912 
Hs.18214 

420101 AW5Q0529 Hs.95180 

428166 AA423849 Ks.79530 
420022 AA256253 
444020 R92962 
454765 AW819629 
415021 R54409 

418506 AA084246 Ks.85339 

415009 C75253 Hs.220950 

428845 AL157579 Hs.153610 

433348 AA877996 Hs.125376 
417881 AIB79117 

446354 AW449650 Hs.202249 

427018 AA397538 Hs.1 36280 
434410 AA632644 
448072 AI459306 
457322 AI815486 
424317 A! 865032 

433001 AF217513 Hs.279905 

404112 BE302729 Hs.173162 

433334 A1927208 Hs.231958 

434960 AW374941 Hs.72545 

431658 BE409917 Hs.266935 

439158 R60323 Hs.1 93888 

443081 H86858 Hs.1 32909 

429432 AI678059 HsJ202676 

452706 AW449390 Hs^57150 

437044 AL035864 Hs.69517 
430780 M95102 
426793 X89887 

418379 AA218940 Hs.137516 

431405 AI470895 Hs.252574 
405454 

438362 AA805678 Hs.1 2326 
401940 

424834 AK001432 Hs.1 53408 

442432 8E093589 Hs.38178 

459088 AA021163 Hs.22287 
418653 AI734064 
444152 AI125694 
437534 AA314471 
435074 AI760944 
406722 H27498 
442829 AW263123 Hs.1 27554 

431675 AA699965 Hs.202375 

447164 AF026941 Hs.17518 



Hs.334858 
Hs.172350 



Hs.136212 
Hs.149305 
Hs^91800 
Hs.116937 
HsJ293441 



zinc finger protein 265 

ESTs 

ESTs 

antigen ttenfified by monoclonal antibody W-67 

19A24 protein 

ESTs 

hypothefeal protein MGC1 1308 

C11000374^10764778bblAAG22817.1lAF302150_1 (AF30 
Homo saptens cDNA FU13580 fcs, clone PLACE1008851 
ESTs 
ESTs 

ESTs, Moderately similar to (78885 serine/uVeonine-s 
NM_005805:Homo sapiens 26S proteasome-associated pad1 
AF15q14 protein 
ESTs 

gb:Homo sapiens full length insert cDNA done Z894A08 
gb^M2-DTOO23-CS0300-OO4-^)4 DT0023 Homo sapiens cDNA 
Target Exon 
ESTs 

C17000168:sll7294725lgblAAF500621| (AE003544) CG7547 
heparan sulfate (glucosamine) 3-O-suifoiransferase 1 
ESTs 

Target Exon 

Homo sapiens mRNA fuR length insert cDNA done EURO! 

hypothetical protein MGC13204 

ESTs, Weakly similar to unknown [Rsapiens] 

flap structure-speciftc endonuciease 1 

ESTs 

Homo sapiens, done MGG17421 , mRNA. complete cds 
Target Exon 

SRY {sexdetemiining region Y>box 2 
els variant gene 3 

Homo sapiens ublqurfin protein Rgase (UBE3B) mRNA, p 

Target Exon 

ESTs 

msh (Droscphita) homeo box homolog 2 

ESTs, WeaWy similar to ALU7.HUMAN ALU SUBFAMILY SQ S 

ESTs. Weakly similar to B34087 hypothetical protein [ 

WAA0767 protein 

M5-14 protein 

ESTs 

ESTs 

gb:RC5ST0293-140200-0144W5 ST0293 Homo sapiens cDNA 
Homo sapiens, clone IMAGE:3838994, mRNA. partial cds 
G protein-coupled receptor 39 
ESTs 

KIAA0751 gene product 

ESTs, Weakly similar to JC5314 CDC28/cdc2-like kinase 
gb:au54g09.y1 Schneider fetaJ brain 00004 Homo sapien 
ESTs 

Homo sapiens cDNA: FU22288 lis, done HRC04157 
gbmp87b07.s1 NCLCGAP_Thy1 Homo sapiens cDNA done s 
ESTs 

Homo sapiens cDNA FU20738 lis, done HEP08257 
ESTs 

ctoneHQ0310PRO0310p1 
neighbor of COX4 
matrix metaHoproteinase 28 
ESTs 

tRNA seienocysteine associated protein 

ESTs 

ESTs 

synaptonemai complex protein 2 

ESTs. Moderately similar to SUR1.HUMAN SURFEIT LOCUS 

cDNA for cKferenMy expressed C016 gene 

hypothetical protein M6C12250 

H1R (histone cell cyde regulation defecSve, S. cere 

fidgetfo-ftel 

riboscmal protein LlOa 

C12000541^l5729884|reqNP„006539.1| IGRI mRNA-bin 
ESTs 

Target Exon 

Homo sapiens cDNA RJ 10570 fis. done NT2RP20031 17 

hypothefica! protein FU 23468 

ESTs 

ESTs 

hypothetical protein MGC2603 

ESTs 

ESTs 

Homo sapiens SNC73 protein (SNC73) mRNA. complete cds 

ESTs 

ESTs 

Homo sa pi e n s dg5 mRNA, partial sequence 
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420183 W92885 
421133 AA814971 
407805 W03512 
441370 A1242433 
437966 AW8S1130 
426360 AW290981 
448111 AA053486 
408021 AW137133 
429228 Al 553633 
433914 AF108138 
431184 AW970116 
425219 AF207881 
439774 AL360257 
432573 AA553612 
450881 W80462 
437835 AI146771 
453204 R10799 
412719 AW016610 
408605 H69912 
428281 AA194554 
422583 AA410506 
448148 Nr4_016578 
453005 AW055308 
454132 AW131759 
425263 NM.001197 
416209 AA236776 
441525 AW241867 
459539 AI279186 
443148 AI034357 
424255 AI192657 
459435 AA320038 
443117 A1248826 
457434 AW628192 
442505 AW003775 
430901 AA488833 
439223 AW238299 
417739 Z43995 
415961 H10983 
424042 Y10601 
451035 AU076785 
447155 AA100605 
412668 AA456195 
458042 AW058464 
456530 AL049437 
433345 AI681545 
445006 W91903 
453922 AF053306 
455161 BE145900 
424308 AW975531 
430413 AW842182 
423494 AW504365 
415018 U49395 
404534 

438451 AI081972 
435176 AA744875 
443245 AJ040955 
443162 T49951 
457478 T15803 



434932 BE613162 

420991 AW504814 

457854 BE547674 

455994 BE179190 
402796 

423426 AW389579 



Hs.143408 

Hs.257634 

Hs.6479 

Hs.270085 

Hs38173 

Hs.211296 

Hs.20315 

Hs.245867 

Hs.337139 

Hs.112160 

Hs.310616 

Ms.155185 

Hs^13493 

Hs.324696 

Hs.270521 

Hs.158008 

Hs.191990 

Hs. 129911 

Hs.48269 

Hs.183434 

Hs.27973 

Hs.20509 

Ks.31803 

Hs.248286 

Hs.1554t9 

Hs.79078 

Hs.127728 

Hs.211194 
Hs.143897 

Hs.42029 

Hs.18851 

Hs.198248 

Hs.126711 

Hs.250618 

Hs.155919 

Hs.137674 

Hs.430 

Hs.121557 

Hs.10056 

Hs.6430 

Hs.1O0292 

Hs.152982 

Hs.124814 

Hs.36708 

Hs.154443 
Hs.241392 
Hs.24143 
Hs.77807 

Hs^2026t 

Hs.189413 

Hs.151973 

Hs.9029 

Hs.272458 

Hs.284135 
Hs.121004 
Hs.204169 



404110 
424441 
433155 
414839 
406867 
418278 
458696 
456248 
403152 
407649 
448387 
433671 
425891 
447347 
439079 
458115 
428144 



Hs.128434 
Hs.206414 

Hs.147097 

Hs.100426 

Hs.77462 

Hs.182265 

Hs.83937 

Hs.199890 

Hs.82425 

Ks.37078 

HSJ7427 

Hs.170810 

Hs.1 32906 

Hs.132141 

Hs.122730 

Hs.38348 



BE269243 Hs.182625 



X14850 

AL037035 

X63692 

AA157857 

AJ 088489 

AW375333 

AL035786 

AA576664 

BE066724 

AI874402 

AW138797 

A1041717 

AA570056 

AF085937 



ESTs 8.9 

ESTs 8.9 

hypothetical protein MGC13272 8.9 

ESTs, Weakly similar to ALULHUMAN ALU SUBFAMILY J SE 8.9 

ESTs 8-9 

ESTs, WeaWy similar to 210926QA B cell growth factor 8.8 

interfere iv-induced protein with tetratrico peptide rep 8.8 

ESTs 8.8 

ESTs 8.8 

Homo sapiens DNA helicase homolog (RF1) mRNA, partia 8.8 

ESTs 8.8 

cytosofic ovarian carcinoma antigen 1 8.8 

Homo sapiens mRNA fuD length Insert cDNAdone EURO! 8.8 

WAA1594 protein 8.8 

ESTs, rtghly similar to ALU2.HUMAN ALU SUBFAMILY SB S as 

ESTs 8.8 

ESTs 8.7 

ESTs 8.7 

vaccinia related kinase 1 8.7 

ATPase, H transporting, lysosomal (vacuolar proton pu 8.7 

WAA0874 protein 8.7 

HBVpX associated protein* 8.7 

ESTs, Weakly similar to N-WASP IRsepiens] a7 

ESTs 8.7 

BCU4nteractingkfller(apoptosisHriAicing) a7 

MAD2 {mitotic arrest deficient yeast, homotog)-like 8.7 

ESTs 8.7 

gb:qm24a04jc1 Nd_CGAP_Lu5 Homo sapiens cONA done 3" a7 

ESTs, Weakly similar to ALU8_HUMAN ALU SUBFAMILY SXS a7 

dysfedin, fimb girdle muscular dystrophy 2B (autosom a7 

gbf ST22383 Adipose tissue, white II Homo sapiens cDN a7 

ESTs 8.6 

hypothetical protein FU 10875 8.6 

UDP-GafcbetaGlcNAc beta 1.4- gabctosyltransferase, p 8.6 

ESTs, Weakly similar to 138588 reverse transcriptase 8.6 

UL16 binding protein 2 8.6 

gb:HSC1QB121 normaGzsd Want brain cDNA Homo sapien a6 

ESTs 8.6 

ankyrin-like with transmembrane domains 1 8.6 

plastin 1 (I isofdrm) 8.6 

ESTs, WeaWy similar to DP1.HUMAN POLYPOSIS LOCUS PRO a6 

hypothetical protein FU14621 a6 

protein with potyglutamine repeat calcium (ca2) home a6 

Homo sapiens mRNA; cDNA DKFZp585E1120 (from done OKF a6 

hypothetical protein FU131 17 8.6 

ests • ae 

budding uninhibited by benzrmidazotes 1 (yeast homolo 8.5 

gb:MRD-HT0208-221299-mb12 HT0208 Homo sapiens cDNA as 

minichromosorne maintenance deScient (S. cerevlsiae) 8.5 

small inducible cytokine A5 (RANTES) as 

Wiskott-Aldrich syndrome protein interacfing protein 8.5 

purinergic receptor P2X Dgand^ated ion channeL 5 a5 

C110O1758 - :gi|12621132|reflNP_O7524ai| MEGF1 (Rattus 8.5 

ESTs 8.5 

ESTs 8.5 

hypothetical protein FU23511 as 

OKFZP434G032 protein a5 

protein phosphatase 3 (formerly 2B), catalytic suburd a5 

Target Eran 8.5 

hypothetical protein MGC3036 a5 

Homo sapiens rnRNAforFUOOl 11 protein, partial cds 8.4 

ESTs. WeaWy similar to S65657 atpha-1 C-adrenergic re 8. 4 

gbiRC04fT0613-2103OW)32-tQ7 HT0613 Homo sapiens cONA 8.4 

Target Exon 8.4 

Homo sapiens EUSC-1 mRNA, partial cds a4 

Homo sapiens mRNA; cDNA DKF2p564D0472 (from clone DKF 8.4 

NM^020245 , :Homo sapiens tubby super-femfly protein (T 8.4 

H2A histone family, member X 8.4 

Homo sapiens cervical cancer metastasis-suppressor 1 (B a4 

ONA (cytc^e^HnemyluwsJerase 1 a4 

Icera5n19 8.4 

hyrjotheucaJ protein ' 8.4" 

ESTs 8.4 

acfin related protein 20 complex, suburtit 5(1 6 kD) a4 

v-crk avian sarcoma virus CT10 oncogene hornotog-Cke a4 

erythrocyte membrane protein band 4.1 (eKptocytosis a 4 

ESTs a4 

19A24 protein 8.4 

ESTs 8.4 

ESTs, Moderately similar to K1AA1 21 5 protein [Rsapte a4 

ESTs 8.4 

gWL2-BT0731-24040OO69-H04 BT0731 Homo sapiens cONA a4 

VAMP {veside-asscdated membrane pfctemj-associated B.4 
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424259 


AK001776 


Hs.143954 


hypothetical protein FU10914 


443056 


AI457896 


Hs. 132578 


ESTs 


410391 


H17881 


Hs.1 5043 


Homo sapiens done FLB52Z7 PRO! 35/ mKNA, compieie cos 


407989 


AW1 35208 


Hs.256092 


ESTs 


410536 


N39533 




gb:yv27a04.s1 Scares fatal aver spleen 1 NrU> nomo sa 


452273 


AI870685 


Hs^31022 


ESTs 


454297 


AI223335 


Hs.50651 


Janus kinase 1 (a protein tyrosine kinase) 


453718 


AL1 19317 


Hs.1 20360 


phosphoBpase A2, group VI (cytosoBc, catefum-indepe 


401654 






NM_007242Homo sapiens D tAD/H (Asp^u-Aia-Asp/Hisj D 


432891 


AF161483 


Hs^79761 


HSPC134 protein 


419923 


AW081455 


Hs.120219 


ESTs 


433627 


AF078866 


Hs^84296 


Homo sapiens cDNA: FU 22993 fis, clone KAT11914 


435452 


AAB31004 


Hs.1 24874 


ESTs 


41 8583 


U90908 


Hs.67241 


hypothefcafl protein from clones 23549 and 23762 


440065 


W03476 


Hs.266331 


hypothetical protein MGC4595 


439752 


T78968 


Hs.14411 


ESTs 


447983 


AW612726 


Hs.282113 


ESTs, Weakly similar to 138022 hypothetical protein ( 


441966 


AA568689 


Hs.16131 


hypothetical protein FU12876 


408182 


M047854 




gb2f49g04.r1 Soares reDna N2b4HR Homo sapiens cDNA 


432180 


Y18418 


Hs.272822 


RuvB (E coO homotoflHike 1 


436005 


BE551650 


Hs.1 581 26 


Homo sapiens cONA FU13350 (is. done OVARC1002143 


414962 


AF273304 


Hs.235376 


XPMC2 protein 


444476 


AF020038 


Hs.1 1223 


isocitrate dehydrogenase i (NADP), soluble 


408175 


W29089 


Hs.19066 


hypothefical protein DKFZp66702416 


413940 


A1633205 


Hs.159914 


ESTs, Weakly similar to 178885 serine/lhreonine-speci 


437277 


AA748016 


Hs.123370 


ESTs 


431445 


AA505135 


Hs.44037 


ESTs 


41B927 


BE349635 


Hs.190284 


ESTs 


452446 


AA086123 


Hs.297856 


ESTs 


445380 


A1222019 


Hs.144838 


ESTs 


421174 


AW969058 


Hs.291974 


ESTs, Moderately simaar to A46010 X-linked retinopat 


444374 


AAQ09B41 


Hs.1 1039 


hypothetical protein MGC2722 


417247 


N58024 




gb:yv63c01.s1 Soares fetal Rver spleen 1 NFIS Homo sa 


438335 


AI498421 


K&243168 


ESTs 


445235 


A1564022 


Hs.138207 


ESTs 



422585 NM_016186 Hs.1 18620 



442522 


AI087038 


Hs.146592 


430684 


A1808979 


Hs^93193 


446442 


BE221533 


Hs.257858 


441410 


AA932689 


Hs.233304 


419485 


AA489023 


Hs.99807 


449539 


W80363 


Hs.58446 


406663 


U24683 


Hs.302063 


423767 


H18283 


Hs.132753 


450937 


R49131 


Ks.26267 


430977 


AA490069 


Hs.306676 


455677 


BE066061 


Rs.8867 


436706 


AA725808 


Hs.194609 


459407 


N92114 




444132 


AK000452 


Hs.10340 


437149 


A1686651 


HSJ202234 


418499 


AIS27392 


H&302023 


411298 


AW835858 




432571 


AF151054 


Hs^78429 


416295 


AI064824 


Hs.193385 


427485 


AF039652 


Hs.178655 


409857 


AW501908 




433854 


AA610649 


Hs333239 


458080 


BE142728 




423573 


AA328504 




404495 






443135 


AI376331 


Hs.156103 


448939 


BE267795 


Hs.22595 


413283 


R78869 


Hs£3756 


443987 


AW163123 


Ks.10071 


434197 


AA627223 




436882 


AW016722 


Hs.194976 


434502 


AW974915 


Hs.116550 


435507 


AI143579 


Hs.26510 


444896 


A1201480 


Hs.144856 


419320 


rtSOOOO 


Ks.6137 


446269 


AW263155 


Hs.14559 


425569 


AA359597 


HS301701 


445209 


AW294230 


Hs.80988 


449193 


A1637997 


Hs.195653 


447397 


BE247676 


Hs.18442 


455037 


BE144549 




453367 


AW732847 


Hs.70573 


439317 


AP086127 


Hs.50600 


424006 


AF054815 


Hs.137548 


406562 






435192 


AK000739 


Hs.4835 


413500 


BE144914 





protein Z-dependent protease inhibitor precursor 

ESTs. Weakly similar to ALU7.HUMAN ALU SUBFAMILY SQ S 

ESTs 

ESTs 

ESTs. Weakly similar to 138022 hypothetical protein [ 
ESTs, Weakly similar to unnamed protein product [H.sa 
ESTs 

immunoglobulin heavy constant mu 
F-box only protein 2 

ATP-dependant Interferon response protein 1 

Homo sapiens cONA FU14302 fis. done PLACE2000003 

cysteine-rich, angiogenic inducer, 61 

ESTs 

gb:za22h1 Ul Soares fetal Bver spleen 1 NFLS Homo sa 
hypothetical protein FU20445 

ESTs, Weakly similar to ALU4.HUMAN ALU SUBFAMILY SB2 
hypothetfcal protein FKSG25 

gb:PM&iT0017^31299O01-h07 LT0017 Homo sapiens cDNA 

hepatocellular carcinoma-associated antigen 59 

ESTs 

ribonudease HI 

gb:UW^p-ajp^12^HJLr1 NIH_MGC»52 Homo sapten 
ESTs 

gb:MR&HT0157-021299404408 HT0157 Homo sapiens cDNA 
gb:EST31993 Embryo. 12 week I Homo sapiens cDNA S en 
C8001441^il8923061tref|NP_060114.1| hypothetical or 
ESTs 

hypothefcai protein FU10637 

hypothetical protein similar to swine acytneuraminate 

seven transmembrane protein TM7SF3 

gfcnq63b04.s1 NCLCGAP__Ov6 Homo sapiens cONA done si 

SH2 domain-containtng phosphatase anchor protein 1 

ESTs 

vacuolar protein soiling 33B (yeast homcteg) 

ESTs 

ESTs 

hypothetical protein FU10540 

Homo sapiens cONA FU12073 fis. done HEMBB1 002387 

collagen, type VI, alpha 3 

ESTs 

gfcM^HTOI 67-081 1 9WX)1*Q2 HT01 67 Homo sapiens cDMA 
PKCH-rdaled HIT protein 

ESTs, Weakly similar to T47156 hypothetical protein D 
C084 antigen (leukocyte antigen) 
NMJXM52(T.Homo sapiens kinesin heavy chain member 2 
eukaryoQc tiansiafion initiation factor 3, subunit 8 
gb:CM3-HT01B3-1 81 099-023-505 HT0183 Homo sapiens cONA 

234 
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a3 

8.3 
8.3 
8.3 
8.3 
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a3 
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a2 
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436216 AA380887 Hs.5085 c^ytyhosphaie mannosyllrensferase polypeptide 1. 7.8 

418623 AW194757 Hs.266804 ESTs 7.8 

447197 R36075 gb:yh88b01.s1 Scares placenta Nb2HPHomo sapiens cONA 7.8 

430146 AW815330 gb:QV(WT021S€6010(W»3.a09ST0215 Homo sapiens cONA 7.8 

5 441841 AA971819 Hs.176083 ESTs 7.8 

457677 AA628890 Hs.158701 ESTs 7.8 

421090 BE301870 Hs.101813 solute canter family 9 (sodium/hydrogen exchanger), 7.8 

436481 AA379597 Hs.5199 HSPC150 protein similar to ublquitiiwonjugating enzy 7.8 

434407 AW815333 flb:QV0-ST021 5-060100-083^)1 ST021 5 Homo sapiens cDNA 7.8 

10 406410 C5000010*.-gqi0440464|dbflBAB15765.1l{AK024475)FUO 7.8 

453579 AC04463 Hs.61857 ESTs 7.8 

427584 BE410293 Hs.179718 v-myb avian myeloblastosis viral oncogene homology 7.7 

452139 AA099969 Hs.16331 Homo sapiens cDNA: FU21482 fc, clone COL05135 7.7 

405510 ENSP00000233779*^ypoQ«fca!6a0fcDa protein. 7.7 

15 440777 AA994020 Hs.128553 ESTs 7.7 

446424 AW134529 Hs^44647 ESTs 7.7 

448004 AW451477 Hs.257456 ESTs 7.7 

430610 A1821465 Hs.188810 ESTs, Weakly similar to ALU6_HUMAN ALU SUBFAMILY SP S 7.7 

„ 427080 AW068287 Hs. 173466 ras-retated C3 botulinum toxin substrate 2 (mo fama 7.7 

20 451693 BE220445 Hs279635 ESTs 7.7 

417558 AF045229 rk82280 regulator of G-protein signalling 10 7.7 

420344 BE463721 Hs.97101 putative G protein-coupled receptor 7.7 

427735 AA916785 Hs.180610 splicing factor profae^utamina rich (polypyrimidin 7.7 

425423 NMJMS897 Hs.157180 mtradstemal A partde^ramoted potypeptide 7.7 

25 450663 H43540 Hs.25292 ribonuctease HI, large subunit 7.7 

432585 AA705591 Hs.190209 ESTs 7.7 

402682 Target Exon 7.7 

400247 Eos Control 7.7 

421116 T19132 Hs.101850 retinoWjindlng protem 1,ceHutar 7.7 

30 426761 AI015709 Hs.172089 rtorrosapiersmWcDM 7.7 

405514 ENSPOQ000241075:TRRAP PROTEIN. 7.7 

412406 AW948172 gb:RC0-MT 001 3-280300-021 -b06 MT0013 Homo sapiens cONA 7.7 

440226 AA873387 Hs.207330 ESTs 7.7 

435625 H50654 Hs.1 13999 ESTs 7.7 

35 418529 AW005695 Hs^50897 TRK-fused gene 7.6 

407758 050915 Hs.38365 KIAA0125 gene product 7.6 

447276 AL049795 Hs.17987 hypothetical protein MGC1203 7.6 

449938 AW970612 Hs.172635 Homo sapiens cONA: FU21367fis, clone COL03051 7.6 

422893 X98411 Hs,121555 myosin IF 7.6 

40 451593 AF151879 Hs.26706 CGM 21 protein 7.6 

424148 BE242274 Hs.1741 Integrin,beta7 7.6 

447519 U46258 Hs.339665 ESTs 7.6 

409361 NM.005S82 Hs.54416 sine oculis homeotcx (Drosophila) homolog 1 7.6 

436279 AW900372 Hs.180793 ESTs, Weakly similar to S65657 atpha-1 Gadrenerafc re 7.6 

45 426523 S66616 Hs.170222 solute carrier family 9 (sodium/hydrogen exchanger), 7.6 

456926 ABW8284 Hs.158688 K1AA0741 gene product 7.6 

416294 086980 Hs.79170 KIAA0227 protein 7.6 

409206 AW364844 gb:QV3-OTC044-221299-O45-c03 DT0O44 Homo sapiens cDNA 7.6 

417086 AA194446 Hs.73451 ESTs, Weakly similar to S55024 nebutin, skeletal muse 7.6 

50 418181 U37012 Hs.83727 cleavage and ecryadeny1a8on specific factor 1, 160KD 7.5 

436910 AA926944 gteom68g01.s1 NCLCGAPJSC4 Homo sapiens cDNA clone 3 7.5 

401008 Target Exon 7.5 

413245 BE244334 Hs.75249 ADP-ribosylaticn factor-like 6 interacting protein 7.5 

446820 AW295037 Hs.254988 ESTs 7.5 

55 439279 AI039473 Hs.130636 ESTs 7.5 

426116 AA868729 Hs.144694 ESTs 7.5 

410098 BE326839 Hs.17433 hypothetical protein RJ20967 7.5 

422326 AI114875 Hs.78592 eukaryotfc translaScn inifefion factor 2B, subunit 7.5 

435513 AW404075 Hs.42785 1X11 protein 7.5 

60 421629 N80121 Hs.4983 ESTs 7.4 

434663 AA641972 Hs.130058 ESTs 7.4 

452461 N78223 Hs.108106 transenpfion factor 7.4 

418811 AK001407 Hs.88663 hypothetical protein FU 10545 7.4 

405417 (^001144 # ^il7242973IdbJ|BAA92547.1|(AB037730)KIM^ 7.4 

65 414076 AA467736 gb:nc74d&s1 NCLCGAPJ>r2 Homo sapiens cONA done, m 7.4 

435014 BE560898 Hs.10026 mitochondrial ribosomal protein L17 7.4 

449610 A1242042 Hs.14044 ESTs 7.4 

403397 Target Exon 7.4 

„ 436873 N23874 Hs.50477 RAB27\ meniber fW onrjogene farniry 7.4 

70 451386 AB029006 Hs.26334 spastic paraplegia 4 {autosomal dominant; spasiin) 7.4 

404914 NM.004046*:Homo sapiens ATP synthase, H* transporting 7.4 

419839 U24577 Hs.93304 phosphoTipase A2, group VII {pJateleVactivaung fad 7.4 

432820 AI554057 Hs.152477 ESTs 7.4 

„ 416978 TB5295 Hs.268608 ESTs 7.4 

75 446636 AC002563 Hs.15767 citron (rtK>4nteracting, serine/threonine kinase 21} 7.4 

454639 AW811633 gb:RC2-ST01 5849109941 1-d05 ST0158 Homo sapiens cDMA 7.4 

434522 AF189259 Hs.283081 garrina-arnlnctutyrlc acid (GABA) receptor, theta 7.4 

458236 AW297043 Hs.255604 ESTs, Weakly similar to A47234 homeobox protein K6 [H 7.4 

„ 441043 AA913422 Hs. 1921 04 ESTs 7.4 

80 422838 AA524065 Hs.93670 Homo sapiens cDNA: FU22664 fis, done HSI082Q2 7.3 

455096 AW855718 gb:RC1-CT027947010W)21-a06 CT0279 Homo sapiens cDNA 73 

442307 AW027S90 Hs.90037 ESTs 7J 

425453 AW374284 Hs.297215 Homo sapiens cruomosome 19, cosmid R26894 7 .3 
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Hs.176992 

Hs.41639 

Hs.173162 

Hs.207080 



Hs,105097 
Hs.337128 



Hs, 188633 
Hs.175936 
Hs.170980 
Hs.133494 



455327 AW896238 Hs.334805 
420382 AW576160 Hs.100729 
424563 M446932 Hs.151428 
417125 AW181998 Hs.81248 
5 453902 BE502341 Hs.3402 
446842 A1343510 
454128 AL031259 
427011 BE302729 
450872 AI742594 
10 451512 AI800236 
406708 AI282759 
432576 AW157424 Hs.165954 
459304 AW005809 Hs.281076 
401375 

15 413258 BE075114 
406016 

421506 BE302795 
422742 AA316117 
440031 BE045970 Hs.244746 
20 429389 AA454779 Hs.201441 
449656 AA002008 
444310 AI140432 
459274 AA382590 
425404 BE048060 
25 431150 T63857 

443217 NNL.001545 Hs.9078 
413405 AW022253 Hs.215976 
447653 BE327277 Hs.161145 
414704 NM.014757 Hs.76986 
30 424046 AF027866 Hs.138202 
. 409188 AW363284 Hs.32553 
453493 AL039478 
456111 AK000150 
400297 AI127076 
35 446364 AB006624 

432215 AU076609 Hs^934 
436943 AA773838 Hs.5353 
446336 AW815036 Hs.151251 
418469 U34879 
40 414907 X90725 
429065 AI753247 
424568 AF005418 Hs.150595 
416450 AA180467 
449714 AB033015 
45 455447 AW947507 
437154 A1023133 
423059 AW378445 Ks.123080 
419092 J05581 Hs.89603 
426736 AA431615 
50 417748 243011 
434748 AI862604 
438929 AW195515 Hs.253177 
452061 AM74259 Hs.469 
446416 AV658299 Hs. 163959 
55 415023 AA932146 Hs.133494 
434765 M742222 Hs. 120634 
432566 AW439330 Hs.256889 
420252 AW270404 Ks.193161 
435403 AA779987 
60 430151 AW968203 
427908 AA417272 
417758 U27699 
400098 

412647 AW975090 
65 437234 AJ472213 

453366 AW958751 Hs28921 

425803 AI825204 Hs.211408 

447383 N24231 

423854 BE275607 
70 450799 AW407504 

409592 BE280951 

453945 NM.005171 Hs.36908 

425196 ALJ337915 Hs.155097 
„ 439778 AL109729 
75 417662 R07478 

438087 AB63770 

452724 R84810 

448633 AA311426 

433154 AA578526 
80 440094 A1551558 

409253 H91200 

431270 BB046609 

407629 AA649242 Hs.62632 



Hs.304447 
Hs.78185 
Hs.334473 
Hs.14912 



Hs.85279 
Hs.77597 
Hs.29643 



Hs.23941 
Hs.10739 



Hs.130722 
HsJ21169 
Hs.211884 



ns.^oaooo 

Hs.24122 
Hs.82535 



Hs.247711 



Hs.1708 
Hs.55058 



Hs.99364 

Hs.268845 

Hs.190422 

Hs.30464 

Ks.21635 

Hs.160994 

Hs.270372 

Ks-52002 



Homo sapiens cONA FU 14604 fis, done WT2RP1 000383, m 
K1AA0692 protein 
ret finger protein 2 

CUG triplet repeat RNA-trfndlng protein 1 

ESTs 

ESTs 

programmed cell death 2 
neighbor of COX4 

gb:wg55hQ5.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homosapien 
ESTs 

gb:qt84a01jc1 NCLCGAP_Co14 Homo sapiens cDNA clone I 
ESTs, Weakly stmSar to 138022 rrypolhetfcal protein [ 
ESTs, Weakly similar to CHD4_HUMAN CHROMOOOMAIN HEUC 
NM_020999':Homo sapiens neurogenki 3 (NEURQG3), mRNA. 
gbd 3 M1^T0585.1102004(&c1 1 BT0585 Homo sapiens cDNA 
Target Exon 

thymidine kinase 1, soluble 

ESTs 

ESTs 

Homo sapiens cDNA FU11079 fis, done PLACE10051 1 1 

ESTs 

ESTs 

KIAA0948 protein 

Homo sapiens clone TCCCIA00164 mRNA sequence 

gb:yc16e01,s1 Stratagene lung (937210) Homo sapiens c 

Immature colon carcinoma transcript 1 

ESTs 

ESTs 

mastermind (DrosophBa), homotog of 

serine (or cysteine) proteinase inhibitor, dade B (o 

ESTs 

ESTs, Weakly similar to ALU1JWMAN ALU SUBFAMILY J SE 
MAX-tike bHLHZIP protein 
hypothetical protein DKFZp56401278 
WAAQ286 protein 

ribonucleotide reductase M1 polypeptide 
caspase 10, apoptosis-related cysteine protease 
ESTs 

hydroxystBroid (17-beta) dehydrogenase 1 
polo (Orosophla)-Gke kinase 

Homo sapiens cDNA FU13103 fis, done NT2RP3002304 
cytochrome P4S0, subfamily XXV1A. polypeptide 1 
gb:zp14g0&s1 Stratagene fetal retina 937202 Homo sap 
KIAA1189 protein 

gb:RCO-MT0QQ2-1 4030041 1-a1 2 MT0002 Homo sapiens cONA 
ESTs 

Homo sapiens unknown protein mRNA, partial cds 

mudnl. transmembrane 

ESTs 

ESTs 

ESTs, Weakly skrdlar to ALU1_HUMAN ALU SUBFAMILY J SE 
ESTs 

succinate dehydrogenase complex, subuntt A. flavoprat 
ESTs 

Homo sapiens done TCCOA00164 mRNA sequence 
ESTs 

ESTs, WeaWy similar to 2109260A BceB growth factor 

ESTs 

ESTs 

S MAGE resequences, MAGJ Homo sapiens cONA 



ESTs 

solute carrier family 6 (neurotransmitter transporter 
Eos Control 

gb£ST3871 96 MAGE resequences, MAGN Homo sapiens cONA 
hypothetical protein FU 20557 
zinc finger protein 
ESTs 

gb:yx22a11.r1 Scares melanocyte 2NbHM Homo sapiens cO 

chaperonin contairdng TCP1, subunit 3 (gamma) 

gb:UI-HF-BWJ>adk-^12-04ji/1 NlrtMGC.38 Homo sapiens 

EHKJomatocontatoing4 

activating transcription factor 1 

carbonfcanhydrasell 

putative transmembrane protein 

ESTs 

ESTs 

cycflnE2 

tubulin, gamma 1 

ESTs 

ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 
COS antigen-like (scavenger receptor cysteine rich fa 
gbmn4te1 1 j(1 NCLCGAP_RDF2 Homo sapiens cDNA clone 3 
ESTs 
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7.3 
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72 
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408296 


AL1 17452 


Ks.44155 


DKFZP586G1517 protein 


445439 


BE243084 


Hs.12719 


regulator of nonsense transcripts 1 


427106 


AA398193 


Hs.97584 


ESTs 


408623 


AW811978 


Hs.254037 


ESTs 


426551 


AA381437 




QD!cbi?4ol4 ACuvaisa I -Ceils i no mo sapiens cuna o 


408492 


AA555217 


Hs.183684 


eukaryouc translation iruuauon lacior 4 gamma, < 


428894 


AA437066 


Hs.271736 


ESTs 


419102 


AA234098 


Hs.42424 


ESTs, Weatty simitar to 2004399A chromosomal protein 


429067 


AA446019 


Hs.104967 


ESTs 


422684 


BE561617 


Hs.1 19192 


H2A histone family, member Z 


424701 


NM00S923 Ks.151988 


mitogen-acfcvated protein kinase kinase kinase 5 


412513 


AA322599 


Hs.5163 


ESTs, Weakly similar to AF1 51 B40 1 CGt-82 protein (H. 


443599 


A1079559 


Hs.134125 


ESTs 


400715 






ENSP00000237081*:K1M1217 PROTEIN (FRAGMENT). 


446514 


AW449233 


Hs.150847 


ESTs 


413992 


W26276 


Hs.136075 


RNA.U2 small nudear 


402442 






Target Exon 


419497 


NM-006410 Hs.90753 


Tai-interacfing protein (30kD) 


439575 


W79259 




gb:zfl75cG8j1 Scares fetaLheart_NbHH1 9W Homo sapiens 


407027 


U63312 




gb:Kuman cosmid LL12NC01-242E1, ETV6 gene, exons IB a 



7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 
7.0 



Table 158 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

408182 
409113 



CAT Number Accessions 



104479.1 
110079.2 



409206 


1108161J 


409857 


1156298.1 


410146 


1178974J 


410536 


1207322J 


411298 


1237955J 


412406 


1293055J 


412647 


1317604.1 


413258 


1355998.1 


413314 


1360034 J 


413500 


1373933 J 


414076 


141490.1 


416450 


159551.1 


417247 


1660859.1 


417739 


1696198.1 


417881 


170544.1 


418347 


174149 1 


422429 


216469.1 


423573 


229714.1 


426561 


2691 SB J 


428294 


289365.1 


430146 


313562.1 


430151 


313668.1 


430709 


322338 1 


430848 


324621J 


431150 


3286 26 J 


431270 


330676.1 


432363 


345469.1 


434197 


381655.1 


434407 


385744.1 


434410 


385798.1 


436910 


42918*_1 


437056 


432262J 


439354 


47146J 


439575 


47400 1 


444314 


600667.1 


447197 


711623.1 


447383 


71990.1 


450799 


847242.1 


450872 


849959 1 


454355 


1130264.1 


454639 


1227728.1 


454765 


1233905.1 



AA047854 AA057506 AA053841 

AA074897 AA1 13914 AA064871 AA079329 AA071309 AA084710 AA129030 AA075042 AA074794 AA071453 AA07B803 AA1 48628 AA1 22204 
AA074159M126185AAD79117M127089 M070912M079280M131372 M078833M071W AA071047 AA079401 AA083070 

AA102076 AA1 15163 AA074198 AA1 34725 AA11 3889 AA1 211 03 AA075Q41 AA065148 AA071310AA101144AA079659AA078931 AA079209 
AA07Q928 AA068994 AA069817 AA076187 AA069053 AA131489 AA071308AA063317AA070156AA071430 AA076056 AAO75684AA070O53 
AA126283 AA1 26078 AA075895 AA079208 AA074583 AA071086 AA079623 AA070627 AA078802 AA076622 AA065051 AA079143 AA0711 10 
AA079434 AA148748 AA079230 AA085188 AA074485 AA070580 AA0761 51 AA083166 AA0851 18 AA079450 AA085044 AA120938 AA079200 
AA100188 AA081472 AA122355 AA129031 AA085362 AA069220 AA070940 AA075968 AA074563 AA084027 AA115929 
AW364844 AW3S4847 AW937534 AW937593 AW937659 
AW501908 AW502959 AW502540 
AW592655 R05927 R06916 
N39533 AW753094 AW753093 

AW835858 AW835836 AW835823 AW835834 AW835831 AW835832 AW835843 AW83581 6 AW835833 AW83581 5 AW835849 AW835835 
AW335848 AW835851 AW835852 AW835862 AW835855 AW835825 AW835847 AW835838 

AW948172 AW948178 AW9481 69 AW948176 AW948191 AW948192 AW948186 AW9481B4 AW948187 AW9481 88 AW948189 AW948181 

AW948177 AW948171 AW948183 AW948173 

AW975090N44182 

BE075114BE075283BE075118 

BE081585 BE081717 BE081863 BE081794 BE081659 

BE144914BE394989 

AA467736 AA1 35210 AW968166 AA467804 
AA180467 AA449184AA464831 AA505048 
N58024 T58194 T1 1693 N 64222 T05848 
Z43995R12357 R34740 

AI879117 AW161351 Z45755 BE003661 AA206949 AA476541 

AA216419F03238AA229517 

AA310527 AW962295 Z44865 H06641 

AA328504 AA327783 AW962370 

AA381437 AA628833 AW407275 

AA425488AA496895 F23221 

AW81 5330 AW9681 70 AI732687 AI732725 AA468343 AA467817 AW063961 

AW968203 AI732757 AA470353 AA468025 AA468479 AI734151 

R34356AW969880AA484613 

AW021726 AA487752 AA488085 

T63857 AW971220 AA493469 T63699 

BE046609 BE046118 AA501504 

AA534489 AW970240 AW970323 

AA627223 AA643443 AA650519 AA643463 AA643453 AA643439 AA643438 AW802964 AW821 595 AW821594 AA643431 AA643432 
AW827513 

AW81 5333 AW81 5409 AA632563 

AA632644 AA635376 AA664188 

AA926944 AA767974 AA737237 

AI147061 AA743380 AA765223 AW976398 AI803927 

AF086174 W31796W04694 

W79259AF086398 W73927 ^ 

AI140497 AW749625 AW749826 AW749644 

R36075AJ366546 R36167 

N24231BE617854 N35313 

AW407504 W31274 AI738877 

AI742594 AI761397 R31 198 A181 9332 R31 257 

AW812535 AW812538 AW390307 

AW81 1633 AW811652AW81 1898 

AW819629AW854320 
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5 

10 458080 471050J 

15 

20 
25 



455037 1249783J BE144549 AW851677 AW351643 AW851711 AW851719 
455096 1253078.1 AW855718AW855740AW355748 

455161 1256167.1 BE1459Q0AWB59906BE14589SBE145831 BE145914 BE145820 BE145817 BE145890 BE145S0B 

455410 1288380.1 AW936678 AW936637 AW936682 AW936685 AW936817 AW93681 1 AW936762 AW936653 AW936815 AW936812 AW936683 AW936822 

AW936823 AW936B21 AW93S732 AW936730 AW936781 
455447 1292444.1 AW947507 AW947509 AW947791 BE008335 
455855 1375834.1 BE147440 BE 147708 BE147563 BE147456 
455994 1398737 J BE179190 BE1 79208 BE179182 BE179185 BE179186BE179194 
457892 432926.1 AA744389 AA744270 AA744284 AA744299 AA745380 AA744337 AA846905 AA847598 
BE142728 AA834047 AW937124 

4581 15 47705.29 8E091587 8E091730 BE091577 BE091655 BE0917» BE091640 BE091578 BE091727 BE091803 BE091660 BE091721 BE088255 BE076S82 

AW992312 BE008791 BB082385 BE083504 BE083466 AW997967 AW997991 BE16B595 AW843686 AW844334 BE079091 AW603391 BE081427 
8E079514 BE184580 BE009962BE008722 AW579912 AW860581 AW890184 AW795276AW860410 AW860411 AW610330 AW860554 AW860578 
AW862519 BE073924 BEQ08687 BE073857 BE073921 AW274I06 BE01 1080 AW268120 AI335067 AW793748 AW997736 BE08Q1 17 AW867987 
AI547161 AW844767 AW393596 AW579444 BE083334 AI54715B AW799853 AA5B5179 AW992792 AW88221 5 BE01 191 3 AW997894 A1547159 
AW992772 AW581 178 AA092247 AW843916 BE079190 AW878478 BE083648 BE066454 AI469937 AW393594 AW579899 AW939276 BE173265 
AW878631 AW878638 AW992802 BE079913 AA633638 AW369008 BE076590 AW843456 AW992791 BE173247 AW843921 AW843333 AW878334 
BE09Q235BE078240BE06S325AW603276BE169310AW817299BE091641 BE000160AW898164AW994624AW999391 AW852797AW899438 
AW750667 AW939585 AW940017 A1200402 BE167391 AW939318 AW799837 AW939953 AW939681 BE078188 AA449059 BE076595 AW297451 
BE076544 AWB03372 BE081223 AW939237 BE084239 Ai 174202 BE077804 BE078028 AA51 2912 AI12480B AI147524 AJ884882 AW939962 
AW939254 BE171687 AW998400 AW998348 AW998353 AW998288 AW998303 AW998302 AW998299 AA502748 BE077882 AW998295 BE090238 
AW604665AI423051 BE093Q93AW579913AW60$384BEOQ6143BE17M15AW9980MBEOM^^ AW610555AW844153 
AW939423 BE085404 AW579905 BE080994 AW468482 AW876885 BE0915B1 BE080940 A181 1189 AW868088 AW893127 BE080064 BE184254 
AW998350 AW884228 AW992315 AW992354 BE091569 AW750680 BE066366 AA578227 BE091735 AW938830 BE07871 0 BE087253 BE084182 
AW800859 AW801017 AW581371 BE088300 AW9S5341 BE090233 AW663786 BE091739 BE0801 13 AW578162 AW799799 AW992365 AW994673 
BE185170AW792778 AW663225 BE075590 BEC80111 AA582934 BE090227 A1475441 BE085684 BE090223 AW581356 BE010705 AW898740 
BE088170 AW992375 BE077833 BE083557 BEO10688 AW998450 AW803434 BE083280 AW892655 AA506666 BE088288 BEC05859 BE173856 
BE001319 AA610814 BE011965 BE005855 BE005869 AA973929 BE185729 AW884298 BE185743 BE001342 BE005B76 AI002988 AW799056 
0 A BE08541 1 AW841264 AW603110 BE0C6134 BEC08139 BE006148 BE006147 BE006155 AA578273 BE008706 BE185440 AW945428 AA501940 

AW6031 14 BE085757 AI460195 AA491145 AA7729U AA632730 AA508388 BE080196 BE1B5442 BE093446 AW946433 BEO80119 BE001352 
AW8390O3 BE006145 BE085405 BE008680 BE081428 AW581373 AW607246 BE094328 BE001335 AW868170 BE0741 19 AW884149 BE091734 
BE008744 AI540867 BE185808 BE080193 BE1 85858 AA476398 BE081040 BE074724 BE085426 BE074725 AW998297 AW867605 BE1 85798 
AW898734 BE076369 BE081672 BE088178 AA610264 BE0881 18 AA284217 AW57B085 8E074518 BE001359 BE001328 AW820227 AW868196 
AW858190 AW904548 BE008526 BE012037 BE079061 BE005870 AW867804 AW878433 BE008751 BE005875 BE008748 BE093440 BE183050 
AA506B76 BE001329 BE008803 BE080123 BE008041 AW994688 AW994675 AW994760AW994691 AW994681 BE08Q189 BE080112 AW868173 
AI768000 AW883094 AW868179 BE080201 AW8654498E067473 BE008746 BE184053 BEC76437 BE076376 BE076402 AA480395 BE082436 
BE184134 BE185224 BE085428 BE008682 AW868181 AW998358 AW866102 BE083507 8E077974 BE008835 BE093439 BE076108 AI416987 
BE008788 BE089909 BE093441 BE185502 BE1 83053 AW750669 BE011812 BE008672 BE081684 BE093445 AW868184 BE081839 BE008797 
AWB42067 BE008678 BEC08670 BE551820 AW838974 BE081637 BE046696 BE008673 BE010328 BE0832SO BE089614 BE082052 BE081424 
BE001678 AW581368 AA503194 AW883721 AW883522 BE085564 AW868717 BE171078 BE078249 BE078194 AA565255 BE083486 AW842081 
AW842080 AW868204 BE008717 AA484369 AI831719 AW997365 BE079327 AA503955 BE091999 AW793852 BEO80251 BE078086 BE092515 
BE170364 AW8661 93 AW067958 BEO08042 BE008761 BE081681 BE081671 AW867400 BE082003 BE082253 BE081439 BE081488 BE081692 
AW606020 AA501778 AW996417 BE045756 BE088394 AA491068 AW893099 AW578695 BE150440 BE008150 BE084684 AW992796 BE086891 
AW866792 AW753605 BE082045 BE081 108 BE008373 BE075399 AW996628 AW578707 BEC84309 AW753604 BE185916 AW842220 BE185222 
BE006152 BE008795 AW578706 BE080256 BE183984 AI934532 AA449648 AW576699 BE150514 AW883580 AA493568 BE085748 AW753601 
BE150562AW882677BE091797AW899123BE081679BE080121 AW606787 AW603410 BE001317 AW905799 BE150513 BE092206 AW998343 
BB088922 BB00880S AW844759 AW6Q6009 BE150487 AW750728 BE150491 BE150515 AW606010 BE150508 BE008718 AW578702 BE150509 
AA436751 AW883918 BE183883 AW753607 BE008669 BE 150446 AA533458 BE079219 AW838884 AW063806 AW063837 AW878479 BE078815 
cr\ BE008802 AW992789 BE007925 AW802204 BE01 1825 BE092130 BE184059 BE079087 BE150558 BE185497 BE078808 AW883761 AW842295 

?V BE161523 AA48479B AA480390 AW994667 BE073205 AW607316 BE083201 AW8Q2265 AW57B700 BE078715 AW860403 AW897458 AW998558 

AW890602 AW880413 AM25412 BE008364 BE150438 AW602606 A1435236 AA574285 AI 823745 AA501773 AI002987 AWB32749 BE185491 
AW996489 BE001442 AW946425 BE001588 AI524864 BE085556 AW867549 AWB04038 BE079832 AI752160 AW999398 AW883904 AW882376 
AW467098 BE080116 AW883984 AW883995 AA424095 BE074091 AW996348 AW860625 AW860833 AW946513 BE083485 AW860412 AW802207 
BE075407AW838972AW507023AW602201 AW799772AW862452AW862451 BE505041 BE161537AW602206AW86M04AW860555BE007843 
AW8S0S32 AW862457 AW998019 AW860405 BE092082 AW603921 8E183386 AW868194 BE075664 BE078184 AI541 202 AI204949-BE092451 
AW6031 1 1 AA484587 AA484402 AW998675 AW898064 BE059923 AW867965 BE069919 BE0920B9 AA807842 AW605500 AW605501 BE085409 
AA506738 BE080080 AW749523 AA493134 AW370137 AA491844 AA504425 AW505473 BE092456 BE0 10882 AW602608 BE079093 AA484911 
BE010942 AI205087 AW794933 BE081848 BE011792 AW799897 BE174618 AW838848 AW821741 AW842724 BE008764 BE183982 AA501765 
BE092513 BE183342 AW799806 AA442935 BEQ92268 AA580022 AW843219 BE093308 BE092275 BE08711 1 BE 183392 AW342678 BE185597 
BE183895 BE185278 BE082343 AW946219 BE079199 BE092272 AA586687 AW946109 AW946175 AW946184 BE008365 BE078172 BE085673 
BE076240 8E083194 BE010604 8E079198 AW878636 AW799803 BE001348 8E077883 BE081835 AW992309 BE081012 BE078106 AW881899 
BE008407 BE008410 AW842670 AW603738 BE088661 AA484571 A1799184 BE174545 BE001405 AA436967 AW995884 AW995785 AW896598 
AW883999 BE075967 AA503938 BE092281 BE092279 BE087460 BE087669 BE081542 A1375386 AW843886 BE0801 15 BE171517 BE079898 
AW882382 BEQ01450 BE07643O AW579377 BE0O8412 BE008790 BE182296 BE182297 BE0788O5 AW899132 BE078810 BE185867 BE087790 
AA484928 AW57898S BE008400 BE074080 AW605101 BE0761 10 AW799904 AI205094 BE008370 BE182345 BE 182373 BE008401 AA984441 
BE182362 BE 182372 BE008414 BE078186 8E009165 BE010266 BE009162 BE009167 BE011008 BE073335 BE182370 AW750556 BE182347 
BE01 1000 AA484576 BE092982 BE183897 BE092973 AA573037 AW882317 BE081 832 AA478471 AA551613 BE 182356 AW838886 AW026827 
BE008413 AW896605 AA503558 AA776522 BE084825 AA502971 BE081842 BE01 0528 AW802218 AI888924 AW867986 AW881 775 BE079220 
A1241060 AW802041 AW802005 BE011244 BE087051 AA9847S8 AM52997 AW992786 AW797500 BE077829 BE0O84O2 AW881760 BE093516 
AW802084 AW389007 BE 185 123 BE0B7775 AVSW1018 BE093443 AW867978 AW843271 BE1 73850 AW997859 BE01062D AW992516 AW843908 
BE083200 BE164675 BE074340 AW880289 BE075433 BE008456 AW946438 BE066570 BE093547 AA508107 AW867992 BE076239 BE183881 
AW81 7422 8G087717 AW899147 BE010608 AW992295 AA436737 BE075412 BE09301 1 AW581656 BE089529 BE008756 BE150494 AW903020 
AW883102 BE076370 BE0Q0625 BE166095 AW857979 BE182159 AW577501 AW577488 AW577491 BE0 10537 BE069910 BE093295 BE005243 
A1620783AW9925S0 AW890590AW577496 AW577504AW842725AW842666AW864691 AW997722AW842662BE009233BE087809 BE083196 
AA287768AW939691 AWB15631 BE001453AVW1903BE077613AW577500BE081479AW9325^ 

BE074339 AA501697 AW749997 BE075249 AW867991 BE08571 8 AW994507 BE0 10578 BE075436 AW385825 AA484467 BE081144AW577492 
AW997932 AW899089 AW842708 AW890727 AW843175 BE075428 AW843155 AW842679 AW842708 BE059915AW842721 AW438792 AI251478 
BE069911 BE087054 BE079889 BE075453 BE06S927 AA491920 BE170606 BE182305 BB080052 AW843406 BE011075 BE075969 AA525261 
aa AW391518 B6079202 AA658195 BE076138 AW799901 AA493859 AW992510 B8011810 AA508724 BE075488 8E075661 AA258982 BE078726 

6U BE069914 AA213698 BE075376 AA48460O AW580999 BE077872 AA503571 AW884724 AW8801 24 AW888454 AW577502 AW577489 AW799829 

AW992545 BB075808 AW994608 BE350368 AA557836 BE077682 AW844660 AW883431 BE085872 AW838887 AW843890 AW888404 AA578417 
BE0741 15 AW842680 AW277193 AW890728 AW605111 BE093940 AW890710 BE085560 AW868180 AW896778 BE069925 BE011054 BE075965 
AW842688 AW868310 BE01 1071 BE075429 AW843152 AW905848 BE075397 AW842762 BE075402 BE077950 AW837810 BE079998 BE 183965 
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BE075431 AW815917 AW998359 AW7993B3 AW503782 AA557480 AYV841444 BE075915 AA548034 AW843393 AW391559 BE083255 AW939721 
AW8Q0857 AW079109 AW364901 AI435993 AA9S5526 AW799848 BE1 82463 AA7761 1 1 AW79991 5 BE008399 ^7^^7 ?^?J^Z| 
BE182443 BE010296 AW577806 BE008415 BE1B4036 BE076597 AI817413 AW795053 AW896761 AW841433 BE182458 AW603796 AW842676 
BE085455 AW884879 BE075414 AW838836 AW878273 AW998088 AW7S9778 AW899125 BE082247 AA774870 BE001401 BE001485 AW817297 
AW796670 AW394063 BE00139S AW394070 AW603797 BE182447 AW5824B3 AW843283 AW749520 AW867449 
AVW3765AW^19AW578235BE1841^ 

BE182308 BB011078 AW607702 AW882623 BE08Q016 AW580994 BE075531 AA443462 AW607407 AW883382 AW939399 AW605627 AW844615 
AW939724 AW81S931 AW883765 AA287421 BE075626 AW946171 AW841 445 AW797994 AW815957 AA683300 AW369004 BE075368 BE081560 
AW605626 AW939398 AA507280 AAS0631 7 AW84 1 230 AW99251 9 AA455332 AA425246 BE090234 BE09023B AA483259 AA451 951 AA535566 
AA50S406 AA888571 AA503588 AA507130 AA532944 AA501672 BE168634 AA492022 AA507562 AW842286 AA494226 AA776038 AA442419 
AW579900 BE171816 AA863055 AA491916 AA447490 AA461423 AA434543 AA243279 AW997455 AW6O3740 BE0C0295 AA858571 



TABLE 15C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. "Dunham L et aL" refers to the pubBcaOon entitled The DNA 

sequence of human chromosome 22/ Ounham I.etaL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400715 


8118885 


Mmus 


80151-80297 


400736 


8118985 


Plus 




401008 


8117391 


Minus 


81421-81551.82364-82512,82862-62938 


401069 


3927852 


Minus 


4568245831 


401375 


7417809 


Minus 


6121-6766 


401405 


7768126 


Minus 


69276-69452,69548^9958 


401539 


8072433 


Minus 


62028-62608 


401557 


8099866 


Minus 


112785-112924 


401654 


9097132 


Minus 


6469W4797 


401940 


3738108 


Plus 


153460-153592 


402025 


7547159 


Plus 


173B35-173998 


402442 


9796503 


Phis 


141714-141842,142010-142122 


402682 


8138477 


Minus 


147522-147795 


402796 


3646083 


Minus 


6126-6265.6415-6689 


402967 


5360987 


Minus 


33518-34546 


403038 


7717439 


Minus 


290021-290284 


403055 


8748904 


Minus 


109532-110225 


403310 


8139936 


Minus 


183883-184026 


403397 


9438368 


Mnus 


84481-84655 


403839 


4176355 


Plus 


21201-22223 


404110 


9212839 


Minus 


18344-18510 


404495 


8151634 


Minus 


5944^0477 


404534 


8247909 


Minus 


147853-148086 


404630 


9796665 


Plus 


74495-74715 


404649 
404680 


9796926 
9797204 


Minus 
Minus 


100027 100399 

159810^159979,160213-160321,161023^ 


404914 


7341760 


Plus 


92603-92827 


405417 


4753290 


Minus 


50704-51499 


405454 


7656675 


Rus 


133807-134053 


405510 


7630909 


Minus 


101028-101174 


405514 


9454624 


Pius 


35953-36151 


405536 


9795661 


Rus 


164091-164162.164397-164516,166720-166790.167785-167935 


406016 


8272661 


Plus 


4134141940 


406410 


9256394 


Minus 


115806-116104 


406464 


9789674 


Plus 


72161-72562 


406562 


7711584 


Plus 


37316-37426 



TABLE 16A: 200 GENES DOWN-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

Table 1 6A shows 200 genes dowrKegufated in cervical cancer cornpared to normal adult cervix. These were selected as for Table 1 5A, except that Che numerator OTdderwr^^ 
were switched, the median value amongst rtormai cervices was greater than or equal 40 units, and the ratio was greater than or equal to 3.0 {ia 3-fold dcwn-regutated in tumor vs. 
normal cervix). 



Pkey: Unique Eos probeset fc 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Tille: Unigene gene title 



R1: 


Ratio of cervical cancer to normal cervix 


Pkey 


ExAccn 


UnigenelD Unigene Tille 


453598 


AA441838 


Hs£2905 hypotheScaJ protein FU14B34 


443912 


R37257 


Hs.184780 ESTs 


420923 


AF097021 


Hjl273321 rJEsrenGaSy expressed to 


414422 


• AA147224 


Hs.337232 Homeo box A13 


420058 


AK001423 


Hs.94694 Homo sapiens cONA RJ 10561 fis, done NT2RP2002672 


412639 


AW961284 


Hs.296235 ESTs 



R1 

18.1 
16.8 
13.6 
13.1 
125 
124 



239 



WO 03/042661 



PCT7US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



418994 

407938 

410544 

413802 

423690 

420674 

453060 

424765 

452106 

428780 

431706 

419589 

430468 

443790 

448944 

401486 

417511 

429900 

411908 

408134 

448543 

437846 

421666 

450164 

412642 

425608 

442748 

415672 

414175 

409601 

424634 

414214 

436637 

408621 

432101 

458440 

424153 

420228 

418390 

444931 

449394 

425849 

410425 

410765 

424973 

436547 

429414 

440594 

452768 

427669 

448533 

425010 

426342 

437980 

425292 

404097 

422546 

445872 

429999 

453354 

442082 

452073 

430032 

408767 

433234 

431708 

421200 

435133 

409643 

416676 

420357 

417355 

423448 

430965 

419968 

447471 

404485 

429594 

417692 

432304 

430895 

448851 

405523 



AA296520 

AA905097 

AM46543 

AW954490 

AA329648 

NM_000055 

AW294092 

M428211 

AI141031 

AI478578 



AW973708 

NNL004673 
NM.003500 
AB014605 
NA 

AL049176 

AA460421 

L27943 

AK000184 

AW897741 

AA773866 

AL035250 

AI239923 

BE244598 

AA360486 

AI016713 

N53097 

AI308876 

AF237621 

NM_003813 

049958 

AI783629 

AI970672 

A1918950 

A1095468 

AA451737 

R25023 

AF133820 

AV652066 

AA004368 

AJ000512 

BE278367 

AI694972 

X92521 

AJ297351 

AI783656 

AW445167 

AW089459 

AW451832 

AL119710 

T16837 

AF093419 

R50393 

NIUL005824 

NA 

AB0O7969 

AI681573 

AI761902 

W55946 

R41623 

AA625150 

AW936136 

AA057279 

AB040928 

AI698136 

AA284811 

AJ010482 



AW392022 

U94333 

D13168 

AK000776 

AA489732 

X04430 

APD33843 

NA 

AK001128 
R09338 
AA932186 
U66581 



H*89546 seteclinE (endothelial adhesion molecule 1) 12.4 

Hs.85050 pnospholanto 1U 

Hs.95511 ESTs 11.3 

Hs.32241 ESTs, WeaWy similar to S65657 aipha-1 (^adrenergic rece 11.1 

Hs.23804 ESTs, Weakly similar to PN0099 son3 protein [Rsaptens] 11.0 

Hs.1327 butyiytefioanesterase 10.9 

Hsi1594 hypothetical protetnMGC15754 10.6 

Hs.284256 hypothetical protein RJ 1 4033 sto to hypoxia tnduci 10.5 

Hs.21342 ESTs 9.5 

Hs.50636 ESTs 9.5 

Hs.296341 adenytyl cydase-assodatsd protein 2 9.2 

Hs.201925 Homo sapiens cONA FU 13446 fis, done PLACE1002968 9.0 

Hs.241519 angfopoiefin-flcel 9.0 

Hs.9795 acyi-Coenzyme A oxidase 2, branched chain 8.7 

Hs.22599 atrophin-1 Interacting protein 1; acfivin receptor trite 8.6 

C4000S47*:gi|4758508lreflNP_00425ai| airway trypsln-li 8.4 

Hs.82223 chonSn-fike &3 

Hs.30875 ESTs 8.2 

Hs.72924 cytkflne deaminase 8.0 

Hs.42945 ac^sriilngornyennase^keprrtaphodlesterase 8.0 

H&21380 Homo sapiens mRNA; cDNA DKFZp586P1 124 (from ctonaDKFZp 8.0 

Hs.244569 esophagus cancer-related gene-2 8.0 

Hs.1408 endotheGn3 7.9 

Hs.30098 ESTs 7.9 

Hs.809 hepatocyte growth factor (hepapoieBn A; scatter factor 7.7 

Hs.92448 ESTs 7.6 

Hs.135787 ESTs 7.3 

Hs.193579 ESTs 7.2 

Hs.103849 hypothetical protein DKFZp761D112 72 

Hs.80828 keratin 1 (epiderrnotytic hyperkeratosis) 7.0 

Hs.151407 cartilage Intermediate layer protein, nucleotide pyroph 6.7 

Ks.75819 glycoprotein MSA 6.5 

Hs.26766 ESTs 6.5 

Hs.46638 chromosome 1 1 open reading frame 8 6.5 

Hs.123642 EphA3 6.3 

Hs.135254 Homo sapiens done 1 thrombospondin mRNA, complete cds 6.3 

Hs.141496 MAGE-fike2 6.3 

Hs.12369 ESTs 6.2 

Hs.84665 fflmlrrmwriogtobultn domain protein (myotDIn) 6.1 

Hs.7511 3 genera] transcription factor IIIA 6.1 

Hs.18160 HonmsaptecDNAaJ11550fis.doneHEMBA1002970 6.1 

Hs.296323 senjnVglucocortfcoid regulated kinase 6.1 

Hs.6351 0 K1AA0141 gene product 6.0 

Ks.66180 nucteosome assembly protein 1-tike 2 6.0 

Hs.154057 matrix rnetafloprotemase 19 6.0 

Hs.30824 leucine zipper transcription factor-dee 1 5.9 

Hs.202095 empty spiracles (Drosoprfla) homotog 2 5.9 

Hs.126036 ESTs 5.9 

Hs.61539 ESTs 5.9 

Hs.255938 ESTs, Moderately simitar to K1AA1200 protein [Rsapiens 5.9 

Hs.21365 nudeosome assembly protein 1-Cke 3 5.9 

Hs.4241 ESTs 5.9 

Hs.1 69378 muICpIe POZ domain protein 5.8 

Hs.278436 KIAA1474 protein 5.8 
Hs.155545 37 kDa teudne-rich repeat (LRR) protein " 5.7 

C5O0O242-:gi|9369379Igb|AAF8712ai(AC006434_24 (AC00643 5.7 

Hs.301478 WAA0500 protein 57 
Hs>288671 HomosapienscDNAnJ11997fis t doneHEMBB1001458 5.7 
Hs.99597 ESTs 5.6 
H&234863 Homo sapiens cDNA FU 12082 fis, clone HEMBB1 002492 5.6 
Hs.7413 ESTs 5.5 
Hs.82098 ESTs 5.4 
Hs.99610 ESTs &4 
Hs^11928 ESTs 5.4 
Hs.65366 WAA1495 protein 5.3 
Hs.108873 ESTs 5.3 
Hs.264433 ESTs 5^ 
Hs.31412 Homo sapiens cDNA HJ1 1422 fis, done HEMBA1001008 5.2 
Hs^57359 ESTs 5.1 
Hs.79507 WAAQ582 protein 5.1 
Hs.97199 complement component C1q receptor 5.0 
Hs, B2002 ondolheCn receptor type B 5.0 
Hs.128753 Homo sapiens cDNA FU20769 fc, done COU)6674 5.0 
Hs.154918 ESTs 4.9 
Hs.93913 interteukm 6 (interferon, beta 2) 4.9 
Hs.18676 sprouty (Drosoprfla) tomotog2 4.8 
Target Exon 4.8 
Hs210297 Homo sapiens cDNA RJ 10266 fis, done HEMBB1001024 4.8 
Hs£0724 Homo sapiens cONA RJ1 0334 fis, donaOVARCI 000640 4.B 
Hs.69297 ESTs 4.7 
Hil248121 Gproteirwoupled receptor 22 4.7 
Hs.177166 ESTs 4.7 
C8001409^441226lpIr{IS31212cc^enatpte1(X^ 4.7 
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450656 AA010539 Hs.18912 ESTs 4.6 

422942 AF054839 Hs.1 22540 tetraspan2 4.6 

401479 T49304 Hs.1 10950 Rag C protein 4.6 

_ 444192 AW469413 Hs.151145 ESTs 4.6 

5 439648 AW780192 Hs.267596 ESTs 4.5 

410378 R23324 Hs.41693 DnaJ (Hsp40) homobg, subfamily B, member 4 4.5 

444702 AI220122 Hs.326560 hypothetical protein MGC2780 4.5 

410909 AW898161 Hs.53112 ESTs, Moderately simflar to ALUBLHUMAN ALU SUBFAMILY SX 4.5 

452249 BE394412 Hs.202095 empty spiracles (Drosophila) homotog 2 4.5 

10 430376 AW292053 Hs.1 2532 chromosome 1 open reading frame 21 4.5 

411037 8E145915 Hs.99472 ESTs 4.4 

442803 AI675298 Hs.199917 ESTs 4.4 

414831 M31158 Hs.77439 protein kinase, cAMP^ependent, regulatory, type II, be 4.4 

400628 NA C10001871^gi|1705533ls P |P32018lCA1E»CHICXCOLUG£NALP 4.3 

15 414629 AA345824 Hs.76688 carbcocylesterase 1 (monocyteAnacrophage serine esterase 4.3 

437110 AL049240 Hs.1 44995 ESTs 4.2 

410646 W79408 Hs.50745 ESTs 4.2 

456304 AI820973 gb:nc21cQ2.y5 Na_CGAP_Pr1 Homo sapiens cDNA clone, mRN 4.2 

401270 Target Exon 4.2 

20 419447 BE092698 Hs.75928 ESTs 4.2 

414807 AI738616 Hs.77348 hydroxyprostagtandin dehydrogenase 1S{NAD) 4.2 

427019 AA001732 Hs.173233 hypothetical protein OJ 10970 4.2 

434469 AA634806 gbab28c02.r1 Stratagene lung (937210) Homo sapiens cDN 4.1 

444618 AV653785 Hs.173334 ELL-RELATED RNA POLYMERASE H, ELONGATION FACTOR 4.1 

25 418947 W52990 Hs.22860 ESTs . 4.1 

416434 AW163045 Hs.79334 nirclear factor, inteneukin 3 regulated 4.0 

454736 BE184348 gfcCM04ff0676-01050O-355-e1 1 HT0676 Homo sapiens cONA, 4.0 

407945 X69208 Hs.606 ATPase. Cu transporting, alpha porypepBde (Menkes synd 4.0 

447499 AW262580 Hs.147674 protocadherfnbeta16 4.0 

30 430686 NM.001942 Hs.2633 desmoglelnl 4.0 

409882 AJ243191 Hs.56874 heat shock 27kO protein family, member 7 (ca-diovascula 3.9 

419047 AW952771 Hs.90043 ESTs 3.9 

414272 AI651603 Hs.46988 ESTs 3.9- 

443808 AW377736 Hs.12420 ESTs 3.9 

35 426883 H21520 Hs.35088 ESTs 3.9 

410659 AI080175 Hs.68826 ESTs 19 

431292 AA370141 Ks.2281 chromogranin B (secretogranin 1) 3.9 

432181 AA527650 Hs.156037 ESTs 3.9 

422890 Z43784 Hs.75893 ankyrin3,ncJerfRanvier(arJ(ynnG) 3.8 

40 453296 AA034413 Hs.62560 ESTs 18 

400878 NA Target Exon 3.8 

401103 NA C12001233:giI7305361tref|NP„03865Z1| otogerm IMus mus 3.8 

436670 AI690021 Hs201536 ESTs 3.7 

Ar 432251 AW972983 HsJ232165 polycythemia rubra vera 1 ; cell surface receptor 3.7 

45 408793 BE258371 Hs.254660 ESTs 3.7 

419093 A1804054 Hs.1 12885 spinai cord-derived growth factor-8 3.7 

434844 AF157116 Hs.22350 hypothetical protdn LOC56757 17 

450776 NM_007250 Hs.320861 KruppeUika factor 8 3.7 

437140 AA312799 Hs.283689 acfivator of CREM in testis 3.6 

50 418421 R58620 Hs.85050 phospnolamban 3.6 

443476 AW068594 Hs.133878 ESTs, WeaWy similar to YC01_HUMAN HYPOTHETICAL PROTEIN 3.6 

417194 N53793 gb:yz07a01 .rl Soares jrruffirjIe^clerosis^bHMSP Homo sa 3.6 

443567 AI077540 Hs.134090 ESTs 3.6 

ce 451879 A1821030 gb:yb5my5 Stratagene ovary (937217) Homo sapiens cO 16 

55 421013 MS2397 Hs.1 345 mutated in cotorectal cancers 3.5 

451696 AF196304 Hs.27197 SUMO-1-specffic protease 3.5 

413237 A1468574 Hs.171965 ESTs 15 

424636 AA453734 Hs.10198 ESTs 3.5 

_ 432660 AI288430 Hs.64004 ESTs 3.5 

60 414681 AL079440 Hs.74002 raidear receptor cciactivatorl 3.5 

400802 NA Target Exon 3.5 

430015 AW768399 Hs.112157 ESTs 3.5 

451978 AW813747 Hs.27371 Homo sapiens mRNA; cONA 0KFZp566J123 (from done DKFZp5 3.5 

449088 AI654048 Hs.196556 ESTs 3.5 

65 425113 AJ936992 Hs.154658 ptedcstrin and Sec7 domain protein 3.5 

458459 A1124553 Hs.48965 Homo sapiens cDNA:FU21 693 fis, clone COL09609 3.5 

420249 BE262895 Hs.276916 nuclear receptor subfamily 1, group D. member 1 15 

401159 NA Target Exon 15 

442789 AW904361 Hs.131191 ESTs, WeaWy similar to ALU7_HUMAN ALU SUBFAMILY SQ SEQ 15 

70 426083 AW96Z712 Hs.126712 ESTs. WeaWy similar to AF1 91 0201 E2IG5 [Ksapiens] 14 

407118 AA156790 Hs.262036 ESTs, WeaWy similar to Z223_HUMAN ZINC FINGER PROTEIN 14 

423587 AA328074 Ks.284256 hypothetical protein FU 14033 skniar to hypoxia induci 14 ' 

443178 AI631241 Hs.47312 ESTs 14 

__ 430694 AA810624 Hs30936 ESTs, WeaWy similar to H2BH-HUMAN HISTONE H2B H [H.sap 14 

75 423073 BE252922 Hs.1 231 19 MAD (mothers against oecapentaplegic, Drosophila) homd 14 

437950 U79244 Hs.1 12642 ESTs 13 

419368 AI753518 Hs.209464 WAA1 604 protein 13 

447335 BE617695 Ul286192 nypothetical protein FU20940 13 

„ 451398 AI793124 Hs.144479 ESTs 3.3 

80 452814 AI092790 Hs.334703 hypothetical protein FU 14529 13 

407570 2190Q2 Ks37096 The finger protein 1 45 (Kruppd-Ske, expressed In pro 13 

412295 AW088826 Hs.1 17176 pory(AHMng protein, nuclear 1 13 

447261 NM-008691 Hs.17917 extracellular Onx dornain-containing 1 13 
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444216 
418771 
433036 
404584 
404195 
428819 
425198 
420833 
413156 
413807 
443950 
428790 
434520 
432247 
429303 
439734 
433546 
430317 
425130 
444195 
409007 
453773 
442974 
446936 
454086 
420271 
435545 
445175 

TABLE 168 



D25303 
AA807881 
AA574091 



AL135623 
AA352090 
R47948 
AA127133 
T64741 
AI093577 
AF023456 
AA205273 
AA531287 
AW137635 
AC005013 
AI075877 
AB020645 
AA448208 
AB002351 
AL122107 
AL133761 
AI025670 
H10207 



AI954365 
AA687415 
AV652851 



Hjl222 

Hs.25329 

Hs.105964 



Hs.193914 
Hs.128003 
Hs.188732 



Hs.255416 

Hs.193558 

Hs.177011 

Hs.105805 

Hs.44238 

Hs.149 

Hs.125461 

Hs.239189 

Hs.99163 

Hs.10587 

Hs.49599 

Hs.109308 

Hs.47314 

Hs.6975 

Hs.42892 

Hs.28107 

Hs.20255 



tntegrin, alpha 9 3,3 

ESTs a3 

ESTs 12 

Target Exon 3,2 

NH.015718*«omosaplans NAOPH oxidase 3 (NOX3), mRNA. V 12 

KIAA0575 gene product 33 

hypothetical protein FU21213 3.1 

ESTs 3.1 

gbzl87e03.r1 Stratagene colon (937204) Homo sapiens cD 3,1 

gbyc48f1 1.r1 Stratagene Over (937224) Homo sapiens cD 3.1 

hypothetical protein FU21986 3.1 

protein phosphatase, EF hand cateiunvbindtng domain 2 3.1 

hypothetical protein 3 1 

ESTs ai 

ESTs, WeaWy similar to S65657 afpha-1 ^adrenergic rece 3.1 

cAMP response element-binding protein CRE-BPa 3.1 

hypothetical protein FU11539 3.0 

gtulaminase 30 

ESTs 3,0 

KIAA0353 protein 3.0 

Homo sapiens mRNA; cDNA OKFZp43460827 (from clone DKFZp 3.0 

gb:DKFZp761C1 41 3_M 761 (synonym: hamy2) Homo sapiens c 3.0 

ESTs,WeaWysin^artoleudne^giioma^nacuvat^ 3.0 

ESTs 3.0 

PRO1073 protein 3.0 

ESTs 3.0 

ESTs 3.0 

ESTs 3.0 



Pkey: Unique Eos probesel identifier number 
CAT number Gene cluster number 

Accession: Genbank accession numbers 

'Pkey CAT Number Accessions 

413156 135116J AA127133AA384396AW958912T72119 

413607 1379911J T64741 BE158393BE1 52805 

417194 1657323J N53793 N53716 N53739 

434469 387447.1 AA634806 C18732 AA729161 AA729860 

451879 88864^1 AI821030 T47128 AI821318 

453773 980699J AL133761 AL133767 

454736 1232235J BE184348AW817453BE011068 

456304 176820J AJ820973A1734077AI820984AA225796AA225060AA225101 

TABLE 16C . 



Pkey: 
Ren 

Strand: 
Nt_posiOon: 

Pkey 

400628 
400802 
400878 
401103 
401159 
401270 
401486 
404097 
404195 
404485 
404584 
405523 



Unique number corresponding to an Eos probesel 

Sequence source. The 7 digit numbers in this column are Genbank Idenfifier (Gl) numbers. "Dunham I. et al' refers to the pubficaflon entitled The ONA 
sequence of human chromosome 21* Dunham I. et at, Nature (1999) 402:489-495. 
Indicates DNA strand from which exons were predicted. 
Indicates nucleofide positions of predicted exons. 

Ref Strand NLposition 

3818355 Pius 41851-41984 

8567867 Minus 174571-174856 

9864757 Plus 31493-32842 

8568122 Minus 98330-98449 

6067118 Minus 3160-3953 

9797168 Minus 141659-141813 

7341763 Pius 32585^2756^6281-36540,40791-40933,4401^44179 

7770701 Plus 55512-55781 

3805917 Minus 39188-39332 

8096921 Plus 75166-75264,124036-124232 

9857511 Pius 138651-139153 

9454643 Pte 1 14550-1 14688.1 172S5-1 1 7407.1 1 9490-1 19599.123237-1 23395,131 140-131217 



TABLE 17A: 605 genes unregulated in testicular cancer relaSve to normal body tissues 

Table 17Afists^out 605 genes upregulated h cervical cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, 
^i^^ 8 9enes I *f B . SdeclBd 89880 P"* 856 * 00 ** Eos/Afiymemx Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 
w^expressed as average intensity (Al), a rwrmafeed value reflecfing the relative tevel of mRNA expression. The protein products of these genes often contan one or more domains 
intoflroof haveoicogeiucfi^fion or of transducing uttaceOular senate, or of being modulatabie by small molecules, peptides, or antibodies {e.g. pkinase, death-domain, 7tm. 
phosphatase, or Ion .transporter). Certain predicted proteWdcmains are noted. 

Pkey: Unique Eos probeset WenfiSer number 

ExAccn: Exemplar accessicn number, GenBank accession number 

UnlGenelD: UniGene number 

PredProt Domains: Certain predicted protein domains. Abbreviations used: TM. traiisrnembrane domain; SS, signal sequence; ^Y, very likely to contain; =M, 
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Ekefy to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
IWGeneTKe: UniGene gene tide 

R1 95th percentile of cervical cancer Ats divided by (he 50th percentile of normal tissue Ab, where the 1 0th percentile of aQ normal tissue Als was subtracted from 

^ both the numerator and denominator 

Pkey; ExAccrq UnigenelD; Unigene Title; Pred.ProtOomains; R1 

408522: AI541214; Hs.46320; Smat! rjrofir«wich protein SPRK [human, ; none,Comifin: 33.942 
A 422158; AA5BS8S4; Hs. 1 12408; S100 calcium-binding protein A7 (psorias; efhand,S_100;TM=M;SS=N; 33.05 
1 U 424098; AF077374; Hs.139322; small proErtwich protein 3; Comifin;TM=M;SS=N; 32.856 

422158; LI 0343; Hs.1 12341; protease inhibitor 3, skirnlerived (SKAL; wap;TM=M;S$=Y; 29.604 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAR„LY6.triwn/ctrvinjecp^ 27.95054945 

421948; L42583; Hs^34309; kerafin 6A; filarnenlRto>GAP,DUF286,b2^ 26.778 - 

446292; AF081497; Hs.279682; Rh type C grycoprotein; AmnToriurnJransp,FecCD:TM=Y;SS=tt 26.1 133829 
1 J 407242; M18728; ; gbituman nonspecific crossreacOng anfig; ig;TM=M;SS=M; 23.382 

424687; J05O7O; Hs.151738; matrix metaHoproteinase 9 (gdafinase B; fn2^eniopextnPep{ldaseJvt10;; 22.522 

412719; AW016610; Hs.816; EST* none,none; 21.198 

406690; M29540; Ks.220529; carctnoembryonic antjgerHelated ceB ad; ig;TM=M;SS=M; 20.028 

402075; ; ; ENSP00000251056*:Rasma membrane calcium; none;; 19.038 
ZU 431958; X63629; Hs.2877; cadherfn 3, type 1. P-cadherm (placenta; cadherin,Cadherin C term;TM=Y;SS=M; 17.92061281 

412471; M63193; Hs.73946; endothelial cell growth (actor 1 {ptatet; ayccs_transf_3,(3ycos_trans 3N;TM=M;SS=M; 17.8978979 

417308; HS0720; Hs.81892; WAA0101 gene product; none;TM=M;SS=N; 17.08333333 

429259; AA420450; Hs.380088; Plakophflin; none^ono; 17.08235294 

417079; U65590; Hs.81134; intedeuWn 1 receptor antagonist; IL1; 16.91568628 
lO 439926; AW014875; Hs.137007; ESTs; none^one; 16.69 

419693; AA133749; Hs.301350; FXYD domam-containing ion transport reg; ATP1G1J 3 LM_MAT8;TM=Y;SS=M; 16.355 

413753; U17760; Hs.75517; laminin, beta 3 (ntcein (125kD), kafinki; larror^GF.Iarrtnin Nterrrc; 15.752941 18 

413278; BE563085; Hs.833; imerreron^timulated protein, 15kDa; ubiquitinn 15.48600509 

401781; ; ; Targel Exon; fflament;TM=M;SS=N; 15.43668831 
iU 420440; NMJM2407; Hs.97644; mammagicbln 2; Uteroglobins 15.394 

441633; AW958544; Hs.112242; normal mucosa of esophagus specific 1; none;TM=M;SS=M; 15.12264151 

452240; A1591147; Hs.61232; ESTs; none,non* 14.63 

428957; NNL0O3881; Hs.194679; WNT1 fnducibte signaling pafiiway protein; tspJ,vwc,IGFBP;TM=M;SS=M; 14.49772727 

414987; AA524394; Hs.294022; hypolheScal protein FU14950; SH2;TM=M;SS=N; 14.4389313 
3 D 432374; W68815; Hs^01885; Homo sapiens cDNA FU1 1346 6s. done PU none,none; 14.00909091 

400289; X07820; Hs.2258; rnatrUmetatoprotelnase 10 {stiomeJysin; hemopexin.Peptidase.MI 0,Astacin;; 13.824 

414812; X72755; Hs.77367; monokine Induced by gamma interferon; IL8;TM=M;SS=Y; 13.7754386 

421552; AF026692; Hs.105700; secreted frtzzletketated protein 4; Fz,NTR;; 13.74595843 

400284; ; ; NM000125*:Homo sapiens estrogen recepto; hcmTcne_rec T z«M 1 Oestrecep;Tr«;^ 1331578947 
4U 428227; AA321649; Hs.2248; small Inducible cytokine subfamily B (Cy; IL8;TM=M;S$=Y; 13.052941 18 

411274; NMJW2776; Hs.69423; kaliikrem 10; trypsln;TM=M;SS=N; 13.038 

406687; M31126; Hs.352054; matrix rnetalloproternase 11 (stromerysin; hernopexto.Pepiid3se.M10;; 13.00311527 
427666; AI791495; Hs.180142; calmodufin-Bkeskin protefo(OSP); efhand;TM=M;SS=N; 12.79 
400301; X03635; Hs.1657; estrogen receptor 1; l^hcmwne_rec^-C4,OesLjec^ 
45 synLC^E7,RFX^DNAJ)inaing;n^;SS=N; 12.472 

410001; AB041036; Hs.57771; kallikrein 11; trypsin;TM=M;SS=M; 1Z47 

422310; AA316622; Hs.98370; cytochrome P450, subfamily IIS, polypept; none,pWnase f fn3,Ig; 12.28597122 
430630; AW269920; Hs.2621; cystatin A (stefin A); cysiatin;TM=M;SS=N; 1Z13379205 
437044; AL035884; Hs.69517; differentially expressed in Fanconfs an; none;TM=M;SS=M; 12.04945055 
JU 418462; BE001596; Hs.85266; integrin, beta 4; m3,integTin_B,(^4)eta,EGF;TM=M;SS=M; 11.95538462 
443859; NMJJ13409; Hs.9914; (bllistaQn; kazafc 11.95467422 

426350; NM_003245; Hs^022; trarcgtutamlnase 3 (E porypepfide, prote; Traru$hrtanfa_N,Tr^ 11.61 

408243; Y0Q787; Hs.624; interieukin 8; HLH,PAS,IL8;TM=M;SS=N; 11.564 
c 444781; NM.01440Q; Hs.1 1950; GPI-enchored metastasfe-assodated prote; UPAR.LYB.lactamase.B; 11.55285714 
CO 428484; AF104032; Hs.1 84601; sotute carrier family 7 (cafionfe amino ; 
aaj>enr«ases^oxaLdeC.brorn^ 

418663; AK001100; Hs.41690; desmocoffin 3; »dherm,C^eriruC^tenn,norie; 11.456 

433001; AF217513;Hs^79905; clone HQ0310 PRO0310p1; nonen 11.45352113 
- 423217; NM.000094; Hs.1640; collagen, type VII, alpha 1 (epldermorys; Kunitz^BPTlMvwa,^ 1 1.32234432 

OU 428970; BE276891; Hs.194691; refinoteacld induced 3 (RAIG1); metabo; 7tn\_3;TM=Y;SS=M; 11.28686327 

424834; AK001432; Hs.1 53408; Homo sapiens cDNA FU10570 fa, done NT; none.none; 1 1.076 

451541; BE279383; Hs.26557; plakophHIn 3; Anrao1Hojieg;TM=M;SSnN; 11.0381579 

418478; U38945;Hi1174;<vcnrHteperKlentldnaseirm anlc; 11 

423673; BE003Q54; Hs. 1 695; matrix metaHoproteinase 12 (macrophage ; rtemopexuvPepSdase M10;TW=M;SS=^ 11 
OD 425071; NM-013989; Hs.154424; delodinase, todothyronine, type II; T4.deiodrnase;TM=M;SS=Y; 10.93859649 
437938; AI95Q087; Hs.369628; gb^q05cO2jd NCl.C6AP.Kid 12 Homo sapien; none,none; 10.78064516 
425367; BE271188; Hs.1 55975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 10.74825175 
439706; AW872527; Hs.59761 ; ESTs, WeaHy similar to DAP1.HUMAN OEATH; none,none; 10.542 
437897; AA770561; Hs.146170; hypothetical protein FU22969; tf0HHC*none; 10.49538462 
/ U 431629; AU077025; Hs.265827; interferon, alpha4nduclbie protein (do; none;TM=M;SS=Y; 10.4K10736 

41 1558; AA102670; Hs.70725; garnma-aminobutyric add (GABA) A recepto; Neur_chan_LBD,Neur chan jnemb;TM=Y;SS=M; 10^6714266 
409142; AL136877; Hs^075B; SMC4 (structural maintenance of criromoso; ABC.tran,M.SMC_N,SMC C.DUF164,none; 10.142 
421508; NMJXM833; Hs.105115; absent in metanoma 2; PAAD_DAPIN.HIN;TM=M;SS=N; 10.1 

418541; BE243136; Hs.86947; a disintegrln and metafloproteinase doma; cnsintea^Reprorya\Pep_W12B _propep,EGf;TM=Y;SS=M; ta072 
425397; J04088; Hs.156346; topdsomerase pNA) II alpha (170xD); DtNA^yraseB.DNA^topotsoIV, HATPase_c;; 9.996363636 
414035c Y00630; Hs.75716; serine (or cysteine) proteinase inhibit©; serptrc 1896825397 
421506; BE302796; Hs.105097; trrymldine kinase 1, sduble; TK;TM=M;SS=N; 9^88888889 
407786; AA687538; Hs.38972; tetraspan 1; fransmembrane4;TM=Y;SS=M; 9.876056338 
424441; X14850; Hs.147097; H2A htstone femiry, member X; histone l CBFD.NFYB.rM : ;; 9.851635514 
438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group I. m; rwmiorajecjKM,none; 9.840720222 
413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM.PNT.non8; 9.823170732 
408000; L116M; Hs.1 98689; bullous pemphigoid antigen 1 (23Q/240kD); efhard.spectrb.GAS2,$H3,P{ectin,R^ 
LZMWh.C,CHAJP3;TM=W;SS=N; 9.812 
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403833: AW24709Q; Hs£7101 ; u M uoinoso m e maintenance deficient (S.; MCM.aktoJceLred;TM=M;SS=N; 1787878788 

442599; AF078037; Hs.324051; RelA^sscciated Inhibitor; SH3,anlcJM==MSS=tJ; 9.637037037 

425650; NM.001944; Hs.1925; aesmogiein 3 (pemphigus vulgaris antigen; cadterin;TM=M;SS=M; 9-5S6 
_ 417900; BE2501 27; Hs.82906; COC20 (cefl division cycle 20, S. cerevi; WD4G;TM=M;S$=N; 1558 
5 444946; AW139205; Hs.156457; hypoOte&al protein RJ22408; at^rdase,abhydroteSB_2;TM=Y;SS=M; 155 

421481; AW391972; Hs.104696; WAA1324 protein; none;TM=M;SS=M; 1529085873 

408591; AF015224; Hs.46452; rnammagtobin 1; Uterogtobin;TM=M;SS=M; 9.506 

444381; BE387335; Hs.283713; hypothetical protein BC01424S; Ccflagen;TM=M;SS=M; 9.477961433 
, rt 444006; BE39508S; Hs^34762; type I trarcanembrane protein FnU; tdLrecepta4 J KD,MHCJ;TM=M;SS=Y; 9.415151515 
1 0 41371 9; BE439580; Hs.75498; smaH inducible cytokine subfamily A (Cy; ILfc 9.408 

424364; AW383226; Hs.1 63834; ESTs, Weakly similar to G01763 atrophin-; ras;TM=M;SS=N; 9.36 

429002; AW248439; Hs^340; junction ptekogtobin; ArrnadHta_seg;TM=M;SS=N; 9.31 5693431 

421379; Y15221 ; Hs.103982; smafl Inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 9.31 

418004; U37519; Hs.87539; aMehyde dehydrogenase 3 family, member ; atdedh;TM=M;SS=M; 9.29 
1 5 454034; NMJJ00691; Hs£75; aldehyde dehydrogenase 3 family, member ; aldedhn 9.264 

417389; BE260964; Hs.82045; mkflcine (neurite growuvpromofjng factor; PTN_MK;TM=M;SS=Y; 9.241561 181 

445033; AV652402; Hs.72901; (^independent kinase inhibitor 2B (p1; ante 9.207272727 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 9.195167286 

439223; AW238299; Hs.250618; UL16 binding protein 2; !dUecepLa,PKD,MHCJ;TM=^SS=Y; 1108 
20 428758; AA433988;rte.98502;CA125anfJgen; mucin 16; SEA;TM=Y;SS=N; 9.028 

421777; BE562088; Hs.108196; HSPC037 protein; none;TM=M;SS=N; 1004 

44698B; Y09763; Hs.22785; gartma-arrunobutyric acid (GABA) A recepto; Neur_charcLBD,Neur„d^memb;TM=Y;SS=M; 9.001096491 

418969; W33191; Hs38907; hypothefical protein FU20258; SH3;TM=M;S$=N; 8.942 

455601; A1368680; Hs.816; SRY (sex determining region Y>box 2, KMG.box;; 8.87 
25 429211; AF052693; Hs.1 98249; gap junction protein, beta 5 (connexin 3; coruiexin;TM=Y;SS=M; 177131783 

456906; AF1 17646; Hs.1 56837; Cas-Br-M (murine) ectopic retroviral tn zf^3HC4,CbLN,CbLN2,aLN3;TM=M;SS=N; 8.738 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 1736 

417034; NM.006183; Hs.80962; neurotensin; none;; 1592 

429083; Y09397; Hs.227817; BCtf-related protein A1; Bd-2;TM=M;SS=N; 8.536 
30 408113; T82427; Hs.194101; Homo sapiens cDNA: RJ20869fis,ctoneA;7tm.3.none; 8.49 

439285; AL133916; Hs.47860; hypothetical protein FU20093; tg.pWnase.LRR.LRRNT.LRRCT.nons; 1460655738 

409420; Z15008; Hs.54451; laminin. gamma 2 (nicein (100kD), katinr, taminin_B4aminin_EGFn 1414 

438746; AI885815; Hs.184727; Human metartoma-assodated antigen p97 (m; transfenin,GuanylatBjdn.PDZ.SH3; 8.376205788 

439606; W79123; Hs.58561; G protein-coupled receptor 87; 7tmJ;TM=Y;SS=M; 837 
35 430486; BE062109; Hs.241 551; chloride channel, calcium activated, fan; none;TM=Y;SS=M; 8.364 

429170; NM.001394; Hs.2359; dual specHicily phosphatase 4; F^oo^e,DSPc,Yj3rKisphatase,Rib()somal„S3_N;TM=MSS=N; 1266 

417771; AA804698; Hs.82547; retinoic acid receptor res ponder (tazaro; none.none; 1248314607 

431620; M126109; Hs.264981; 2 , -5'-oiigoadenytale synthetase 2 (69-71; MTP_transf_2;TM=M;SS=N; 8.156 

412270; AC005262; Hs.73797; guanine nudeofide binding protein (G pn G^prtaMTM=M;SS=N; 1142857143 
40 448733; NM.005629; Hs.187958; solute carrier famDy 6 (neurotransmitte; SNF;TM=Y;S$=N; 1137559809 

427557; NNLQ02659; Hs.179657; plasminogen activator, urokinase recepto; UPAR_lY6,ET,PLA2Jnh;; 8.043478261 

424439; AA579635; Hs.1770; Rgase I. ONA, ATP-dependent DNAJgase;; 1038194444 

418322; AA284166; Hs.84113; <^irHtependent kinase inhibitor 3 (CDK; Yj)hosphatase.OSPc;TM=M;SS41; 1024752475 
. _ 453857; ALQ80235; Hs.35861; Ras-lnduced senescence 1 (WS1); none;TM=Y;S$=M; 8 
45 424046; AF027866; Hs.138202; serine (or cysteine) proteinase inhibito; serpin;TM=M;SS=N; 7.982 

418526; BE019020; Hs.85838; soWe carrier family 16 (nwnocarboxyRc; none;TM=Y;SS=M; 7.973684211 

413219; AA878200; Hs.116727; Homo sapiens cONA RJ13692 fis, clone PL; HlHdeaOi,TNFR„(« 1 AcyW>)AJrydro; 7.892 

422809; AK001379; Hs.121028; hypothetical protein FU 10549; IQ;TM=M;S$=N; 7.824 
_ - 452203; X57522; Hs.352018; transporter 1. ATP-binding cassette, sub; ABC_tranABCjnembrane,SRP54Jhy^ 7.823874755 
50 431630; NMJM2204; Hs.265829; integrin, alpha 3 (antigen CD49C alpha ; FG^,RhabdjlyoDfAlntegMATr^Y;SS^; 7.758985201 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 7.75887574 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAA^BC_tran,GoaE;TM=M;SS=N; 7.757751938 

452747; BE153855; Hs.61460; tg superfamlry receptor LNIR; ig,Rruibd_alycop;TW=Y;SS=M; 7.624 

438089; W05391; Hs351546; nuclear receptor subfamily 1, group l m; horrrx^e„rec,z«M,none; 7.605660377 
55 427747; AW411425; Hs.180655; senneVihreonine kinase 12; pWnase;TM=M;SS=N; 7.578 

43028a, AA361258; Hs.237868; interteuktn 7 receptor, fn3,none; 7.476 

429299; AI620463; Hs.347408; hypothetical protein MGC13102; none;TM=Y;SS=N; 7.442528736 

441384; AA447849; Hs.288660; retinoic add induced 3; 7tm_3.none; 7.442495127 

446163; AA026680; Hs.25252; proiac&i receptor; none,NA;NA; 7.436781609 
60 414774; X02419; Hs.77274; plasminogen activator, urokinase; Wngte,trypsin,pIanLtWonrns^ 7.435897436 

439237; AW408158; Ks.318893; ESTs, Weakly stmDar to A47582 Bcel gr; FurirMike,pWnase 1 Recep - l w domah,YLP4ione; 7.398360656 

432636; AA340864; Hs.278562; daudin 7; PMP22LOaudin;TM=Y;SS=M; 7^94039735 

431890; X17033; Hs^71986; integrin. alpha 2 (CD49B, alpha 2 subun? vwajntegrfn AFG^3AP;TM=Y;SS=M; 7 J8341 9689 
416084; L16991; Hs.79006; deoxyQiymidytale kinase (ihymidytaie kin; none^one; 7382 
65 436972; AA284679; rte^5640; daudin 3; PMP22_Oaudin;TW=Y;SS=M; 7.327160494 

409799; 011928; Hs.76845; phosphosertne phosphatase-fike; HyaroJase;TM=M;SS=N; 7.316 

448569; BE382657; H&21486; signal transducer and activator of trans; 8H2.STAT.STAT Jlnd,STATjrot;TM=M;SS=N; 7315412186 
428450; NMJJ14791; Hs.1 84339; K1AA0175 gene product; KA1 ,pkin3sa;TM=M;SS=N; 7.2984375 
422283; AW411307; Hs.11431 1; COC45 (cell drviston cyde 45. Sxerevis; COC45;TW=M;SS=N; 7.2B 
70 451253; H48299; Hs.26126; daudin 10; PMP22_aauaXPer^eJ^1,retetra;TM=Y;SS=M; 7^56802721 
416819; U77735; Hs.80205; pim-2 oncogene; pidnase^ 7^34455959 

421817; AF146074; Hs.1 08 560; ATJMjinding cassette, sub4amiry C (CFTR; FascidmABC_tran^Cjr^mtyane,GTP_EfT"U;TM^SS^t 7.162534435 

451035; AU076785; Hs.430; ptestJn 1 0 feoform); efhand,CaAdaptinJI;; 7.145454546 

424008; R02740; Hs.1 37555; putaSve chemoWne receptor; GTP-blnding; 7tmJ;TM=Y;S$=M; 7.126 
75 414482; S57498; Hs.76252; endotheSn receptor type A; 7tm_1;TM=Y;S$=M; 7.122413793 

425003; AF1 19046; Hs.1 54149; apurirudapyrfrnidinic eiulonudeasefAPEX ; Tropcr^,E>a_erKtojjhosJQ;TM=M;SS=^ 7.106719368 

430830; X54232; Hs.2699; gJyrican 1; QyricaJi;TM=M;SS=M; 7.0^937093 " 

407792; AI07771 5; Hs.39384; putative secreted Bgand homologous to t nona;TW=M;SS=Y; 7.052 

426514; BE616633; Hs. 1701 95; bone morphogenetlc protein 7 (osteogenic; TGF-beta,TGFb_propep!ide;; 7.042 
80 431241; AA496799; Hs^6958; ESTs; SH2.RasGEF.none; 7.03 

437139; W73685; Hs.1 18513; ESTs, Weakly similar to RTA RAT PROBABLE; 7tmJ;TM=Y:SS=M; 7.03 

42031 1; AW445044; Hs. 38207; Human ONA sequence from done RPW30115; none.none; 7.026 

439979; AW600291; Hs.6823; hypothetical protein FU 10430; none;TM=M;SS=N; 7.008 

244 



WO 03/042661 



PCT/US02/36810 



422846; BE513934; Hs.1583; neutrcplul cytosofic factor 1 (47kD,chr, SH3PX;TM=M;SS=N; 6.991625794 
416250; AA581386; Hs.73452; Kremen 2; krtngte.CUB.WSC;; 6.972 
430770; AA765694; Hs.123296; ESTs; none^one: 6.95 

418669; AW5 16565; ; gb:xq01d05j<1 Soaes_NHCcC_cervte^tumo; none,RasGAP,WW.IQ: 6.948 

428953; AA3Q6610; Ks.348183; tumor necrosis factor receptor superfami: 60s_nT»sornd.Rjbosoma)^L10 l TNFR_c6 l DEAD^ 6,914 

418283; S79895; Hs.83942; cathepsin K (pycnodysostoss); Peplidase_C1~ 6.876190476 

419S67; AU077005; Hs.92208; a dlsintegrin and metaltoproteinase doma; distotegrto.Reprolysin t Pep_M1 2B_propep;TM=M;SS=M; 6.86297071 1 

421 143; ABQ24536; Hs.102171; irrununogtobdin supertamly containing la; lg,LRR,LRRNT,LRRCT;TM=M;SS=M; 6.849056604 

456181; L36463; Hs.1030; ras Inhibitor, RA.SH2,VPS9;TM=M;SS=N; 6.762 

436856; AI469355; Hs.127310; ESTs; pJdnase/rm;TM=M;SS=N; 6J2142B571 

41 1125; AA151647; Hs.68877; cytochrome b-245, alpha polypepfide; none;TM=Y;SS=M; 6.720348837 

439750: AL359053; Hs£7664; Homo sapiens mRNA fun length insert cDhfc IMPDH_C.IMPDR_N.CBS jntegrin_B.RWn_BJecfin; 6.717307692 

450334; AF035959; Hs.24879; phosphatidlc acid phosphatase type 2C; PAP2;TM=Y;SS=H 6.715240642 

426437; BE076537; Hs.169895; ublqui(hvcon]ugaCng enzyme E21 6; ArmadiBo_seg.UCLcon.none; 6.688194444 

439738; BE246502; Hs.9598; sema domain, immunoglobulin domain (Ig),; Sema,PSl,tntegrin_B;TM=Y;SS=N; 6.670553936 

428385; AF1 12213; Hs.184062; putative RabWnteracflng protein; SH2.SH3;; 6.662921348 

456534; X91 195; Hs.1 00623; phosphoSpase C beta 3. neighbor pseudo; UM,PDZ,pkinase.-; 6.653713299 

425289; AW139342; Hs.155530; interferon, gamma-mdudble protein 16; PAAD_DAPIN,H1N;; 6.652671756 

426500; NMJM638; Hs.170156; KIAA0450 gene product; C2jmOY;TM=M;S$=N; 6.639555172 

438113; AI467908; Hs.8B82; ESTs; 7tmJ,none; 6.6 

444783; AK001468; Hs.62180. anCTtn (Drosophila Scraps homolog), act; PKnone; 6.6 

408482; NM 000676; Hs.45743; adenosine A2b receptor, 7tm_1;TM=Y;SS=M; 6548148148 

410290; AA402307; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSl,TlG,integrtn_B;TM=Y;SS=M; 6.532763533 

414809; A1434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 6.526951673 

426440; BE382756; Hs. 1 69902; solute carrier family 2 (facffitated ghc sugar_tnTM=Y;SS=M; 6.512704174 

420039; NM_004605; Hs.376 1 47; suifbtransferase fam3y, cytosoBc, 2B, ; Sutfotransfer,; 6.496 

423031; AI278995; Hs.374579; ESTs; none.none; 6.447658402 

421445; AA913059; Hs.104433; Homo sapiens, clone IMAGE:4054868, mRNA; ionJrans,KJelraasp; a426666667 
433933; AI754389; Hs.355397; Homo sapiens clone TCCOA001 64 mRNA sequ; none;NA;NA; 6.4 
435094; A1560129; Hs.289008; EST; none,none; 6.312 

432106; N58323; Hs.269098; ESTs, WeaWy similar to RETROvlRUSKELAT; SH3,PDZ.Guanyiate_kin^one; 6.276556777 
427640; AF058293; Hs.180015; Wopa^rome tautomer^ 
6.272727273 

435232; NMJW1262; Hs.4854; cycfin-dependent kinase inhibitor 2C (pi; ank;TM=M;SS=N; 6.269720102 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 6.219081272 

411263; BE297802; Hs.69360; ktnssin-nke 6 (mitotic c^trornere-assoc; Wnes!n;TM=M;SS=N; 6.19 

409512; AW979187; Hs.293591; melanoma dlfferentiaubn associated prot DEAD,helicase_C,CARD;TM=M;SS=N; 6.188888889 

449230; BE613348; Hs.356392; melanoma cell adhesion molecule; ig;isodh,Riboscmal_L6.F-box;TM=Y;SS=M; 6.188046647 

440006; AK000517; Hs.6844; NALP2 protein; FWN-Contatning APAF1-0; AAA,NB^RC,PAAD_DAPiM;NA;NA; 6.15503876 

450581; AF081513; Hs-5195; TGF-beta 4; TGF^ta,TGFbj«opeptlde;; 6.152 

432314; AA533447; Hs^85173; ESTs; Xink.none; 6.123040752 

416844; M62982; Hs.1200; arachidonate 1 lipoxygenase; fipoxygenase,PtAT;TM=M;SS=N; 6,12 
421733; AL1 19671; Hs.1420; fibroblast growth factor receptor 3 (ach; lg,pWnase;TM=Y;SS=M; 6.095758355 
422051; AW327546; Hs.111024; solute carrier family 25 (miUxdwndrial ; rito_carr;TM=M;SS=N; 6.089164786 
452683; Al 089575; Hs.374574; progesterone membrane binding protein; homeobox,none; 6.06284153 
445537; AJ245671; Hs.12844; EGF-Cke-dornam, multiple 6; EGF.MAfcfc 6.05513308 
444309; U83236; Hs.10803; calcium and Irttegrin binding protein (ON; emand;; 6.04015544 
414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD.helicaseJ^mi^dr.C^^ 

beta,DUF1 39,TPR,DSPc,tsp J ,RibosomaLS21 ,rvp;TM=M;SS=N; 6009562842 
4381 08; A1471795; Hs.287776; vardBoid receptor-related osmofcally a; ank,tonJians;TM=Y;SS=N; 6.004 
413869; NMJJ00878; Hs.75596; interleuWn 2 receptor, beta; none;TM=Y;SS=M; 5.984536083 
405484; ; ; C30(»124*;gi|12737280rrefpCP_006682.2| k; none,-; 5.978964401 

414907; X90725; Hs.77597; polo (Drosophia)-Gte kinase; Ribosorr^L37ae,pklnase.POlOJ^ 5.978431373 
419216; AU07671 8; Hs.1 64021 ; small bducible cytokine subfamily B (Cy. ILB^ 5.976 

414135; NM-004419; Hs.2128; dual specificity phosphatase 5; Rhodanese.DSPc,Y_phosphatas8;TM=M;SS=N; 5.969387755 
41 1756; BE294350; Hs.71891; oTscddin domain receptor family, member, pKnase^_F8Ltype_C;TM=Y^S=M; 5.95184136 
424291; AL120051; rte.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 5.951550388 
453459; BE047032; Hs.257789; ESTs; none,none; 5.95 

456373; BE247706; Hs.86693; membrane-spanning 4-domahs, subfamily A; none;TM=Y;SS=N; 5.838 

429359; W00482; Hs.2399; matrix rneta3oprotelnase 14 (niembramMn; hemop«xln^eplklase.Mia,TM4tSS=M; 5317857143 

414703; BE243877; Hs.380063; ATPase, Na? transporting, beta 3 polypep; Na_K-ATPase;TM=Y;SS=M; 5.910455487 

448775; AB025237; Hs.388; nudix (rructeosfcle diphosphate Girted md; NUD1X;TM=M;SS=M; 5.901886793 

452239; AW379378; Hs.356289; protein tyrosine phosphatase, receptor t none.none; 5.868362832 

41 8345; AJ001696; Hs^41407; serine (or cysteine) proteinase tnhibito; serpin;TM=Y;SS=M; £842 

452875; BE275760; Hs.30928; DNA segment on chromosome 19 (unique) 11; Erfu»rin;TM=M;SS=M; 5.816363636 

439625; AF086453; Hs.58611; ESTs; ForlO^gjycolyfc.enzy.fte.sulph.synTp; 5.811594203 

44734% AA256641; Hs.236894; ESTs, Highly similar to S02392 alpha-2-m; none.none; 5.81 

422765; AW409701; Hs.1578; bacubvtrai IAP repeatKXMtalnlng 5 {sun BIR;TM4*SS=N; 5.806 

415198; AW009480; Hs.943; natural Muer ceS transcript 4; none;TM=M;SS=N; 5.804137931 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis, clone CO, rjWnase^uriivCke.Recep.Ldomain.nonB; 5.8 

457001; J03258; HsJ2062; vitamin D (1.25- rjirrydroxyvitamin D3) re; homiorffijec^,Met2!lotWo.5;TM=M;SS^ 5794 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secretogtobln, fa; none;; 5.778588808 

439246; AI498072; Hs.351474; nwrnbrano-assoclated tyrosine- and threcn; anx.pJdnase,UPF0073- 5.763492064 

452461; N78223; Hs.108106; trarecription factor; zf-C3HC4,ub^dta.PHD 1 YrX5_SRA;TM^SS=N; 5.728 

414883; AA926960; Hs.348669; CDC28 protein kinase 1; CKS;; &714634146 

424517; AI539443; Hs.137447; Homo sapiens cDNA FU12169 fis, done MA; SH2,STAT,STAT_bind.STAT_prol.none; 5.701666667 

419056; M89357; Hs.89575; CD79B antigen famwnogtobufir^associated; ig,ITAM;TM=Y;SS=M: 5.692 

432269; NM_002447; Hs.2942; macrophage sftnulating 1 receptor (cwnet; pkinase,Serna,rei,TlG^.EXTRA;TM=M;SS=M; 5l686 

452696; AJ826645; Hs.211534; ESTs; ArfGap,PH^GuarrylateJ(m,PDZ.SH3; 5.683873469 

41 1030; BE387193; Hs.67896; 7-60 protein; ncne;TM=M;SS=N; 5.675767677 

4471 31; NH.004585; Hs.17466; reOnoic add receptor responder (tararo; non«TM=Y;SS=N; 5.672977625 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;S$=M; 5.666 

407722; BE2S2241; HsJ8041: pyrfdaxaJ (pyridoxine. vitamin B6) kinas; pM;TM=M;SS=N; 5.655616943 
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427490: 295152; Hs. 178695; mitogovacGvatad protein kinase 13; pWnase;TM=M;SS=N; 5.6485623 

415010; NMJJ04203; Hs.77783; membrane-associated tyrosine- and fltreon; ank.pWnasa,UPF0073r. 5.648 

452690: A1538070; Hs. 15085; ESTs; p(w.homeobcxJig.chat^lFjeceptor; 5.646 

424321; W74048; Hs.1765; lymphocyte-sperifc protein tyrosine kin; SH2.SH3,pkrnase;TM=M;SS=N; 5.642405063 
5 418703: NMJJ14448; Hs.87435; Rho guanine exchange factor (GEF) 16; SH3,PH,RhoGEF3ima_VP3;TM=M;SS=N; 5.636 

426108; AA622037; Hs.166468; programmed cefl deaih 5: DUF122;TM=M;SS=N; 5.635087719 

424490; AJ27801 6; Hs.55565; ankyrin repeat domain 3; ar^ptfnase;TM=M;SS=N; 5.620930233 

432065; AA401039; Hs.2903; protein phosphatase 4 (formerly X), cata; MeraltorAos;TM=M;SS=N; 5.608352145 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2,SH3,pkinase;TM=M;SS=N; 5.596052632 
1 0 430696; AA531276; Hs.59509; ESTs; pWnase,PP2C r none; 5.575112108 

435017; AA335522; Hs.12854; angiotensin tl, type I receptor-associat; none;TM=Y;SS=M; 5.555910569 

439963; AW247529; Hs.6793; plateleUacuVafing factor acetylhydrola; PAFW\HJn.Upase.GOSL;TM=M;SS=N; 5.556195965 

415012; NM.004383; Hs.77793; c-src tyrosine kinase; SH2,Sr^pWnase;TM=*4SS=N; 5^55421687 

424909; S78187; Hs.153752; cefl division cycle 25B; Rhodanesen 5.549751244 
1 5 413969: X14034; Hs.75648; phospho^ase C garnnia 2 (phosphatidyl SH2,SH3,C2,PH,PM J lC-Y,Pt4n.OX t PDGFr. 5.541366907 

406521; X57809; Hs.181125; unmunoglobufln lambda locus; ig,HSP70,Ppx-GppA;TM=M;SS=N; 5.54076087 

417700; M36542; Hs.1101; POU domain, class 2, transcripfion facto; horraobox 1 pou;Th4=M;SS=N; 5.536 

456362; AW973003; Hs.179909; hypotheGcal protein FU22995; none;TM=M;SS=N; 5.52661597 

436576; AI458213; Hs.77542; ESTs; TlmJ.DnaJ; 5.52638191 
20 425465; L18964; Hs.1904; protein kinase C, lota; pkmase,DAG_PE^pldnas8_C,0PR;TM=M;SS=N; 5^19872131 

412276; BE262621; Hs.73798; macrophage migrafion inhibitory factor (; MlF,sugar_tr,none; 5.516453382 

417433; BE270266; Hs.82128; 5T4 oncofetal trophoblast glycoprotein; LRR,LRRNT,LRRCT;TM=Y;SS=M; 5.514964789 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor t; fr^,ig ( YjAosphalase,MAM;TM=Y;S&=M; 5.494202899 

419508; AW997938; Hs.90786; ATP-bmding cassette. suWamily C (CFTR; ABC_tran f ABC_membranQ;TM=Y;SS=M; 5.471947195 
25 410608; AI538438; Hs.159087; ESTs; ubiquitin.lntegrln.B.UBA.none; 5.465384615 

448533; AA311426; Hs.21635; tubuOn. gamma 1; tubu!n;TM=M;SS=N; 5.460076046 

408716; A1567839; Hs.151714; Homo sapiens mRNA for WAA1769 protein, ; Lhm>heBc8se,RNB,Runt;TM=M;SS=N; 5450413223 

426410; BE298446; Hs.305890; BCL2-Hke 1; Bd-2.BH4.none; 5.444805195 

457819; AA057484; Hs.35406; FU20522 Hypothetical protein FU20522; none,none; 5.444281525 
30 422597; BE245909; Hs. 11 8634; ATP-binding cassette, subfamily B (MDR/; ABC_trar^ABCjnembrane,PRK;TM=Y;SS=N; 5.437931035 

429191; AF06521 5; Hs.198161; phospholipase A2, group IVB (cytosolic); C2,PLA^BJmiC;TM=M;SS=N; 5.4375 

449961; AW265634; Hs.133100; ESTs; pkhase^urii>4ike,RecepXdoniain^one; 5.435211268 

409012; AL1 17435; Hs.49725; DKFZP434I21 6 protein; PH,RhoGEF;TM=M;SS=M; 5,433333333 

443466; BE243123; Hs.321045; IKK-retated kinase epsilon; Inducible Ik; pWnase.R!01;TM=M;SS=N; 5.429657795 
3 5 434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.423322684 

423189; M59371; Hs.171596; EphA2; m3,pWrase.SAM,EPHJbd;TM=Y;SS=M; 5.421621622 

452291; AF015592; Hs.28853; COC7 (cell division cycle 7, S. cerevisi; pHnase;TW=M;SS=N; 5.412 

432527; AW975028; Hs.102754; ESTs; rtone,none; 5.40625 

422278; AF072873; Hs.1 14218; frizzled (Drosophaa) homolog 6; Fz,Frizzied.7tnL2;TM=Y;SS=M; 5.405504587 
40 410024; AW191024; Hs.55016; hypofhetical protein FU21935; SH3;TM=M;SS=N: 5396 

434467; BE552368; Hs.231853; Homo sapiens cDNA FU13445fe, clone PU 7tmJ,none; 5.391472868 
438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZr, 5389250814 
439670; AF088076; Hs.59507; ESTs, Weakly similar to A0004858 3 U1 sm; nomyione; 5.382 

437016; AU076916; Hs.5398; guanine rrior^hosphate synthetase; PHD.SET^f- kLe ™orcT7 
45 CXXQEGRar^rmtri^W^^ 

424848; AI263231 ; Hs.327090; EST; SH3^DZ,GuanytateJdn,none; 536 

452721; AJ269529; Hs.301871; solute canter family 37 (glycerc!-3fho; MORN,sugarJnTM=Y;SS=M; 5.35971223 

405932; ; ; C15000305:gq3806122|gb|AAC6919ai| (AF0; ras;TM=M;SS=N; 5.349226804 
„ 416714; AF283770; Hs.79630; CD79A antigen ftmmmicjotoiHn-asscci^ ig,ITAM^rLClus;TM=Y;SS=M; 5346153846 
50 453143; AA382234; Hs356289; protein tyrosine phosphatase, receptor t serpin;; 5333667335 

423973; AF038461; Ks.136574; eracWdonate 12-ilpQxygenase, 12R type; ripoxyflenase,PUT;TM=M;SS=N; 5.33 

408308; AL033377; Hs.44197; hypotfiefical protein DKF2p564D0462; nonenone; 5328 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; Ig;TM*Y;$S=M; 5316 

427337; Z46223; Hs.176663; Fc fragment of IgG, tow affinity nib, r, kj;TM=Y;SS=M; 5.309638554 
55 410165; BE56022B; Ks.71869; apoptosis-associated spedOke protein ; PAAD_DAPiN,CARD;TM=M;SS=N; 5.293560606 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptort; fr3,Yjihosphatase^^ydrase;TM=Y;SS=M: 5.28 

427315; AA179949; Ks. 175563; Homo sapiens mRNA; cDNA DKFZp554N0763 ft none J spectrln,SH3 1 PH I CH; 5^78947368 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASQTM=Y;SS=N; 5.274746193 

416207; NM_014745; Hs.79077; Homo sapiens, done MGC2908, mRNA, compc rune;TM=Y;SS=M; 5.272222222 
60 415117; AF120499; Hs.78016; polynucleotide kinase 34>tosphatase; ViraUieficase1;TM=M;SS=N; 5.27 

435905; AW997484; Hs.5003; KIAA0456 protein; SH3,RhoGAP^CH;TM=M;SS=N; 5^251865672 

409430; R21945; Hs.346735; splidng factor, amlnbieteertne^teh 5; DSPc,Rhodanese,none; 5.248 

431846; BE019924; Hs.271580; uroplakln 1B; transmembrane4;TM=Y;SS=M; 5.232 
- _ 422017; NM.003877; Hs.110776; STAT induced STAT Inhibitor^ SH2;; 5.212418301 
65 436469; AK001455; Hs.5198; Down syndrome critical region gene Z none^ 5209259259 

421502; AF111856; Hs.105039; sotute earner family 34 (sodium phospha; Rbc)somal_L20 1 ^PLcotrBns;TM=Y;SS^; 5.202 

425356; BE244879; Hs. 155939; Inositol pclyphosphatB-5-phosphatasa, 14; Exo - endo_phos.SH2;TM=M;SS=N; 5.1K79716 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cONA DKFZp547C136 (fir; ABC_tran.GTP_EFTlJABC_membrane.none; 5.199074074 

416602; NM.0Q6159; Hs.367895; Protein kinase Otfndlng protein NELL2; EGF.vwcJSPN;; 5.198224852 
70 429556; AW139399; Hs.314807; ESTs; rtone;TM=M;SS=N; 5.1924398S3 

427857; AL133017; Hs.288679; hypothefical protein FU22865; myoslrUead,lCU^MYNI);TM=M;SS=M; 5.190251572 

400517; ;; lertgstn; none;TI*=M;SS=N; 5.18 

41 3436; AF238083; Hs.68061 ; sphingoslne kinase 1; OAGKc;TM=M;SS=N; 5.172881356 

423527; AI206965: Hs.105861; hypothetical protein FU 13824; none;TM=M;SS=N: 5.165060241 
75 419138; U48508; Hs39631; ryarwdina receptor 1 (skeletal); kw_trars,SPRY^YDR_ITPR,RyR,MlR;TM=Y;SS=N; 5.156976744 

437809; All 37723; Hs^855; Homo sapiens mRNA; cDNA DKFZp434D0818 (f; noruvxme; 5.154676259 

452069; AB028949; Hs.183994; WAA1026 protein; Metallophos;TM=M:SS=N; 5.152360515 

409340; BE174629; Hs.321130; hypothetical protein MGC2771; 

aajJermeases,pyrio^xeLdeC,tm^ 5.144859813 
80 442875; BE623003; Hs.23625; Homo sapiens done TCCCTA00142 mRNA sequ; K_tetra,OUF51,none; 5.142 

434883; AW381538: Hs.19807; hypothefical protein MGC12959; SH3PH,WW,RhoGAP^ 5.141534392 

434808; AF 155 108; Hs.256150: NY-REN-41 antigen; none;TM=M;SS=N; 5.14 

431341; AA307211; Hs251531; proteasome (prosome, macropam) subunit,; proteasome;TM=M;SS=N; 5.13968254 
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431685; AW296135; Hs.267659; vav 3onoogene: CH,DAa.PE^PH.RhoGEF l SH2,SH3,DC1;TM=M;SS=N; 5.129476584 
411190; AA306342; Hs.69171; protein kinase C43ca 2; pWnase.pl£inase_C,HR1;7W=M;SS=N; 5.121527778 

433573; AF234887; Hs.57652; cadherin, EGF LAG seven-pass G4ype race; 7trrU£GF^rtt^ f lamIn^ 5.107438017 

433662; W07162; Hs.150826; RAB25 RAB25. member RAS oncogene femJy; ras^BC_tran,aftTM=M;SS=M; 5.10251046 
D 419493; AF001212; Hs^0744; prcteasome (prosome, macropain) 26S subu; CDK5.^ctrv3tor.PCI,none; 5.095194085 

411027; AF072099; Hs.67846; leukocyte immunoglobuMce receptor, ; inositol _P,ig;TM=M;SS=N; 5.092 

435243; AW292886; Hs.348932; hypothetical protein dJ434014.3; IRF^ona; 5.092 

434417; All 10157; Hs.3843; Homo sapiens mRNA; cDNA DKFZp58Q : 2224 {ft DSPcnone; 5.091922006 

41 5323; BE269352; Hs.949; neutrophil cytosofc factor 2 (65kO, chr; SH3,TPR;TM=M;SS=N; 5.088932806 
IU 418629; BE247550; Hs.85859; growth factor receptor-bound protein 7; SH2.PH.RAn 5.082840237 

420030; BE503994; Hs.146233; WAA0418 gene product SH3,none; 5.080545161 

444065; AW449415; Hs.10260; Homo sapiens cONA FU11341 fis. clone PL- SH3;; 5,063953488 

421677; H64092; Hs.38282; ESTs; Alpp^rmadflto.seg.IBB; 5.056 

411165; NIA_000169; Hs.69089; galactoskJase. alpha; Mefibtase;; 5.054133858 
I D 428479; Y00Z72; Hs.334562; cell division cycle 2. G1 to S and G2 to; p«nase.lCE_p10.ICE_p20;TM=M;SS=M; 5.054 

423883; AF250238; Hs.134514; ATP-binding cassette, sub-fam3y A (ABC1; ABC_tran,p^toRC,SRP54,(Xc^nel_B 1 Pterin_4a;TM=Y;SS=M; 5.051724138 

421917; AB028943; Hs.109445; K1AA1020 protein; BTB,zM:2H2.Pl3_PI4 - kinase 1 Pt3Ka;TM=M;SS=N; 5.051282051 

422241; Y0O062; Hs.170121; protein tyrosine phosphatase, receptor t loneslnMYj>hesphatase;TM=M;SS^; 5.047311828 

410026; AI912061; Hs.55016; hypothetica! protein FU21935; none,none; 5.04674221 

426395; BE151985; Hs.355669. hypothetical protein FU23316; pkmase.none; 5.040298508 

418054; NMJW2318; Hs.83354; tysyl oxidase* 2; SRCR,LysyLoxMase;TM=M;SS=M; 5.039039039 

444895; AI674383; Hs.22891 ; solute earner family 7 {caflonic amino ; ASC.death.TNFa.c6; 5.037151703 

413472; 8E242870; Hs.75379; solute earner family 1 (gBa) high affi; SDF;TM=Y;SS=M; 5.034 

446272; BE268912; Hs.14601; hematopoietic celkpecific Lyn substrat; SH3.HS1 jep;TM=M;SS=N; 5.03030303 
ZD 410772; BE275297; Hs.194685; Homo sapiens done 24675 mRNA sequence; Topofeom bacjoprim;; 5.027985075 

418613; AA744529; Hs.86575; mitogen-acfivated protein kinase kinase ; pkinase,CNH;TM=M;S$=N; 5.014652015 

415166; NM.003652; Hs.76068; carboxypepfidase 2; 2n_carbOp€pt,Koxygenase,Fc 5.012269939 

416498; U33832; Hs.79351; potassium channel, subfamily K. member 1; ion trans;TM=Y;SS=M; 5.00181 1594 

410687; U24389; Hs.65438; lysyl oxidase* 1; LysyLoxldase;; 4.997983871 
5 U 430024; A1808780; Hs.227730; integrin. alpha 6; Entegrin_A,FG-GAP;TM=Y;SS=M; 4.994871795 

409220; BE243323; Hs.51233; tumor necrosis factor receptor superfami; TNFR_c6,dealh, Lipoprotein 5,TIL;TM=Y;S$=M; 4.987135506 

423804; AW403448; Hs.1706; IntBrferorwfimulated transcription fact; IRF,z^C3HC4,IBR^^RanBP.TM=M;SS=N; 4.985185185 

42301 1; NWL000683; Hs.123022; adrenergic, alpha-2C-, receptor; 7tmJ;TM=Y;SS=M; 4.984 

419577; L36531; Hs.91296; integrin, alpha 8; integrin_A,FG^AP;TM=Y;SS=N; 4.968 
5 D 402328; ; ; Target Exon; pkinase;TM=M;SS=N; 4.96728972 

421242; AW161386; Hs.13561; hypotheOca! protein MGC4692; none;NA;NA; 4.966334165 

435523; T62849; Hs.11090; merrtorBmHjpanrang 4-domains, subfamily A; none;TM=Y;SS=M; 4.964491363 

414203; BE262170; Hs.78629; ATPasa, Na? transporting, beta 1 potypep; none.none; 4.961956522 
* s\ 409582; R27430; Hs.271565; ESTs; r^e,Neur_chan_LBD,^ur_cterunemb; 4.946 
4U 451 292; AB037716; Hs.26204; KIAA1295 protein; SH3;TM=M;SS=N; 4.943181818 

45344$ W16752; Hs.32981; sema domain, immunoglobulin domain (lg),; ta.Sema.PSI;; 4.930508475 

425233; 217861; Hs.155218; E1B-55kDa^ssociated protein 5; SPRY.SAP ( pkiriase,fh34g; 4.925347222 

425247; NMJJ05940; Hs.155324; matrix metalloproteinase 11 (stromelysln; hemopexin,PepftIase M10;; 4.92 

422282; AF019225; Ks.114309; apalipoprotein U Mot\.ExbB;TM=Y;SS=M; 4.912181303 
HO 442572; A1001922; Hs.135121; hypothetical protein FU22415; none.HSP70; 4.910224439 

425743; BE396495; Hs.159428; BCL2-assodated X protein; Bd-2;TM=Y;SS=N; 4.91)9972299 

449523; NM.000579; Hs.54443; chemoWne (CC mofif) receptor 5; 7tmJ;TM=Y;SS=M; 4.904 

409213; U61412; Hs^1133; PTK6 protein tyrosine kinase 6; SH2,SH3 l pWnase;TM=M;SS=N; 4.897338403 
A 41 1 770; NM.014278; Hs.71992; heat shock protein (hspl 10 family); HSP70;TM=M;SS=N; 4.894 
DU 446872; X97058; Hs.1 6362; pyrimidinergic receptor P2Y, G-protein c; 7tm_1;TM=Y;SS=M; 4.886 

423198; M81933; Hs.1634; ceil division cycle 25A; Rhcdanese.none; 4.884 

445462; AA378776; Hs.288649; hypothetical protein M6C3077; none;: 4.876379691 

448153; Y10805; Hs.20521; HMT1 (hnRNP rnetrjy«ransferase, S. cerevi; NusGs 4.876117497 
K 427792; M63928; Hs.180841; tumor necrosis factor receptor superfami; SRP14.TNFR.c6;; 4.87368421 1 

449027; AJ271216; Hs.22880; dipeptidytpepfidase 111; Pepfidase_M49,EGF,ig,Neuregunn;TM=M;SS=N; 4.872641509 

421541; NMJJ03942; Hs.105584; ribosomal protein S6 kinase. 90kD. polyp; pHna$e,pKnase C;TM=M;SS=N; 4.869318182 

429619; All 20751; Hs21 1568; eukaryofic translaBon IniSatjon factor; none,none; 4.868073879 

458873; AW1 50717; Hs.345728; STAT Induced STAT Inhibitor 3; none,none; 4.881 538462 

437669; A1358105; Hs.1 23164; ESTs, Weakry sirnflar to match to ESTs AA; none f pWrtase,pWnase_C; 4.854651 1 63 
OU 405545; ; ; Target Exon; ABC_tiaruSRP54^Cjiwmbrane;TM=Y;SS=M; 4.85 

424779; AL046851; Hs.1 53053; C037 anflgen; transmerrtoie4;TM=Y;SS=M; 4.848387097 

424263; M77640; Hs.1757; L1 cell adhesion molecule (hydrocephalus; fh3,ig.lRK;TM=Y;SS=M; 4.846153846 

425421; L11669; Hs.157145; tetracycline transportar-like protein; eug^Jr;TM=Y;SS=M; 4.843694494 
^ 421267; BE314724; Hs.103081; ribosomal protein S6 kinase, 70kD, polyp; pWrase.pktoase C;TM=M;SS=N; 4.842532468 
OD 418736; T 18979; Hs.87908; Snf2-related C8P activator protein; heDcase^TJux&.SNF£N;TM=M;SS=N; 4.842 

444143; AW747996; Hs.1 60999; ESTs, Moderately sMar to A5 6 194 throm; Bd-24ione; 4^41071429 

417331; AW41 1 297; Hs.81 972; SHC (Src homology 2 domairKontalning) t; SH2.PID^K^SCAN^-Wnd]ng,KRAB;TM=M;SS=N; 4.B39464883 

422010; AA302049; Hs.31 181; Homo sapiens cDNA: FU23230 fis, done C; none.SDF^igarJr; 4.837837838 
_ n 434521; NM.002267; Hs.3886; karyopherin alpha 3 (importin alpha 4); ArrnadiIlojBeg4BB;TM=M;SS=N; 4.833333333 
/ V 450447; AF212223; Hs^5010; hypolheOcal protein P15-2; NTF2;TM=M;SS=N; 4^21666667 

453082; H18835; Hs.31608; hypothetical protein FU20041; iorLtrans;TM=Y;SS=M; 4.820936639 

417949; AL049795; Hs.83004; interteutan 14; m>ne r ArrnadIBD„seg 1 [B8 1 WD40; 4^1443299 " 

439569; AW602166; Hs.222399; CEGP1 protein; EGF.TNFR_c65rarwSaCUB.KerafirLB2.TIU 431 

432S81; AU075465; Hs^78441; WAA0015 gene product PP2C;TM=M;SS=N; 4305063291 
/O 432194; AU040801;Hs^73219; breast cancer an&«strc^en resistance 1;SHfc 4.803191489 

431472; AK001023; Hs.256549; nudeo&fe binding protein 2 (Exofi Wn; fer4 r«H^A^SJdrtaseMAJ^TPase;TM=M;SS=N- 4 800990099 

450690; AA296696; Hs.33341 8; FXYD domafn-cxxitainmg ion transport reg; ATP1G1 J'LKLMATBiTl^Y^S^ 4.795480881 

448950; AF288687; Hs.9275; CGM52 protein; E1-E2J\TPase,Hydrolase;TM=Y^S=N; 4.776923077 

427681; AB018263; Hs.284232; tumor necrosis factor receptor superfami; a^Th^^H^ijilURhoGEF.M^kjlhio 5;TM=M;SS=M; 4.772196262 
OU 432827; Z68128; Hs.3109; Rho GTPase activating protein 4; FCHRhoGAP,SH3;TM=M;SS=N; 4.760115607 

433376; AI249361; Hs.74122; caspase 4, apoptosis-retated cystekie pn CARDJC^j)10,ICaj>20;; 4.751162791 
419981; AA697581; Hs.1 28773; ESTs; pkiriase,DAGJ 3 S^ipWnase_C.OPR,nane; 4.748 

431657; A1345227; Hs.1 05448; ESTs, WeaMy similar to B34087 hypotheti; p«nase,PA28_alpr^PA28_beta,Cu_arnirie_ox^ 4.746 
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412958; B £391 579; Hs.75087; Fas-acfivated serine/threonine kinase; none;; 4.736781609 

41 4443; AU077268; Hs.76144; piateleWerived growth factor receptor,; tg,pkinase;TM=Y;SS=N; 4.733 

419250; AW770185.HS.356066; U5 snRNP-spedQc protein, IIBka.Ttn^l.BAarf^aDNAjTieihylase; 4.725454546 

417903; NM.002342; Hs.1116; r/mphotoxln beta receptor (TNFRsupeifam; TNFR_c6;TM=M;SS=M; 4.718858132 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK.CoaEn 4.718836565 

426059; BE292842; Hs.166120; Interferon regulatory factor 7; IRF;; 4.718543046 

414788; X78342; Hs.77313; cycQn-dependent kinase (COC2-0ke) 10; pkinase;TM=M;S$=N; 4.708 

407601; AC002300; Hs.37129; sotfium channel, nonvoilage-gated 1, beta; ASC;TM=Y;SS=M; 4.707920792 

448520; AB002367; Hs.21 355; doubtecortjn and CaM kinase* 1; pWnase,DCX;TM=M;SS=N; 4.707671958 

407143; C14076; HsJ32329; EST; none;TM=Y;SS=M; 4.682675815 

428582; BE336699; Hs. 185055; BENE protein; none;TM=Y;SS=M; 4.681818182 

408806; AWB47814; Hs.75608; Homo sapiens cONA: FU21532 fis» clone C; SH3,PD2.GuanyIate_ktn,none; 4.680440771 

448133; M723157; Hs.73769; folate receptor 1 (adult); FdatBjec.MlP;TM=M;SS=M; 4.679841897 

418836; AI655499; Hs.161712; EST* p*fnase^divinj^ 4.679180887 

425308; M97639; Hs. 155585; receptor tyrosine Unase-Gke orphan req io>ing!e,pkinase,F2;lW=Y;SS=M; 4.675342466 

414665; AA160873; Hs.356307; serum amyloid A1; zK2H*BT&KJetra,none; 4.67447496 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 4.673701299 

428245; AF 151048; Hs.183180; anaphase promoting complex subunit 11 (y; none;; 4.656756757 

417088; M54915; Hs.81170; pin>1 oncogene; pHnase;TM=M;SS=N; 4.656190476 

420340; NM.000734; Hs.97087; C03Z antigen, zela polypeptide (TTT3 com; ITAM;TM=M;SS=M; 4.65 

425966; NMJM1761; Hs.1973; cydin F; (^,F^(^C;TM^SS=N; 4.644 

417929; R27219; Hs.74647; Human T-ceD receptor active aiphachafn; ig.abhydroiase; 4.640384615 

430603; AA148164; Hs^47280; HBV associated factor; zMSHC4,z«fenBP.pkinase; 4.630653266 

419273; BE271180; Hs.293490; ESTs, Weakly similar to I38022 hypothelr; none,none; 4.628 

453880; A1B03166; Hs.135121 ; ESTs, Weakly similar to 138022 hypothec HSP70,none; 4.619047619 

459399; BE407712; Hs.153998; creatine kinase, mitochondrial 1 (ubiqui; none,none; 4.618577075 

412970; AB026438; Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPc;; 4.616 

433577; AW007080; Hs.284192; ESTs; none,none; 4.614 

'444838; AV651680; Hs.208558; ESTs; lnlegrbiAFG^AP,none; 4.612149533 

408369; R38438; Hs.118747; SLC15A2 Solute carrier famfly 15 (HVpep; PTR2;TM=Y;SS=N; 4.602 

450825; AC005954; Hs.25527; tight junction prolan 3 {zona ccctudens; PDZ,Guanylate_kin;; 4.596875 

443951; F13272; Hs.356835; ferritin, fight potypeptidB; PMP2i.aaudin.none; 4.587931035 

433083; AL042759; Hs.191762; ESTs; SH3,PX;TM=M;SS=N; 4.586 

407239; AA076350; Hs.67846; leukocyte utmiunoglobulm-fike receptor, ; tg;TM=Y;SS=M; 4.58557047 

412926; AI879076; Hs.75061; macrophage myristoytated alanine^ C ; MARCKS;; 4.579087049 

422009; AT742B45; Hs.110713; DEK oncogene {DNA binding); SAPn 4576347305 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; nonejedruc; 4.57312253 

414561; A1064813; Hs.195155; Homo sapiens amino acid transport system; AaJrans;TM=Y;SS=N; 4.57301 5873 

422627; BE336857; Hs.1 18787; transforming growth factor, beta-induced; FasctcDn^C - tran^Cjr^brane,GiP_ERU;T^SS^ 4.570526316 
459053; AI607O52; Hs.97792; ESTs; none.7tm_2.GPS; 4.569230769 

424247; X14008; Hs.234734; rysozyme (renal amyloidosis); iys.ig.FAD^Synth.Wh.tdh.Cpkinase;; 4.566195373 

439975; AW328081; Hs.6817; inosine triphosphatase (nucleoside triph; Ham1pJke;TM=M;SS=N; 4.56056338 

416178; AI808527; Hs.1 92822; serologically defined breast cancer anti; none;TM*M;SS=N; 4.558 

408051; AI623351; Hs.172148; ESTs; PH,RhoGAP,none; 4.552307692 

421846; AA017707; Ks.1432; protein kinase C substrate 80K-H; efhand,tdLrecepLa;; 4.547761194 

439659; AW970780; Hs.59483; teuciruHich repeat-containing G protein; 7tmJ,LRR;TM=Y;$S=N; 4.547169811 

426201; AW182614; Hs.128499; ESTs; SH3.none; 4541666667 

424905; NMJJ02497; Ks. 153704; NIMA (never in mitosis gene ablated k; pkfoase;TM=M;SS=N; 4.536 
445229; BE276013; Hs.343828; Homo sapiens mRNA for FU00086 protein, ; &*!pha;TM=M;SS=N; 4.530588235 
413109; AW389845; Hs.110855; ESTs; PH04^one; 4.529761905 

426125; X87241; Hs.166994; FAT tumor suppressor (Drosophfla) homota; EGFxadhen^laminin_G;TM-Y;SS=M; 4.529710145 
402330; ; ; Target Exorq pkinase,none; 4528070175 

439238; N47305; Hs.302161; ED&8 (endolheBed diferenfiafion, sph; 7tmJ;TM=Y;SS=M; 4.524 
433437; U20536; Ks.3280; caspase 6, apoptosls-related cysteine on IC^p10JCEj>20n 4523715415 
413781; J05272; Hs550; IMP fmosine monophosphate) dehydrogenas; C8S.IMPDri.C,lMPDH_N,NP0;TM=M;SS=N; 4.522900763 
431429; AF072813; Hs.252831; reflation 3; Reticu1on,Fz,igMigM^aS8;TM=Y;SS^. 4512 
. 424078; AB005625; Hs.1 39033; paternally expressed 3; zK2H2.KRAB^one; 4.512 
420602; AF060877; Hs.99236; regulator of Gfrotein signalling 20; RGS;TM=M;SS=N; 451 
449101; AA205847; Hs^3016; G proteirwoupled receptor; 71mJ;TM=Y;SS=M; 4506 
408157; AA047685; Hs.62946; ESTs; ncne.pWnase; 4504 

446291; BE397753; Hs.14623; interferon, gamma-toductole protein 30; GILT;TM=M;SS=Y; 4.50215208 
431326; AW970580; Hs. 198689; WAA0728 protein; none^one; 4501 

428072; BE258602; Hs.182366; heat shock protein 75; HATPase_c,HSP90;TM=M;SS=N; 4.48828125 
415149; X12451; Hs.78056; cathspsin U Pepfidase_C1; 4.484375 

421959; AW751497; Hs.98370; cytochrome P450, subfamily HS, polypept; p450;TM=Y;SS=M; 4.48 

445143; U29171; Hs.378918; casein kinase 1. delta; zK3HC4,Filamm^B_bQx^ 4.478092784 

421071; AI31 1238; Hs.104476; ESTs, Weakly slmlar to CGHU1E collagen ; none;TM=Y;SS=M; 4.4773371 1 1 

410590; BE615216; Hs.64746; chloride intracellular channel 3; none;TM=M;SS=N; 4.476 

438774; AA431620; Hs.379034; hypothetica! protein MGC2745; none,none; 4.474874372 

410726; AJ623859; Hs. 15936; ESTs; pkrnase,projscmerase^cne; 4.47 

429903; AL134197; Hs.93597; cydin-dependent kinase 5, regulatory su; CDKS.acfivator.none; 4.468 

426485; ML006207; Hs.170040; ptatetet<^^ ' 

433646; AA603319; Hs.155195; ESTs: pou,tomeoboxJiLchan^Fj8C8pton 4.458 

410293; AK000047; Hs.61%0; hypothetical protein; K_lfitra;TM^M;SS=N; 4.453020134 

453464; AI88491 1; Hs.32989; receptor (calcitonin) activity modifying; none;TM=Y;SS=N; 4.448198198 

410583; AW770280; Hs.35258; ESTs, Moderately similar to JC5238 galac; SH3,POZ.GuanylateJdn^one; 4.446927374 

441455; AJ271671; Hs.7854; zincfiron regulated trarc porter-Eke; 2p;TM=Y;SS=M; 4.445010183 

453064; R40334; Hs.89463; potassium large conductance caWurn-acfi; norte^one; 4.436480187 

443303; U67319; Hs5216; caspase 7, apoptosls-related cysteine pr, pktnaseJCEj)10,ICEji20;TM=M;SS=M; 4.433411215 

41 1825; AK000334; Hs.35241 5; sohrte carrier famfly 39 (zinc transport SNF,2p;TM=Y;SS=N; 44327651 52 

428376; AF119865; Hs.1 84011; pyrophosphatase (inorganic); Pyrophosphatase;TM=M;SS=N; 4.428571429 

429592; ABQ29041; Hs.209646; K1AA1118 protein; TroponiruExo^jJhosJQ:TM=M;SS=N; 4.428 

41 9344; U94905; Hs.277445; diacyiglycerol kinase, zeta (104kO); arik,DAGKa,OAGKc,OAGJ , E-btnd;TM=M;SS=N; 4.426229508 
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427138; N77624; Hs.173717; phospha&lic acid phosphatase type 2B; PAP2*one; 4.4234375 
414496; W73853; Hs.355424; EST* pkinase 1 F5_F8_type.C t adh_shoftncn8; 4.42114094 
429432; Al 678059: Hs.202676; synaptonemal complex protein Z ncne;TM=M;SS=N; 4.42 
429922; 297630; Hs2261 17; HI histone family, member 0; nnker_histona;TM=M;SS=N; 4.419207317 
5 446700; AW206257; Hs. 156326; Human ONA sequence from clone RP1 M45I2; none;TM=M;SS=N; 4.4181 81 818 
43541 V.AW444619; Hs.138211; ESTs; none.pWnase; 4.414 

414581; AA256213; Hs.72010; ESTs; none,CarrLacyKransf.(>ormeJfe 4.41 

4165% AW082266; Hs.861 31 ; Fas (TNFRSF6)-3Ssoci3ted via death domai; deafh,DEDn 4.408523909 
„ _ 442259; A169Q269; Hs.201345; ESTs; A(»tyttrarrf 1 RrtoGAP,FCH 1 SH3,Kelch l fn3; 4.406 
10 415860; D56051 ; Hs.78888; diazepam binding Inhibitor (GABA recepto; AC8P;TM=M;SS=N; 4.404678363 

434419; AL040606; Hs296938; dual spedfoly phosphatase 7; DSPc;TM=M;SS=N; 4.404 

404440; : ; NN/L02 1048: Homo sapiens melanoma antigen,; MAGE;TM=M;SS C N; 4.4 

435542; M687376; Hs.351226; ESTs; SH3jg t pJmase ( PHspectrin,RhoGEF^one: 4.394 

413367; NMJM6517; Hs.75317; solute carrier femBy 16 {monownboxyfic; sugar_tr;TM=Y;SS=N; 4.39028777 
1 5 435732; AF229178; Hs. 1231 36; leucine rich repeat and death domain con; none^one; 4.38490566 

427359; AW020782; Hs. 79881; Homo sapiens cONA: FU23006 lis, done L; 7tmJ.none; 4.382129278 

425749; AW328587; Hs.159448; surfeit 2; none;; 4.382 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept; Y_phosphatase;TM=Y;SS=N; 4.381422925 

414806; 014694; Hs.77329; phosphatidytserine synthase 1; PSS;TM=Y;$S=M; 4380681818 
20 431837; T79326; Hs.331967; olfactory receptor. tamOy 2, subfamily ; none I 7tm_3 l sushiANF_recepton 4.376 

4171 15; AW952792; Hs.334612; smali nuclear rflwnudeoprotdn pofypept; Sm,pkmase;; 4.370247934 

434876; AF 160477; Hs.61460; tg superfamily receptor LNIR; {g.Rhabd_gjycop;TM=Y;SS=M; 4.37 

430379; AF134149; Hs.240395; potassium channel, subfamily K, member 6; tonJrans;TM=Y;SS==M; 4.367777778 
_ _ 403912; ; ; C5000394^i|1 2737280lretpCP - 00668Z2| k; none;TM=M;SS=N; 4.367684478 
25 426268; AFC83420; Hs.168913; serine/threonine kinase 24 (Ste20, yeast pWnaser, 4.366348449 

434263; N34895; Hs.79187; ESTs; ig.none; 4.358527132 

404760; ; ; Target Exon; cadherin;Tr^M;SS=M; 4.356 

413076; U10564; Hs.75188; weel (S. pombe) homotog; pkinase;TM=M;SS=N; 4.35472973 

420757; X78592; Hs.99915; androgen receptor {dihydrotestosterone r. homione.rec^Androgen.recep;T^M;SS=N; 4.354 
30 426812; AF105365; Hs.172613; solute carrier famfly 12 (potassiurrVbhto; none;TM=Y;SS=N; 4.353244838 

431674; AA098901; Hs.301 642; G-protein coupled receptor; none,GCV.H; 4.35 

431886; L77954; Hs271980; mitogervactlvated protein kinase 6; pWnase;TM=M;SS=N; 4.347893916 

447719; BE387402; Hs.19333; hypofoefoal protein FL) 10349; adenytatekinase^TP-bind;TM=M;SS=N; 4.346007605 

424837; BE276113; Hs.333034; N-acetyttransferase, homotog of S. cerev; Acetyitransf;TM=M;SS=N; 4.344 
3 5 449437; AJ702Q38; Hs. 100057; Homo sapiens cONA: FU22902 fis, clone K; none,none; 4.334722222 

411768; NMJD13371; Hs.71979; InterieuWn 19; IL10;; 4.322 

445350; AF052112; Hs.12540; lysophosphofipase I; abhydrolase_2:TM=M;SS=N; 4.320359281 

425964; AW889928; Hs.9071; progesterone membrane binding protein; homeobox,none; 4318867925 

450998; BE387614; Hs.25797; spflcing factor 3b, subuniU, 49kO; rrm;TM=M;SS=N; 4.316573557 
40 408908; BE296227; Hs.250822; serinefthreonine kinase 15; pkinase;; 4.31 6 

400290; H18836; Hs.31608; hypothetical protein FU20041; none.CysJroot; 4.314728682 

438899; AF085833; Hs.135624; ESTs; tmWWU&m*^ 4.314084507 

418883; BE387036; Hs.1211; add phosphatase 5, tartrate resistant; MetaJ!ophos;TM=M;SS=M; 4.312121212 

419607; R52557; Hs.91579; Homo sapiens clone 23783 mRNA sequence; IMP4;TM=M;SS=N; 4.304407714 
45 421532; AW138207; Hs.146170; hypothefcal protein FU22969; ArmacfiJk)_seg I HEAT;TM=M;SS=N; 4.304 

430017; AA263172; Hs.35; protein tyrosine phosphatase, non-recept; Yj)hosphatasQ;TM=M;SS=M; 4.302 

447224; BE617125; Hs.142076; gfc601441664F1 tilH_MGC_65Homo sapiens c; none;NA;NA; 4302 

425424; NMJJ04954; Hs.157199; ELKL motif kinase; pWnase,UBA,KA1;TM=M;SS=N; 4301639344 
_ _ 454042; H22570; Hs.47860; hypothefcal protein FU20093; ig,pkInase,LRRLRRNT f LRRCT ,norte; 430141844 
50 446143; BE245342; Hs.306079; sec61 homotog; NUDlKsecY l E1_dehya^,tiaitstei^r l TrVNY;SS=M; 4.300872093 

428981; BE313077; Hs.93135; ESTs, WeaWy similar to ALUJLHUMAN ALU S; none^rn; 4292620865 

432562; BE531048; Hs.278422; DKFZP586G1122 protein; zf£2H2;TM=M;SS=N; 4290258449 

432945; AL043683; Hs.8173; hypothetical protein FU10803; none;TM=M;SS=M; 4.288405797 

421921 ; H83363; Hs.355993; transtocase of inner mitochondrial membr; *Tim10J)DP.eftfcn*^ 4284 
5 5 448564; AL044962; Hs21453; inositol 1.4,5-trisphosphate ^kinase C; IPK;; 4.28057554 
453941 ; U39817; Hs.36820; Btoom synfome; DEAD,heIicase_C,HRX;TM=M;SS=N; 428 

437712; X04588; Hs.85844; neurotrophic tyrosine kinase, receptor, ; Tropornyosm,pkir^e,LRR,LRRa,Hydantolnase3 4277477478 
417426; NMJXJ2291; Hs32124; lamirtin, beta 1 ; lamWn_ByjaminnuMt^^ 4276162791 
. _ 450296; AL041949; Hs.24756; hepatocyte growth factor-regulated tyros; none,none; 4273927393 
60 438012; AA393254; Hs.43619; ESTs; AnradHlo_seg,none; 4.273134328 

409619; AK001015; Hs.55220; BCU -associated aflianogene 2; BAG;TM=M;SS=N; 4.273109244 , t , 

418529; AW005695; Hs.250897; TRK-fused gene; BandJI.ERMpWnase.LRRLRRCT.fcWM.r^^ 
4.272123894 

415214; A1445236; Hs.125124; EphB2; fr3^cinase,SAM,EPHJbd;TM=Y;SS=M; 4268 ' 
65 438233; W52448; Hs£6147; ESTs; Neur^chaiuLBD.Neur^chaajriernb.MAGE; 4.26284585 

429019; AA443280, Hs.279907; myosin lilA; mycdruhe3d,pkir^PRK,iaT^SS=N; 4262 

424959; NM_005781; Hs.153937; activated p21cdc42Hs kinase; ldhJdh_C,SH3,pkmase,UBA;TM=M;SS=N; 4258695652 

453655; AW960427; Hs.342874; transforming growth factor, beta recepto; zonaj«flucida,none; 4257208766 

417414; AA434589; Hs367676; dUTP pyrophosphatase; dUTPase,KRAB;; 4251785714 
70 453905; NVL002314; Hs36566; UM domain kinase 1; pkir^se,UMJ 3 DZ^PARP;TM=M;SS=N; 4249116608 

424232; AB 01 5982; Hs. 143460; protein kinase C, nu; pltee,DAGJ 3 E^ind,PH;TM=M;SS=N: 4247692308 

404883; ;;Er^P0000(»6009:Sodiurn^hjco^ * 

412507; 136645; Hs.73964; EphM; fn3.pkinase.SAHEPHJbd;TM=Y;SS=M; 4.239285714 

41 1089; AA456454; Hs.355702; cell division cycle 2-Qke 1 (PITSLRE pr, none^one; 423731 3433 
75 436957; AA902488; Hs. 122952; ESTs; none, DAGKc,DAGKa, RA, DAG_PE-bind; 4236 

452568; AA805634; Hs.300870; Homo sapiens mRNA; cONA DKFZp547M072 (fr, Pl3_PI4Jdnase;TM=M;SS=M; 423537415 

433535; AF111106; Hs.3382; protein phosphatase 4, regutatory subuni; HEAT;TM=M;SS=N; 4.234793187 

432728; NKL005979; Hs. 278721; HLA ctess U region expressed gene KE4; 2pJigj^an;TM=Y;SS=M; 4.234545455 
0 416350; AF 188625; Hs. 189507; phosphoiipase A2. group UD; phosQp;TM=M;SS=Y; 4234 
oU 409533; AW9S9543; Hs.144609; mitogerhacfivated protein Wnase kinase ; Peptidase_C48^one; 4230666667 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP20none; 4.228009259 

403362; ; ; NM_001615*itomo sapiens acfln, gamma 2. ; acfirc 422688478 

417866; AW067903; Hs.82772: coHagen. type M, alpha 1; CoQao^COU^.TSPNJarninin.G.CcrA,'; 42263B8889 
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428897; AJ245719; Hs.194385; hypothetical protein FU20234; SH2;TM=M;SS=N; 4.22473*183 

425771; BE561776; Hs.159494. Bruton egananagtobufineiraa tyrosine Idnas; SH2 f SH3 l pkinase,PKBTK;TM=M;SS=N; 4.223884211 
41855S; C21220; Hs.321717; hypothefical protein FU10875; zK2H2,BTB,K.tatra l 7tni.1; 4.222807018 
454098; W27953; Hs.217493; PlakopHfin; none^one; 4.22 

424381; AA285249; Hs.146329; protein kinase Chk2 (CHEK2); pHna$e,FHA.DnaJ;TM=M;SS=N; 4.21875 

419223; X601 11; Hs.1244; C09an8gen (p24);traiismanTbrane4;TM=Y;SS=M; 4.217130215 

436756; 218364; Hs.1 98298; v-src avian sarcoma (Schmhll-Ruppin A-2); none.none; 4216 

450167; AA446404; Hs.24563; NTF2-reiated export protein 1; NTF2;TM=M;SS=N; 4.215163934 

416224; NMJM2902; Hs.79088; reficulocalbin 2, EF-hand calcium btncfin; emand;; 4.212041885 

432539; AL138169; Hs.278378; karyopherin beta 2b, transports none,DS.UPF0139 t Gtyco^hydro_38; 4.207407407 

416661; AA634543; Hs.79440; IGW1 mRNA-btoding protein 3; KH<kirnain.rrrn;TM=M;SS=N; 4J206 

432284; M532807; Hs.287740; ESTs; pWnase.none; 4.205454546 

418758; AW959311; Hsl172012; hypothefical protein OKFZp434J037; pWnase*l01;TM=M;SS=N; 4.204142012 • 

450056; BE047394; Hs.502; ESTs. Weakly similar to S71512 hypotheti; ABCJian^Cji>embrane,ig 1 MHCJLbeta^^ 4.202572347 

412817; AL037159; Hs.74619; proteasome (prosome, macropam) 2SS subu; PC_rep;TM=M;SS=N; 4.2)2061856 

425394; AA356730; Ns.323949; kangal 1 (suppression of tumorfgenlcity ; transrnembrane4,nooe; 4.195014663 

449335; AW150717; Hs.345728; STAT induced STAT inhibitor 3; SH2;TM=M;SS=N; 4.192248062 

415023; AA932146; Hs.355397; Homo sapiens clone TCCOA00164 mRNA sequ; none;NA;NA; 4.192 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 4.191878981 

445330; R52656; Hs.21691; ESTs; 7tmJ.none: 4.189922481 

430016; NMJXM736; Hs.227656; xenotroplc and porytropfc retrovirus rec; SPX.EXS;TM=Y;SS=N; 4.188333333 
434633; AI189587; Hs.120915; ESTs; SH3,PH,RhoGAP,none; 4.187106918 

452908; AB001451; Hs.30965; neuronal She adaptor homclog; SH2,RD,ZrLcerbOpept;TM=M;SS=N; 4.185885246 
439318; AW837046; Hs.6527; G protehvcoupled receptor 56; 7trnJ!.CytC_asrn,GPS:TM=Y;SS=M; 3.930957684 
432201; A1538613; Hs.298241; Transmembrane protease, serine 3; idUecepLa,trypsin;TM=Y;SS=M; 3.893103448 
428969; AF120274; Hs.194689; artemin; TGF-beta;; 3.684030418 
444633; AF111713; Hs.12284; Junctional adhesion molecule 1; ig;TM=Y;SS=M; 3.831669044 

432305; M62402; Hs. 2743 13; insulin-like growth factor binding prate; thyroglobu0n_1 .IGFBP,A2M_N;TM=M;SS=N; 3.742996346 

405547; ; ; NiyL01B833*:Hcmo sapiens transporter 2, A; ABC_traaSRP54^Cjnembrane;TM=Y;SS=M; 1676 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevls) homotog 1; none;TM=:M;SS=Y; 3.634 

426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 1562 

427585; D31 152; Hs.179729; collagen, type X, alpha 1 (SchmM mataph; C1q,Collagen;; 3,49 

405546; ; ; NM.018833*:Homo sapiens transporter 2. A; ABC_tran,SRP54ABC_mentran8;TM=Y;SS=M; 3.422661871 

439820; AL360204; Rs^83853; Homo salens mRNA full length insert cDN; none,none; 3.402 

404210; ; ; N|yU>05936:Homo sapiens myetokWymphcld ; FHA,POZ,RA,OlL;TM=M;SS=N; 3.368807339 

424522; AL134847; Hs.149957; ribosomal protein S6 kinase. 90kD, polyp; pkinase,pkinase_C;; 3.213402062 

418678; N^.001327; Hs.87225; cancer/tesBs antigen (HY-ESO-1); none;TM=M;SS=N; 3.084 

451106; BE382701; Hs.25960; N-MYC oncogene; HLKMyc.rCterm;Tfyi=M;SS=N; 1.55 

TABLE 17B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 



CAT Number Accession 
12789.14 AA229762 AA230035 



TABLE 17C 



Pkey: 
Ret 

Strand: 



Unique number corresponding to en Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al." refers to the publication entitled The DMA 
sequence of human chromosome 21" Dunham I. el al., Nature (1999) 402:489-495. 
Indicates DMA strand from which exons were predicted. 
Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposrQon 


402075 


8117407 


Plus 


121907-122035.122804-122921.124019-12416 


401781 


7249190 


Minus 


83215^3435,83531^83656.8374(W3901,8423 


405484 


5922025 


Pius 


199214-199579.199672-199920.200262-20049 


405932 


7767812 


Minus 


123525-123713 


400517 


9796686 


Minus 


49996-50346 » 


402328 


4464283 


Minus 


13758-13922.14558-14752 


405545 


1054740 


Plus 


118677-118807.119091-119296.121626.12182 


402330 


4464283 


Minus 


15325-15380,15484-15588,15842-15915 


404440 


7528051 


Plus 


80430-81581 


403912 


7710730 


Wnus 


72000-72290.72431-72700,72929-73199 


404760 


7767724 


Plus 


223266-223352,224472-224585 


404883 


5101762 


Minus 


94626-94730,98998-97069 


403362 


8571772 


Plus 


6409*64260 


405547 


1054740 


Plus 


124361-124520.124914-125050 


405546 


1054740 


Plus 


1240KM24183 


404210 


5006246 


Plus 


169926-170121 



Table 18A: 194 Up-ttegulated Genes hi Uterine Cancer Versus Normal Adutt Tissues 
Table 18A Dsts about 194 genes ujwegulated in uterte career cornpared to nwrnri 

array such that the ratio of •average" uterine cancer to 'average* normal adult tissues was greater than or equal to 3.0. The 'average" uterine cancer level was set to lhe2«hignest 
amongst uterine cancers. The "average" normal adult Sssue level was set to the 90* percentile value amongst non-malignant fissues. tn order to remove gene-specific background 
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levels of non-specffic tiytoidizafion, the 1 5* percentile value amongst non-malignant tissues was 
evaluated. 

Ptey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigeneiD: Unigene number 
Unigene Title: Unigene gene title 
R1: Ratio of tumor vs. normal tissue 



subtracted from both the numerator and the denominator before the ratio v 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey ExAccn 

449034 AJ624049 
435094 AI560129 
438817 AI023799 
421478 AJ683243 
452838 U65011 
450451 AW591528 
428153 AW513143 
428187 AI6B7303 
438993 AA828995 
436775 AA731111 
430491 AL109791 
441377 BE218239 
400289 X07820 
400292 AA250737 
403899 

442438 AAS95998 
447350 AI375572 
453964 AI961486 
443830 AI142095 
459325 AW088369 
415245 N59650 
446608 N75217 
426635 BE395109 
433426 H69125 
437960 AJ669586 
441081 A1584019 
440048 AA897461 
447835 AW591623 
440870 AI687284 
412925 AI089319 
408562 AI436323 
429272 W25140 
453197 AI916269 
437938 AI950087 
420610 AI683183 
448672 AI955511 
452461 K78223 
413335 AJ613318 
449611 AI970394 
449260 M741180 
412140 AA219691 
443715 AI583187 
432113 AA935065 
424834 AK001432 
410658 AW105231 
426465 AI758948 
446704 A1337228 
419503 AA243642 
444342 NMJH439B 
436076 AI193277 
406687 M31126 
44525B A1635931 
440901 AA909358 
434836 AA083764 
429334 D63078 
418852 BE537037 
459583 A1907673 
436787 AA908554 
400301 XD3835 
428771 AB028992 
444929 AI685841 
453922 AF053306 
405609 

410102 AW248508 
433283 BE041135 
443270 NMJJ04272 
410247 AF181721 
422589 AA312735 
452771 T05477 
407275 A064186 
420440 NM1002407 
451105 AI761324 



UnigenelD Unigene TtSe 

gb:ts41a00x1 NC1_CGAP_Ut1 Homo sapiens cONA 

Hs.277523 EST 

Hs.163242 ESTs 

Hs.97258 ESTs 

Hs30743 PreferentteJry expressed anfjgen In melanoma 

Hs.202072 ESTs 

Hs.98367 hypotheticai protein FU22252 

Hs.285529 G pratdn-coupted receptor 49 (GPR49) (HG38) 

Hs.52620 integrin; beta 8 

Hs.291891 ESTs 

Hs.241559 Homo sapiens mRNA full length insert cDMA do 

Hs.202656 ESTs 

Ks.2258 Matrix Metaltoproteinase 10 (Stromotysin 2) 

Hs.72472 BMPR-itr.bone morphogenetic protein receptor lb 
predicted exon 

gb:os26b03.s1 Nd.CGAPJ<id5 Homo sapiens cDNA 

Hs.1939 HER4 (c-erb-B4) 

Hs.12744 ESTs 

Hs.143273 ESTs 

Hs^82184 ESTs 

Hs.27252 ESTs 

Hs^57846 ESTs 

Hs.129327 ESTs 

Hs.133525 ESTs 

Hs^22194 ESTs 

Hs.169006 ESTs, Moderately similar to ptakophiDn 2b [H 

Hs.1 58469 ESTs, Weakly sim'Jar to envelope protein (lis 

Hs.164129 ESTs 

Hs.1 50539 Homo sapiens cONA FU 13793 fis, clone THYRO10 

Hs.179243 ESTs 

Ks.31 141 Roundabout homokxj 2 transmembrane receptor (robo2) 

Hs.1 10667 ESTs 

Hs.109057 ESTs, Weakty similar to AUJ5.HUMAN ALU SUBFAM 

ESTs; Weakly similar to Gag-Pol potyproteki 

Hs.99348 OistaHssshomeoboxS 

Hs.225106 ESTs 

Hs.108106 trartscrfptlon factor 

Hs.48442 ESTs 

Hs.197075 ESTs 

Hs 29879 ESTs 

HsJ3625 RAB6 interacting, kinesin-Gke (rabWnesln6) 

Hs.9700 cycfinEI 

Hs.152385 ESTs 

Hs.153408 Homo sapiens cONA FU 10570 fis, clone NT2RP20 

Hs.1 92035 ESTs 

gMy16f07jc1 NCI_CGAP_Ut3 Homo sapiens cDNA 

Hs.197083 ESTs 

Hs.137422 ESTs 

Hs.1 0887 similar to fysoscme-assodated membrane gtyco 

Hs.120954 ESTs 

Hs.272620 pregnancy specific beta-l-gtycoprotein 9 

Hs.147613 ESTs 

Hs.128612 ESTs 

rts.241334 ESTs 

Hs.1 86180 Homo sapiens cONA; FU23038 fis, done LNG020 

Hs^73294 hypothetical protein FU20069 

o£IL-8T152480399404 BT152 Homo sapiens cDN 

Hs.192756 ESTs 

Ks.1667 . Estrogen receptor 1 

Hs.193143 WAA1069 protein 

Hs.161354 ESTs 

Hs.36708 budding uninhibited by benamidazotes 1 

predicted exon 

Hs.279727 ESTs; 

Hs.175622 ESTs 

Hs.9192 Homer, neuronal immediate early gene, 16 

Hs^1345 RU2S 

Hs.179725 ESTs 

gb:EST03366 Fetal brain, Stratagene (caS3620 
gb:Gw34h07jc1 NQ_CGAP_U14 Homo sapiens cONA 

Hs.97644 marnmaglobtn 2 

Qb,-vtf0b1 1X1 NCLCGAP_Co16 Homo sapiens cONA 
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Uama eoWam rOMA* PI I91 R1 A fin rJnnflHFP010 
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AW293376 


Hs, 160323 


ESTs 


418677 


S83308 


Hs.87224 


SKY (sex determining region Y)-box 5 


422219 


AWS78073 




gb:EST390182 MAGE resequences 


440304 


BE159984 


Hs.125395 


ESTs 


421863 


AI952677 


Hs.108972 


Homo sapiens mRNA; cDNA DKFZp434P228 


431322 


AW970622 




gb:EST382704 MAGE resequences, MAGK 


400250 






predicted exon 


428227 


AA321649 


Hs.2248 


INTERFERON-GAMMA INDUCED PROTEIN 


420092 


AA814043 


Hs.88045 


ESTs 


415138 


CI 8356 


Hs.76045 


tissue factor pathway Inhibitor 2 TFPI2 


437212 


AI765021 


Hs.210775 


ESTs 


409867 


AV\«02161 




gb:URiF-eR0p^r^12*Ul.r1 NIH„MGC_S2 


421477 


AI904743 


Hs.104650 


hypothetical protein FU10292 



427119 AW880562 Hs,114574 ESTs 

458154 AW816379 gb.-QV4-ST0234.181 199^)35^01 ST0234 

434539 AW748078 Ha214410 ESTs 

424717 H03754 Hs.152213 wingless^ype MMTV Integration site family 

412078 X69699 Ks.73149 paired box gene 8 (PAX-8) 

447342 AI199268 Hs.19322 ESTs; WeaWy stmllar to 1!!! ALU SUBFAMILY J 

413472 BE242870 Ks.76379 solute carrier family 1 {glial high affinity 

446619 AU076643 Hs313 secreted phosphoprotein 1 (osteoponfin) 

453891 AB037751 Hs.35353 Homo sapiens mRMA fu5 length Insert cDNA do 

443513 A1079356 gb:oz39b09^1 Soares_MhHMPu_S1 Homo sapiens c 

441265 NM_002374 Hs.167 mloritubuta-assodated protein 2 

409731 AA125985 H&S614S thymosin, beta Identified m neuroblastoma c 

417847 AI521558 H&288312 Homo saptens cDNA FU22316 fis, clone HRC052 

441484 AA935481 H&58972 ESTs 

415802 AA169515 Hs^OOS ESTs 

448112 AW245919 Hsi01018 ESTs 

428330 L22524 Hs.2256 matrix metaHoproteinase 7 (matrilysin) 

402606 predicted exon 

407905 AW103655 Hs.252905 ESTs 

424917 AI636208 Hs.96901 Homo sapiens cDNA: FU23049 fe, clone LNG025 

436982 AB018305 Hs.5378 sportdin 1, (^pondln) extraceHutar matrix p 

451842 A1820539 Hs^67087 ESTs, Moderately similar to ALU4-HUMAN ALU SU 

455666 BE065813 gb:RC2-BT0318-1 1010(W)12-a08 BT0318 Homosapi 

431731 BE266322 HsJ?11374 ESTs.WeaWysknflartoSP49JiUMANSPlJCEOSOM 

443695 AW204099 Hs.112759 ESTs, Weakly simitar to AF126780 1 retinal sh 

410358 AW975168 Hs.13337 ESTs, Weakly simitar to unnamed protein produ 

406030 predicted exon 

409745 AA077391 gb:7B14E12 Chromosome 7 Fetal Brain cONA Ubr 

430481 AA479678 Hs.203269 ESTs. Moderately similar to ALU8_HUWAN ALU SU 

437641 AA811452 H&291911 ESTs 

415211 RS4730xomp Hs.1 55986 ESTs; Highly similar to SPERM SURFACE PROTEIN 

443450 N66045 Hs.1 33529 ESTs 
45743B NMJH4053 HsJ270594 FLVCR protein 

451254 AI571016 Hs.172967 ESTs 
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419553 

427778 

435031 

407365 

417411 

431548 

432415 

423126 

433420 

435174 

444743 

452588 

427304 

419917 

417728 

419356 

458627 

435185 

416623 

405174 

403776 

426274 

431255 

442353 

456662 

416530 

454392 

406400 

439949 

430704 

401517 

417830 

435267 

426384 

422797 

428832 

449722 

418478 

422689 



AA526235 

AA412323 

A1632091 

AF026942 

AW500008 

AI834273 

T16971 

AA322245 

AI674093 

AAS87378 

AA045648 

AA889120 

AA761526 

AA320058 

AW138437 

AI555166 

AW088542 

AA669490 

N74925 



D38122 

AM97043 

BE379594 

NM.002448 

U62801 

BE260893 

AW979197 
AW813091 

AW504786 

N23797 

AI472078 

AB033064 

AA578229 

BE280074 

U38945 

m 



Hs.1 931 62 Homo sapiens cDNA FU 119836s, done HEMBB10 
Hs.105323 ESTs 
Hs.1 16877 ESTs 

gb:Homo sapiens Ctg33 mRNA, partial sequence. 
Hs.6966 Human DNA sequence from done RP1-187J 11 one 
Hs.9711 Homo sapiens CONAFU13018 lis, done MT2RP30 
Ks.289014 ESTs 
Hs.290165 ESTs 
Hs.293961 ESTs 
Hs.194624 ESTs 

Hs.1 1817 nudix (nudeosWe diphosphate linked moiety X 
Hs,110637 HomeoboxAlO 
Hs.16$J53 ESTs 

Hs.93701 Homo sapiens mRNA; cONA DKFZp434E232 (from d 
Hs.24790 K1AA1573 protein 
Hs.7331 ESTs 

Hs.97984 ESTs; WeaWy slmlar to WASP-family protein { 
Hs.2891 09 dimethylargmme dlmethytaminohydrotase 1 
Hs.38761 Homo sapiens cDNA: FU21 564 (is, clone COL064 

predicted exon 

predicted exon 

Hs.2007 tumor necrosis factor (Rgand) superfamfly, m 
Hs.115685 ESTs 
Hs.49136 ESTs 

Hs.1494 msh {DrosophRa} homeo box homdog 1 (former! 
Hs.79361 kallikrein6(neurosIn,zyme) 

gb«01 1SJ677F1 NlrLMGC.19 Homo sapiens cDNA c 

kaJltkrein 8 (neurcpsin/ovasin) 
Hs.292073 ESTs 

9b:RC3^T0186-240400.111-d07ST0186Homosapi 

predicted exon 

Hs. 132808 epithelial cell transforming sequence 2 oncog 
Hs.110114 ESTs . 

ESTs 

Hs.120908 KIM1238 protein 

gb:nJ22b12.s1 NCI CGAP.HSC1 Homo sapiens cONA 
Hs.23960 cycfinBI 

Hs.1 1 74 cycfirwlependent kinase inhibitor 2A 

gb:RC3^T0297-29010W)1 W03 CT0297 Homo sapi 
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TABLE 188 



Pkey: Unique Eos probeset Identifier number 

CAT number Gene duster number 
Accession: Gen bank accession numbers 



Pkey 

409745 
409867 
422219 
422689 
426384 
426465 
428832 
430704 
431322 
437938 



438993 
442438 
443613 
449034 
451105 
452771 
454392 
454692 
455566 
458154 



CAT number Accession 

115237 1 AA077391 AI347618AI361453AI088754AW207491 AW960912 AA921874 AA286833 AA150722 BE1 52353 AW188822 BE152450 

1156530 1 AW502161AW502587AW502345 

21 3547 J AW978073 AW978072 AA807550 AA306567 

219896 J AW856665 AA315006 AW954733 

266211 1 AI472078 AA377209 AA865807 

267664.1 A175894B AA379527 AA379948 AA379262 AW9S3933 

296144.1 AA578229 AA43S432 AA481 375 AA48 1353 

322217J AW813091 AW205555 AA484440 

331543J AW970622 AA503009 AA502998 AA502989 AA502805 T92188 wftnorno 

44573 2 A1950087 N70208 R97040 N36809 AI3081 19 AW967677 N35320 AI251473 H59397 AW971573 R97278 W01059 AW967671 AA908598 

AA251875 AI820501 AI820532 W87891 T85904 U71456 T82391 BE328571 T75102 R34725 AA884922 BE328517 AJ219788 AA884444 N92578 F13493 
AA927794 A1560251 AW874068 AL1 34043 AW235363 AA663345 AW008282 AA488954 AA2B3144 AI890387 AI950344 AI741346 AI689062 AA282915 
AW102B98 AI872193 A1763273 AW173586 AW1 50329 AI653832 AI762688 AA988777 AM88892 A1356394 AW103813 AI539642 AA542789 AA856975 
AW505512 AI961530 AW629970 BE612881 AW276997 AW51 3601 AW51 2843 AA044209 AWB56538 AA1 80009 AA337499 AW961 101 AA251669 
AA251874 AI819225 AW205862 AI683338 AI858509 AW276905 AI633006 AA972584 AA908741 AW072629 AW513996 AA293273 AA959759 N75628 
N22388 H84729 H60052 T92487 AI022058 AA780419 AA551005 W80701 AW61 3456 AJ373032 AI564269 F00531 H83488 W37181 W78802 R66056 
AI002839 R67840 AA300207 AW959581 T63226 F04005 

467651.1 AA828995AA834879AI926361 

542469 1 AA995998 AI916584 R61781 T77332 F07756 F08149 F07647 

575391.1 AI079356W23287 

794817J AI624049AW117770AJ858360 

859083J AI761324 AW880941 AW880937 

930983.1 T05477 T07855AI917711 

1 15882.1 BE260B93 AA078319 R85057 AW803024 H85811 AA078293 
1229118 1 AW81 3350 AW81 6082 AW81 3476 AW81 3383 
1349545 1 BE065813 BEC65788 BE065889 BE065S32 
491768 T AW816379 AA888282 AA879046 AA879195 
798085J A1530223A1630470 



TABLE 18C 

Pkey: 
Ref: 



Unique number corresponding to an Eos probeset 
Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gl) numbers. "Dunham Let at* refers to the pubifcatfon 
human chromosome 22." Dunham I. et at, Nature (1999) 402:489-495. 
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Strand: Indicates ONA strand from which exerts were predicted. 
NLposifen: Indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


NLpostaon 


401517 


7677912 


Phis 


29278-29770 


402506 


9909429 


Mints 


81747-82094 


403776 


7770611 


fcffinus 


1414-1513,1624-1756 


403B99 


7381715 


Minus 


9144-9350 


405174 


7108030 


Minus 


10B14-103063 


405609 


5757553 


Minus 


42814-43010 ( 43583-43783,4486W5033,4M2&465^ 








5^18,55469-55601,57111-57307,58169^8296,60215^0332,61482-61727 


400030 


8312328 


Minus 


96123-98547 


406400 


9256298 


Plus 


1553-1712,1878-2140,4252-4385^922-6077 


406411 


9256407 


Rus 


7400-7527 



Table 19A: 225 Up-Regulated Genes Encoding ExtraceHutarfCetl Surface Proteins, UTERINE Cancer Versus Normal Adult Tissues 

Table 19A lists about 225 genes up-regutated in uterine cancer compared to normal adult fissues that are Ekety to encode extracellular or cell-surface proteins. These were selected 
as for Table 18A, except that the ratio was greater than or equal to 2.0, and the predicted protein contained a structural domain that is Indicative of extracellular localization (e.g. ig. 
fh3, egf. 7tm domains, signal sequences, transmembrane domains). The predicted protein domains ere noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

PSDomain: Protein Structural Domain 

R1: Ratto of tumor vs. normal tissue 



Pkey ExAccn 



UnigenelD Untgene Title 



452838 

438993 

400289 

446608 

433426 

440870 

408562 

420610 

412140 

443715 

432113 

419503 

444342 

436076 

406667 

418852 

459583 

400301 

405609 

453922 

410102 

433263 

443270 

410247 

422589 

407275 

420440 

453616 

424115 

414245 

458861 

449416 

420149 

433479 

457551 

406411 

416456 

454692 

436211 

434988 

444783 

440886 

425176 

445034 

418677 

400250 

428227 

415138 

458154 

421477 



U65011 

AA828995 

X07820 

N75217 

H69125 

AI687284 

AI436323 

AI683183 

AA219691 

A1583187 

AA935065 

AA243642 

NM.014398 

AI193277 

M31126 

BE537037 

AI907673 

X03635 

AF0533Q6 

AW248508 

BE041135 

NM.004272 

AF181721 

AA312735 

A1364186 

NWL002407 

NM.003462 

AA335497 

BE148072 

AJ 630223 

AI651016 

AA255920 

AW511459 

AW821319 

H57052 

AW813350 

AKD01581 

A141B055 

AK001468 

AW511032 

AW015644 

AW293376 

S83308 

AA321649 
C18356 
AW816379 
AJ904743 



Hs.30743 

Hs.52620 

Hs.2258 

Hs.257846 

Hs.133525 

Hs.1 50539 

Hs.31141 

Hs.99348 

Hs.73625 

Hs.9700 

Hs.152385 

Hs.137422 

Hs.10887 

Hs.120954 

Ks.272620 

Hs.273294 

Hs.1657 

Hs.36708 

Hs^79727 

Hs.175622 

Ks.9192 

Hs.61345 

Hs.179725 

Hs.97644 
Hs .33846 
Ks.293965 
Hs.75850 

Hs.246311 
Hs.88095 
Hs^49972 
Hs.288928 

Hs.176B26 

Hs.60961 

K&16116Q 

Hs.62180 

Hs.190516 

Hs.301430 

Hs.160323 

Hs.87224 

Hs.2248 
Hs.78045 

Hs.104650 



Preferentially expressed antigen in melanoma 
integrtn; beta 8 

Matrix MetaHoproteinase 10 (Stromo 
ESTs 
ESTs 

Homo sapiens cONA FU13793 fe, do 
Roundabout homotog 2 transmembrane 
distaWess homeo box 5 
RAB5 interacting, ktnesln-fite (rab 
cydinEI 
ESTs 
ESTs 

similar to rysosome-associated memb 
ESTs 

pregnancy specific beta-1-glycoprot 
hypothetical protein FU 20069 
gML-8T152-08039W)04 BT152 Homo s 
Estrogen receptor 1 
predicted Exon 

budding uninhibited by benzimldazcl 
ESTs; 
ESTs 

Homer, neuronal immediate early gen 
RU2S 
ESTs 

gb:qw34h07.x1 NQ_CGAP_Ul4 Homo sap 
mammaglobln 2 

dynein, axonemal, Rght irrtermedtat 
ESTs 

WAS protein family, member 1 
PHD finger DNA binding protein isof 
ESTs 
ESTs 
ESTs 

Homo sapiens cDNA RJ 23296 fis, d 
predicted exon 
hypothetical protein EDAG-1 
gb:MR3^T0192-1001(XM)24^07 ST0192 



ESTs 
ESTs 
ESTs 

ESTs, Moderately similar to TEF1 JW 
ESTs 

SRY (sex determining region Y}-box 
predicted exon 

Interferon-garnrna induced protein 
tissue factor pathway Inhibitor 2 T 
gb:QV4-ST0234-18119943Sfl01 ST0234 
hypothetical protein FU 10292 



PSDomain R1 

TM 27.3 

SS,TM,integrin_B 16.7 

SS.riemopexin 123 

TM 8.9 

TM 8.7 

TM.PAX 7.1 

SS,TM,ig,fn3 7.0 

TM.homeobox 6.2 

TMJunesin 6.0 

TM^yctin 6.0 

TM 5.9 

TM 5.5 

TM,Lamp 5.4 

TM 5.4 

TM,hemopexin 5.3 

TM 5.2 

TM 5.2 

TM,hormonejeczfC4 5.1 

mMyosirLtaH,myoski_head 5.0 

TM 5.0 

SS.TM, 5.0 

TM 4.8 

TM ' 4.8 

TM 4.7 

TM 4.7 

TM 47 
TM,Uterogtobin 4.6 
THRfcosomal_S27e 4.6 
TM 4.6 
TM.WH2 4.6 
TM.PHD 4.4 
SS.TM. 4.3 
TM 4.3 
TM 4.3 
TM 4.3 
TM,vwa,FG<3AP 4.2 
TM 42 
TM 4.1 
TM 4.1 
TM • 4.1 
TM.PH 4.0 
TM.F&GAP 4.0 
TM.GycoJransf_29 1 TEA 4.0 
TM 3.8 
TM.HMGJXJX 3.8 
TM,HisLdeacetyi 3.8 
TM.IL8 3.8 
THKunitz^BPTI.&garnma 3.8 
TM.WW 3.7 
TM 3.7 
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413472 8E242870 
447342 AI199268 
446619 AU076643 
453891 ABQ37751 
441285 NM.002374 
409731 AA125985 
441484 AAS35481 
428330 L22524 
407905 AW103655 
436982 AB018305 
402606 

443895 AW204099 
437641 AA811452 
415211 R64730.comp 
443450 N66045 
457438 NM.014053 
435031 A1632Q91 
417411 AW500008 
435174 AA687378 
444743 M045648 
433420 AI674093 
419917 AA320068 
417728 AW138437 
403776 

426274 D38122 
416623 N74925 
405174 

431255 AA497043 
456562 NMJJ02448 
416530 U62801 
454392 BE260893 
406400 
401517 

417830 AW504786 
435267 N23797 
449722 BE280074 
418478 U38945 
422689 AW856655 
441794 AW197794 
416658 U03272 
431130 NM.006103 
418113 AI272H1 
402373 AL135225 
431989 AW972870 
400284 

438578 AA811244 
423513 AF035960 
448966 AW372914 
431870 AW449902 
409457 AW818081 
438777 AA825487 
451807 W52854 
433326 AI379486 
448221 BE622615 
448141 AI471598 
456311 AA225632 
405454 

459287 AL079369 
438935 K40565 
421312 AA824627 
418882 NMJM4996 
424345 AK001380 
417956 AA210704 
445537 AJ245671 
448089 AI467945 
446643 AA194417 
456671 AB011142 
457256 AA459443 



435313 
417351 
412198 
413278 
421502 
418092 
410008 
420362 
431974 
438209 
447578 
414812 
421515 
416402 



Hs.75379 sduta carrier family IfeQal high 
Ks.19322 ESTs; Weakly similar to Hi! ALU SU 
Hs.31 3 secreted phosphoprotein 1 (osteopon 
Hs.36353 Homo sapiens mRNA Ml length inser 
Hs.1 67 rracrotubuto-assodatEd protein 2 
Hs.56145 thymosin, beta, identified In neuro 
Hs.58972 ESTs 

Hs.2256 matrix metalloprotanase 7 (maMfy 
Hs.252905 ESTs 

Hs.5378 spondin 1, (tepondm) extraceltula 

predicted exon 
Hs.112759 EST6.WeaWysimnartoAF1267801 
Hs.291911 ESTs 

Hs.155986 ESTs; Highly similar to SPERM SURFA 
Hs.133529 ESTs 
Hs.270594 RVCR protein 
Hs.1 16877 ESTs 

Hs.6966 Human DNA sequence from clone RP1-1 
Hs.194624 ESTs 

Hs.1 1617 nudix (nucleoside diphosphate Bnke 
Hs.293961 ESTs 

Hs.93701 Homo sapiens mRNA: cDNA DKF2p434E23 
WAA1573 protein 
predicted exon 

tumor necrosis factor (Qgand) supe 
Homo sapiens cDNA: FU 21 564 fis, cl 
predicted exon 
Hs.115685 ESTs 

msh (DrosophUa) homeo box hornolog 
kalQkrein 6 (neurosin. zyme) 
gb:601150677F1 NiHJ/tGCJ9 Homo sapi 
kaHikrein 8 (neuropsin/ovastn) 
predicted exon 
Hs.132808 epithelial ceO transforming sequen 
Hs.110114 ESTs 
cydinBI 

cyclirwJependent kinase inhibitor 2 
gb:RC3-CTO297.29010<H)1 W03 CT0297 
Hs.253338 ESTs 

fibrilfin 2 (congenital contractura 
epJdWyrnis-specfSc; whey-acaSc pr 
ESTs 



Hs.24790 

Hs.2007 
Hs.38761 



Hs.1494 
Hs.79361 



Hs^3960 
Hs.1 174 



A17694Q0 

T90278 

AA937111 

BE563085 

AF111856 

R45154 

AA079552 

U79734 

AW972589 

AL120659 

AA912347 

X72755 

Y11339 

NM.O00715 



Hs.79432 
Hs.2719 
Hs.83484 
Ks.301865 
Hs.291069 ESTs 

Estrogen receptor 1 
Hs.164168 ESTs 
Hs.1 297 19 transglutaminase 5 
Hs^87462 Homo sapiens cDNA RJ1 1875 fis, do 
Hs.105500 ESTs 

gb:CM4-ST0276-101299-059-b09 ST0276 
Hs.142179 ESTs, WeaWy similar to ORF2 [Mjtws 
Hs.27099 DKFZP564J0863 protein 
Hs.159430 ESTs 

gb:60144077tf 1 N1HJ/IGCJ2 Homo sapi 
Hs.197531 ESTs 
Hs.190016 ESTs 

predicted exon 

gbi)KFZp564G2378_r1 564 (synonym: h 
Hs.31564 ESTs 
Hs.291670 ESTs 

Hs.89433 ATP-blnding cassette, sub-family C 
Hs.145479 Homo sapiens cDNA FIJI 051 8 fis, do 
Hs.19046S ESTs 

Hs.12844 EGRike-domain: mulOpts 6 

Hs.173698 ESTs 

Hs.282050 ESTs 

Hs.1 14293 WAA0570 gene product 

Hs.231816 ESTs 

Ks.269307 ESTs 

Hs.1 89729 ESTs 

Hs.15049 ESTs 

Hs.69165 ESTs 

Hs.833 Irrterferon-stirmitated protein, 15 k 
Hs.1 050 39 solute carrier family 34 (sodium ph 
Hs.106604 ESTs 

gb:zm2Qh12s1 Stratagene pancreas ( 
Hs.97206 huntingfin Interacting protein 1 
Hs.200934 ESTs 
Hs.61 1 1 WAA0307 gena product 
Hs.136585 ESTs 

Hs.77367 monokine induced by gamma interfere 
Hs.105352 GalNAc alpha-2, telalytasferase 
Hs.1012 complement component 4-binding prot 



TM.SOF 
TM 

TM,Osteoponfin 
TM 

TM,tubtiIitvbinding 

TM.Thymos'm 

TM,fh3,ig,Y_phosphatase 

SS,Peptldase_M10 

SS,TM,Ephrin 

SS.TM, 

TM 

TM 

TM 

TM.IQ.RHa 

TM 

TM 

TM.RhoGEF.PH 
TM 

TM.SPRY 

TM,mutT 

TM 

TM 

TM 

SS.TM.IL8 

TM.TNF 

TM,Ets 

TM 

TM 

TM,horneobox 

TM.trypsin,proJsomerase 

TM 

TM.trypsin 

TM.HMG14J7 

TM 

TM 

TM.cydin 

TM,ank 

TM,SNF2_N 

TM^ank 

TM.EGF.TB 

SS,wap 

TM.HMG.box 

TM.TEA 

SS 

TM,horrnone_rec,zf-C4 
TM.formyUransf.AtRS.GARS 
TM .TransglutamiiuN 
TM 

TM.MHCJ.ig 

TM 

TM 

TM 

TM 

TM 

TM.DZIP 

TM.Sec7 

TM 

TM 

TM 

TM.G-patch 

TM^BCjnembraneABCJran 
TM 

SS.SUshi 
SS.EGF 
SS.TM, 

TM,OaLadaptor_s 

TM 

SS 

TM.Spin-Ssty 
TM.MBO 
TM.CH 
TM 

TM,ubiquitin 

TM,Na_PLcotrans 

TM,pkinase 

TM.FG^AP 

TM^JTKUWEQ 

TM.DZ1P 

TMJWAS 

TM 

SS.IL8 

TM,ayco.transf^9 
TM,sushi 

255 



3.7 
3.7 
17 
3.7 
16 
3.6 
16 
3.6 
16 
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428242 
417693 
428679 
436311 
426920 
426898 
443428 
405815 
434808 
432441 
435615 



AFQ86534 

H55709 

AW959741 

AA431765 

AA708958 

AA393351 

AA394104 

AF098158 

AA833930 

AF155108 

AW292425 

Y15065 



435542 AA687376 
442952 AI743261 
418203 X54942 
429228 AI553633 
418969 W33191 
447570 A1868315 
405032 

•416566 NWL003914 
420900 AL045633 
430563 AA481269 
417372 T99755 
4490B3 AI948808 
410361 BE391804 
434131 A1858275 
431846 BE019924 
425638 NM_012337 
440006 AKD00517 
445870 AW410053 
430639 AW025427 
439018 AW300887 
422095 A1868872 
411558 AA102670 
408380 AF12305O 
403721 

440711 AA904389 
457285 AI038858 
422956 BE545072 
433482 AI953499 
431980 AA523696 
420777 AA280223 
446659 A1335361 
410227 AB009284 
422282 AF019225 
431701 AW935490 
426910 AA470023 
405636 
401933 

436679 Al 127483 
451061 AW291487 
410664 NMJJ06033 
449378 AW664026 
433345 AI681545 
425851 NIA.001490 
431832 AW276866 
448275 BE514434 
423049 X59373 
427510 Z47542 
418076 R61388 
413670 AB000115 
429183 AB014604 
439031 AF075079 
431060 AF039307 
451494 AI799444 
419978 NMJW1454 
404535 Z25884 
445181 AW338972 
452367 U71207 
443591 A1078281 
448105 AW591433 
424310 AA338648 
450193 AI916071 
436009 H57130 
453313 BE0Q5771 
419833 AA251131 
437555 AA759263 
411828 AW161449 
440052 AI633744 
410718 AI920783 
404767 

447462 AW337214 



Hs.187561 ESTs, Moderately similar to ALU1_HU 
Hs.2250 leukemia inhibitory factor (cnoGne 
Hs.40368 adaptor-reteted protein complex 1 , 

gb2w80c03j1 SoaresJes8s_NHT Horn 
Hs.168732 ESTs 
Hs.132121 ESTs 
Hs.97489 ESTs 

Hs.9329 Homo sapiens mRNA far fls353,compJ 
Hs.288036 tRNA isopentenytpyrophosphate trans 
Hs256150 ESTs, Highly similar to NY-REN-41 a 
Hs.163484 EST 

Hs.4975 potassium voltage-gated channel, KQ 

predicted exon 
Hs.269533 ESTs 
Hs.131860 ESTs 
Hs.83758 COC28 protein kinase 2 
Hs.104985 ESTs 

Hs.28907 hypothetical protein RJ20258 
ESTs 

predicted oxon 
cycfinAI 
ESTs 



Hs.99669 



Hs.79378 
Hs.44269 
Hs.178381 ESTs 
HSJM0814 ESTs 
Hs.191144 ESTs 

Hs.62661 guanytate binding protein 1 , Interf 

Hs.143659 ESTs 

Hs.271580 UroplaWn 18 

Hs.158450 nasopharyngeal epithelium specific 

Hs.6844 hypothetical protein FU20510 

Hs.13406 syntaxin18 

Hs.233552 ESTs 

Hs, 26638 membrane-spanning 4-domains. subfam 
Hs.288966 cerutoplasmin (terroxfdase) 
Hs.70725 "Human GABA-A receptor pi subunit m 
Hs.44532 diubtquitin 

predicted exon 
Hs.143511 ESTs 

Hs228780 ESTs, Highly similar to AF1 99597 1 
Hs.122579 ESTs 
Hs.152617 ESTs 

Hs.222695 Homo sapiens cDNA: OJ20986 fc, cl 
Hs.130865 ESTs 
Hs.226376 ESTs 

Hs.61 152 exostoses {multipte)-iike 2 
Hs. 1 1 4309 epotlpoprotein L 
Hs,14658 ESTs 
Hs,1 90089 ESTs 
Hs.153595 predicted exon 
predicted exon 
Hs.120451 ESTs, Weakly sfmDar to unnamed pro 
Hs^13659 ESTs.WeaklysirrBlartoKlAA1357pr 
Hs.65370 lipase, endothelial 
Hs39B92 ESTs 

Hs.152982 EST duster (not in UniGene) 
Hs.1 59642 gtucosaminyl (N-acetyi) transferase 
Hs.192715 ESTs 

Hs.20830 synaptic Ras GTPase activating prat 
Hs.188023 ESTs 

Hs. 17931 2 small nuclear RNA activating comple 
ESTs 

hypothetical protein, expressed in 
Hs.197955 WAA0704 protein 

gbtHomo sapiens fun length Insert 
Hs249171 homeoboxAU 
Hs.247095 ESTs, Moderately similar to ALU7_HU 
Hs.93974 forkheadboxJI 
Hs.121483 chloride channel 1. skeletal muscl 
Hs.147471 ESTs 

Hs^9279 eyes absent (Drosophila) homotog 2 
Hs.179240 ESTs 

Hs.170675 ESTs, WeaWy similar to TMS^HUMAN 
Hs.50334 ESTs 
Hs.224623 ESTs 
Hs.120925 ESTs 

Hs.153746 Homo sapiens cDNA: RJ22490 fis. d 
Hs.220697 ESTs 
Hs.14041 ESTs 

Hs.72290 wingless-type MMTV Integration site 
Hs.195648 ESTs 
Hs.191435 ESTs 



Hs.6724 
Hs.75470 



Hs.158973 ESTs 



TM 

SS,UF_OSM 

TM,CtaLadaptor_s 

TM.HECT 

TM 

TM 

TM 

TM 

TM.IPPT 
TM 

TM,Fork_head 
TM 

TM,zf-C2H2,KRAB 

TM 

TM 

TM.CKS 
TM 

TM.SH3 
TM^HD 
TM,FMO-iike 
TM.cydin 

TM.FAD_binding_5 

TM^Cjnembrane^SO 

TM 

TM 

TM,G8P 
TM 

TM,trans membra ne4 

TM 

TM 

TM 

TM,pkinase 
SS.TM, 

SS.TM,Cu-oxidase 
TM,neurjchan 
TM,7tm_3,ANF_receptor 
TM 

TM.rrm 

TM,efhand 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM,Ocdudm 

TM.MMR.HSR1 

SS,TM,EGF,ldljecepLa 

TM,ion_trans 

TM 

TM 

SS,TM,RibosomaLL22.Iipase 

TM 

TM 

SS,TM.Branch 

TMtfs.SAMJ'NT 

TMJdnesin ^bhydrolase J 

TM Borneo box 

TM 

TM 

TM 

TM 

TM 

TMJiomeobox 
TM 

TM,Fork_head 

SS 

TM 

TM^ydrdase 
TM 

TM,trypsin 
TM 

TM,pWnase 

SS.TM£phrtn 

TM 

TM.WHEP.TRS 

TM,Nramp 

TM,wnl 

TM,PAC 

TM,SQS_PSY 

TM 

TM 

256 



Z4 
24 
Z4 
Z4 
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2.4 

2.4 

2.4 
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Z3 

Z3 
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2.3 

Z3 

Z3 

Z3 

Z3 

Z3 
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Z3 

2.3 

Z3 
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Z3 

Z3 

Z3 

2.3 

2.3 

Z3 
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Z3 

Z3 

Z3 

Z2 

Z2 

Z2 
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Z2 
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Z2 

Z2 

2.2 

Z2 

Z2 

22 

Z2 

Z2 

Z2 

Z2 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 
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Z1 

Z1 

Z1 

Z1 
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21 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 
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Z0 

20 
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Z0 

Z0 

Z0 

2.0 

Z0 

Z0 

Z0 
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442255 


AI701857 


Hs.202388 


ESTs 


TM 


ZO 


410292 


AA8430S7 


Hs.124194 


ESTs 


TM 


2.0 


442746 


AI016713 


Hs.135787 


ESTs 


TM 


2.0 


458760 


A1498631 


Hs.111334 


ferritin, light polypeptide 


TM,HC03_cotransp 


2.0 


409799 


011928 


Ha.76845 


phcsphoseme phosphatase-Cke 


TM.Hydrdase 


2.0 


401324 






predicted exon 


TM,myosin_head 
SS 


10 


432140 


AK000404 


Hs.272688 


rrypotheficai protein FU20397 


10 


447541 


AK000288 


Hs.18800 


hypothetical protein FU20281 


TM,zf-CCHC 


2.0 


421379 


Y15221 


Hs. 103982 


small inducible cytokine subfamily 


SSJM.IL8 


2.0 


TABLE 19B 











Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 

409457 
410008 
422689 
42B679 
438993 
439031 
448221 
454392 
454692 
458154 
458861 
459287 

TABLE 19C 



CAT number Accession 

1132521.1 AW818081AW392887AW514700AW392881 

116812J AA079552 BE142525 BE142527 

219896J AW856665 AA31 5006 AW954733 

294049J AA431765AA432015 

467651.1 AA828995AA834879A1926361 

46798.1 AF075079 H48601 H48795 

75534.-1 BE622615 

115882.1 BE260833 AA078319 RB5057 AW803024 H85811 AA078293 

1229118.1 AW81 3350 AW81 6082 AW813476 AW813383 

491768.1 AW816379 AA888282 AA879046 AA879195 

798085 1 AI630223AI630470 

977129.1 AL079369D81804 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham L et al.' refers to the pubOcaSon entitled The DNA sequence of 

human ctoomosome 22." Dunham I. eta)., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NCposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Ntjfflsition 


401324 


9863791 


Plus 


234057-234174 


401517 


7677912 


Plus 


29278-29770 


401933 


3810666 


Minus 


4872549057,51864-51955,52424-52589 


402298 


6598824 


Ptus 


36758-37953 


402606 


9909429 


Minus 


81747-82094 


403721 


7528046 


Minus 


156647-157366 


403776 


7770611 


Minus 


1414-1513.1624-1756 


404767 


7882827 


Minus 


23244-23759 


405032 


7107731 


Minus 


131945-132224 


405174 


7108030 


Minus 


102814-103063 


405454 


7656675 


Plus 


133807-134053 


405609 


5757553 


Minus 


42814-43010,43583-43783,4486345033.4642^65^^ 








51 727,51823-51959,52702-52918.55459-55601 ,571 1 1-57307,581 69-58296,60215- 








60332,61482-61727 


405636 


5123990 


Plus 


5638456587 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385,5922-6077 


406411 


9256407 


Plus 


7400-7527 



Table 20A: 56 Up-Regulated Genes Encoding Extracettuiar/Cefl Surface Proteins, Uterine Cancer Versus Normal Adult Tissues 

Table 2QA lists about 56 genes up-regulated in uterine cancer compared to normal adult fissues that are likely to encode either enzymes or proteins amenable to modulation by small 
molecules. These were selected as tor Table 1 8A, except that the rafia was greater than or equal to 2.0, and the predicted protein contained a structural domain thai is indicative of 
enzymatic funcfion or of being modulated by small molecules (e.g. pWnase, peptidase, isomerase, transporters). The predicted protein domains are noted. 

Pkey. Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
PSDomain: Protein Structural Domain 



R1: 


Ratio of tumor vs. normal tissue 






Pkey 


ExAccn 


UnigenelD 


Unigene Title 


PSDomain 


R1 


428187 


AI687303 


Hs.285529 


G proteirKoupted receptor 49 (GPR49) 


7tmJ 


24.2 


400289 


XD7820 


Hs.2258 


Matrix Metaltoprotetnase 10 (Stromdy 


hemopexin 


12.3 


447350 


A1375572 


Hs.172634 


HER4(oerb-84) 


kinase 


9.8 


420610 


AI683183 


Hs.99348 


dtsbWass homeo box 5 


homeo box 


6.2 


405609 






predicted exon 


Myosin_tafl,myosIn_,head 


5.0 


458861 


NM.007358 


Hs.31016 


PHD finger DNA binding protein 


PHD 


4.4 


410153 


6E311926 


Hs.15830 


Homo sapiens cDNA FU 12691 fis, done 


NA 


4.3 



257 



WO 03/042661 



PCT/US02/36810 



436211 


AK001581 


rVo-OVOO I 


nnh/nwrteo fHNA rtirpctaffl nsmmA 


NA 


4.1 


W/ 00 


MJMJU IHOu 


Ue R91fin 




PH 


4.0 


418577 


S83308 


Hs.87224 


CRY fepy Hpfprmmlnn melon YV-box 5 


HMGJbox 


18 


413472 


BE?49fl70 


1 la. 1 %hll 9 


solute carrier family 1 


SDF~ 


3.7 


443613 


A1U/ 3030 


He 91RTI7 


nhvw VlhAQ d Qnaroc WhMMPii Mnmn e 
QD.U&09 01/9.5 1 Ov9 CO._,l'ilin[YlrU > _0 1 rWllftJ o 


zf-C2H2 


3.6 


428330 


122524 


Hs.2256 


rnatrrx n daOoprctoinaso 7 (matrilysin) 


PeoOdase M10 

1 P|/U\JOjP_ III IU 


16 


443695 




Ur 11 77 CO 


P^Te Wpalch/ eimilar fn AP19R7flfl 1 ra 

CO 1 0, » iCaWj oil 1 lUol U/ Mr • ul f uv 1 l C 


NA 


3.6 


435031 


AttfTftQI 


no. i loo/ f 


ESTs 


RhoGEFPH 


3.3 


417411 


/WV3UUUU0 


U© COCC 

ns.0300 


Unman DMA pomionr-o fmm r^r*n« DP1.1A7 
it U Ml all Ul<cM Sequence UOII1 CIUIR3 rv I* 10/ 

dirnfithylsiQlnlnQ dirnslhylsmlTiohydrolB 


NA 


3.3 


435185 


AARRQAQJ1 




NA 


3,1 


416530 


ttR9RM 

UOcOUl 


U Q 7QOR1 

ns.f «mo i 


Kauiiuoin o \ucLuuouii £jmBj 




31 


406400 






kaflrVravn R fnoirmne?nJtnvficJn\ 
HaUNcul 0 yrroUIupSaiAJVtaJjy 




3.0 


418478 


1138945 

U009t0 


He 117d 

no. 1 1 m 






10 


AAMQA 


AW1Q77QA 
/\wi3//9** 


Hs. 253338 


CO IS 


ank 


29 


W«£0/ J 


A 1 11R99*; 
AL I JjCCj 


ue qniRRR 


dop3chronn8 tsutornsrsss (dopschroms do 


TEA 


29 


423513 




Me 19Q71Q 


ueDlSgiUtetranaSB o 


TransQtutamin_N 


28 


AAR141 


AM71 KQR 


Ue 1Q7GQ1 

ns.i9/ooi 


CCTe 
CO IS 


K7IP 


2.8 


Z1C/17R 
*HOUrO 


mm nnns^7 


tie 77can 


QuBnyidiB cyc^s i , suiuoib, o>aa o 


gu9iyia£9_cyc 


2.7 




tjii nn/QQR 
HWLU1W9S0 


L)q RQAl ^ 

n3,oy*+oo 


Ml r-Ouwiny casseuB, suo-UDiiuy u 


A Dp momhfano A DP fron 


27 


•WO40D 


DC£90409 


Ue 10O07Q 


cainxwuitn i 


MA 
IHA 


26 


11/031 


T90278 


nS.l OWJ 
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glucosaminyl (N-acetyi) transferase 1 


Branch 


21 


448275 


BH514434 


Hs.20830 


synaptic Ras GTPase activating protein 
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rrm,NTF2 
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404535 


Z25884 


Hs.121483 


chloride channel 1 , skeletal muscle 


NA 
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448105 
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ESTs. Weakly similar to TMS2 
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446342 
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Hs.14846 
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NA 
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A1498631 


Hs.111334 
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TABLE 20B 



Pkey: Unique Eos probeset identifier number 
Q^trober: Geneduster number 

Pkey GAT number Accession 

443513 575391J AI079356W23287 
458861 798085J AI630223AI630470 

TABLE 20C 

Pkey^ Unique number corresponding to sn Eos probeset 

Reft Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gl) numbers. "Dunham I. et aL" refers to the publication entitled The DNA sequence of 

human chromosome 22* Dunham I. et aL, Nature (1999) 402489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indfcates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposlfion 


401324 


9863791 


Plus 


234057-234174 


402298 


6598824 


Rus 


36758-37953 


403095 


8954339 


Plus 


150025-150240,151564.151690 


405609 


5757553 


Minus 


42814^10,4356^783,4486o45033 ( 4M29^ 








51727£182«1959 ( 52702^2918,5546^^ 








60332.61482-61727 


406400 


9256298 


Plus 


15S3-17U1878-214a4252-4385.592^6077 
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440500 
436291 
431668 
55 439018 
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65 
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Table 21 A: 270 Unregulated Geres, Uterine Cancer Versus Normal Uterus 

Tab!e 21 A fcts about 270 genes unregulated in uterine cancer compared to norma! uterus. These were selected as toi Table 18A, except mat the ratio was greater than or equal to 

5.0, and the denominator was the median vaJue for six non-malignant uterine specimens. v 

Pkey: Unique Eos probeset identifier number 

ExAccru Exemplar Accession number. Genbank accession number 

UnigenelD: Unigene number 

Unlgene Title: Unigene gene title 

R1: Ratio of tumor vs. normal tissue 



Pkey ExAccn 



449034 
435094 
438461 
434779 
441633 
429183 
436775 
441031 
446921 
413753 
421515 
414646 
453891 
425196 
444863 
449785 
446839 
449801 
411773 
414812 
410361 
423645 
442438 
415786 
458017 
435525 
413335 
420297 
452799 
434311 
408243 
430713 
452092 
444342 
443830 
442547 
421633 
403381 



425495 
428862 



AI624049 

AJ560129 

AW075485 

AF153815 

AW958544 

AB014604 

AA731111 

AI110684 

AB012113 

U17760 

Y11339 

AA353776 

AB037751 

AL037915 

AW384082 

AI225235 

BE091926 

AA477355 

NMJJ06799 

X72755 

BE391804 

AI215632 

AA995998 

AW419196 

AA813426 

A1831297 

A1613318 

A1628272 

AI948829 

6E543469 

Y00787 

AA351647 

BE245374 

NM.014398 

A1142095 

AA305997 

AF121860 

BE395109 
AA972165 
BE568452 
AW969610 
AW300887 
AU077312 
AA358454 
NM-000346 



422731 
441081 
415992 
431211 
409865 
448158 
401519 
441730 
432441 
448275 
438424 
447342 
408369 
423081 
414484 
420931 
459142 
411094 
436579 
452607 
443171 
459081 
431195 
444459 



AL138411 
AI584019 
C05837 



AW502208 
AI627292 

AI243276 

AW292425 

BE514434 

AI912498 

AI199268 

R38438 

AF262992 

BE314385 

AF044197 

AI903396 

BE066142 

AI127483 

AI160029 

BE281128 

W07808 

AA503083 

AI680624 



UnigenelD Unigene Title 

gb:ts41a09jc1 NCLCGAPJJtl Homo sapiens 

Hs^77523 EST 

Hs.286049 phosphoserine aminotransferase 

Hs.50151 potassium inwardly-rectifying channel 

Hs.1 12242 ESTs 

Hs.197955 KIAA0704 protein 

Hs.291891 ESTs 

Hs.7645 fibrinogen, B beta polypeptide 

Hs.1 6530 CC chemokine SCYA18 (MiP-4) (PARC) 

Hs.301103 Laminin, beta 3 (nicein (125kO), katinin 

Hs.1 05352 GalNAc atpha-2, 6^alyttransferase 1. 1 

Hs.901 C048 antigen (frcefl membrane protein) 

Hs.36353 Homo sapiens mRKA full length insert cDN 

Hs.1 55097 carbonic anhydrasa 0 

Hs.301323 ESTs 

Hs.288300 Homo sapiens cDNA: FU23231 fis, done C 

Hs.16244 mitotic spindle cofled-coU related prat 

Hs.288300 Homo sapiens cDNA: FU23231 fis. done C 

Hs.72026 .protease, serine, 21 (tesfein) 

Hs.77367 monokine induced by gamma interferon 

Hs.62661 guanylate binding protein 1. interferon- 

Hs.147487 ESTs 

gbx>s26b03^1 NCLCGAP_Kid5 Homo sapiens 

Hs.257924 ESTs 

Hs.192034 ESTs, Weakry simitar to H3AA0705 protein 

Hs.123310 ESTs 

Hs.48442 ESTs 

Hs.88323 ESTs 

Hs.213786 ESTs 

Hs.266263 Homo sapiens cDNA FU14115 fis, clone MA 

Hs.624 interleukln8 

Hs.2642 eukaryofic translation elongaiion factor 

Hs.27842 hypotheUca! protein FU1 1 21 0 

Hs.10887 similar to fysosome-assodated membrane 

Hs.143273 ESTs 

Hs.268362 ESTs, Weakly similar to hypothetical pro 

Hs.1 06260 sorfingnexinlO 
0 

Hs.129327 ESTs 

Hs.1 50308 ESTs 

Hs.5101 ESTs; HigWy similar to protBin regutall 

Hs.151179 ESTs 

Hs.26638 membrane-spanning ^domains, subfamily A 

Hs.1 53985 solute carrier family 7 (cationlc amino 

Hs.78026 ESTs,Weakrysimaartosrm3artoankyr 

Hs.2316 SRY (sex-determining region Y>box 9 

Hs.269307 ESTs 

gb:OKFZp434A1229_r1 434 (synonym: htes3) 

Hs.169006 ESTs. Moderately similar to plakophflin 

Hs.145807 HomosapfenscONAaj13593 fis. clone PL 

Hs.5566 Homo sapiens connexh 26 (GJ82)mRNA, co 

c^:UW^F^p-aiu-e^WWJIJl N1HJAGC 5 

Hs.190877 ESTs 

0 

Hs.149017 ESTs 

Hs.163484 EST 

Hs.20830 synaptic Ras GTPase activating protein 1 

Hs.25895 ESTs, Weakry similar to PI-3 kinase (Rs 

Ks. 19322 ESTs; Weakry similar to !M ALU SUBFAMJ 

Hs.182575 solute carrier family 15 (VWpeptide tra 

Hs.1 231 59 sperm associated anfigen 4 

gb:601154649F1 NIHJWGC 19 Homo sapiens c 

Hs.100431 small Indudbie cytokine B subfamily (Cy 

gb:RC8T029-120199.219J BT029 Homo sapi 

gb:CM4-BT0320.221 19WM7-g10 BT0320 Homo 

Hs. 1 20451 ESTs, Weakly similar to unnamed protein 

Hs.61438 ESTs 

Hs.9030 TONDU 

gbzb03a1Zr1 Soares_fetalJung_NbHL19W 

Hs.79742 ESTs 

Hs.148676 ESTs 

259 



R1 

55.7 

45.2 

19.5 

15.6 

15.2 

14.6 

14.3 

14.0 

13.0 

12.9 

12.2 

12.0 

11.7 

11.4 

11.3 

11.1 

10.9 

10.3 

10.3 

10.2 

10.1 

10.1 

10.0 

10.0 

10.0 

9.9 

9.7 

9.6 

9.6 

a4 

9.3 
9.3 

a2 

9.2 

ai 
ao 
ao 
a9 
as 
a7 
a7 
a7 
a7 
ae 

8.6 

as 
a4 
a4 

8.3 

a2 
a2 
ao 
ao 

7.9 
7.9 
7.8 
7.8 
7.8 
7.7 
7.7 
7.6 
7.6 
7.6 
7.5 
7.5 
7.5 
7.S 
7.4 
7.4 
7.4 
7.4 
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422765 
414918 
429334 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
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409219 
400491 
403485 
408350 
445873 
400995 



403378 
426227 
422036 
431842 
429732 
427494 
429272 
427258 
449309 
400104 
416402 
404767 



AW409701 

AI219207 

D63078 

R35027 

AA393383 

H25530 

AW183350 
AA25O970 



U67058 
R39098 
NMJW5764 
U20158 



W25140 

AA400091 

AW589823 



439750 
403127 
418203 
425858 
421712 
456903 
414564 
457942 
410442 



445537 
429597 
413472 
410664 
428575 
406400 
426317 
441460 
412570 
424349 
448681 
445258 
456032 
404727 
422810 
440044 
416498 
426600 
422170 
449611 
402539 



407910 
457887 
431765 
420344 
443494 
456844 
416623 
413982 
458091 
402104 
428771 
435313 
441666 
416111 
427308 



417079 
449409 
400855 
454692 
414869 
439652 
445181 
437129 
440128 
443715 



M29540 

AL359053 

AI904493 

X54942 

AA364923 

AK000140 

D49441 

M164803 

AW665665 

X73424 

AB020639 

AJ245671 

NMJJ03816 

BE242870 

NM_Q06033 

M19684 

AA312350 
AI962478 
AA033517 
AF141289 
AL109781 
AI635931 
AW957446 

AA317400 

AW665167 

U33532 

NM.003378 

AI791949 

AI970394 

AW502761 

AI081687 

AA650274 

AI240007 

AF124249 

BE463721 

T99719 

AI264155 

N74925 

BE503035 

AF150286 

AB028992 

AI769400 

AI188346 

AA033813 

D26067 

W15613 

AW968613 



AI650935 

AW813350 

AA1 57291 

H97552 

AW338972 

AL049327 

AA962623 

A1583187 



Hs.1578 

Hs.72222 

Ks.186180 

Hs.133331 
Hs.50868 

Hs.250127 
Hs.251946 



Hs.168102 

Hs.192028 

Hs.271473 

Hs.2488 

Ks.130412 

Hs.1 10667 

Hs.39421 

Hs.224189 



NM.C00715 Hs.1012 



Hs.220529 
Hs.57664 
Ks.99890 
Hs.83758 

Hs.107139 

Hs.155981 

Hs.71994 

Hs.153034 

Hs.63788 

Hs.151017 

Hs.1 2844 

Hs^442 

Hs.75379 

Hs.65370 

Hs.184929 

Hs.1 69294 

Hs^26804 

Hs.74047 

Hs.145550 

Hs^1754 

Hs.147613 

Hs.301711 



Hs^59563 

Hs.79351 

Hs.171014 

Hs.112432 

Hs.197075 

Hs.30909 

Hs.170225 

Hs.41296 

Hs.148812 

Hs.268541 

Hs.97101 

Hs.270404 

Hs.152981 

Hs^8761 

Hs.279193 



Hs.193143 

Hs.189729 

Hs.301776 

Hs.79018 

Hs.174905 

Hs.1613 

Hs.79428 

Hs.81134 

Ks.301694 



Hs.72163 

Hs.269060 

Ks.147471 

Hs.189144 
Hs.9700 



bacubviral IAP repeal-containing 5 (sur 

Hypothetical prolan FU 13459 

Homo sapiens cDNA: FU 23038 fc, done L 

gb:yg60g(&r1 Scares Infant brain 1MB H 

ESTs 

solute carrier family 22 (organic cation 
0 

ESTs 

Homo sapiens cONA: FU23107 6s, done L 

0 

0 

0 

Human proteinase activated receptor-2 mR 
ESTs 

eprlhefiai protein up-regulated in card 

lymphocyte cytosoSc protein 2 (SH2 doma 

ESTs, Weakly simflar to sre-2 [Cetegans 

ESTs 

ESTs 

ESTs 

0 

complement component 4-binding protein, 
0 

CEA (carcinoembryonic antigen-related ce 
ESTs 

polymerase (DMA directed), delta 1 , cata 

COC28 protein kinase 2 

gb:EST75602 Pineal gland II Homo sapiens 

h.»._4L^.U_J ....lit 
ypotneucal protein 

mesothetin 

ESTs 

ESTs 

propionyl Coenzyme A carboxylase, beta p 
estrogen-related receptor gamma 
EGF-Gke-domain; multiple 6 
a dislntegrin and metalioproteinase doma 
solute carrier family 1 (glial high affi 
lipase, endothelial 

serine (or cysteine) proteinase inhibito 
kalHkrein 8 (neuropshAwasin) 
transcription factor 7 (T-cell specific 
ESTs, Moderately similar to ALUC.HUMAN ! 
electron-trarisfer-fiavoproteui, beta pol 
solute carrier family 7 (caOonic amino 
Homo sapiens mRNA fuU length insert cDN 
ESTs 
ESTs 
0 

gb:EST19374 Raima II Homo sapiens cONA 
EST 

potassium channel, subfamily K, member 1 
V6F nerve growth factor inducible 
an ti-Muflerian hormone 
ESTs 

WAA0430 gene product 
thymopoietin 

fibronecfin leucine rich transmembrane p 
ESTs 

novel SH2-<antaining protein 1 
Putafive G protebvcoupled receptor GPCR 
Homo sapiens cDNA: FU22389 fis, clone H 
COP-dlacylglycerol synthase (phosphaOda 
Homo sapiens cDNA: FU21564 6s, done C 
ESTs 

gb:AF150286 Human mRNA from cd34+ stem c 
0 

WAA1069 protein 

ESTs 

ESTs 

chromatin assembly factor 1. subunit A ( 
KIAA0033 protein 



BCL2/adenovirus E1B 19kWnteratfng pro 
InterfeuHn 1 receptor antagonist 
ESTs 
0 

gb:Mra-ST0192-10010<W24fl07 ST0192 Homo 

ESTs 

ESTs 

ESTs 

gb:Homo sapiens mRNA; cDNA DXFZp564E016 
ESTs, Weakly simSar to NPT2.HUMAN RENAL 
cydnEI 
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a7 
a6 

6.6 
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6.4 
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a4 
a4 

6.4 
6.4 

a4 
a4 

6.4 

a3 
a3 

6.3 

a3 

&3 

a2 
a2 

6.2 
6.2 
&2 
&2 

a2 
ai 

6.1 
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ai 
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6.1 
6.1 
6.1 

ai 
ai 
ao 
ao 
ao 
ao 
ao 
ao 
ao 
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422355 AW403724 Hs.140 (mmunogtobuOn heavy constant gamma 3 5.9 

405291 0 5.9 

432113 AA935065 Hs. 152385 ESTs 5.9 

_ 441236 AA923489 Hs. 130432 ESTs 5.9 

5 424418 BE503432 Hs.G6170 HSKM-8 protein 5.9 

453028 AB008532 Hs31442 RecQ protfib-Gke 4 5.8 

407137 T97307 Hs.199067 EST 5.8 

443462 AI064690 Hs.171176 ESTs 5.8 

454392 BE260893 gb:601 150677F1 NIH_MGCJ9 Homo sapiens c 5.8 

10 456311 AA225632 Hs.190016 ESTs 5.8 

446501 A1302616 Hs.150819 ESTs 5.6 

433921 AA618174 gbmq14fD1.s1 NCL.0GAP_Thy1 Homo sapiens 5.8 

409615 AW444861 gb:UVH-BI3-aJz-a-04-0-UI.s1 NCI_CGAP_Su 5.8 

459360 BE384526 gb:601 27791 3F1 NIH_MGC_20 Homo sapiens c 5.8 

15 403824 0 5.8 

428187 A1687303 Hs^85529 6 protein-coupled receptor 49 {GPR49) 5.8 

412140 AA219691 Hs.73625 RAB6 Interacting, Wnesin-Gke (rabkmes 5.7 

410658 AW105231 Hs.192035 ESTs 5.7 

426465 A175894B gMy16f07.x1 NCLCGAP_Ut3 Homo sapiens 5.7 

20 443695 AW204099 Hs.112759 ESTs, Weakly similar to AF1 26780 1 refln 5.7 

437372 AA323968 Hs2B3531 hypothetical protein DKFZp547G183 .5.7 

405392 0 5.7 

437100 AI761073 Hs.14535 Homo sapiens cONA RJ22314 fis, done H 5.7 

449796 AA004321 Hs.194397 ESTs 5.7 

25 409361 NM_005982 H&54416 sine ocufis homeobox (Drosophiia) homolo 5.7 

428987 NM.004751 Hs. 1947 10 glucosamlnyl (N-acetyl) transferase 3 5.7 

404220 0 5.6 

420973 AA743415 Hs.291368 ESTs 5.6 

430491 AI109791 Hs.241559 Homo sapiens mRNA tufl length insert cDN 5.6 

30 442549 AI751601 Hs.8375 TNFre«ptor^ssociated factor 4 5.6 

409867 AW502161 gb:UKHF^R0p^r-g-12-O4ilj1 NIHJdGCJ 5.6 

451110 AW55040 Hs.301584 ESTs 5.6 

418216 AA662240 Hs.283099 AF15q14 protein 5.6 

411897 AW875066 gfcRGWaOOOI-l 801 00421-F04 PT0001 Homo 5.6 

35 456161 BE264645 Hs.282093 Homo sapiens cDNA FU219 18 fe, done H 5.6 

405536 0 5.6 

432540 A1821517 Hs. 105866 ESTs 5.6 

446315 NM.016293 Hs.14770 bridging Integrator 2 5.6 

Ar . 443270 Nr^.004272 Hs.9192 Homer, neuronal immediate early gene, 1B 5.6 

40 451035 AU076785 Hs.430 plastin 1 (I isoform) 5.6 

406685 M18728 gb: Human nonspecific crossreacting antig 5.5 

454590 AW809762 Hs^22056 Homo sapiens cONA FU1 1572 fis, done HE 5.5 

402430 0 5.5 

446704 AB37228 Hs.197083 ESTs 5.5 

45 435282 AA677428 Hs.189731 ESTs 5,5 

426062 N57014 Hs.44013 ESTs 5.5 

415451 H19415 Hsi68720 ESTs, Moderatery similar to AUJ1_HUMAN A 5.5 

456002 AI628729 Hs.191450 ESTs,WealoVsimaartotvpellmernbrane 5.5 

409613 AW444816 Hs.171537 Homo sapiens cDNA FU21596 fis, done C 5.5 

50 430259 BE550182 Hs.127826 RalGEWite protein 3, mouse homoiog 5.5 

434609 R76593 gb.7l6Ocll.fi Scares placenta Nb2HP Homo 5.5 

430250 NM_016929 Hs.283021 cWoride Intracellular channel 5 5.5 

418327 U70370 Hs.84136 paired-tike homeodomain transcription fa 5.4 

400379 NMJ31B432 Hs.283076 Homo sapiens ovarian cancer related prot 5.4 

55 436076 AJ193277 Hs.120954 ESTs 5.4 

432119 T80289 gb:yd03h04.rl Soares infant brain 1 NIB H 5.4 

417175 R44558 Hs.94002 ESTs 5.4 

445774 A1254165 Hs.145504 ESTs 5.4 

455604 BE011183 p>:PM3BN0218-100500-0£»d09 BN0218 Homo 5.4 

60 41143 BE141714 gb:QV0+TT01 01-061099^)32^ HT01 01 Homo 5.4 

445262 AW205650 Hs.253503 ESTs 5.4 

412517 BE271584 gb:601141065F1 M1H_MGC_9 Homo sapiens cO 5.4 

434756 AA827650 Hs359307 ESTs 5.3 

Ke 454417 AI244459 Hs.110826 trinudectlde repeal containing 9 5.3 

65 439949 AW979197 Hs^92073 ESTs 5.3 
414995 CI 8200 gb.-C1 8200 Human placenta cOMA (TFujwaa 5.3 

428071 AF212848 Hs.182339 transcription factor ES&3B 5.3 
412323 AW937143 gb^M1-DTO041-2812^O01-fl)1 DT0041 Homo 53 

„ 434283 AW235341 Hs38715 mouse thiamin pyrophcspboklnase homoiog 53 

70 447798 AJ425049 Hs.1 19529 ESTs, Moderately similar to ALU1JHUMAN A 5.3 
401723 0 5,3 

406270 0 5.3 

452194 AI694413 Hs.298262 ESTs, WeaWy similar to dJ88J8.1 [H^apj 53 

415757 AA830854 Hs.187810 ESTs 5.3 

75 430051 AA464611 Hs.52515 transducin {betaHIte 2 5.2 

435615 Y15065 Hs.4975 potassium voliag*gated channel, KOfT-Ck 5.2 
459583 AI907673 gb:IL-BT1 52-080399-004 BT152 Homo sapien 5.2 

449009 BE044755 Hs.224812 ESTs 5.2 

ork 424001 W67883 Hs, 137476 WAA1051 protein 5.2 

oO 409479 BE163800 Hs.136912 ESTs 5.2 

437852 BE001836 Hs.256897 ESTs, WeaWy simflar to dJ365012.1 (H.sa 5.2 

435928 H64345 Hs.183961 ESTs 5.2 

447397 BE247676 Hs.18442 E-1 enzyme 5.2 
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449183 


AW445022 


Hs.1 96985 


Homo sapiens cDNA: FU21 135 fis, clone C 


5.2 


410146 


AW592655 




gb:M45f12j(1 Soares.NFlJLGBC.S 1 Homos 


5.2 


458164 


A1208666 


Hs. 192081 


ESJs 


5.2 


410153 


BE311926 


Hs, 15830 


Homo sapiens cDNAFU 12691 fis, clone NT 


5.1 


439509 


AF085332 


Hs.58314 


ESTs 


5.1 


422569 


BE552132 


Hs.1 18442 


cydin C 


5,1 


430664 


AW969834 




gb£ST381912 MAGE resequences, MAGK Homo 


5,1 


411231 


AW833501 




cb.-aV4-TT00Q 8-091 1 99-025-e09 TT0008 Homo 


5.1 


412194 


AW900282 


Hs.115412 


Homo sapiens cONA FU 13881 fis, done TH 


5.1 


425188 


AK002052 


Hs.1 55071 


hypothetical protein FU11190 


5.1 


417173 


U61397 


Hs.81424 


ublquiOrv-Gke 1 (sentrin) 


5.1 


433279 


AW971745 




ch , EST383834 MAGE resecuences. MAGL Homo 


5.1 


454112 


NM 000885 


Hs.301806 


ESTs 


5,1 


423261 


Z43509 




ab'HSCI EA031 normalized infant brain cDN 


5,1 


4340S4 


AI061640 


Hs.1 97788 


hypothetical protein PRO1905 


5.1 


446115 


Al 733075 


Hs.292682 


ESTs, WeaWy similar to S69913 hypertens 


5.1 


416719 


H79731 




gb:yu81f12j1 Scares fetal Sver spleen 


5.1 


421462 


AFO 16495 


Hs.1 04624 


aquaportn 9 


5.1 


42451 7 


AI539443 


Hs.1 37447 


Homo saolens cDNA FU12169 lis. done MA 


5.1 


403383 






o 


5.1 


430832 


AI073913 


Hs.1 00686 


ESTs, Weakly similar to secreted cement 


5.1 


438070 


AK000073 




gb:Homo sapiens cDNA FU20066 fis, done 


5.0 


416969 


AI815443 


Hs.283404 


organic cation transporter 


5.0 


444929 


A1685841 


Hs.161354 


ESTs 


5.0 


453922 


AF053306 


Hs.36708 


budding uninhibited by benzimidazoles 1 


5.0 


439031 


AF075079 




gb:Homo sapiens fufi length insert cDNA 


5.0 


414539 


BE379046 




gb:601236646F1 N1H_.MGC.44 Homo sapiens c 


5.0 


425349 


AA425234 


HS.798B6 


ribose Diphosphate isomerase A (ribose 5 


5.0 


449986 


AW864502 




gb:PM4-SN0016-120400-0044)12 SN0016 Homo 


5,0 


418717 


AI334430 


Hs.86984 


ESTs 


5.0 


438769 


AA830684 


Hs.163426 


ESTs 


5.0 


441859 


AW194364 


Hs.128022 


ESTs, Weakly similar to RG1 MOUSE F1G-1 


5.0 


446469 


BE094848 


Hs.15113 


homogentisate 1,2-dloxygenase 


5.0 



TABLE 21 B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 

Accession: Gen bank accession numbers 

Pkey CAT number Accession 

409615 1143425.1 AW444861 BE074994 BE074966 BE074992 

409865 1156518J AW502208AW502366AW502148 

409867 1156530 J AW502161 AW502587 AW502345 

410146 1178974 1 AW592655R05927R08916 

411094 1231982.1 BE086142AW817074 

411231 12363561 AW833501 AW833506AW833722AW833332AW833509AW833511 AW833767 AW833339 

411426 1245515J BE141714AW845993AW845989 

411B97 1264907.1 AW875066AW875079AW875075AW875062AW875061 AW875074 

412323 1288770 1 AW937143AW937150AW937141 AW937151 AW937132AW937160AW937191 AW937174AW937195AW937173 
AW937159 AW937139 AW937171 AW937142 AW937145 AW937165 AW937163 AW937164 AW937137 AW937179 
AW937156 AW937140 AW937135 AW937170 

412517 130281J BE271584AA1 12511 

414484 1452830 -1 BE314385 

414539 1460320 J BE379046 BE395459 

414995 1511736J C18200D78681 T82025 

416719 1611345.1 H79731 H79732 

422731 220507.1 AL138411 All 38412 AA31 5860 

422810 221630 1 AA317400 AA434584 

423261 226553 1 Z43509 H09Q01 AA375202 AW954383 

425858 257265.1 AA364923 AW963483 BE182774 C21461 

426465 267664.1 AI758948 AA379527 AA379948 AA379262 AW9S3933 

430664 321423.1 AW969834AA528493AA483165AW969842 

432119 34170.1 T80289 AF052168 

433279 361800.1 AW971745AA5B1359AA581358 

433921 377350.1 AA6181 74 Al 114549 R36454 R36465 

434609 38950.1 R76593 AF 147390 R76594 

436070 41426.1 AK00O073 AA380183 AA380181 AW963533 

437129 43343.1 AL049327AA847105 

439031 46798.1 AF075079 H48601 H48795 

442438 542469.1 AA995998AI916584R61781 T77332F07758 F08149F07647 ■ 

448865 78535.1 R35027R1 2034 BE407 120 

449034 794817.1 A1524049AW117770 AI858360 

449986 821463.1 AW854S02 AW884369 AI678780 

454392 115882.1 BE260893 AA078319 R85057 AW803024 H8581 1 AA078293 

454692 1229118.1 AW81 3350 AW81 6082 AW81 3476 AW813383 

455504 1337197.1 BE01 1183 BE011170BE01 1333 BE011188BE01 1181 BE011324BE011161 BE01 1169 

458091 472385.1 AF1 50288 AA835857 

459081 889426.1 W07808 Ai 822066 

459142 918906.1 AI903396 A19033S1 A19O3360 

TABLE 21 C 
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Pkey. Unique number corresponding to an Eos prabeset 

Ref: Sequence source. The 7 digit numbers in this column are Genoa* Identifier (GI) numbers. 'Dunham I. et a!." refers to the publication eniiOed The DMA 

sequence of human chromosome 22" Dunham I. et a!., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 

Ntpcsib'on: Indicates nucleotide positions of predicted exons. 
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Pkey 


Ref 


Strand 


NLposifion 


400855 


1931571 


Minus 


17801-18228 


400995 


8099094 


Plus 


141186-141601 


401519 


6649315 


Plus 


157315-157950 


401723 


7656694 


Plus 


147273-147503 


402104 


8119072 


Plus 


122409-122600 


402430 


9796372 


Minus 


62382-62552 


403378 


9438244 


Minus 


44264-44443 


403381 


9438267 


Minus 


26009-26178 


403383 


9438267 


Minus 


119837-121197 


403485 


9966528 


Plus 


28883001,3198-3532.36554117 


403824 


9798468 


Plus 


473-887 


404220 


6706820 


Plus 


4610746439 


404727 


8081050 


Plus 


115534-115747 


404767 


7882827 


Minus 


23244-23759 


405291 


3845420 


Plus 


19999-20473,2)672-21036.21147-21285,21378-21667 


405392 


6624069 


Minus 


116167-116289,118879-119030 


405086 


7107817 


Plus 


941W573 


406270 


7534217 


Plus 


13136-13591 


406400 


9256298 


Plus 


1553-1712.1878-2140,4252-4385.5922-6077 


406536 


7711478 


Plus 


25655-25782 



TABLE 22A: 430 SIGNIFICANTLY DOWN-REGULATED GENES, UTERINE CANCER VERSUS NORMAL UTERUS 

Table 22A lists about 430 genes significantly down-regulated In uterine cancer compared to normal uterus. These were selected as for Table 21 A. except that the numerator and 
denominator were switched, and the ratio was greater than or equal to 14 {i.e. 14-fold down-regulated in tumor vs. norma) uterus). 



Pkey: 


Unique Eos 


i probeset identifier number 




ExAccm 


Exemplar Accession number, Genbank accession number 




UnigenelD: Unigene number 






Unlgene Title: Unigene g£ 


trtefifle 






R1: 


Ratio of tumor vs. normal tissue 




Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


414063 


H26904 


Hs.75736 


apolipoproteln D 


93.0 


447990 


BE048821 


Hs.20144 


small inducible cytokine subfamily A, member 1 4 


75.7 


407815 


AW373860 


Hs.301716 


ESTs 


68.7 


452547 


AA335295 


Hs.74120 


adipose specific 2 


61.1 


415165 


AW887604 


Hs.78065 


complement component 7 


55.1 


453655 


AW960427 


Hs.300878 


ESTs. Moderately similar to TGR3_HUMAN TGF-BE 


54.0 


429350 


AJ754634 


Hs.131987 


ESTs 


52.6 


407228 


M25079 


Hs.155376 


hemoglobin, beta 


52.0 


425869 


AA524547 


Hs.160318 


FXYD domain-containing ion transport regulato 


51.6 


416585 


X54162 


Hs.79386 


teiomodin 1 (smooth muscle) 


51.4 


408614 


AL137698 


Hs.46531 


Homo sapiens mRNA; cONA DKFZp434C1915 (from c 


49.7 


417542 


J04129 


Hs.82269 


Drogest^jen-assoctated endometrial protein (p 


49.3 


412295 


AW088826 


Hs.22971 


ESTs 


48.0 


421998 


R74441 


Hs.117176 


po!y(A)-blnding protein, nuclear 1 


47.0 


452)93 


AA447453 


Hs.27860 


Homo sapiens mRNA; cDNA DKFZp586M0723 (frame 


46.7 


429707 


W76631 


K&211819 


matrix metallo proteinase 23B 


45.7 


416950 


AL049798 


Hs.80552 


dermatopontin 


45.6 


408221 


AA912183 


Hs.47447 


ESTs 


44.6 


406791 


A1220684 


Hs^72572 


hemoglobin, alpha 2 


43.0 


446500 


U78093 


Hs.15154 


sushi-repeaVcontaining protein, X chromosome 


4£6 


407938 


AA905097 


Hs.85050 


phosphclamban 


41.1 


410677 


NM_0O3278 


Hs.65424 


tetranectin (plasminogen-blnding protein) 


41.0 


412524 


AA417813 


Hs.11177 


ESTs 


39.4 


452426 


A1904823 


Hs.31297 


Homo sapiens cONA: FU 23001 fis, clone LNG002 


38.6 


414290 


AI568801 


Hs.71721 


ESTs 


38.2 


439627 


BE621702 


Hs.29076 


Homo sapiens cONA: RJ21 841 fis. clone HEP018 


38.0 


400258 




Hs.79064 


decxyhypusiie synthase 


37.0 


414807 


A1738616 


Hs.77348 


hyoroxyprostaglandin dehydrogenase 15-TNAD) 


36.1 


410023 


AB017169 


Hs.57929 


slit posophfla) homoiog 3 


35.4 


407663 


NM.016429 


Hs.37482 


COPZ2 for nondathrin coat protein zeta-COP 


34.3 


410286 


AI739159 


Hs.61898 


DKFZP586N21 24 protein 


33.8 


418986 


AI123555 


Hs£1796 


ESTs 


33.1 


409060 


AI815867 


Ks.5Q130 


necdin (mouse) hemotog 


33.1 


436569 


BE439539 


Hs.279837 


glutathione S-transferase M2 (muscle) 


32.8 


420674 


NMJ00055 


Hs.1327 


butyrytchdinesterase 


32.6 


417967 


BE244373 


Hs.1119 


nuclear receptor subfamily 4, group A, member 


32.4 


450810 


BE207588 


Hs.25511 


transforming growth factor beta 1 induced tra 


31.7 


438150 


AA037534 


Hs.300878 


ESTs, Moderately simibr to TGR3.HUMAN TGF-BE 


31.6 
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430468 NNL004673 Hs. 130699 ESTs 31.5 

453050 AW294092 Hs.21594 ESTs 31.3 

424206 NMJXJ3734 Hs.198241 amlna oxidase, copper containing 3 (vascular 30.8 

422126 AW973784 Hs.112028 MisshapenTMK^dated kinase 30.5 

5 406082 S47833 Hs.82927 adenosine monophosphate deaminase 2 (isoform 30.3 

421639 NM_O12082 Hs.297921 Homo saptens mRNA full length insert cONA do 30.3 

402520 29.9 

418043 AW377752 Hs*3341 Ksapiens mRNA for tyrosine kinase receptor 29.7 

iA 443906 AA348031 Hs.7913 ESTs 29.7 

10 450958 AL137669 Hs.25700 Homo saptens mRNA; cDNA DKFZp434M0435 (from c 29.4 

418828 AF020774 Hs.88844 Homo sapiens hair and skin epidermal-type 12- 29.4 

412B28 AL133396 Hs.74621 prion protein (p27-30) (CreutzfekkJakob dise 29.4 

429507 NMJN3102 Hs.2420 superoxide dismutase 3, extracellular 29.2 

400545 29.1 

15 425078 NM.002599 Hs. 154437 phosphodiesterase 2A, cGMP-sfimulated 29.1 

429942 A1338993 Hs. 134535 ESTs 28.9 

438303 AB028998 Hs.6147 WAA1075 protein 28.7 

419971 AA400027 Hs.296234 ESTs, Highly similar to rmtcjgen-actrVated pro 28.7 

. . 443060 D78874 Hs.8944 procollagen Oendopeptidase enhancer 2 28.7 

20 452877 AI250789 Hs.32478 ESTs 28.6 

412442 A1983730 Hs.26530 serum deprivation response {phcsphaSdytserin 28.6 

424378 W28020 Hs. 184367 GTPase acUvating protein-tike 28.6 

421823 N40850 H&28625 ESTs 27.9 

447786 BE620810 Hs.39619 hypothetical protein LOC57333 27.6 

25 400023 AFFX control: 18S ribosomai RMA 27.5 

453874 AW591783 H&36131 collagen, type XIV, alpha 1 (undutin) 27.2 

414134 X60188 Hs.861 mibgen-actrvaled protein kinase 3 27.1 

428451 AW970451 Hs.98570 ESTs 26.9 

435520 AA297990 Hs.9315 HNOEUso protein 26.6 

30 437179 AA393508 Hs.171409 serologically defined colon cancer antigen 8 26.4 

441481 AA935303 Hs.270553 ESTs 26.0 

450227 BE388192 Hs.78521 Homo saptens cONA:FU211 93 8s, done COL001 25.6 

403731 25.5 

452814 AI092790 Hs.55016 hypothetical protein RJ21 935 25.5 

35 410036 R57171 Hs.57975 calsequestrin 2, cardiac muscle 25.5 

416854 H40164 Hs.80296 Purklnje ceD protein 4 25.4 

418421 R58620 Hs.85050 phosphdarnban 25.4 

407000 U12139 gb:Humanalpha1(Xl) collagen (COL11A1) gene, 25.3 

421803 NNL012205 Hs, 108441 3-hydiDxyanthranl!ate 3,4-dloxygenase 25.3 

40 445613 BE550889 Hs.158491 ESTs 25.1 

432302 AA345857 Hs^74307 K1AA1442 protefn 24.8 

420796 L34355 Hs.99931 sarccgrycan. alpha {50kD dystjopWn^assoclate 24.8 

423720 AL044191 Hs^3388 Homo sapiens cDNA:ai21 31 Ofe, done COL021 24.7 

417302 BE245812 Hs.8941 ESTs 24.6 

45 421913 AJ 934365 Hs.109439 osteogjydn (osteoinductive factor, mimecan) 24.6 

440130 A1083899 Hs.157527 ESTs 24.5 

431967 AJ243653 Hs.283404 organic cation transporter 24.5 

424580 AA446539 Hs.35092 ESTs 24.4 

406S07 Z25427 gb: Ksapiens protein-serine/threontne kinase 24.2 

50 443745 AB039670 Hs.9728 ALEX1 protein 24.1 

429101 AW452174 Hs.173780 ESTs 23.5 

410691 AW239226 Hs.65450 refjculon4 23.4 

408853 AW291484 Hs.254967 ESTs 23.3 

407979 AA046306 Hs.62927 ESTs 23.1 

55 448619 AI867182 Hs.202255 ESTs 22.8 

424585 AA464840 gtm43h1in Soares JotaUetus JG>2HF8_9w Ho 227 

407891 AA486620 Hs.41135 Endomudn2 22.6 

4071% D11747 Hs,177415 FmkeJ-Btskis-Reiny murine sarcoma virus (FB 22.5 

426990 AL044315 Hs. 173094 Homo sapiens mRNA; cDNA DKF2p564H142 (from d 22.5 

60 450493 M93718 Hs.166373 nRric oxide synthase 3 (endothelial cell) 22.1 

420120 AL049610 Hs.95243 transcription elongation factor A (SiiHike 22.0 

423690 AA329648 Hs.23804 ESTs 22.0 
402865 215 

417387 AW021102 Hs.21509 ESTs 21.9 

65 456898 NM.001928 Hs.155597 D component of complement (adipsin) 21.9 

459722 Homo sapiens cDNA: FU23449 fis, clone HS1058 21.8 

422927 AW247388 Hs.301423 caldum binding protein 1 (calbrain) 21.8 
402195 21.7 

418213 AW978753 Hs.127327 ESTs 21.6 

70 440274 R24595 Hs.7122 scrapie responsive protein 1 21.6 

455818 AI733747 gb3n86d04.y5 Stratagene lung carcinoma 93721 21.4 

420861 A1039044 Hs£8827 Homo sapiens mRNA for FU00033 protein, parti 21.4 
405228 21.3 

441292 AF131218 Hs.7765 dircmosome 16 open reading frame 5 21.3 
75 432553 AA553334 Hs^11095 ESTs 21.3 
417098 AB017365 Hs. 173859 frizzled {Drosophfla) homotog 7 21.2 

453642 A137093S Hs34074 dipepiidytpeptklaso VI 21.2 
405313 21.1 
410243 083402 Hs.289005 ESTs, Weakly similar to alternatively spliced 21.1 

80 413186 AU077141 Hs.75231 solute carrier family 16 (inaxxartjoxyflc acid 21.1 
425954 AK000533 Hs. 164478 hypothetical protein FU 20626 21.0 
421770 AA374192 ■ Hs.108124 ribosomai protein L41 21.0 
435265 AA779958 Hs.185932 ESTs 208 
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430036 
430233 
436130 
434843 
429303 
442422 
410399 
435869 
447384 
440610 
445806 
433657 
436467 
440191 
417511 



AL050284 

AW367902 

AA341497 

R43707 

AW137635 

AI344415 

BE068889 

AF255910 

AI377221 

AI733098 

AL137516 

A1244368 

AW450278 

A1990417 

AL049176 



443547 
417998 
419313 
408322 
448422 
403121 
424198 
459060 
457829 
445029 
424362 
417067 
413972 
435891 
447551 
400637 
409882 
430310 
402741 
401703 



AW271273 
AW967420 
AA843387 
AW181985 



AB029010 

H89244 

AI742291 

AF196481 

AL137646 

AJ001417 

BE279548 

AW249394 



453856 
430342 
404033 
411939 
431227 
452669 



416253 
418556 
408877 
415994 
417054 
404654 
420174 
400525 
406150 
457835 
420105 
404619 



AJ243191 
U60115 



H60333 

AA804789 

NM.005938 

AI365585 
X63755 
AA2163S3 
AW779654 



424097 
448543 
427605 
406535 
418947 
414323 
457111 
418373 
424461 
451565 
407751 
432031 
404608 
451962 
424100 
451509 
453512 
429924 
423780 
427030 
439872 
407836 
451427 
424462 
451533 
422319 



T02850 
AA479033 
NM.002923 
ARM 7060 

AI824144 



BE256338 

AW015571 

BE514535 

A1137563 

M13981 

AW897741 

NMJWQ997 

W52990 

NMJM4759 

AA482027 

AW750770 

D83542 

NM.000897 

BE276096 

AP039196 

H58589 

AW078832 

AI793080 

AI969529 

AL040160 



AA352013 

AA397600 

T81058 

T79340 

AI091441 

AU076666 

NMJJ04657 

AW403342 



Hs.227782 DKFZP586M101 9 protein 

Hs236443 Homo sapiens mRNA; cDNA DKFZp564N1053 (from c 

Hs.31408 ESTs 

Hs.133159 ESTs, Weakly similar to PIHUSDsafivaryproti 

Hs.44238 ESTs 

Hs.156082 ESTs 

Hs.63236 synudein, gamma (breast cancer-specific prot 

Hs.54650 ESTs. Weakly similar to (defiine not availabl 

Hs.40528 ESTs 

Hs.130800 ESTs 

Hs.13323 hypothetical protein FU22059 

Hs.81 24 PH domain containing protein in retina 1 

Hs.91681 ESTs 

Hs.1 1 6107 Homo sapiens genomic DMA. chromosome 21q, sec 

Hs.82223 ctiordln-tike 

gb:Human alpha-1 collagen type II gene, exons 

Hs.23767 ESTs 

gb:EST379495 MAGE resequences, MAGJ Homo sapi 

Hs.87279 ESTs 

Hs.249986 ESTs 

gb:601 194177F1 NiH_MGC_7 Homo sapiens cDNA d 

Hs.143026 K1AA1087 protein 

Hs.79525 heterogeneous nudear ribonudeoprotein D (AU 

Hs.210843 ESTs, Weakly similar to OM1039K5.2 [Rsapiens 

Hs.12256 midline 2 

Hs. 146001 Homo sapiens mRNA; cONA OKFZp586F0824 (from c 

Hs.81 056 solute carrier farrfly 22 (extraneuronal monoa 

Hs.162717 ESTs, Weakly similar to HPPD.HUMAN 4-HYDROXYP 

Hs.5002 copper chaperone for superoxide (fcmutase 

Hs.929 myosin, heavy polypepfide 7, cardiac musde, 

Hs.56874 heat shock 27kD protein family, member 7 (car 

Hs.239089 four and a haif UM domains 1 



Hs.251928 nuclear pore complex interacting protein 

Hs. 19447 Homo sapiens mRNA for FU001 06 protein, parti 

Hs.239663 myelotoVrymphotd or mixed-lineage leukemia (t 

Hs.146246 ESTs 

Hs.2743 kerafin. cuficle, ultrahigh sulphur 1 
Hs.262958 ESTs, Weakly similar to alternative}/ spliced 
Hs.55876 ESTs 
Hs.15463 ESTs 

gb;FB1 2A9 Fetal brain, Stratagene Homo sapien 
Hs.130315 ESTs 

regulator of G-protsin signalling 2, 24kD 



Hs.78944 
Hs.174151 



Hs.23912 ESTs 



Hs.1 92375 ESTs, Highly similar to OM127B20.3 (H^apiens 

Hs32244 ESTs 

Hs.77171 minichrornosorne maintenance deficient (S. cere 

Hs.1 26378 putaSve ABC transporter 

Hs.1734 inhibin, alpha 

Hs.21380 Homo sapiens mRNA; cDNA DKFZp586P1 1 24 (from c 

Hs.179779 ribosomal protein L37 

Hs22860 ESTs 

Hs.239500 WAA0273 gene product 

Hs.142569 ESTs 

Hs£4344 CGM 35 protein 

Hs.1 48090 cadherin 15, Mnadherfn (myotubule) 

Hs.456 leutotrieneC4 synthase 

HsJ38205 from HeLa cycflivdependent kinase 2 interact 

Hs284126 hairless (mouse) homolog 

Hs^5156 Homo sapiens cDNA RJ1 1027 Ms, done PLACE 10 

Hs.226806 ESTs 

Hs.1 23525 ESTs, WeaWy skflar to NGAL RAT NEUTROPHIL G 

Hs.171 637 Homo sapiens cONA: FU21937 fis, done HEP044 

Hs.209542 ESTs, WeaMyslrrflar to Been linker protein 

Hs^26138 Homo sapiens mRNA; cONA DKFZp566H2446 (from c 

gb:EST59935 Infant brain Homo sapiens cONA S 

HS57531 ESTs 

gb^J26c08 jl Scares fetal Over spleen 1NFLS 

H^22575 Homo sapiens cONA: RJ21042 fis. done CAE1 12 

Hs.26401 tumor necrosis factor (Ogand) superfamUy, m 

Hs.1 481 01 serum constituent protein 

Hs26530 serum deprivation response {phosphafidytsertn 

Hs.1 15232 spacing factor 3a, subunft 2, 66xD 
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400489 
454421 
449282 
420495 
429790 
422796 
427980 
409543 
440205 
455904 
427707 
437140 
417637 
419171 
417808 
426232 
440747 
415307 
407049 
454054 
411085 
443104 
424106 
446716 
448677 
434919 
401171 
456804 
453621 
413419 
426515 
428937 
424562 
444655 
447424 
425439 
446707 
405324 
434340 
422942 
421820 
420037 
428818 
426485 
404947 
412677 
401551 
408053 
425016 
418179 
418994 
457514 
426275 
457924 
430712 
455144 
407524 
426712 
429954 
446208 
442792 
420485 
426767 
436950 
415195 
442197 
433457 
402316 
409736 
407964 
433677 
425507 
413724 
408922 
413055 
435977 
442208 
402426 
412399 
413200 
404597 
453143 
455984 



BE409759 

AL048056 

A1338247 

AK001352 

AW897285 

AA418305 

AW410200 

A1762232 

BE156173 

NH.005578 

AA312799 

AA204969 

NM.002846 

AF177909 

270024 

AW297226 

F05232 

X72632 

AI336329 

AF022991 

M088470 

AA412442 

AA436575 

A1560769 

A1821740 

AA360954 

AI421645 

AW749983 



BE394222 

T82221 

AI420859 

AF088886 

AI681105 

D38024 

AI591214 

AI193043 

AF054839 

AW662990 

BE299598 

AI131291 

NWL006207 



Hs59563 
Hs.23437 
Hs.98314 
Hs.221737 



Hs.46794 

Hs.180398 

Hs.283689 

Hs.234863 

Hs.89655 

Hs.12828 

Hs.168157 

Hs.137840 

Hs.27495 

Hs301519 
Hs.68398 
Hs.83135 
Hs.98132 
Hs.16602 
Hs.227051 
Hs.116531 
Hs.27268 
Hs.139851 

Hs.48938 

Hs.231444 

Hs.56729 

Hs.150557 

Hs.11590 

Hs.181641 

Hs.157425 

Ks.156336 

Hs.128685 
Hs.122540 
Hs.108675 
Hs.135569 
Hs.98866 
Hs.170040 



Homo sapiens mRNA for FU 00007 protein, parti 
Homo sapiens cDNA FU 13555 fis, done PLACE 10 
Homo sapiens mRNA; cDNA DKFZp586L01 20 {from c 
hypothetical protein FU 10490 
grj£MO-NN0057-1 5040(W3^a04 NN0057 Homo sapi 
gfczv96g05.s1 Soares_NhHMPu_S1 Homo sapiens c 
gblh05b12j<1 N!H_MGCJ7 Homo sapiens cONA d 
ESTs 

gb:QV0-HT0367-201 299-073^02 HT0367 Homo sapi 

UM domain-con laini ng preferred transJocafion 

activator of CREM in testis 

Homo sapiens cDNA FU12082 fis, done HEMB810 

protein tyrosine phosphatase, receptor type, 

tweety (Drosophila) homotog 1 

nxiear transcription factor Y, gamma 

ESTs, Moderately similar to SIXLHUMAN H0MEOB 

prostate cancer associated protein 7 

(NONE) 

Homo sapiens cDNA FU 12535 fis, done NT2RM40 

period (Drosophila) homotog 1 

p53-responsive gene 6 

ESTs 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA: cDNA DKFZp564N196 (from d 
caveotin 2 

gb:QV3-BT0537-28010(W)7Oe04 BT0537 Homo sapi 
Homo saptens cDNA: FU21802 fis, done HEP007 
ESTs 

lyrnphocyte-specifc protein 1 

basic transcription element binding protein 1 

cathepsinF 

ESTs 

double homeobox, 2 
ESTs 

ESTs 



heme-binding protein 

ESTs, Weakly simitar to NEUROD [H.sapiens] 
ESTs 

platele Werived growth factor receptor-like 



AW029608 Hs,17384 ESTs 

AW139474 rte^46862 ESTs 

AA376049 Hs. 154 162 ADP-ribosylation factor-like 2 

X51630 Hs.1145 Wilms tumor 1 

AA296520 Hs.89546 Selectin E (endothelial adhesion molecule 1) 

M775208 Hs.136423 ESTs 

BE151551 gb:RC0-HT0297-a)119W)31412 HT0297 Homo sapi 

AL390142 HsJ288697 Homo sapiens cONA FU13861 fis. done THYRO10 

AW044647 Hs.196284 ESTs 

AW875942 gb:CM1-PT0013-131299467-b10 PT0013 Homo sapi 

X64985 gkHsapiens mRNA HTPCRX1 1 for olfactory rece 

AW173177 Hs.197755 ESTs 

AI918130 Hs^1374 ESTs 

BE258323 Hs.225795 ESTs, Highly similar to OTX1 JflJMAN HOMEOBOX P 

AI352340 Hs.131194 ESTs 

AF218586 Hs.288835 cell death-indudng DFFA-Jike effedor b 

AA38439B Hs.192491 ESTs 

U05779 Hs.113 epoxide hydrolase 2, cytoplasmic 

AK0001 50 Hs.78185 MAX-Gke bHLH2P protein 

AW83791 2 gb:QV3-LT0O48.26010(Wb^c02 LT0048 Homo sapi 

AA830194 Hs.199417 Homo sapiens mRNA for FU00027 protein, parti 

AA078628 gb:7P07H07 Cmornosome 7 Placental cONA Ubrar 

AW130334 Hs^81111 ESTs 

AI791912 Hs.190885 ESTs, Moderately similar to ALU1 HUMAN ALU SU 

AI684745 Hs.165983 hypothetica] C2H2 zinc finger protein FU2250 

AA131466 Hs.23767 Homo sapiens cDNA FU12666 fis, done NT2RM40 

R87388 gb:ym88g04.r1 Scares adult brain N254HB55Y Ho 

AV655701 Hs.75183 cytochrome P450, subfamily HE (ethanoWnduc 

AL138079 Hs.5012 bratn-specffic merrtoe-anchored protein 

AW296984 Hs^55595 ESTs, WeaWy similar to PSF_HUMAN PTB-ASSOC1A 

N53816 Hs.14394 rrypcMca! protein FU20157 

AA127395 Hs,222414 ESTs 

AA382234 Hs. 1701 21 protein tyrosine phosphatase, receptor type, 

BE177442 gb:RC1-HT0595-2t5O40O-O12-fD1 HT0595 Homo sapi 
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416193 
407065 
441785 
413784 
429092 
408499 
453754 
450826 
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15 
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405895 
409108 
423334 
422948 
447852 
419084 
456771 
438564 
448705 
454460 



426759 
453769 
434179 
404111 
402056 
458602 
427530 
414716 
400632 
443918 
432037 
412921 
421905 
441704 
414272 
448224 
404611 
448381 
454719 
446973 
457760 
440144 
407387 
427850 
404244 



T25400 

Y10141 

AW138139 

BE165819 

AI190864 

AW205323 

AW972580 

U43030 

AW583497 

AA339443 

AK000906 

AW810824 

AW504781 

AA496539 

AW016739 

AA381553 

H05072 

X66945 

BE161733 

AI590401 

R35261 

AI743448 



AI262208 
AA405093 
AF199598 

AA305475 

AW450592 

BE0O9345 

AI660247 

A1458766 

AI651603 

R48700 

H58589 

061580 

BE006547 

H95724 

AA668123 

AW082297 

A8000895 

AA416756 



435487 
414213 
455916 
448943 
418026 
454082 
453308 
458823 
452532 
418464 
409473 
449779 
457546 
403368 
432163 
421531 
428283 
443528 
402399 
410545 
450300 
403552 



402550 
441782 
415672 
430582 
425770 
432683 
441871 
447481 
405114 
401082 
454316 
421572 
424591 



W07343 

BE297765 

BE156710 

AI608810 

BE379727 

AF283508 

AW959731 

AW207574 

AI905811 

R87580 

AL137716 

AA004258 

AA568484 

AK000440 
AA713505 
AJ439096 
AK001778 

U32324 
AL04144O 

U04690 
AW444548 

AW140126 

N53097 

AI215509 

NM-014363 

AW995441 

AB06150 

AF052151 



gb:PTH1069 HTC0L1 Homo sapiens cDNA 573* sim 
gbJisapiens OAT1 gene, partial VNTR 

Hs.244598 ESTs 

gb.<mHT0486-22030{KJ01-d12 HT0486 Homo sapi 

Hs.178226 ESTs. WeaWy similar to ALU1.HUMAN ALU SU8FAM 

Hs253475 ESTs 

Hs.172753 ESTs 

Hs^5537 cardiotrophin 1 

Hs. 184604 pancreatic polypeptide 

Hs.48793 ESTs 

Hs.127273 hypothetical protein FU 10044 

Hs*21351 ESTs 

gb:UI-HF-BN0^rw>04^UlJl NIH J/IGCJO Homo 

Hs.178902 transporter-like protein 

Hs.232201 ESTs 

Hs.198253 major histocompatibinty complex, class II, 0 

Hs.124984 ESTs. Moderately similar to unnamed protein p 

Hs.746 fibroblast growth factor receptor 1 (fms-ceJa 

Hs.97283 ESTs, Weakly similar to ALU INHUMAN ALU SUBFAM 

Hs.21213 ESTs 

Hs.24947 ESTs 

Hs.116177 ESTs 



Hs^76489 ESTs 

Hs.126519 ESTs 

Hs.97044 Kv channeMnteractirtg protein 2 

Hs.22660 Homo sapiens cDNA FU1 1658 fe, clone HEMBA1 0 

Hs.300459 ESTs 

Hs.128942 ESTs 

Hs.32699 ESTs. WeaWy similar to UV-1 protein |H.sapi 

Hs.201988 ESTs 

Hs.46988 ESTs 

Hs. 20733 EH-domaln containing 2 

Hs.35156 Homo sapiens cDNA FU11027 fis. clone PLACE10 

Hs.21036 Homo sapiens mRNA; cONA DKFZp434A1010 (from c 

gb:RC2-BNO13(M)4O400-O1 1-bQ3 BN0130 Homo sapi 

Hs.4283 ESTs 

Hs.134170 ESTs 

Hs.88523 ESTs 

gb:Homo sapiens mRNA for cadherin FIB1, parti 

Hs.1 61051 ESTs, Moderately similar to ALU6J4UMAN ALU SU 



AW366144 
AA531607 
R55704 



Hs.1 82538 phospholipid scrambtase 4 

gb:601176246F1 NIR_MGC_17 Hcmo'saplens cDNAc 
gb:OVWIT036W10300-181-d01 HT0368 Homo sapi 

Hs.193288 ESTs 

Hs.8321 3 fatty acid binding protein 4, adipocyte 

Hs.63168 cell death regulator aven 

Hs.32538 ESTs 

Hs.179501 ESTs 

Hs.1 10757 ONA segment on chromosome 21 (unique) 2056 ex 
gfoym89h07 x\ Soares adult brain N2b4HB55V Ho 

Hs.296557 Homo sapiens mRNA; cDNA DKFZp434D2030 (from c 

Hs.25218 ESTs, Weakly similar to ALUB_HUMAN U!l ALU C 

Hs,1 53632 ESTs 

Hs.272799 hypothetical protein FU 20433 

Hs.291769 ESTs 

rfc25832 Homo sapiens mRNA; cDNA DKF2p564P1 16 (from d 

Hs.9547 hypothefical protein RJ10916 

Hs.64310 intBTteutdn 1 1 receptor, alpha 

Ks.58210 ESTs 

gb'-Human olfactory receptor (OR17-210) gene, 

Hs.163118 ESTs 

Hs.132357 ESTs 

Hs.193579 ESTs 

Hs.143964 ESTS 

Hs.1 59492 spastic ataxia of Charfevoix-Saguenay (sacs in 

Hs.10475 ESTs 

Hs.1 53450 ESTs, Weakly stmflar to 19091 23A Na glucose c 

Hs.1 8686 Mouse Mammary Turmor Virus Receptor homdog 



gb:GfVO.HT0101-051fmO32-612HT0101 Homo sapi 
Hs.1 25143 ESTs, WeaWy similar to P012 MOUSE RETROVIRUS 
Hs.1 50968 hypocreSn (orextn) receptor 1 
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441503 


AW1799fi3 


rtS. 1 C DAJ/ 


416199 


R83537 




420360 


U83171 


Hs.97203 


425126 


N32759 


Hs 1 72944 


417421 


AL138201 




405100 






454012 


M76424 


HsJ37014 


402457 






454613 


AW810814 




429821 


AL096749 


Ks.225433 


431073 


BE254470 


He 94Q1RA 


421143 


AB024536 


Hs 1A9171 
ns. i u«c i f i 


401223 






438627 


A1087?35 


ns, \&o { i/o 


407124 


RnQicn 
rwoiov 


U« 9fifiRC7 


417917 


AIA/7709JI1 


Ks.155315 


427627 


Rfl7CR0 
r\Of DO£ 


Uo 17QQ4C 


4m?<ift 




Ks.739 


«J 1 J£ Of 


AMCQC74 


Hs.171965 


419Q7*; 


T7nacc 
1 /uyob 


Hs.75105 


426488 




MS. 4 


416667 




Uc 7QJIK7 


405479 






418432 


M14156 


Uc DC 4 1 O 

ns.ooi 1 c 


426316 




ns.ou 1 004 


412171 


AW897452 




447241 


BE382R3R 


a. 10199 
ns. 1 yj£ z 


402100 






438286 




ns. 1 mou/ 


407947 


AI500332 


ns.iu/oo/ 


402275 




402358 






439624 


AA838771 


Uc 194407 


444455 


A] 149879 


ns. 1 / 9uzt 


455314 


Y17114 


Uc 7VW1 


497R79 




Hs.21111 




a\a/£m no 

nVVWIll* 


Hs.34487 


414002 




Uc 7HC7Q 


442682 


A 1014*^4 5 


Uc 9^1 no7 


457033 


AFfl9Qfi7A 


Uc 170^00 

ns.l/o444 


410480 


rviJf **Of 


HS.03984 


401007 






458274 


AF14Q9Q7 


Uc nnfi7 
ns.ouo/ 


454106 


niORfl7 
UlsOO/ 


ns.44514o 


432928 


AA570454 


Hs.186467 


425352 


NMJXW939 


Hs.1897 


433887 


AW9flA9V 


ns.4f yo44 


434927 


H46612 


Hs.293815 


404282 






422581 


NM_016339 


Uc 11RC£9 
ns. I 1 0304 


424823 


NMJK36226 


Hs.153322 


408107 


AA806754 


Hs.62835 


401577 






433883 


A1925688 


Hs.222312 


408104 


AW972927 


Hs.293968 


404642 






400675 






406059 
448386 


AB037750 


Hs.21061 


407287 


AJ678812 


Hs.201658 


TABLE 226 





ESTs 

gb:yq12308.r1 Soares fatal liver spleen 1NFLS 
small Inducible cytokine subfamily A (Cys-Cys 
chorionic gonadotropin, beta polypeptide 
nuclear receptor subfamBy 4, group A, member 

carbonic anhydrase VI! 

g*:MR2-ST0129-20109M04*01 ST0129 Homo sapi 
Homo sapiens mRNA; cONA OKFZp434G1 53 (from d 
cone-rod homeobox 

immunogtobuEn superfamily containing leucine 
ESTs 

ESTs, Weakly similar to ALU1.HUMAN ALU SUBFAM 
ESTs 

guanine nucleotide binding protein (G protein 
&£tar^ofrudo-2-Wna^ 

dusterin (complemenl lysis inhibitor, SP-40, 
alcohol dehydrogenase 2 (class I), beta polyp 
hypothetical protein FU20519 

insulin-like growth factor 1 (somatomedia C) 
Human DNA sequence from done 437G10 on chrom 
gb:CMO-NN0058-1 50400-337-b08 NN0058 Homo sap] 
ESTs 



ESTs 

Homo sapiens cONA: FU23447 fis, done HS1033 

eyes absent (Orosophaa) homotog 4 

ESTs 

hypothetical protein FU23412 

FBJ murine osteosarcoma viral oncogene homoto 

EST 

K1AA1605 protein 

cadherin 13, Kcadherin (heart) 

NA&5 protein 
ESTs 

ESTs, Moderately stmBar to AIU1_HUMAN ALU SU 
proopiomelariocortin (adrenocortico tropin/ bet 
ESTs 

ESTs, Weakly similar to PLM.HUMAN PHOSPHOLEMM 



ESTs 



KIAA1 329 protein 



14.6 
14.6 
14.6 
14.5 
145 
145 
145 
145 
14.5 
14.5 
145 
145 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.4 
14.3 
14.3 
14.3 
14.3 
14.3 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.2 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.1 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 
14.0 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 

408922 109Q17J R87388 R84328 AA058916 

409543 1138723J AW410200AW409705AW411433BE296788BE270309 

409736 115189.1 AA078628 R09051 AA078197 AA077334 AW748808 AW748807 

412171 1280759J AW897452Z20302 055805 D52877 D60432 

4137B4 13891 50 J BE165819 BE165853 W01386 

414213 1426375J BE297765 BE2B2061 8E302686 T83915 

416193 1577102^1 T25400H26834 H44554 R73193 

416199 1577561 J RB3537 W80940 H27368 

417998 171375J AW967420AA210915 AA236991 AA210916 

418464 1759038 -2 R87580 

418556 1767866.-1 TQ2850 

422798 221500 J AW897265 AW897274 All 19504 AW897275 AW897270 AW897312 AW897318 AW897317 AA317240 AW961361 

T06241 AA326794AL138130AW407975AW999277 

423780 231952J AA3520 1 3 AA330878 AA339379 AW96S303 
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424585 241151 J AA464840 AA34362B 

426275 263712J BE151551 AA373783 8E182852 BE00882S BE0Q8827 BE008781 BE008S99 

427980 2B5225J AA418305AI264351 

439872 47823 J T81058A1357200T70270 

442197 535550.1 AW837912AW837934AAS84475 AW997490 

447852 73973J AW504781 BE620394 

448422 762770 J BE263813BE253504AI500202BE251145 

453821 974526J AW749983AL045823 

454316 1109350J AW3S6144 AW356154AW366142AW366151 AW366140 AW3661 55 BE1 41715 BE141718 BE141698 

454513 1226904 J AW810814 AW810787 AW810854 AW810773 AW81 0735 AW8 10785 AW810660 AW81 0834 AW81 0874 AW810723 

AW810881 AW810791 AW810644 AW810659 AW810676 

454719 1230646.1 BE006547 AW81 5578 AW81 531 1 AW856304 

455144 1254914.1 AW875942 AW858234 AW875938 AW875941 AW85B235 AW875958 

455818 137219J AI733747AA1 29802 

455904 1382290J 6E156173 BE156305 BE156196 

455916 1382748J BE156710 BE156726 BE156712 

455984 1397288J BE177442 BE177439 BE177445 BE177440 BE177448 BE177444 BE177433 
TABLE 22C 



Pkey Unique number corresponding to an Eos probeset 
Reft Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) 

human chromosome 22." Dunham Let at, Nature (1999) 40248&495. 
Strand: Indicates DNA strand from which axons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons, 

Pkey 

400489 
400545 
400625 
400632 
400637 
400675 
401007 
401082 
401223 
401551 
401577 
401703 
402056 
402100 
402195 
402275 
402316 
402358 
402399 
402426 
402457 
402520 
402550 
402741 
402865 
402959 
403121 
403368 
403552 
403731 
404033 
404111 
404244 
404282 
404597 
404642 
404654 
404947 
405100 
405114 
405228 
405313 
405324 
405479 
405695 
406059 
408150 
406535 



numbers. •Dunham i. et al" refers to the publicaGon entitled The DNA sequence of 



Ref 


Strand 


NLpcsifon 


8954013 


Plus 


131475-131652 


9800107 


Minus 


124618-124881 


7228177 


Mmus 


117266-117441 


3818355 


Plus 


72875-73447,75874-76425 


88943% 


Plus 


68901-69507 


8118750 


Plus 


11223-11816 


8117333 


Minus 


140821-141050 


3242744 


Plus 


22937-23494,27677-27966 


8099088 


Plus 


148940-150214 


flftOCOQC 

ouyooyb 


Minus 


189824-190728 


9280797 


Minus 


139377-139674,141195-141281.142217-142340 


4825475 


Plus 


135-1229 


8084234 


Plus 


207002-207288 


8117697 


Plus 


133649-133792 


7689778 


Minus 


147901-148884 


2935596 


Minus 


3106M1233,3368(W3771,3434SJ4411,38890-39125,39779-39943 


7527774 


Minus 


10751-10919.18817-19052,22131-22328 


8886976 


Mnus 


131788-132729 


1905915 


Minus 


24502-24666,24986-25102 


9796361 


Wnus 


73590-73824 


9796782 


Minus 


16513-16577,16838-16926 


7596899 


Minus 


171761-171996 


7652009 


f^nus 


8041M0673 


9212200 


Minus 


18603-18760,19719-19890 


9716300 


Plus 


3197-3429,3722-3914,5795-5987,6802-6961,8653-8815.9292-9660 


9368493 


Plus 


36729-37084 


9180223 


Rus 


4059-4258 


4388738 


Pius 


70286-70429,75165-75258 


6862638 


Minus 


117504-117662 


7543752 


Minus 


144000-144618 


8122195 


Pius 


797*6156 


9408738 


Rus 


161506-161781 


5672609 


Minus 


98173-98517 


2276311 


Rus 


61503-62205 


9958262 


Minus 


114369-114599 


9796810 


Rus 


102999-103145 


9797010 


Rus 


6275-6527 


7382205 


Rus 


2974040105.3017640412 


8076846 


Rus 


144114-144234 


8096938 


Minus 


97013-97560 


7248990 


Rus 


92234-95905 


3638954 


Rus 


6892469093 


3342751 


Minus 


5475-5677 


6453391 


Rus 


1668-1844 


7677903 


Minus 


66990*7484 


9103984 


Minus 


13856-14004 


9886026 


Minus 


59331-59701 


7711477 


Plus 


83135-83362 



TABLE 23A: 626 genes upregidated In uterine cancer relative to normal body fissues 

Table SA lists about 626 genes upregutated In uterine cancer relative to normal body tissues that are fikery to encode proteins amenable to modulation by small molecules, peptides, 
or antibodies. These genes were selected from 59680 probesets on the Eos/Afrymeirix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 
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was expressed as average intensity (AO, a normalized value reflecting the rcJafive level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being moduJataWe by small iriotecutes, peptides, or anybodies (e.g. pkinase, death-domain. 7tm, 
phosphatase, or ion ..transporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBarik accession number 

UrriGenelD: UniGene number 

Pred.ProtDomains: Certain predicted protein domains. Abbreviations used: TM, transnrembrane domain; SS. signal sequence: =Y, very Gkery to contain; =M, 

likely to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: UniGene gene title 

R1 95th percentile of uterine cancer Als divided by the 50th percentile of normal tissue Ats, where the 10th percentBe of all normal tissue Als was subtracted from 

both the numerator and denominator 

Pkey; ExAccn; UnigenelD; Unigene Title; (W.ProLDomains; R1 

428330; 122524; Hs.2256; matrix metaHoproteinase 7 (mamTysin, ; Peptidase^ 10;; 35.1 1 

420440; NM.002407; Hs.97644; mamrnaglobin 2; Uteroglobin;; 22.80 

439335; AA742697; Hs.62492; NM 052863:Homo sapiens secrete^ ohm, fa; none;; 21 .66 

425723; NMJ14420; Hs.159311; dckkopf (Xenopus laevls) homolog 4; none;; 21.11 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 20.20 

437938; A1950087; Hs.369628; gfcwq05c02j(1 NCI_CGAPJ<id12 Homosapien; none,none; 19.83 

406687; M31 126; Hs.352054; matrix metalloproteinase 11 (stromeJysin; hemopexin,Peptidase_M10;; 17.68 

446619; AU076643; Hs. 31 3; secreted phosphoprotein 1 (osteopontin, ; Osteopontin;; 17.60 

418281; U09550; Hs.1154; oviducta) glycoprotein 1, 120kD (mucin 9; Glyco JiydroJ B;TM=M;SS=M; 17.48 

431 130; NrVL006103; Hs.2719; HE4; erMfymis-specrTic, whey-ackfic pr, wap;TM=M;SS=Y; 16.59 

400301; X03635; Hs.1657; estrogen receptor 1; F^)ox,honmonejec,zf-04,OesLrecep 1 8dh^ 

synLCMA,E7,RFX_Dr4A L .blnding;TM=M;SS=N; 16.11 
419356; A1656166; Hs.7331; hypothetical protein FU22316; Asparaginase_2.none; 15.90 
433222; AW514472; Hs.238415; dickkopf (Xenopus laevis) homolog 4; none,PH04; 15.39 
417931; W95642; Hs.82951; trefoil factor 3 (intestinal); trefoil;; 15.39 

400284; ; ; NhUXX)125*:Homo sapiens estrogen recepto; r^rrr»ne_rec^f-C4,Oest_recep;TM=M;SS=M; 15.23 
456662; NM.002448; Hs.1494; msh (Drosophila) homeo box homolog 1 (fo; homeoboywne; 15.04 
438817; AIQ23799; Hs.163242; ESTs; none.none; 1172 

453857; AL080235; Hs.35861; Ras-mduced senescence 1 (RIS1); none;TM=Y;SS=M; 13.67 
424687; J05070; Hs.151738; matrix metalloproteinase 9 (gelatinase B; fn2,hemopexin,Peptid3se M10>; 13.51 
458627; AW088642; Hs.97984; SRY (sex determining region Y>box 17 (S; HMG box;TM=M;SS=N; 13.44 
410001; AB041036; Hs.67771; katltkrem 11; trypsin;TM=M;SS=ftt 13.41 

421445; AA913059; Hs.104433; Homo sapiens, done IMAGE4054868, mRNA; iorUrans,KJetra,3sp; 13.27 
449048; Z45051 ; Hs.22920; similar to S68401 (cattle) glucose indue; Lamp;TM=M;S$=M; 12.76 
436972; AA284679; Hs.25640; claudin 3; PMP2^Ciaudin;TM=Y;SS*M; 12.59 
450693; AW450461; Hs.203965; ESTs; Sema.ig.none; 1Z52 

415457; AW081710; Hs.7369; Homo sapiens testes specife A2 homolog ; MORN^ugar tnTM=Y;SS=M; 1Z46 

413719; BE439580; Hs.75498; small inducible cytokine subfamily A (Cy; IL8;; 12.23 

431629; AU077025; Hs.265827; interferon, arpha-inducible protein (do; none;TM=M;SS=Y; 1Z09 

417389; BE260964; Hs.82045; mldklne (neurite growthi>romoting factor; PTN MK;TM=M;SS=Y; 1Z08 

407786; M687538; Hs.38972; tetraspan 1; transrnembrane4;TM=Y;SS=M; 11.91 

444381; BE387335; Hs.283713; hypothefeal protein BC014245; Cdlagen;TM=M;SS=M; 11.86 

446608; N75217; Hs.175622; ESTs; Arrnadiflo_seg ( HEATJ , BS;TM=M;SS=M; 11.72 

447835; AW591623; Hs.164129; ESTs. WeaWy similar to 138022 hypotheti; none,UQ_con; 11.59 

420181; AI380089; Hs.1 58951; ESTs; none.ig.pldnase,LRR.LRRCT; 11.49 

451253; H48299; Hs.26126; claudin 10; Ph^Oaudln.Peptldase.M1,ieietra;TM=Y;SS=M; 11.45 

453968; AA847843; Hs.62711; High mobflity group (ramhistonechrornoso; HMGJbox,none; 11.42 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Folate jec,M!P;TM=M;SS=M; 1 1.37 

421552; AF026692; Hs.105700; secreted mzzteckelated protein 4; FZ.NTR;; 11.08 

452367; U71207; Hs.29279; eyes absent (Drosophila) homolog % Hydrolase- 1 1 .01 

409745; AA077391; ; gb:7B14E12 Ouomcsome 7 Fetal Brain cDNA; 7trrLl,zf-(^C4 1 fn3 1 SPRY I KRAB^C2H2,rve^B_box;TM=Y;SS=M ; m95 

415138; C18356; Hs.295944; fissue factor pathway inhibitor Z KunHz^Pn,none; 10.91 

416658; U03272; Hs.79432; fibrflBn 2 (congenital contracture! arac EGF.TB.granuIin,PSI,EB,TIL;TM=M;SS=M; 10.81 

41 1558; AA102670; Hs.70725; gamrrs^minobutyric acid (GABA) A recepto; r4eur_chan_LBO,Neur_chan_m8rnb;Tr^Y;SS=M; 10.72 

438091; AW373062; Hs.351546; nudear receptor subfamily 1. group I, m; hormonejBc^^C4,none; 10.66 

425071; NM.013989; Hs.154424; detodinase. iodolhyronine, type II; T4Jeiodinase;TM=M;SS=Y; 10.66 

430832; AI073913; Hs.100686; ESTs, Weakly simHar to JE0350 Anterior ; none.none; 10.52 

451497; H83294; Hs.284122; Wht Inhibitory factor-1; EGF.WIF;; 10.50 

421478; A16B3243; Hs.97258; ESTs. Moderately similar to S29539 ribos; none.none; 10.50 

409231; AA446644; Hs.692; GA733-2 antigen; epithelial glycoprotein; thyrogtobufirU;TM=Y;S$=M; 10.35 

443785; AW449952; Hs.190125; basic4ienx-loop4ielix-PAS protein; HW,PAS;TM=M;SS=N; 10^34 

409142; AL1 36877; Hs.50758; SMC4 (structural maintenance erf chrorrttso; ABC tran,M,SMC N.SMC C,OUF164,none; 10.34 

431846; BE019924; Hs.271580; uroplakin 1B; transrru2mbrane4;TM=Y;SS=M; 10.34 

415539; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; pkfnase,Activin recp,PDZ£U5.death; 10.31 

41 1274; NM.002776; Hs.69423; kainkreln 10; trypsln;TM=M;SS=N; 1024 

423673; BE003054; Hs.1695; matrix metaltoproteinase 12 (macrophage ; hemopexin.Pep0dase M10;TM=M;SS=M; 10.24 
441377; BE218239; Hs.202656; ESTs; none.none; 10.17 

400292; AA250737; Hs.72472; NAME OMITTED ... receptor kinase; pHnase^cuvin_recp,PDZ^U5.death; 10.17 

452594; AU076405; Hs.29981; solute carrier family 28 (sulfate transp; xan urj)ermease,Sulfate transp.STAS.HMG box; 1 a 12 

429663; M68874; Hs.21 1 587; phosphdipase A2. group IVA (cytosoBc, ; C2,PLA2_B;TM=M;SS=N; 9.87 

41 3859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase klna; SAM_PNT,none; 9.87 

408562; AJ436323; Hs.31141; roundabout (axon guidance receptor, Dros; ig,fn3;TM=M;SS=N; 9.86 

428970; BE276891; Hs.194691; retinoic acid Induced 3 (RAIG1); metabo; 7tnu3;TM=Y;SS=M; 9.72 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone rec^C4,none; 9.6B 

41 1089; AA456454; Hs.355702; cefl (Svisbn cyde 2-Eke 1 (PITSLRE or; noreywne; 9.53 

450451; AW591528; Hs.202072; ESTs; none^one; 9.53 

456062; A186628S; Hs.71962; ESTs, Weakly similar to B36298 proline*; none.none; 9.50 

270 



WO 03/042661 



PCT/US02/36810 



418113; AI272141; Hs.83484; SRY (sex determining region Y)-bax 4; HMGJ»xMiieobox;TM=M;SS=N; 9.38 

412791; AI131 192; Hs.143199; ESTs, WeaMy similar to S72481 probable ; pkirtase.PBD.none; 9.38 

432435; BE218886; Hs.282070; ESTs; none.none; 9.35 

416530; U62801; Hs.79361; kaOikrein 6 (neurosin, zyme); bypsin;TM=M;SS=M; 9.32 

439018; AW300887; Hs.26638; membrane-spanning ^domains, subfamfty A; none;TM=Y;SS=M; 9.23 

445537;AJ245671; Hs.12844; EGF^ke-domatn. multiple6; EGF.MAM; ai9 

410407; X66839; Hs.63287; carbonic anhydrase IX; carb anhydrase;TM=M;SS=M; 9.19 

417165; R80137; Hs.302738; Homo sapiens cDNA: FU21425 fis, clone C; SuIfeto_transp,STAS,HMG box; 9.17 

453459; BE047032; Hs.257789; ESTs; none,none; 9.14 

431674; AA098901; Hs.301642; frprotein coupled receptor, none,GCV_H; 9.05 

418004; U37519; Hs,87539; aldehyde dehydrogenase 3 family, member ; aldedh;TM=M;SS=M; 9.00 

413278; BE563085; Hs.833; toterferwwtuTiuIated protein, 15kDa; ubiquitin;; 8.93 

436954; AA740151; Hs.130425; ESTs; none.rrone; 8.91 

420344; BE463721; Hs.97101; putative G protein-coupled receptor; Melhy1transf.5;TM=Y;SS=M; 8.89 

425397; J04088; Hs.156346; topoiscmerase (DNA) II alpha (170KD); DMA^yn3seB,DNA u topoisolV,HATPase_c;; 8.85 

407792; AI077715; Hs.39384; putaOve secreted Dgand homologous to f; none;TM=M;SS=Y; 8.80 

451027; AW519204; Hs.40808; Homo sapiens, Similar to RIKEN cONA 2810; none,none; &79 

422809; AK001379; Hs.121028; hypothetical protein FU10549; IQ;TM=M;SS=N; 8.72 

413385; M34455; Hs.840; indoieairime-pyrrole 2,3 dtoxygenase; lDO;TM=M;SS=N; a70 

444784; D12485; Hs.11951; ectonucteotlde pyrophosphatase/phcsphodi; Somatorr^in3,^onuclease,Phosphodiest;T^ 8.69 

421502; AF1 11856; Hs.105039; solute carrier family 34 (sodium phospha; Rft)oscmal_L20,Na„Pi - cotrans;TM=Y;SS=N; 8.67 

437935; AW939591; Hs.5940; mucin 13. epithelial transmembrane; EGF,SEA;TM=Y;SS=M; 8.56 

408692; AL0401 27; Hs.34074; dipeptidylpeptidase VI; DPPWJ^Jeim,Peptldase_S9,none; 8.55 

414812; X72755; Hs.77367; monokine Induced by gamma interferon; IL8;TM=M;SS=Y; 6\53 

426187; Al 687303; Hs.285529; G protein-coupled receptor 49; 7tmJ.none; 8.49 

448672; A] 95551 1 ; Hs.374290; ESTs; Bg_chan l ANF_receptor,SBP_bac_3;TM=Y;SS=M; &44 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7trrUHRM;TM=Y;SS=M; 8.40 

443426; AF098158; Hs.9329; chromosome 20 open rearing frame 1; none;TM=M;SS=N; 8.40 

452093; AA447453; Hs.27860; Homo sapiens mRNA; cDNA DKFZp586M0723 (f; 7trrLl,none; 8.33 

407894; AJ278313; Hs.41143; phospholnositide-speclfic phospholipase ; <2,PI-PL<>Y,PM 5 IC-X;TM=M;SS=N; a23 

409799; D11928; Hs.76845; phosphoserine phosphatase-iixe; Hydrolase;TM=M;SS=N; 8.21 

419508; AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABCJran,A8Cjnembrane;TM=Y;SS=M; 8.20 

424441; X14850; Hs.1 47097; H2A histone family, member X; hjstone.CBFD.NFYB HMF;; 8.20 

408243; Y00787; Hs.624; Interleukin 8; HLH,PAS,IL8;TM=M;SS=N; &00 

415752; BE314524; Hs.78776; putative transmembrane protein; none;TM=Y;SS=N; 7.99 

422608; AW160644; Hs.1 18695; potassium voltage-gated channel subfami; ionJrans.KJetra;TM=Y;SS=N; 7.99 

433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1; none;; 7.95 

409649; AA159216; Hs.55505; hypothetical protein FU20442; Yjjhaphatase,OSPc;TM=M;SS=N; 7.95 

424078; AB006625; Hs.139033; paternally expressed 3; zf-C2H2,KRAB,none; 7.86 

432179; X75208; Hs.2913; EphB3; EPHJbd,fn3,pkinase.SAM;TM=Y;SS=M; 7.85 

424581; M62062; Hs.150917; catenin (cadherin-associated protein), a; Vinculin.DNAJigase ZBD;TM=M;SS=N; 7.84 

420610; AI683183; Hs.99348; distal-less homeo box 5; homeobox;TM=M;SS=N; 7.81 

436856; AI469355; Hs.127310; ESTs; pWnase 1 rrm;TM=M;SS=N; 7,81 

41 1125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 7.80 

407811; AW190902; Hs.40098; cysteine knotsuperfarnfly 1, BMP antagon; TGF-beta,DAN;; 7.78 

424399; AI905687; Hs.348419; At905687:ll-BT095-190199419 BT095 Homo ; none;TM=M;SS=M; 7.65 

418836; AI655499; Hs.161712; ESTs; pkinase,Actrvinjecp,PDZ7U5^ealh; 7.64 

435793; AB037734; Hs.4993; KIAA1313 protein; none;TM-M;SS=N; 7.61 

426201; AW182614; Hs.128499; ESTs; SH3,none; 7.59 

447400; AK000322; Hs.18457; hypothetical protein FU20315; zM3HC4;TM=Y;SS=M; 7.55 

410850; AW362867; Hs.302738; Homo sapiens cDNA: FU21425 fis, clone C; Sulfate transp,STAS,HMG_box; 7.55 

453464; AI88491 1; Hs.32989; receptor (calcitonin} activity modifying; none;TM=Y;SS=N; 7.54 

417115; AW952792; Hs.334612; small nuclear rirjonudeoprotein polypept Sm.pkinase;; 7.52 

437897; AA770561; Hs.146170; hypothetical protein FU22969; zH)HHC,none; 7.38 

443991; NM.002250; HS.1Q0B2; potassium intemreoTaie/srnall conductance; taMBD,SKj*annel,tonJrans;TM=Y;SS=M; 7.36 
414617; AI339520; Hs.288817; ESTs, Moderately similar to N Chain N, M; hexokinase,hexokinase2;TM=Y;SS=N; 7.35 
422017; NMJW3877;rte.110776;STATlndur^SW^ 

424834; AK001432; Hs.153408; Homo sapiens cONA FU 10570 fis, clone NT; none,none; 7.30 
409041; AB033025; Hs.50081; Hypothetical protein, XPJJ51860 (K1AA119; none;TM=M;SS=M; 7.28 
417079; U65590; Hs.81134; interleukin 1 receptor antagonist; ILI; 7.28 

429170; NM.001394; Hs.2359; dual specificity phosphatase 4; Rr^aiie$e,DSft.Yjtep^^ 7.28 
418506; AA084248; Hs.372651; Unknown protein for MGC:29643 (formerty ; nonejione; 7.27 
448913; AA194422; Hs.22564; myosin VI; rim.iW^P.pkinase.GSTJXEts.SANLPOT 

C2H2.PHD,BTB,TRIS^TJ)OOX,SAM;TM=M;SS=N; 7J26 
409340; BE174629; Hs. 321 130; hypothetical protein MGC2771; 

aajjerrraases.rjyridoxaljfeato 
424317; A1865032; Hs.26017; ESTs; noncpkmase; 7.21 

410361; BE391804; Hs.62661; guanytate binding protein 1. Interferon-; GBP.GBP_C;TM=Y;SS=M; 7.21 
428450; NMJ)14791; Hs.184339; KIAA0175 gene product; KA1,pxinase;TM=M;SS=N; 7.14 
438707; L08239; Hs.5326; amino acid system N transporter 2; porcu; ACAT,MBOAT;TM=Y;SS=M; 7.05 
423011; NM.000683; Hs.123022; adrenergic, alpha-2C-, receptor; 7tm_1;TM=Y;SS=M; 7,03 
435021; AA922192; Hs.73962; ESTs; EPHJbd.pldnase,m3,SAM,none; 7.02 
446163; AA026880; Hs.25252; prolactin receptor. none;NA;NA; 7.01 

447768; X86400; Hs.19520; FXYO domatiwontaining (on transport reg; ATP1G1J , LM_MAT8;TM=M;SS=N; 7.00 

439453; BE264974; Hs.6566; thyroid hormone receptor Weractor 13; AAAABC_tran,CoaE;TM=M;SS=N; 6.99 

451035; AU076785; Hs.430; plasfin 1 (I tsofarm); emand.CH^dapunJI;; 6.99 

450581; AF081513; Hs.25195; TGF-beta 4; TGF-beia,TGFbj)ropepfiden 6.95 

424054; AA33451 1; Hs.26638; membrane-spanning domains, subfamily A; none;TM=Y;SS=M; 6.93 

432519; AI221311; Hs.130704; ESTs, Weakry shrilar to BCHUIA S-100 pro; none,none; 6.93 

436481; AA379597; Hs.5199; HSPC1 50 protein slnTil8rtoubiquifin^;UCLcon;TM=M;SS=N; 6.92 

419693; AA 133749; Hs.301350; FXYO domairhcontaining ion transport reg; ATP1G1 PLMJ4AT8;TM=Y;SS=M; a92 

437139; W73685; Hs.118513; ESTs. Weakry similar to RTA RAT PROBABLE; 7tm_1;TM=Y;SS=M; 6.87 

418054; NM_002318; Hs.83354; lysyt oxidase-like 2; SRCR.LysyLoxidase;TM=M;SS=M; 6.87 
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418203; X54942; Hs.83758; COC23 protein kinase 2; CKS;; 6.86 
410467; AF102546; Hs.63931; dachshund (DrosophDa) homoiog; SkL$no;TM=M;SS=M; 6.86 
425247; NM_005940; Hs.1 55324; matrix metal] oprotainase 11 (strornerysm; liemopexin,Peptidase_M10n 6.85 
453064; R40334; Hs.89463; potassium targe oondudarK»calc*jrn^:rane 1 none;a83 
J 452046; AB018345; Hs.27657; KIAA0802 protein; none;TM=M;SS=N; 6.79 

417771; AA804698; Hs.82547; reCnoic acid receptor responder (tazaro; none, none; 6.79 
422293; X94453; Hs.1 14366; pvrrolir^S-csfboxyiate synthetase (glut a!ctedh,aakinase;TM=M;SS=N; 6.77 
431470; AA832417; Hs.139650; ESTs; ror« 1 ig,pkmase,LRR f LRRCT; 6.76 
418738; AW388633; Hs.6682; solute carrier family 7, (cationic amino; none,none; 6.75 
I U 418751; BE389014; Hs.372548; phosphotnositiaV3-!dnase, regulatory sir. SH2,none; 6,74 
417885; AA214584; ; ESTs; SPRY 1 7tm_3ANF_receplor [ none; 6.72 
412926; AI879076; Hs.75061 ; macrophage myristoylated alanine-rich C ; MARCKS;; 6.70 
437960; AI669586; Hs.369312; ESTs: none,none; 6.68 

428953; AA30661 0; Hs.348183; tumor necrosis factor receptor superfarni; 60sjibosomal.RbosomaLL1 Q,TNFR_c6,DEAD;; 6.66 
1 J 444006; BE395085; Hs.334762; type t tjaiismembrane protein Fn14; ldLrecepLa.PKD.MHC t;TM=M;SS=Y; 6.65 
413040; AA 193338; Hs. 12321; sodium cafcum exchanger; Na_Ca_Ex;TM=Y;SS=M; 664 
449656; AA002008; Hs.188633; ESTs; PIPSKjione; 6.64 

447495; AW401864; Hs.18720; programmed cell death 8 (apcftosis-induc; pyrjedox;TM=M;SS=N; 6.62 

446063; AI720140; Hs.151079; ESTs; ISK.Channel.none; 6.61 
l\) 424762; AL1 19442; Hs.1 836B4; eukaryotic translation inHiation factor; none.none; 6.60 

421554; AW1 37676; Hs.97775; ESTs; none, none; 6.59 

418478; U38945; Hs.1 174; cyclin-dependent kinase inhibitor 2A (me; aik;; 6,55 

424905; NM_002497; Hs.153704; NIMA (never In mitosis gene a)-re!ated k; pkinase;TM=M;SS=N; 6.54 

448730; AB032983; Hs.21894; KIAA1157 protein; PP2C;TM=M;SS=N; 6.54 
15 433577; AW007080; Hs.284192; ESTs; nonejone; 6.53 

JSS fSS?* 18787: transfonnin 9 8?°*^ W». beta-induced; Fasdcr!nABC_tran^BC_rr^r^ ( GTP_EnrU;TM=M;SS=M; 6.53 
442133; AW874138; Hs.129017; ESTs; type la trarsmembrane protein; LRR,LRRNT,LRRCT;TM=Y;SS=M; 6.52 
430259; BE550182; Hs.375142; RalGEF-fike protein 3. mouse homotog; fh3,RA,RasGEF;TM=M;SS=M; 6,52 
434263; N34895; Hs.79187; ESTs; ig^one; 6.49 
3 U 418322; AA2841 66; Hs.841 13; cyciin-dependent kinase InhWtor 3 (CDK; Y jtfiosphatase,DSPc;TM=M;SS=N; 6.48 
419942; U25138; Hs.93641; potassium large conductance caldurr>acti; CaKB;TM=Y;SS=M; 6.47 
421064; A1245432; Hs.101382; tumor necrosis factor, alpha-induced pro; none;TM=M;SS=N; 6.47 
432636; AA340864; Hs.278562; daudin 7; PMP22LCtaudin;TM=Y;SS=M; 6.45 

431685; AW2961 35; Hs.267659; vav 3 oncogene; CH,DAG_PE-bind,PH,RhoGEF 1 SH2.SH3,DCl ;TM=M;SS=N; 6 44 
J J 428832; AA578229; Hs.324239; ESTs, Moderately similar to ZN91 HUMAN Z; Osteopontin none- 6 39 
436775; AA731 1 11; Hs.372225; ESTs; nonejone; 6.39 

424343; AW956360; Hs.4748; adenylate cyclase activating polypeptide; 7tm_2.HRM.none; 6.37 
421071; AI31 1238; Hs.104476; ESTs. Weakly similar to CGHU1E collagen ; none;TM=Y;SS=M; 6.37 
438209; AL120659; Hs.6111; aryUiydrocaroon receptor nuclear transl; HLH t PAS,IL8;TM=M;SS=N; 6.37 
40 438993; AA828995; ; gb:od77b0As1 NCI_CGAP_Ov2 Homo sapiens ; EGF.metaithio.lntegrin B.PSI.none; 6.27 
406400; ; ; kaliikretn 8 (neuropsin/ovasin) (KLK8); trypsin;TM=M;SSsM; 6.27 
429556; AW139399; Hs.31 4807; ESTs; none;TM=M;SS=:N; 6.26 

409269; AA576953; Hs.22972; steroid 5 alpha-reduciase 2*; H5AR g; SterokLdh;TM=Y;SS=M; 6.25 

435732; AF229178; Hs. 1 231 36; leucine rich repeat and death domain con; none.none; 6.24 

439568; A1091277; Hs.302634; frizzled (Orosophila) homolog 8; Frizzled,Fz,7trrL2,toxin 2;TM=Y;SS=M; 6.24 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (; MlF^ugar tr,none; 6.23 

436961; AW375974; Hs.156704; ESTs; nonejione; 6.23 

434808; AF155108; Hs.256150; NY-REN-41 antigen; none;TM=M;SS=N; 6,22 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Containlng APAFI-li; AAA.NB-ARC.PAAD DARN;NA*IA; 6.20 
J \J 416224; NM_002902; Hs79088; retfcuksalbln Z EF-hand calcium Knam; emand;; 6.20 

449027; AJ271216; Hs.22880; dipeptidytpeptidase HI; PeptkJase - M49.EGF ( ig,Neuregulin;TM=M;SS=N; 6.19 

418318; U47732; Hs.84072; transmembrane 4 superfamily member 3; transrnembrane4;TM=Y;SS=M; 6.19 

452551; L27071; Hs.29877;TXK tyrosine kinase; Beach,W040 I SH2 i SH3.pkinase;TM=M;SS=N;6.14 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 6.12 
3 J 445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.1 1 

456534; X91195; Hs.100623; phosphofipase C, beta 3, neighbor pseudo; UM,PDZ,pklnase;; 6.11 

449700; 102867; Hs.78358; paraneoplastic antigen; none;TM=M;SS=N; 6.10 

428479; Y00272; Hs.334562; cell division cyde 2, G1 to S and G2 to; pWnase,lCEj)10,ICE _p20;TM=M;SS=M; 6.10 
416209; AA236776; Hs.79078; MAD2 (mitofc arrest deficient, yeast, h; HORMA;TM=M;SS=N; 6.09 
00 433159; AB035898; Hs.150587; kmesin43ce protein 2; bZIPJdnesin;; 6.08 
432432; AA541323; Hs.115831; ESTs; ig,Sema.PSUone; 6.07 
409619; AK001015; Hs.55220; BCU-asscciated athanogene 2; BAG;TM=M;SS=N; 6.04 
412723; AA648459; Hs.335951; hypothetical protein AF301 222; none;TM=M;SS=N; 6.03 
424273; W40460; Hs.144442; phospholipase A2. group X phoslip;TM=M;SS=Y; 6.03 
CO 409430; R21945; Hs.346735; splicing factor, argiiime/serine-fich 5; DSPc,Rhodanese,none; 6.00 

421143; AB024536; Hs.1 021 71; immunoglobulin superfamily containing le; lg,UW4jRRNT,LRRCT;TM=M;SS=M; 6 00 
428677; AI657119; Hs.351582; troponin I, cardiac; none;TM=M;SS=N; 6.00 
450098; W27249; Hs.8109; hyrjolheticai protein FU21080; SET,zfWND;TM=M;SS=N; 6.00 
410422; AL042014; Hs.63348; Homo sapiens, done MGG15203. mRNA, com; Clq.Cotegen;; 5.99 
70 41OT72;AU)41465;Hs.182982;goIgin^; TO ne t none;5.99 

421251; Z28913; Hs.102948; enigma (UMdomam protein); LiM.PDZ;; 5,97 
403362; ; ; NM_001615*:Homo sapiens acfin, gamma 2. ; actin;; 5.95 
451541; BE279383; Hs.26557; piakophflin 3; Armadillo_seg;TM=M;SS=N; 5.95 
420253; A1656055; Hs.96200; neighbor of A4dnase anchoring protein 9; none;NA;NA; 5.93 
1 5 421506; BE302796; Hs.105097; thymidine kinase 1. soluble; TK;TM=M;SS=N; 5.93 
450447; AF212223; Hs.25010; hyrjolheticai protein P15-2; NTF2;TM=M;SS=N; 5.92 
450747; A1084821; Hs.129953; ESTs, WgWy simflar to 18183S7A EWS gen; rrm.zf.RanBP.GAS2; 5.92 

415211 J^nc;T?^l«- 9 ? 6: ° EAD/H (Asp<3u^spMs) box poiypep; DEADJieficase.C.rrraNdr,(^JmolTlLvvva.vwc^ 

beta,DUF139 l TPRDSPc.tspJ,rax^^ 5.91 
429910; NM_000857; Hs.2507; 5^ydroxytryptamine (serotonin) receptor; 7tm_1;TM=Y;SS=N; 5.90 
447131; NM_004585; Hs.1 7466; retinoic add receptor responder (tazaro; ncne;TM=Y;SS=N; 5.89 
437952; D63209; Hs.5944; solute carrier family 1 1 (fjfotorMxnipled; none;TM=Y;SS=M; 5.89 
446291; BE397753; Hs.14623; interferon, garnma^dudble protein 30; QLT;TM=M;SS=Y; 5.89 
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453102; NMJJ07197; Hs.31664; frizzled prosophHa) homolog 10; Fz,Frizzled,7tm^TM=Y;SS=M; 5.87 

426761; A1015709; Hs.1 72089; POR1MIN Prooraosis receptor inducing me; none;TM=Y;SS=M; 5.B5 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor t; r»ne;TM=M;SS=Y; 5.85 

426108; M622037; Hs. 166468; programmed cell death 5; DUF122;TM=M;SS=N; 5.84 

450502; T08Q65; Hs.118262; ESTs; ionjransjonjrans; 5.84 

442652; AIQ05163; Hs.201378; Homo sapiens cDNA FU40427 fis; none;TM=M;SS=N; 5.83 

424917; AI636208; Hs.96901; hypothetical protein FU23049; none;TM=M;SS=N; 5.83 

448569; 8E382657; Hs.21486; signal transducer and activator of trans; SH2.STAT.STAT bind, STAT jrot;TM=M;SS=N; 5.82 
422616; BE300330; Hs.118725; selenophosphate synthetase 2; AIRS^RS^C;TM=M;SS=N; 5.82 

445133; AW157646; Hs.198689; ESTs; elharid^pecWri f GAS2,SH3,Plectin 1 RA.Xylose_fe^ 5.79 

426215; AW963419; Hs.155223; stanniocalcin 2; Stanniocalcin;; 5.78 

414482; S5749B; Hs.76252; endothefin receptor type A; 7tm 1;TM=Y;SS=M; 5.75 

414809; AI434699; Hs.77356; transferrin receptor (p90, C071); PA;TM=Y;SS=N; 5.74 

452683; AI089575; Hs.374574; progesterone membrane bindrng protein; hcmeobox,none; 5.72 

432201; AI538613; Hs.298241; Transmembrane protease, serine 3; totrecepLa,trypsin;TM=Y;SS=M; 5.72 

429345; R11141; Hs.199695; hypothetical protein; KJetra,SAM; 5.72 

449458; AI805Q78; Hs.208261; ESTg; Frizzted.Fz,none; 5.72 

418526; BE019020; Hs.85838; solute (arrier fam3y 16 (monocarboxylic; none;TM=Y;SS=M; 5.71 
418848; AI820951; Hs.193465; ESTs; POZ.pldnase.none; 5J0 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 5.69 

411 190; AA306342; Hs.69171; protein kinase C-like 2; pHnase ( pHnase_C,HR1;TM=M;SS=N; 5.69 

41 1263; BE29780* Hs.69360; kinesln-like 6 (mitotic centromere-assoc; Wnesin;TM=M;SS=N; 5.69 

4451 36; AI348014; Hs.1 43949; ESTs, WeaWy similar to Achaete-Soite ho; ionjrar^ionjrans; 5.69 

409223; AA312572; Hs.362852; phospho'mositide-3-kinase, regulatory su; SH2,SH3,RhoGAP,none; 5.67 

430016; NMJJ04736; Hs.227655; xenotropic and pdytroplc retrovirus rec; SPX,EXS;TM=Y;SS=N; 5.66 

429638; AI916662; Hs.21 1577; kinecGn 1 (kinesin receptor); bZIPJropomyosin,sr^ctrfn,LBP.BPLCETP,B56M'TM=Y;SS=M; 5.65 

450334; AF035959; Hs.24879; phosphatide acid phosphatase type 2C; PAP2;TM=Y;SS=M; 5.64 

453950; AA 156998; Hs.348037; eukayotfc translation inWation factor; none;; 5.64 

425889; M57414; Hs.161305; tachykinin receptor 2; 7tm_1;TM=Y;SS=M; 5.64 

432527; AW975028; Hs.102754; ESTs; none,none; 5.64 

441384; AA447849; Hs.288660; retinofc acid induced 3; 7tn\.3,none; 5.63 

419080; AW150835; Hs.18878; hypothetical protein FU21620; 20G-FellJ>xy;TM=M;SS=N; 5.63 

447217; BE465754; Hs.17778; neuropilin 2; CUB,MAM,F5.F8_type_C;TM=M;SS=M; 5.61 

440422; AW452696; Hs.130760; myosin phosphatase, target subunit Z BTB.Kdch.ank.none; 5.58 

43134 1; AA30721 1; Hs.251 531; proleasome (prosome, inacropato) subunil; proteasome;TM=M:SS=N; 5.58 

432805; X94630; Hs.3107; C097 antigen; 7tm_2.EGF.GPS l FecCD;TM=Y;SS=M; 5.55 

449230; BE613348; Hs.356392; melanoma cell adhesion molecule; lg.isodh 1 Ribosomal_L6 1 F-box;TM=Y;SS=M; 5.55 

441607; NtwLOQSOlO; Hs.7912; neuronal cell adhesion molecule; WD40,fh3.ig;TM=M;SS=N; 5.54 

400303; AA242758; Hs.79136; LIV-1 protein, estrogen regulated; none.none; 5.54 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.53 

404210; ; ; NM_005936:Homo sapiens myeloid/lymphoid ; FHA.POZ,RA,DIL;TM=M;SS=N; 5.53 

408051; AI623351; Hs.172148; ESTs; PH.RhoGAP.none; 5.53 

436726; AA324975; Hs.198689; ESTs, Weakly similar to T00079 hypotheli; efrand l spectrin.GAS2,SH3.Plectin 1 RA,XytoseJsom ( RiD,bZlP ,Tro pomyosin.Myc- 

LZ,M,ldh_C.CH^P3;TM=M;SS=N; &53 
41 6084; LI 6991 ; Hs.79006; deoxythymidylate kinase (thymidyiate kin; none.none; 5.52 
428667; AI37S550; Hs.346868; nucleolar protein p40; homolog of yeast ; none,none; 5.51 
433907; AW296107; Hs.152686; ESTs; ArrradBlojjeg.none; 5.50 
442821; BE391929; Hs.8752; transmembrane protein 4; none;; 5.50 
422282; AF019225; Hs.1 14309; apoprotein U MotA_ExbB;TM=Y;SS=M; 5.49 
439820; AL360204; Hs.283853; Homo sapiens mRNA full length insert cDN; nonejone; 5.49 
428771; AB028992; Hs.193143; KIAA1069 protein; C2.PI-PLC.Y,PW , LC.X;TM=M;SS=N; 5.48 
452256; AK000933; Hs.28661; Homo sapiens cDNA RJ10071 fis, clone HE; GDI,7tmJ.none; 5.48 
44201 3; AA506476; Hs.375009; Human DMA sequence from clone RP1 1-353C1; none,none; 5.48 
408056; AA312329; Hs.42331; ephrin-M; Ephrin;TM=M;SS=M; 5.47 
422765; AW409701; Hs.1578; bacutoviral lAPrepeat^taining 5 (sun BIR;TM=M;SS=N; 5.47 
420297; AI628272; Hs.1 28757; ESTs, Weakly similar to ALU1_HUMAN ALU S; pkinase.TUDOR.none; 5.47 
428385; AF112213; Hs.184082; putative RabS-tnteracting protein; SH2.SH3;; 5.46 

424517; AI539443; Hs.137447; Homo sapiens cDNAFU 121 69 fis, clone MA; SH2,STAT,STAT_bind,STAT_protnone; 5.45 

441560; F13386; Hs.7888; v-erb-a avian erythroblastic leukemia vi; pJdnase,R^p_L.domaln,FurirMike.YLP,none; 5.44 

414883; AA926960; Hs.348669; COC28 protein kinase 1; CKS;; 5.43 

450402; BE218027; Hs.89959; ESTs; SH3.none; 5.42 

428484; AF 104032; Hs.184601 ; solute earner family 7 [cationic amino ; 

aaj>errrieases,pyridoxaLdee,brorrari Pl4Jdnase,FAT,FATC,8olA,RUN;TM=M;SS=N; 5.42 

430696; AA531276; Hs.59509; ESTs; pWnase.PP2C.none; 5.42 

412350; A1659306; Hs.73826; protein tyrosine phosphatase, norwecept; Yjjhosphatase.Band_41,PDZ;TM=M;SS=N; 5.42 

444783; AK001468; Hs.62180; anflUn (DrosophBa Scraps homolog). act PH.none; 5.41 

448379; A1097463; Hs.21 035; K1AA1130 protein; none^lp; &41 

410082; AA081594; Hs.15831 1; MusasN (DrosophHa) homolog 1; rrm;TM=M;SS=N; 5.41 

411817; BE302900; Hs.72241; rnitogen-actlvated protein kinase kinase ; p)dn3se;TM=M;SS=M; 5.40 

445413; AA151342; Hs.12677; CGM47 protein; UPF0099;TM=M;SS=M; 5.39 

451863; AL120634; Hs.331803; ATPase, Ca transporting, plasma membrane; cpn60 TCP1,E1-E2 J ATPase.Cafion^ATPase CCaticn JtfPase N.Hydrolase;; 5.38 

442875; BE623003; Hs.23625; Homo sapiens done TCCCTA00142 mRNA sequ; rUetra,DUF51,none; 5.38 

439963; AW247529; Hs.6793; platelekacOvafing factor ecerythydrola; PAFWH_IbJjpase_GDSL;TM=M;SS=N; 5.36 

450825; AC005954; Hs.25527; tight junction protein 3 (zona occhidens; PDZ.GiianyiateJdnn 5.34 

441031; A11 10684; Hs.7645; fibrinogen, B beta rxrfypepQde; horuiogen QG^fpha.arf;TM=M;SS=M; 5.33 

408369; R38438; Hs.1 18747; SLC15A2 Solute carrier family 15 (HVpep; PTR2;TM=Y;SS=N; 5.33 

435391; AA704588; Hs.58934; ESTs; PiP5K,none; 5,33 

41 1779; AA292811; Hs.72050; nofHnetastafic cells 5. protein expresse; NDK;; &33 

422170; AI791949; Hs.1 12432; anfl-MuQerlan tormone: TGW«ta^ &32 

447350; AI375572; Hs.1 72634; v-err>a avian erythroWasfic leukemia vt rddnase,Recep_t^domaiaFurin^ike 1 YLP,none; 532 
449964; AW001741; Hs.24243; hypothetfcal protein FU10706; pkinase;TM=M;SS=N; 5.31 
426427; M86699; Hs.1 69840; TTK protein kinase; pkinase;; 5.30 
430407; H23551; Hs.30974; ESTs; pkinase .P8D,none; 5.29 
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416847; L43821; Hs.80261 ; enhancer of fflaniefltafon 1 (cas-Eke do; SH3;TM=M;SS=N: 5.27 

425308; M97639; Hs.155585; receptor tyrosine tanaso-foe orphan res lg,taingl8,pklnase.F2;TM=Y;SS=M; 5.27 

424596; AB020639; Hs.151017; estrogen-related receptor gamma; hormor»jec,zf-C4;TM=M;SS=N; 5.27 

428013; AF151020; Hs.181444; hypothefcal protein; none;TM=Y;SS=M; 5.26 

447384; AI377221; Hs.40528; ESTs; SH3.Sorb.none; 536 

441824; AB007871; Hs.7977; KIAA0411 gene product SH3,RhoGAP;TM=M;SS=N; 5.26 

438493; AJ130740; Hs.6241; phosphoinositld&^kinase, regulatory su; SH2,SH3,RhoGAP;TM=M;SS=N; &26 

428579; NM.005756; Hs.184942; G proteirwoupled receptor 64; 7tm_2,GPS;TM=Y;SS=M; 5.25 

414359; M62194; Hs.75929; cadherin 1 1, type 2, OBodherin (osteob; cadheiin,Cadherin C term:TM=Y:SS=M; 5.25 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glu; sugar tr;TM=Y;SS=M; 5.24 

427157; U51165; Hs.173824; thymine^ONAgtycosylase; UOG;TM=M;SS=N; 5.24 

423685; 8E350494; Hs.49753; uvea! autoanflgen with coiled coil domai; ank,bZIP,M,DUF164,AIP3;; 5.23 

452721; AJ269529; Hs.301871; solute carrier family 37 {gfycerol-3-pho; MORN,sugar tr;TM=Y;SS=M; 5.23 

427747; AW411425; Hs. 180655; serine/uveonine kinase 12; pkinase;TM=M;SS=N; 5?23 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cofilin JU3F;; 5.23 

412507; L36645; Hs.73964; EphA4; fn3.pkinase,SAM.EPHJbd;TM=Y;SS=M; 5.23 

426770; AI948618; Hs.150178; ESTs; Sulfate transp,STAS;TM=Y;S$=N; 5.23 

422583; AA4 10506; Hs.27973; WAA0874 protein; ank,G4pru*TM=M;SS=N; 5\22 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaE^ &22 

448093; AW977382; Hs.15898; 2.4-cfenoyl CoA reductase 2, peroxisomal; adhjihort;; 5.21 

443646; A1085198; Hs.1 64226; Truombospondin 1;EGF,tsp 1,vwc,TSPN,lsp 3,none;5.18 

457916; BE085271; Hs.8834; ring Cnger protein 3; pkinase,none; 5.18 

433933; AI754389; Hs.355397; Homo sapiens clone TCCOA0O164 mRNA sequ; none;NA;NA; 5.18 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; none;; 5.17 

433662; W07162; Hs.150826; RAB25 RAB25, member RAS oncogene family; rasABC lran,arf;TM=M;SS=M; 5.17 

450511; R07423; Hs.85092; thyroid hormone receptor Interactor 11; Myosin taa,EGF; 5.16 

409132; AJ224538; Hs.50732; protein kinase, AMP-activated, beta 2 no; none;TM=M;SS=N; 5.15 

454438: AA224053;te. 172405; cefldiviskmcyde 27; SPRYJtm 3.ANF receptor; 5.14 

413869; NM.000878; Hs.75596; interleukin 2 receptor, beta; none;TM=Y;SS=M; 5.14 

422051; AW327546; Hs.1 1 1024; solute carrier family 25 (mitochondrial ; mito carr;TM=M;SS=N; 5.14 

415474; NM.014252; Hs.78457; solute carrier family 25 (mitochondrial ; mito carr;TM=M;SS=N; 5.14 

41 1704; AI499220; Hs.71573; hypothetical protein FU10074; pWnase;TM=MTsS=N; 5.13 

422278; AF072873; Hs.114218; frizzled (Drosoph3a) homolog 6; Fz,Frizzleu\7tmJ2;TM=Y;SS=M; 5.13 

454128; AL031259; HO67900; programmed cell death 2; zf-MYND;TM=M;SS=N; 5.13 

431322; AW970622; Hs.376626; gb:EST382704 MAGE resequences, MAGK Homo; none^ione; 5.13 

444754; T83911; Hs.11881; transmembrane 4 superfamfly member 4; none;TM=Y;SS=M; 5.12 

422867; L32137; Hs.1584; cartilage oHgomeric matrix protein (pse: tsp 3.EGF;; 5.12 

416498; U33632; Hs.79351; potassium channel, subfamily K. memberl; Ion Jrans;TM=Y;SS=M; 5.1 1 

436494; AA720997; Hs.12B295; ESTs; iU)ne.CAP_aY,HCX)3.cotransp,GlycoJiydro 63.PH; 5.11 

419833; AA251131; Hs^20697; Homo sapiens tryptophanyHRNA synthetas; WHEP-fRS.tRNA-synL1b.none; 5.10 

453387; A1990741; Hs.252809; ESTs; Na_Ca.Ex.none; 5.07 

413076; U10564; Hs.75188; weel (S. pombe) homolog; pkinase;TM=M;SS=N; 5.07 

456906; AF1 17646; Hs.156637; Cas-Br-M (murine) ectroplc retroviral tr, Z«3HC4,CbLN.CbLN2.Cbl N3;TM=M;SS=N; 5.07 
438746; A1885815; Hs.1 84727; Human nielanomaassodated antigen p97 (nx transfamn t Guanylate kin,PDZ,SH3; 5.07 
448520; AB002367; Hs.21 355; doubtecoriin and CaM Wnase-like 1; pkbase,DCX;TM=M;SS=N; 5.05" 
413745; AW247252; Hs.75514; nucleoside phosphorylase; Mtap_PNP;; 5.06 

407235; D20569; Hs.1 69407; SA(2 (suppressor of acfin mutations 2,y;none,Ritx)somal_S13,Galactosy} T.Zip,adh short,zf-C3HC4; 5.06 

421369; NMJM5089; Hs,171909; U2 small nuclear ribonucleoproteln auxil; rmi,z^CCCHJectin_c,integrin B;TM=M;SS=N; 5.06 

412170; D16532; Hs.73729; very low density lipoprotein receptor; ldl^pLa,tdLrecepLb.EGf ;TM-M;S~S=M; 5.06 

442599; AF078037; Hs.324051; RelA^ssodated Inhibitor; SH3,ank;TM=M;SS=N; 5.05 

421109; L32832; Hs.101842; AT-b!nding transcription factor 1; HMG14J7^orneobox4-C2H2;TM=M;SS=M; 5.05 

453880; AI803166; Hs.135121 ; ESTs, Weakly sim8ar to 138022 hypotheO; HSP70,none; 5.05 

431512; BE270734; Hs.2795; latate dehydrogenase A;(dh,ldh^C,SH3,pldnase.UBA;7WI=M;SS=N; 5.05 

435411;AW444619;Hs.138211; ESTs; nonejrfdnase; 5.04 

419088; AI538323; Hs.367688; Integrin, beta 8; integrin_B.none; 5.04 

425003; AF1 19046; Hs.154149; apurinicfiapyrimldtolc endonudease(APEX ; Tropw^.Exo_endoj)hos,IQ;TM=M;SS=N; 5.04 

428376; AF1 19665; Hs.1 84011; pyrophosphatase (inorganic); Pyrophosphatase;TM=M;SS=N; 5.03 

413073; AL038165; Hs.75187; translocase of outer mitochondrial membn MAS20,zf-A20,VPS9;TM=M;SS=M; 5.03 

5H5S? : " s343258 i Proiiferafioivassociated 2G4, 38kO; P*&daaLjM4f 5.01 
449674; AW444937; Hs.233482; ESTs; C2.PI^LC.YPi-PLC-Xnone; 5.01 
445333; BE537641; Hs.44278; hypothetical protein FU12538 similar to; ras.arf,TK;; 5.01 
412133; U83460; Hs. 1 04557; sdute carrier family 31 (copper transpo; none;TM=Y;SS=N; 5.01 
446488; AB037782; Hs.15119; K1AA1361 protein; pWnase;; 5.00 

449474; AA019344; Hs.2055; uUquifln-acOvaBng enzyme E1 (A1S9T an; TtoT l UBACT,pldnase < Ua« l UCH-1 ( rrm^ 5.00 

416365; U15131; Hs.79265; suppression of tomcrigenictty 5; DENN,dDENN,uDENN;TM=M;SS=N; 5.00 

421351; AU076667; Hs.103755; receptor-interacting serine-threonine W; CARD.pkinase;TM=M;SS=N; 4.99 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU13692 fis, done PL HW.death.TNFRj&AcyK^hydro' 4 98 

442007; AA301116; Hs.142838; rujcteclarphosphoprote^ 

441085; AW136551; Hs,181245; Homo sapiens cONA FU12532 Gs, done NT; none,none; 4.95 
426310; NIWL000909; Hs.169266; neuropeptide Y receptor Y1; 7trnJ;TM=Y;SS=M; 4.95 
457718; F18572; Hs.22978; ESTs, Weakly similar to ALU4.HUMAN ALU S; pWnase,pkinase; 4.94 
408805; H69912; Hs.48269; Nfaccinia related kinase 1; pklnase;TM=M;SS=N; 4.94 
427541 ; A1798983t Hs.375835; solute carrier family 35 (CMP-aaHc ad; none.none; 4,94 
452792; AB037765; Hs J0652; KIAA1344 protein; thtored;TM=M;SS=M; 4,93 

430713; AA35 1647; Hs.2642; eukaryolic translaiton elongation factor; GTP_EFTU,GTP EFTU D3.GTP EFTU D2;- 4.93 
444838; AV651680; Hs.208558; ESTs; mtegrirLA T FG-GAP,none; 4S3 

440516; S42303; Hs.161; cadherin 2. type 1, Noadherin (neuronal; HNH.cadhBrin,Cadherin C term;TM=M;SS=N; 4.92 
421302; T34462; Hs.103291; neuriun; none;TM=M;SS=Y; 4.91 

452291; AF015592; Hs.28853; COC7 (cell division cyde 7, S. cerevtsi; pJdnase;TM=M^S=N; 4.91 
408657; AA782601; Hs^78649; ESTs; B56.none; 4.91 

439750; AL359053; Hs.57664; Homo sapiens mRNA ruD length Insert cON; lMPDH_C.lMPDH_N,C8S,inteorin B.Rion B lectin- 4.91 
421462; AF016495; Hs.1 04624; aquaporin 9; MIP,TM=Y;SS=M; 4.90 - " 
424503; NMJXJ22Q5; Hs.149609; Integrin. alpha 5 (fibronecfin receptor,; mtegrtn_A.FG^AP;T^Y;SS=N; 4.89 
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438564; AA381553; Hs.198253; major histocompatibility complex, class ; ipJMC II a!pha,none; 4.69 

j™? ^SS^SS^ t^Pactore tautomerase; COX8,SHMT,MJF.GSTJXEF1Gjiom^^ 4.88 

434521; NMJM2267; Hs.3886; karyopherin alpha 3 rtmportin atpha4); Annadaio_seg,!BB:TM=M;SS=N; 4.88 

414321; MB3835; Hs.77424; Fc fragment of IgG, high affinity la. re; ig;TM=Y;SS=M; 4.88 

4241 18; BE269041; Hs.140452; cargo selection protein (mannose 6 phosp; periEpin;; 4.88 

410639; BE269047; Hs.65234; hypothetical protein FU20596; DEAD,hefcase C,PRK.AIP3;TM=M;SS=N; 4.87 

417089; H52280; Hs.18612; Homo sapiens cOMA: FU21909 fis, clone H; voltage CLCCBS.none; 4.86 

52? ^ 1 c 3 ^ 5 L Hs - 44238: ESTs ' slmiIar to S656S7 ^P^ 1 °-» PhospWeslSomatoine^ 4.86 

417666; AI345001; Hs.82380; menage atrois 1 (CAK assembly factor); zf-C3HC4;TM=M;SS=N; 4.86 

453864; AW021407; Hs.21068; hypothetical protein; none,none; 4.6S 

453082; H1 8835; Hs.31608; hypothetical protein FU20041; ion_trans;TM=Y;SS=M; 4.85 

413407; AI356293; Hs.75339; Inositol polyphosphate phosphatase-like ; SH2.SAM.Exo endo_phosn 4.85 

417866; AW067903; Hs.82772; collagen, ^ype W. alpha 1; CoBagen.COLn JSPN.Iam&6i_G.CorA;; 4.85 

435652; N32388; Hs.334370; uncharacterized hypothalamus protein HBE; none;TM=M;SS=N; 4.84 

419355; AA428520; Hs.90061; progesterone binding protein; heme_1;TM=Y;SS=M; 4.83 

431441; U81961; Hs.2794; sodium channel, nonvotege-gated 1 alpha; ASC;TM=Y;SS=N; 4.83 

408983; Nr^000492;Hs.663;c^ membrane.PRK.Bac exporL3;TM=Y;SS=N- 4 83 

425465; L18964; Hs.1904; protein kinase C. iota; pKnase,DAG_PE-bM,pkiriase CXOPR;TM=M;SS=N; 4,82 

435232; NMJJ01262; Hs.4854; cycfirniependent kinase inhibitor 2C (p1; ank;TM=M;SS=N; 4.81 

424490; AJ278016; Hs.55565; ankyrtn repeat domain 3; anx,pWnase;TM=M;SS=N; 4.81 

425743; BE396495; Hs.159428; BCl^associated X protein; Bd2;TM=Y;SS=N; 4.81 

453354; W55946; Hs.234663; Homo sapiens cDNA FU12082 fis. done HE; trarsmenihrane4,none; 4.81 

450883; NMJJ01348; Hs.25619; death-associated protein kinase 3; pkinase;TM=M;SS=N; 4.79 

429736; AF 125304; Hs.212680; tumor necrosis factor receptor superfami; TNFR_c6;TM=M;SS=M; 4.79 

N^J006855; Hs.250636; KDa (Lys-Asp-Gu-Leu) endoplasmic relic; ERJumenjeceplJ^M;SS^ 4.79 
409960; BE261944; Hs.355264; hexokinase 1; none^ione; 4.78 

422795; AB033109; Hs.375610; WAA1283 protein; 7tmJ.ka2a)>\2MA2rvLN;TM=Y;SS=M; 4.78 
423519; T48691; Hs.249159; adrenergic alpha-2A-, receptor; 7tm_1,7tm_2;TM=Y;SS=M; 4.78 
429305; AF095727; Hs.28783^ myelin protein zero-tike 1; ig.f/ansnffimbrane4;TM=Y;SS=M; 4.78 
427700; AA262294; Hs.180383; dual specificity phosphatase 6; Rhodanese.DSPc;TM=M;SS=N; 4.77 
447343; AA256641; Hs^36894; ESTs, Highly similar to S02392 alpha-24n; none,none; 4.76 

^£11 E^^dJSJf 71 ^ 5; J^^J 8 ^*^ 4.76 

407722; BE252241; Hs.38041; pyrktoxat (pyridoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 4.75 

438330; AW450572; Hs.257316; ESTs; pkinase,zf.C4,ERM,CNH,none; 4.75 

410687; U24389; Hs.65436; tysyl oxidase-Eke 1; LysyLoxidase;; 4.75 

411165; NMJM0169; Hs.69089; galactosUase, alpha; Melibiase;; 4.75 

425548; AA890023; Hs.1906; prolactin receptor; fn3;TM=Y;SS=M; 4.73 

434158; T86534; Hs.14372; ESTs; adenytatekinase,none; 4.73 

459035; AW291109; Hs-332563; ESTs, Weakly similar to T31 611 hypothett; nor»,SH3,myosinJead,IQ; 4.73 
40901 2; AL1 1 7435; Hs.49725; 0KF2P4341216 protein; PH,RhoGEF;TM=M;SS=M; 4.73 
434503; T96231; Hs.17762; ESTs; SH3.Sorb.none; 4.73 

446342; BE298665; Hs.14846; solute carrier family 7 (cationtc amino ; none;TM=M;SS=N; 4.72 
427418; AA402587; Hs.356667; LAT1-3TM protein; none.none; 4.71 

449433; AI672096; Hs.901 2; ESTs. WeaWy simBar to S26650 DNAoindi; Frizzted.Fz,FrizzIed,Fz; 4.71 
41891 0; Z25821 ; Hs.89466; Homo sapiens, Similar to dodecenoyVCoen; ECH;; 4.70 

nl™ 5 £ S 'F 5 %i £° ( Dros °P Wa H ite Wnase: ^ornaIJJ7ae,pkin^ 4.70 
442199; BE277633; Hs.372542; etoposide-induced mRNA; none;TM=Y;SS=M; 4.69 
418870; AF147204; Hs.89414; chemoWne (C-X-C motif), receptor 4 (fas; 7trrLl.7tm_2;TM=Y;SS=M; 4.69 
453922; AF053306; Hs.36708; budding uninhibited by benzimidazoles 1 ; none;; 4.69 
418558; AW082266; Hs.86131; Fas (TNFRSF6>associated via death domai; death,DED;; 4.68 
434164; AW207019; Hs.148135; serine/lhreorane kinase 33; pkinase;TM=M;SS=N; 4.68 
443323; BE560621; Hs.9222; estrogen receptor binding site associate; none;TM=M;SS=M; 4.68 
400288; X08256; Hs.149609; integrin, arpha 5 (fibronectin receptor,; integrinJ\,F&GAP;TM=Y;SS=N; 4.68 
41 8838; AW385224; Hs.35198; ectonucteotide pyrophosphatase/phosphodfe Phosphodiest;TM=Y;SS=M- 4 67 
417426; NMJ1Q2291; Hs.82124; lamWn, beta 1; larrunin_EGF ( lamininJiterni,^^ B;; 4 67 
425976; C75094; Hs.334514; NG22 protein; vortage.aC;TM=Y;SS=M; 4.66 
407844; AW073716; Hs.8037; ESTs; transmembrane4,none; 4.66 
450656; M010539; Hs.18912; unnamed protein product; zf-C2H2;; 4.66 
42031 1; AW445044; Hs.38207; Human DNA sequence from done RP4-53011 5; none.none; 4.65 
404287; ; ; FGENESH predicted novel CUB^omain conta; none, none; 4.64 
452747; BE153855; Hs.61460; Ig superfemily receptor LNIR; lg,Rhabd_glycop;TM=Y;SS=M; 4.63 
426680; AA320160; Hs.17181 1; adenylate kinase 2; adenylateWnase;TM=M;SS=N; 4.63 
430397; AI924533; Hs. 105607; bicarbonate transporter related protein ; HC03 cotransp;TM=Y;SS=N; 4.63 
447556; Nf^.003726; Hs.19126; src Mr^associated phosphoprotein of; SH3,PH;TM=M;SS=N; 4.63 
414271; AK0O0275; Hs.75871; protein kinase C binding protein 1; brcmafcmaln.PHD.PWWP.tf^ 4.62 
429126; AW172356; Hs.99083; ESTs; 7trnJ.none; 4.61 

429150 AF120103; Hs.197366; smoolhened (Drosophila) homolog; COX8.SHOT,MlF,GSTJXEF^^^ assoc;TM=Y;SS=M; 
4.60 

?,f i?™ 2 * Hs - 51233: to™ necrosis factor receptor superfami; TNFR.c6,deau\Upci)rotan_5.TtUTM=Y;SS=^ 4.60 
JJ1921; H83363; Hs.355993; translocase of inner mitochondrial membr; z5-Tlm10_[»P.efhand l CH l spectrm l serpin;TM=M;SS=N; 4.60 
429083; Y09397; Hs.227817; BCU^elaled protein A1; Bd-2;TM=M;SS^N; 4^9 
400290; H18835; Hs.31608; hypothetical protein FU20041; none.Cys knot 4^9 
430379; AF134149; Hs.240395; potassium channel, subfarniry K, member 6; forUrans;TM=Y;SS=M; 4.59 
409645; AI142265; Hs.55498; geranylgeranyl diphosphate synthase 1; pdyprenyl synt;TM=W;SS=N; 4.59 
427373; AB007972; Hs.130760; myosin phosphatase, target subunit 2; ank;TM=M;SS=N; 4.58 
437212; AI765021; Hs.210775; ESTs; UDPGT^one; 4.58 

430396; D49742; Hs.241363; hyaluronaivbinding protem 2; ank,dealh^U5,E<^,Mngle.trypsin,Nebulin.UM 4.57 

452069; AB028949; Hs. 183994; WAA1026 protein; !Vtetauophos;TM=M;SS=N; 4.56 

416041; AA345547; Hs.53263; rrypothetical protein FU 13287; WD40r. 4.55 

43451 1; R28982; Hs.18106; ESTs; pkinase.GtycoJiydro 39; 4.55 

410174; AA306007; Hs^9461; DKFZP434C245 protein; none,DSPc; 4.55 

418758; AW959311; Hs.172012; hypothetical protein DKFZp434J037; pkmase.RI01;TM=M;SS=N; 4.55 

451367; AA923729; Hs.26322; cell cyde related kinase; pkinase;TM=M;SS=N; 4.54 
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41 IS? BE2702S6 : Hs.82128: 5T4 oncofetal tropnobtasl glycoprotein; LRaLRRNT,LRRCT;TM=Y;SS=M; 4.54 

41 1296; 8E207307; Hs.10114; growth suppressor 1; 20G^dl_Oxy;TM=M;SS=M; 4.53 

439975; AW328081; Hs.6817; inosine triphosphatase {nucleoside triph; Hamlp lite;TM=M;SS=N; 4.53 

431992; NMJJQ2742: Hs.2891; protein kinase C mu; pkxnase,DAG_PE-bind,PH;TM=M;SS=M; 4.53 

443303; U67319; Hs.9216; caspase 7, apoptosis^eteted cysteine pn pWnaseJCej)10,ICEj)20;TM=M;SS=M; 4.53 

428005; AW302245; Hs. 181 390; casein kinase 1, gamma 2; pkinase;TM=M;SS=N; 4.52 

407775; NMJJ04914; Hs.38772; RAB36. member RAS oncogene family; ras.arf;TM=M;$$=N; 4.52 

435523; T62849; Hs.t 1090; membrane^panning domains, subfamily A; none;TM=Y;SS=M; 4.51 

447321; AW271217; Hs.281434; Homo sapiens cDNA FU14028 fis, done HE; none.none; 4.51 

405484; ; ; C3002124-:gi|12737280lrcflXP^00668Z2| k; none;: 

443605; H06855; Hs.134131; ESTs; eJhand.lonJrare.none; 4.50 

d^^u" 5 ^ P^ein FU14710; 7lnx.1^HC4,fn3,SPRY,KRAB^-C2H2,rve^f-B_box;TM=Y;SS=M; 4.50 
4221 12; BE540240; Hs.11 1783; Lsm1 protein; Sm,BAG;; 4.49 

41 B869; AW516565; ; gbDtq01d05o1 Soares.NHCeC^cervical tumo; none.RasGAP.WWJQ; 4.48 

447898; AW969638; Hs.1 12318; 6.2 kd protein; none.none; 4.48 

450607; AL050373; Hs.25213; hypothetical protein; SH3;TM=M;SS=N; 4.48 

41 8918; X07871; Hs.89476; C02 antigen (p50), sheep red Wood cell ; ig;TM=Y;SS*M; 4.48 

N 1 ^- 006226 - Hs.153322; phosphdipase C, epsOon; C2.PaPI-PtC-Y t PI-PLOX;TM=M;SS=N: 4.48 
426B12: AF105365; Hs.172613; solute carrier family 12{potasshimfchio; none;TM=Y;SS=N; 4.47 

551? V 5 S : S,4975: P* 3 * 1 ™ voltage-gated channel, KQT-uTc, torutrans.KCNQ1_channel;TM=Y;SS=N; 4.47 
427557; NM_002659; Hs.179657; plasminogen activator, urokinase recepto: UPARJ_Y6,ET,PLA2Jnh;; 4.47 
428727; AF078847; Hs.78452; general transcription tactor IIH. polype; PH04. UM;TM=M;SS=N; 4.46 
41 2760; AW379030; Hs.41324; ESTs; CbLN,CbLN2.CbLN3.UBA^C3HC4 l none; 4.46 

IS qc^h l^^ 1 ^ 04 ^ 1 H*" 1 **^^ 4.46 

S ^ 05 ^ oadBnosinQ 5W>hosphosuIfate sy; APS_kinaseATP-sdfury!ase.PRK,Thyrniaylate_ldn;; 4.46 

447434; R16890: Hs.137135; ESTs; ptanase,m3,ig,pklnase,fh3; 4.45 
422010; AA302049; Hs.31181; Homo sapiens cDNA: FU23230 fis, clone C; none,SDF.sugar tr; 4.45 
41 4108; A1267592; Hs.75761 ; SFRS protein kinase 1; anKPH,0xystercLBP,pldn3se;TT^M;S"s=N; 4.44 

iS" 8 ^ D ^ dihydroxyvitamin D3) re; h<jrrnonejec^.Metallothio_5;T^=M;SS=N; 4.44 
1™ ?£ : ^°° QZ Hs,55879: 80,110 sapiens cDNA DKFZp434L0827 (f; ABCjranABCjnembrane;TM-M;SS=M; 4.44 
4081 13. T82427; Hs.194101; Homo sapiens cONA: FU20889 fis, clone A; 7tm_3,none; 4.44 
436823; AW749865;Hs.117077; ESTs, WeaWy simiiar to 138022 hypolheti; aa perrneases,zf- 

450505; NMJJ04572; Hs.25051; plakophiBn Z ArmadHlo seg;TM=M;SS=N; 4.43 

437915; AI637993; Hs.202312; Homo sapiens clone N11 NTera2D1 teratoca; none.none- 4 43 

417412; X16896; Hs.82112; interteukin 1 receptor, type ); ig,TIR;TM=M;SS=M; 4.43 

445033; AV652402; Hs.72901; cycfliHlependent kinase inhibitor 2B(p1; ank;; 4.43 

41 1027; AF072099; Hs.67846; leukocyte imrrainoglobulin-iike receptor, ; inositol P,lo;TM=M;SS=N; 4 43 

452124; AA454220; Hs.61 170; ESTs; pkinase,none; 4.43 

422599; BE387202; Hs.1 18638; norwnetastatic cells 1, protein (NM23A) ; NOKWOxysteroLBP;; 4.42 
416202; AW964492; Hs. 169624; ESTs; norte;TM=^SS=N; 4.42 
441518; AW161697; Hs.294150; ESTs; Yj)hosphatase,DSPc,none; 4.42 

441680; AW444598; Hs.7940; RAP1, GTP-GDP Dissociation stimulator 1; Armadillo seg;TM=M;SS=N: 4 42 
431429; AF072813; Hs.252831; retlcuton 3; Re0cuIon,Fz < ig r kringle,pkinas8;TM=Y;SS=N; 4.42 
453870; AW385001; Hs.8042; Homo sapiens cDNA: FU23173 fis, clone I; FG^AP,lntegrinA,NIF: 4 41 
421242; AW161386; Hs.13561; hypothetical protein MGC4692; none;NA;NA; 4.41 
456362; AW973003; Hs.1 79909; hypothetical protein FU22995; none;TM=M;SS=N; 4.41 
419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 hs, clone NT; death,ZU5r 4 41 
43221 1; BE274530; Hs.273333; hypothetical protein FU 10986; FGGY QTM=M;SS=N; 4.41 

Sk? 065171 83 J5317: sohlte ca^er family 16 (rncnocarboxyBc; sugar JnTM=Y;SS=N; 4.41 
458097; AW341135; Hs.58104; ESTs; none,SH3J>10; 4.40 

SSJf ?ni?2 7 ? I*- 10808 * ESTs, Weakly similar to T31 636 hypothec C1q,CoBagen;TM=M;SS=Y; 4.40 

^SJJI 5 ;??? ^ necr ^fector receptor superfami; deato.TNFr\.c6,PH^nlUttoGEF,^^ 4.40 
o^ 478 * Hs - 9683: Dnai (Hsp4Q homolog. subfamfly C. membe; rrm,Dn3jJPR;TM=M;SS=N; 4.40 

437162; AWQ05505; Hs.5464; thyrokf hormone receptor coacGvating pr; brorr^<miato;TKHU;$S=N; 4.39 

453891; AB037751; Hs.301242; Homo sapiens mRNA full length Insert cDN; none,none; 4.39 

442572; AI001 922; Hs.135121; hypothetical protein FU22415; none f HSP70; 4.39 

427337; Z46223; Hs.176663; Fc fragment of taG, low affinity Hlb. r. ig;TM=Y;S$=fut 437 

445817; NM.003642; Hs.13340; histone acetyttransferase 1; none;TM=M;SS=N; 4.37 

444895; A1674383; Hs.22891 ; solute carrier family 7 (cationic amino ; ASC.death.TNFR.c6- 4.37 

1221? iSSJSS HS ' 48824 ' WM051 2 flene prodxt ALEX * Arrna(fiIIo,se g ;TM=M;SS=M; 4.37 

1?SSS ^ "HS? ^ WeaWy 8bnBar to R^ROVIRUS^ELAT; SH3.POZ,GuanyiateJ(in.none; 4.37 

418283, S79895; Hs^3942; cathepsin K (pycnodysostosis); Pepfidase C1;; 4.37 

US? ^clcIIJ ? ^ sapiens mRNA; ^ DKF2p585D0918 (f; ^bp.UU5.Nucleoside.tran; 4.37 
S".^ 1 protein t* 05 *™ Phosphatase, nornecept YjDhosphatase;TM=Y;SS=N; 4.36 

400257; ; Hs.76366; ENSP00000000452:BAD protein (BCl-2 blndr, none;TM=M;&=N; 4 36 

431476; BE612705; Hs.256697; hisfidine triad nucleoade-blnding prote; HIT. 4.36 

^5H 8;A ! 8 2 8527: Hs - 192822 ^ serotogfcaCy defined breast cancer anti; none;TM=M;SS=N; 4.36 

^6629; AW891965; rte 367942; histone deacetylase 3; HSP90,HATPase_c t zW2H2.PHD,none; 4.36 
' «7716; L38951; Hs.180446; karyopherin (Imporfin) beta 1; Armadillo seg.HEAT;TM=M;SS=N; 4.35 

?u«!S^m 1 59627: d9aih asso6M Pratem $ myb_D^In(r^,PAHBAHbrorruxJoniain,PHD.SETJ 4.35 
aSSS^^I 481 fibroUas *fl rowtn factor receptor 1 (fins; pkinase,ig ( pkinase,ig,p450,SET.PWAff»; 4.35 

445926; AF054284; Hs.334826; splicing factor 3b, subunit 1, 155kD; none;TM=M;SS=N74.3B 

410726; AJ623859; Hs.15936; ESTs; pkmase^Jsomerase^none; 4.3S 

433996; AW135357; Hs.1 92374; ESTs; HSP90.HATPase c.UDG: 4.34 

ISffS ^S21 M2: Hs3436: deleled " m oral cancef (nwse. homolog) ; none;TM=M;SS=N; 4.34 
437103; AW139408; Hs.15»40; ESTs; Cholme Jdnase.ncna; 4.34 

ilSSS ^^S? 81 Hs ' 58435: FYrWMn 8 P 1 ^ (FYB-120V130); SH3;TM=M;SS=N; 4^4 
SSS ^S?! M: "s- 177415 : Rn^Biskis-RetBy murfne sarcoma viru; ublquHin;TM=M;SS=N; 4.33 
XSSSS 1 Hs * 374608 : hypothetical protein MGC5244,; abhydrolase JfcTM=M;SS=M; 4.33 
453308: AW959731; Hs.323099; ESTs; none,pIdiiaseA*fin - recp; 433 
424893; AW295112: Hs.1 53648; Homo sapiens cDNA FU13303 fis. done OV; SAM;; 4.33 
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444664; N26362; Hs. 11 61 5; map kinase phosphatase-like protein MK-S; DSPc;TM=M;SS=N; 4.33 

429655; U48959; Hs.211582; myosin. Bghl polypeptide kinase; pkmase,m3.ig,none; 4.32 

409121; AA902256; Hs.78979; Goigi apparatus protein 1; cys.rich.FGFRnone; 4.32 

430280; AA361 258; Hs.237868; interleuWn 7 receptor; fh3.none; 4.32 
-> 423798; AF047033; Hs.132904; solute carrier family 4, sodium bfcarbon; HC03 cotransp;TM=Y;SS=M; 4.29 

425654; AB033022; Hs. 158854; WAA1196 protein; zf-C2H2;TM=M;SS=N; 4.29 

457500; NM_002759; Hs.274382; protein kinase, interferon-inducibie dou; dsrm,p)dnase;TM=M:SS=N; 4.29 

427127; AW802282; Hs^2265; pyruvate dehydrogenase phosphatase; PP2Cjone; 4.29 

447191; NM_014521; Hs.17667; SH3^Jomain binding protein 4; SH3;TM=M;SS=N; 4.29 
1 U 408331; NM_007240; Hs.44229: dual specificity phosphatase 12; DSPqTM=M;SS=N; 4.29 

441130; AJ 160734; Hs.267604; Homo sapiens PNAS-129 mRNA, complete cds; BTB,Keteh,K_telra,OSPc;TM=M;SS=N; 4.28 

430057; AW450303; Hs.2534; bone rtwphogenefc protein receptor, typ; AcGviruecp.plunase;TM=Y;SS^ 4.28 

430250; NWL016929; Hs.283021; chloride intracellular channel 5; none;TM=M;SS=N; 4.28 

406774; AW518383; Hs.177592; ribosomal protein, large. PI; 60s jfoosomafc 4.28 
1 J 413809; L25851; Hs.851; integrin, alpha E (antigen CD103, human ; vwaJntegrin^.FG<3AP;TM=M;SS=Y; 4.27 

443960; AI093577; Hs.255416; hypothetical protein FU21986; TTl;TM=M;SS=N; 4.27 

427378; BE515037; Hs.177555; melanoma antigen, family 0. 1; MAGE;TM=M;SS=N; 4.27 

412204; A1125507; Hs.24937; ESTs; »g,rrm,none; 4.26 

439506; A1361238; Hs.41136; ESTs; MAM.pkinase,Nucleoplasmin.none; 4.26 
ZU 451295; AJ557212: Hs.17132; ESTs. Moderately similar to 154374 gene ; pkinase.DAG P^bMpkinase C,OPR,none- 4.26 

452488; N74921; Hs.184389; ESTs; none;TM=M;SS=N; 4.26 

450973; AF012072; Hs.25732; eukaryotta translation initiation factor; W2,MA3,M)F4G;TM=M;SS=N; 4.26 

452437; AA026237; Ks.181272; ESTs; efhandjon trans,none; 4.26 

438204; AI589S45; Hs.128690/, ESTs; none.7tmJ; 4.25 
ID 424756; AW504657; Hs.152931; lamin B receptor; ERG4 ERG24,FK8P;TM=Y;SS=N; 4.25 

430570; A1417881; Hs.292464; ESTs; 7tm_2,Fz.Frizzled.none; 4.25 

445709; H02592; Hs.74280; ESTs; POZ,none; 4.25 

428134; AA421773; Hs.161008; ESTs; Armadlo seg.none; 4.24 

434149; 243829; Hs.244624; hypothefical protein MGC5469; none;TM=M;SS=M; 4.24 

425118;AU076611;Hs.154672;methytenetetrahy^ DNA- 

bindingJHFJ)HGJ*H,THFJ)HGJtfHj;^ cotransp;TM=M;SS=N; 4.24 

433376; A1249361; Hs.74122; caspase 4, apoptoas-related cysteine pn CARD.ICE_p10,ICE_p20;; 4.24 

447818; W79940; Hs.355279; Homo sapiens done 24670 mRNA sequence; nonejldnase; 4J24 

450684; AA872605; Hs.25333; interteukh 1 receptor, type II; lg;TM=Y;SS=M; 4.23 
J D 435542; AA687376; Hs.351226; ESTs; SH3jg.pldnase 1 PH I spectrin.RhoGEF.non8; 4.23 

426224; BE085860; Hs.374468; karyopherin fimporfin) beta 2; Armadiflo_seg,HEAT;TM=M;SS=N; 4.23 

413284; AU077055; Hs.289107; baculoviral IAP repeat-containing 2; zf-C3HC4,CARD l BIR.death,lg;TM=M;SS=N; 4.22 

421917; AB028943;Hs.109445;KlAA1020 protein; BTB.zf-C2H2.P13 PI4 k!nase,PI3Ka;TM=M;SS=N; 4.22 

431239; AL039971 ; Hs.251216; hypotheScal protein DKFZp434A196; SHZank,WH2;; 4.22 
40 419685; W76083; Hs.134185; ESTs; none;TM=M;SS=N; 4.22 

431630; NM_002204; Hs.265829; integrin, alpha 3 (antigen CD49C, alpha ; FG<3AP,Rhabd^lycop.integrin J A;TM=Y;SS=M; 4,22 

425177;AF127577;Hs.155017;nudearreceptorte^ 

422219; AW978073; Hs.1010; regulator of mitotic spindle assembly 1; pkinase.none; 4.21 

450746; D82673; Hs.278589; general transcription factor II, i; none.SH3.PX; 4.21 
43 428023; AL038843; Hs.374530; Homo sapiens cDNA: FU23602 fis. clone U 
aaj»mieases t pyridoxaLde<;bromodom^ 

416907; W60909; ; gfczd29g10.s1 Soares.fetaUieartNbHH19W; ionjrans.nooe; 4.21 

411768; NNL013371; Hs.71979; Inteileukin 19; 1L10;; 4.21 

425262; D87119; Hs.155416; GS3955 protein; pWnase;; 4.21 
JU 430035; NMJJ03463; Kte.227777; protein tyrosine phosphatase type IVA. m; Y _phosphatase,DSPciTM=M;SS=N; 4.21 

41 1789; AF245505; Hs.72157; Adlican; ig.LRR,LRRNT.LRRCT;TM=M;SS^M; 4.1 5 

416636; N32536; Hs.42645; solute earner family 16 (rronocarboxyfic; none.none;4.14 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; lg.pWnase;TM=Y;SS=M; 4.13 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadherin repeat ; none,none; 4.10 
J J 416965; N26223; Hs. 160436; MDAC1;none;NA;NA; 3.94 

426890; AA393167; Hs.41294; ESTs; none,none; 3.88 

442438; AA995998; Hs.370007; gb:os26ms1 NCLCGAPJ<id5 Homo sapiens; rione,DNA_poLB,DN/LpoLB exo; 3.86 
412314; AA825247; Hs.356084; downstream of: G protein-coupled recepto; 7tmJ;TM=*Y;SS=M; 3.84 
448243; AW369771; Hs.367688; integrin. beta 8; integrfruB.none; 3.64 
OU 439318; AW837046; Hs,6527; G protelrhcoupted receptor 56; 7tm_2,CytC asm,GPS;TM=Y;SS=M; 3.61 
415999; AA172179. Hs^94029; ESTs; none^one; 3.60 
429466; M85835; Hs.12827; ESTs; none.none; 3.45 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homolog 1 ; none;TM=M;SS=Y; 3.34 
400517; ;;tengsln;none;TM=M;SS=N; 3.17 

O J 4391 80; AI393742; Hs. 199057; v-erW)2 avian erythroblastic leukemia v; FurWncej)Wnase.Recep_l^domain,Funi^^ U_domain,Peptidase M24; 288 

426158; NMJJ01982; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Funn4ike,pkinase,Recep ^{tonTain.Fuan-Gke.pkinase.Recep ^domain, Peptidase M24; 2.84 
414521; D28124; Hs.76307; neuroblastoma, suppression of tumorigenl; DAN;TM=M;SS=M; 231 
424522; AL134847; Hs.149957; ribosomal protein S6 kinase. 90kD, polyp; p!dnase,pkinase Cr, Z70 
A 438167; R28363; Hs.24286; chemokine binding protein 2 (CC8P2), mRN; none;TM=Y;SS=M; 268 

/U 418888; AU076801; Hs.89436; cadherin 17, U cadherin (Twer-Westm; cadherin;TM=Y;SS=M: 217 

TABLE 23B 

„ Pkey: Unique Ecs probeset identifier number 
/ J CAT number Gene cluster number 

Accession: Genbank accession numbers 



80 



Pkey CAT Number Accession 

409745 MH1944.5 B1030997 AA921874 AW1 88822 BI027862 AI347618 AI351453 AI088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 AA150722 B1007625 
BI027884 81009100 BI006275 BI006270 BI031000 B1029864 BI006277 BI007627 BI006266 BI006991 BI006990 BI007763 BI007762 BG997377 AA 150780 BI033518 
81027818 BG015789 B1033807 AA341445 
417886 1031334 J AA210987 D57294 AA214584 AA207006 D55572 
2580163.1 AI926361AA834879AA828995 
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418869 
416907 

TABLE 23C 



12789.14 AA229762AA230035 

1112245J W60909 W61051 M78905 BG959483 



Pkey: Unique number correspond^ to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Gen bank identifier (Gl) numbers. Dunham I. et aL* refers to the publication en tilled "The UNA 

sequence of human chromosome 22.' Dunham I. et a!., Nature (1999) 402:489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 

406400 9256298 Plus 1553.1712,1878.2140,4252-4385.5922-6077 

403362 8571772 Plus 6409^64260 

404210 5006246 Plus 16992&.170121 

404287 2326514 Plus 53134-53281 

405484 5922025 Plus 199214-199579,199672.199920,200262-20049 

400517 9796686 Minus 49996-50346 



TABLE 24A: 571 GENES UP-REGULATED IN HEAD AND NECK TUMORS COMPARED WITH NORMAL BODY TISSUES 

1^1 l^OS 213001 571 B "P I UfKegdated ,n head and neck tumors compared with normal body Ossues. These genes were selected from 59680 probesets on the Eos/Affymetrix 
le^lofS toeexpf ^ siondataforeach P fpbeset ^ analysis was expressed as average intensity (AI), a normafced value reflecting the relative 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accessbn number, Genbank accession number 

UntgenetD: Unigene number 

Unigene Title: Unigene gene title 

£1 70th percentile of AI for head and neck cancer samples vs. the 80th percentile of the AI for normal body tissues 



Pkey 


ExAccn 


1 Ininpnpin 


421155 


H87879 


Hs 102267 


452401 


NMJHJ7115 


Hs.29352 


434377 


AW137148 


Hs!306593 


438274 


AI91B906 


Hs.55080 


401486 






446999 


AA151520 


Hs.334822 


423887 


AL080207 


Hs.134585 


419569 


AI971651 


Hs.91143 


428505 


AL035461 


Hs.2281 


420502 


ARJ60877 


Hs.99236 


445019 


A1205540 


Hs.281295 


452281 


T93500 


Hs.28792 


449722 


BE280074 


Hs.23960 


423575 


C18863 


Hs.163443 


424086 


AI351010 


Hs.102267 


447078 


AW885727 


Hs.301570 


429597 


NM_003816 


Hs.2442 


409506 


NMJH561S3 


Hs.54589 


426471 


M22440 


Hs.170009 


413268 


AL039079 


Hs.75256 


419948 


AB041035 


Hs.93847 


451807 


W52854 


Hs.27099 


442875 


BE623003 


Hs.23625 


452795 


AW392555 


Hs.18878 


420931 


AF044197 


Hs.100431 


416283 


NMJXJ5429 


Hs.79141 


450221 


AA328102 


Hs.24641 


449101 


AA205847 


Hs.23016 


442811 


BE077155 


Hs.177537 


438533 


AI440266 


Hs.170673 


414132 


AI601235 


Hs.48460 


447164 


AF026941 


Hs.17518 


402047 


AK001921 


Hs.169575 


414972 


BE263782 


Hs.77695 


452943 


8E247449 


Hs.31082 


416661 


AA634543 


Hs.79440 


427099 


AB032953 


Hs.173550 


449318 


AW236021 


Hs.78531 


418345 


AJ001696 


Hs.241407 


415076 


NWL000857 


Hs.77890 


414142 


AW368397 


Hs.150042 


432865 


AI753709 


Hs.152484 


431808 


M30703 


Hs.270833 


411750 


BE562298 


Hs.71827 


418612 


AB037788 


Hs.224961 


438394 


BE379623 


Hs.27693 


452198 


AI097560 


Hs.61210 


423020 


AA383092 


Hs.1608 



lysyl oxidase 

tumor necrosis factor, alpha-induced pro 
Homo sapiens cDNA FLJ11382 fis. done HE 
ESTs 

hypothetical protein MGC4485 
DKFZP434G232 protein 
jagged 1 (AJagSIa syndrome) 
chromogranin B (secretogranin 1) 
regulator of G-protehi signalling 20 
ESTs 

Homo sapiens cDNA FU1 1041 fis, clone PL 
cycOnBI 

Homo sapiens cDNA FU 11576 fis, clone HE 

lysyl oxidase 

ESTs 

a disintegrin and metatloproteinase doma 
NCK adaptor protein 1 
transforming growth factor, alpha 
regulator of Gixotein signalling 1 
NADPH oxidase 4 

hypothetical protein FU23293 similar to 

Homo sapiens done TCCCTA00142 mRNA sequ 

hypothetical protein FU21620 

smaB inducible cytokine B subfamily (Cy 

vascular endothelial growth factor C 

cytoskeleton associated protein 2 

G protein-coupled receptor 

hypothetical protein 0KFZp761B1514 

ESTs, Weakly similar to T24832 hypotheti 

ESTs 

Homo sapiens cig5 mRNA, partial sequence 
hypothetical protein MGC2550 
K3AA0O08gene product 
hypothetical protein FU 10525 
IGF-il mRNA-binding protein 3 
odd Qz/terwn homdog 2 (Drosophfla, mous 
Homo sapiens, Similar to RIKEN cDNA 5730 
serine (or cysteine) proteinase inhibtto 
guanylate cyclase 1 , soluble, beta 3 
Homo sapiens cDNA FU 14438 fis, clone HE 
ESTs, Weakly similar to 138022 hypotheti 
amphireguOn (scrrwanncma-denved growth 
K1AA01 1 2 protein; homdog of yeast ribcs 
deavage and poryaderrytafion sperifc fa 
pepCdytprotyl isomarase (cydophHinH 
ESTs, Weakly similar to 138022 hypotheti 
replication protein A3 (14kD) 
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R1 

166.00 

15&00 

80.00 

28.00 

121.00 

126.00 

13.00 

98.00 

1.00 

35.00 

93.00 

270.62 

9.81 

373,00 

200.00 

184.00 

177.00 

170.00 

158.00 

155.00 

140.00 

139.00 

111.00 

109.00 

106.00 

95.00 

92.00 

92.00 

86.00 

85.68 

65.00 

83.00 

80.00 

74.00 

74.00 

71.00 

70.19 

66.25 

66.00 

64.00 

63.00 

60.00 

58.00 

57.00 

57.00 

54.00 

54.00 

49.00 
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422426 


W79117 


Hs.58559 


406747 


AI925153 


Hs.217493 


445828 


F05802 


Hs.81907 


431806 


AF1S6114 


Hs.270737 


452909 


NM_015368 


Hs.30985 


432226 


AW182766 


Hs.273558 


458027 


L49054 


Hs.85195 


443354 


AW970672 


Hs.9247 


416049 


AI970536 


Hs. 16603 


431494 


AA991355 


Hs.298312 


433859 


AW896758 


Hs.273789 


426753 


T89832 


Hs.170278 


400792 


AA635062 


Hs.50094 


402034 






424073 


U03493 


Hs. 138959 


458424 


AI084049 




435159 


AA668879 


Hs.1 16649 


409269 


AA576953 


Hs.22972 


444361 


W76027 


Hs-23920 


439128 


AI949371 


no. i tjouoj 


420795 


AA323037 


Hs 128645 


422505 


AL120862 


Hs 12416*5 


434828 


D90070 


Hs.96 


410561 


BE540255 


Hs.6994 


423035 


AW449679 




417655 


AA780791 


Hs.14014 


414869 


AA157291 


Hs.21479 


453049 


BE537217 


h&30343 


417801 


AA417383 


Hs.82582 


435243 


AW292886 


Hs.261373 


431211 


M86849 


Hs.323733 


407746 


AK001962 


Hs^8114 


416498 


U33632 


Hs.79351 


414231 


A! 468004 


Hs^78956 


426227 


U67058 


Hs.168102 


439452 


AA918317 


Hs.57987 


439999 


AA1 15811 


Hs.6838 


417791 


AW965339 


Hs.1 11471 


436486 


AA742221 


Hs 120633 


432731 


R31178 


Hs 287820 


429903 


AL134197 


Hs.93597 


435039 


AW043921 


Hs.1 30526 


419743 


AW408762 


Hs 5957 


457001 


J03258 


Hs 2062 


450684 


AA872605 


Hs.25333 


422440 


NMJJ04812 


Hs 1 16724 


458531 


AA367718 


Hs 159083 


416065 


BE267931 


Hs 78996 


411388 


X72925 


Hs 69752 


419750 


AL079741 


Kb 183114 

1 K3. 1 UW 1 l*f 


429370 


CI 9097 


Hs 89709 


429921 


AA526911 


Hs.82772 


449467 


AW205006 


Hs.1 97042 


453102 


mm 0071Q7 


Hs.31664 


453637 


NMJW2589 


Hs.34073 


400289 


X07820 


Hs^258 


418007 


M 13509 


Hs.83169 


428368 


BE440042 


Hs 83326 


428227 


AA321649 


H^2248 


450375 


AA009647 


Hs.8850 


427585 


031152 


Uo 17Q75Q 


424717 


H03754 


Hs.152213 


424735 


U31875 


Hs 272dQQ 


420159 


AI572490 


HS.997R5 


415511 


AJ732617 


Hs.1 823 S? 


406467 






422330 


D30783 
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TABLE MB 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accessions: Genbank accession numbers 



PRey — 

411880 
412296 
413804 
414221 

415327 
427260 
431322 
431384 



432222 
437214 
437240 
438993 
439780 
444163 
451844 
453823 
454789 
456034 



CAT number Accessions" 



12631 10J 
1288043J 
1390710J 
142696J 

1534137J 
276598J 
331543J 
33264J 



343347_1 

434730J 

435139J 

467651 1 

47673.1 

593658J 

888230J 

882526J 

1234742J 

142696J 



AW872477BE088101T05990 
AW936233AW936272 
T64682 BE1681 90 BE1 68256 

AW450979AA136653AA136656AW419381 AA98435B AA492073BE1 68945 AA809054 AW238038 BE01 121 2 BE011 359 BE01 1367 
BE011368 BE011362 BE011215 BE011365 BE011363 
H22769 R35182 Z43545 F05783 N92089 H71928 
AA663848AA400100AA401424 

AW970622 AA503Q09 AA502998 AA502989 AA502805 T92188 

BE158000 BE157999 H75671 H70965 C18895 BE386512 BE385815 BE390298 A1341995 BE074534 AA055592 AA132265 AI733757 

AA134504 BE145037 AA055887 BE070191 R66492 AW858018 AW858058 AW817057 AW862031 AW861688 AW882029 AW858805 AW858792 

AW862028 AW858017 AW819164AW853598 A1522161 AW854789 AW817408 BE152005 AI732411 AA133084 

AI204995 AW827539 AW959908 AW440776 AA528756 

BE092336 BE092259 BE092497 BE092051 AA746882 AI336378 

AA747537 BE089068 BE089070 

AAB2B995 AA834879 A1926361 

AL109688 R23665R26578 

AI126098AI184746AI148521 

T61430 AI820546 AJ821336 

AL137967BE064160BE064186 

BE156314 BE 1 56316 AW820750 

AW450979 AA136653AA1 36656 AW419381 AA984358 AA492073 BE1 68945 AA809054 AW238038 BE011212 BE011359 BE011367 
8E011368 BE011362 BE011215 BE01 1365 BE011363 



TABLE 24C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al" refers to the publication entitled The DNA sequence of 

human chromosome 22.* Dunham I. et aL, Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


kef 1 


Strand 


NLposition 


400751 


7331445 


Minus 


35395-35533 


400842 


1927148 


Plus 


90462-90673 


400843 


9188605 


Plus 


5883-5970,7653-7784,8892-9023.9673-9807.10634-1 0789.1 5254-1 5403.23827-23358 


400844 


9188605 


Plus 


24746-2487^25035-25204 


400646 


9188605 


Plus 


39310-39474 


401486 


7341763 


Plus 


32585-32756,36281-36540,4079140933,4401844179 


401747 


9789672 


Minus 


118596-118*16,119119-119244,119609-^ 








131932,132451-132575,133580-134011 


401760 


9929699 


Plus 


831264325*85320-85540,94719-95287 


401780 


7249190 


Minus 


28397-28617,28m29045,29135-29296,29411-29567,29705-29787,3022«0573 


401781 


7249190 


Minus 


83215-63435,83531-83656,8374043901,84237-8439}^^ 


401785 


7249190 


NSnus 


165776-165998.166189-166314,166408-166569.167112-167268.167387-167469.168634-168942 


401994 


4153858 


Minus 


4290443124.4321 143338,44607-44763,45199-45281.46337-46732 


402001 


9501818 


Plus 


68052-68223 
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402034 7684482 Mnus 88227-88451 

402075 8117407 Plus 121907.122035.122804-122921,124019-124161,124455-124510.125672-126076 

402230 9966312 Minus 29782-29932 

402305 7328724 Plus 40832-41362 

402420 9796339 Plus 129750-129919 

402777 9588235 Plus 126786-126948 

402778 9588235 Rus 128560-128702 
402901 B894222 Minus 175426-175667 

403085 8954241 Plus 165035-165334.165420-165713 

403381 9438267 Minus 26009-26178 

403476 9958258 Plus 116458-116564 

403715 7239669 Plus 85128-65232 

403903 7710671 Minus 101165-102597 

404148 9863703 Plus 78218-78418.79571-79709 

404298 9944263 Minus 73591-73723 

404440 7528051 Plus 80430-81581 

404875 9801324 Plus 96588-96732,97722-97831 

404927 7342002 Plus 68690-69563 

404977 3738341 Minus 43081-43229 

404996 6007890 Plus 3799«8145.3B652-38998.3972749872.40557-40574,42351-42450 

405033 7107731 tonus 142358-142546 

405064 7658416 Plus 81207-81416 

405494 8050952 Minus 70284-70518 

405531 9665194 Plus 35602-35803 

405646 4914350 Plus 741-969 

405770 2735037 Rus 61057-62075 

405932 7767812 NEnus 123525-123713 

406081 9123861 Minus 38115-38691 

406117 9142932 Plus 54304-54584 

406360 9256107 Minus 7513-7673 

406467 9795551 Plus 182212-182958 



TABLE 25A: 691 genes upregulated in head and neck cancer relative to norma) body tissues 

Table 25A fists about 691 genes upregulated In head and neck cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, 
peptides, or antibodies. These genes were selected from 59680 probesets on the Ecs/Affy matrix Hu03 Genechip array. Gene expression data for each probeset obtained from this 
analysis was expressed as average intensity (At), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domains indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies {e.g . pkinase, death-domain, 
7tm, phosphatase, or ton .transporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.Prot Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, 

likely to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Tilte: UniGene gene title 

R1 85th percentile of head and neck cancer Als divided by the 50th percentile of norma) tissue Als, where the 10th percentile of all normal tissue Als was 

subtracted from both the numerator and denorninatcf 

Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProLDomains; R1 

422168; AA586894; Hs.112408; S1Mcaldum-bMng protein A7{psorias;ethand,SJ00;TM=M;SS=N; 46.25 
408522; AI541214; Hs.46320; Small protma-rich protein SPRK [human, ; none t Oirnflm; 40.37 
417366; BE185289; Hs.1076; small proEne-rich protein 1B (comifin); Comifin;TM=M;SS=N; 38.94 
401781; ; ; Target Exon; fflamerrt;TM=M;SS=N; 29.74 

422158; L10343; Hs.1 12341; protease inhibitor 3. skin-derived (SKAL; wap;TM=M;SS=Y; 29.54 
401780; ; ; NM_005557*:Homo sapiens keratin 16 (foca; tUamentfitament 28.58 
424098; AF077374; Hs.139322; small proBne-rich protein 3; Cornifin;TM=M;SS=N; 28.55 

421948; L42583; Hs.334309; keratin 6A; filamentRhoGAP,DUF286WTropomv^^^ 25.74 

428471; X57348; Hs.184510; stratifin; 1«-3;TM=M;SS=N; 23.65 

417079; U65590; Hs.81134;lnterieuxm 1 receptor antagonist; Ms 21.02 

421574; AJ000152; Hs.105924; defensin, beta 2; Defensin J>eUsTM=M;SS=M; 20.83 

409601; AF237621; Hs.80828; keratin 1 (epktermotyfic hyperkeratosis); filamentbZiP,Lhd>^lk3SQ,TBCA;TW=M;SS=N; 20.72 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus O; UPAR.LY6,toxinArfivinjecp;TM=M;SS=Y; 19.63 

446292; AF081497; Hs.279682; Rh type C glycoprotein; Anwiiiirn_transp,FecCO;TM=Y;SS=M; 19.53 

420783; AI659838; Hs.99923; lectin, galacteide4indtrtg, soluble, 7 ; Gal-bind lec0n;TM=M;SS=N; 19.12 

407788; BE514982; Hs.38991; S100 ceidurn-binding protein A2; efhand,8_100.8J0O,emand; 17.93 

416091; AF295370; Hs.283082; defensin, beta 3; Defensin_beta;TM=M;SS=M; 17.63 

431211; M86849; Hs.323733; gap Junction protein, beta 2, 26kD (conn; connexin;TM=Y;SS=M; 16.94 

429259; AA420450; Hs.380088; PtakophTtn; none^one; 14.92 

417515; L24203; Hs.82237; ataxia-telangiectasia group D-associated; zf-8_boJuMJ8R1;TM=M;SS=N; 14.75 

423834; AW959908; Hs.1 690; heparin^srcfing growth factor binding pn none;TM=M;SS=M; 14.45 

418007; M13509; Hs.83169; matrix metaDoprotelnase 1 (intersGOal; rtemcoexin^eplkiasej^^ 13.02 

409S32; W74001 ; Hs.55279; serine (or cysteine) proteinase inrdbito; serpinr. 1182 

406621; X57809; Hs.181125; irrmwnogtobutin lambda locus: lgJHSP70,Ppx-GppA;TM=M;SS=N; 1Z81 

431958; X63629; Hs .2877; cadhenn 3, type 1. P-cadherin (placentae cadhemCadherauCJerrn;TM=Y;SS=M; 1Z45 

446921; AB012113; Hs.1 6530; small inducible cytokine subfamily A (Cy; IL8;; 11.71 

401 760; ; ; Target Exon; nwie.brorrwoomain; 1 1 .68 

407839; AA045144;Hs.161566;ESTs;cadTierin/»Jherin; 11.65 

454034; NM.000691; aldehyde dehydrogenase 3 family, member ; atdedta 11 .56 

444781; NMJM4400; Ks.11950; GPI-anchored metastasls-assodaied prote; UPARJY6.lactamase_B; 11.31 
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453857; AL080235; Hs.358S1; Ras-iaduced senescence 1 (RtSI); none;TM=Y;SS=M; 11.03 

424012; AW368377; Hs.137569; tumor protein 63 kDa with strong homolog; SAM.P53;TM=M;SS=N; 10.75 

430530; AW269920; Hs.2621; cystafin A (stefin A); cystatin;TM=M;SS=N; 10.58 

419693; AA133749; Hs.301350; FXYO domaiivcontatning ion transport reg; ATP1G1 J1M_MAT8;TM=Y;SS=M; 10.30 

411274: NMJXJ2776; Hs.69423; kaffikreln 10;tfypsin;TM=M;SS=N; 10.25 

441633; AW958544; Hs.1 12242; normal mucosa of esophagus specific 1; none;TM=M;SS=M; 9.84 

446989; AK001898; Hs.16740; hypothetical protein FU11036; none;TM=Y;SS=N; 9.74 

402075; ; ; ENSP00000251056*:Plasma membrane calcium; none;; &50 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Co!lagen;TM=M;SS=M; 9.50 

431009; BE149762; Hs.48956; gap junction protein, beta 6 (cormexin 3; cormexin;TM=Y;SS=M; 9.48 

439310; AF086120; Hs.102793; ESTs; casein.kappa.pWnase^.ncne; 9.43 

414987; AA524394; Hs.294022; hypothetical protein RJ14950; SH2;TM=M;SS=N; 9.33 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; aUedh;TM=M;SS=M; 9.14 

408000; L1 1690; Hs.198689; bullous pemphigoid antigen 1 (230/240kD): emarKJ,srjectrm ) GAS2 f SH3.Ptecfin,RA,X^ 

LZ,M,ldh_C,CH^P3;TM=M;SS=N; 9.12 
451541; BE279383; Hs.26557; ptatophiSn 3; Arrnad3to_seg;TM=M;SS=N; 9.11 
425650; NM.001944; Hs.1925; (tesmogtein 3 (pemphigus vulgaris antigen; cadherin;TM=M;SS=M; 8.66 
452240; AI591147; Hs.61232; ESTs: none,none; 8.57 
429228; A1553533; Hs.356828; ESTs; none,none; a46 

400289; X07820; Hs.2258; matrix metalloprotainase 10 (stromeiysln; hemopexiri.PepOdase.MIO.Astacin;; 8.44 

425071; NM.013989; Hs.154424; deiodinase, iodothyronine. type II; T4_deiodinase;TM=M;SS=Y; 8.15 

407242; M1872B; ; gb:Human rwnsrjerificwossreacting anBg; lg;TM=M;SS=M; 8.05 

407944; R34008; Hs.239727; desmocoDm 2; cadherin > Cadterin_C_term l Hanta.G2;TM=Y;SS=M; 7.90 

413278; BE563085; Hs.833; InterferorhStimulated protein. 15kDa; ubiqultin;; 7.82 

428330; L22524; Hs.2256; matrix metafloproteinase 7 (rnatrBysln, ; Peptidase_M10;; 7.82 

417308; H60720; Hs.81892; KIAA0101 gene product; none;TM=M;SS=N; 7.77 

413753; U17760; Hs.75517; laminin, beta 3 (nkain (125kD), kafinin; lamiruruEGFJaminin JJterm;; 7.76 

423217; NMJKJ0094; Hs.1640; collagen, type VII, alpha 1 (epidermorys; Kunitz ta BPTI 1 fn3 l \wa,Collagen,beta-lactamase:TM=M;SS=M; 7.71 
430686; NMJJ01942; Hs.2633; desmoglein 1; cacmerin,CadheriruCJerm;TM=Y;SS=M; 7.69 
412270; AC005262; Hs.73797; guanine nucleotide binding protein {G pr; G-alpha,arr;TM=M;SS=N; 7.54 
428484; AF1 04032; Hs.1 84601 ; solute carrier family 7 (cationic amino ; 

aaj>errrujases,rjyridoxaU^ 
418663; AK001 100; Hs.41 690; desmocolfin 3; cadherin,Cadherin_C_term 1 none; 7.30 
452281; T93500; Hs.28792; Homo sapiens cDNA FU11041 fis, clone PL; TGFbj)ropeptideJGF-bet2Uione; 7.28 
42921 1; AF052693; Hs.198249; gap junction protein, beta 5 (cormexin 3; connexin;TM=Y;SS=M; 7.26 
412719; AW016610; Hs.816; ESTs; none,none; 7.17 

446619; AU076643; Hs.313; secreted phosphoproteln 1 (osteopontin, ; Osteopontin;; 7.10 

423961; D13666: Hs.136348; periostm (OSF-2os); Fascidin;TM=M;SS=M; 7.09 \ 
427666; AI791495; Hs.180142; calrrorMm-like skin protein (CLSP); emand;TM=M;SS=N; 7.08 
431846; BE019924; Hs.271580; uroptakin 1B; traremembrane4;TM=Y;SS=M; 7.06 

423673; BE003054; Hs.1695; matrix metaOoprotelnase 12 (macrophage ; hemopexin,Pepfidase_M10;TM=M;SS=M; 7.03 

401747; ; ; Homo sapiens keratin 17 (KRT17); none,bromodomain; 7.01 

413859; AW992356; Hs.8364; Homo sapiens pyruvate Dehydrogenase kina; SAM_PNT,none; 6.98 

429002; AW248439; Hs.2340; junction plakoglobtn; ArmadiDo_seg;TM=M;SS=N; 6.96 

432239; X81334; Hs.2936; matrix metatloproteinase 13 (coflagenase; hemopexin,Peptklase_M10;; 6.87 

417715; AW969587; Hs.86366; ESTs; none,none; 6.72 

422440; NMJJ04812; Hs.1 16724; aldo-keto reductase family 1, member B10; atdoJcetred,ROK;TM=M;SS=N; 6.50 

429359; W00482: Hs.2399; matrix metaiioproteinase 14 (membrane-in; hemopexin,Pep5dase M1 0;TM=M;SS=M; 6.39 

418844; M62982; Hs.1200; arachidonate 12-0poxygenase; Bpoxygenase,PUT;TM=M;SS=N; 6.38 

420039; NM_004605; Hs.376147; sulfotransferase family, cytosoQc, 2B, ; Sutfbtransfer;; 6.38 

425397; J04088; Hs.156346; topoisomerase (DMA) II alpha (170kD); DNAjyraseB,Dr^topoisolV,HATPase^ 6.35 

442599; AF078037; Hs.324051; RelA^ssociated inhibitor; SH3,ank;TM=M;SS=N; 6.30 

409420; 215008; Hs.54451; laminin. gamma 2 (nicein (100kD), kalmi; larnminJJaminirLEGF;; 6.28 

424364; AW383226; Hs.163834: ESTs, Weakly similar to G01763 atrophin-; ras;TM=M;SS=N; 6.27 

41481 2; X72755; Hs.77367; monokine Induced by gamma interferon: IL8;TM=M;SS=Y; 6.23 

424687; J05070; Hs.151738; matrix metaBoproteiiase 9 (nelafinase B; m^errope)dn.Peptidase_M10;; 6.22 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 6.21 

428970; BE276891; Hs.194691; retinoic acid induced 3 (RA1G1); metabq: 7tm_3;TM=Y;SS=M; 6.12 

423017; AW178761; Hs.227948; serine (or cysteine) proteinase Inhibito; serpin;; 6.08 

424834; AK001432; Hs.153408; Homo sapiens cONA FU 10570 fis, done NT; none,none; 6.08 

426440; BE382756; Hs.1 69902; solute carrier family 2 (facifitated glu; sugar JnTM=Y;SS=M; 6.04 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secretoglobin, fa; none;; 5.81 

439223; AW238299; Hs.250618; UL16 binding protein 2; ldLrecepLa,PKD,MHCJ;TM=M;SS=Y; 5.77 

418054; NM_002318; Hs.83354; tysyl addase-fike 2; SRCaLysy1_oxidase;TM=M;SS=M; 5.72 

454098; W27953; Hs.217493; Rakophilin; none^ione: 5.71 

417900; BE250127; Hs.82906; COC20 (cell division cycle 20, S. cerevr, WD40;TM=M;SS=N; 5.70 

435505; AF200492; Hs.211238; lnterteukin-1 homolog 1; IL1;TM=M;SS=N; 5.69 

406685; M18728; ; gfcHuman nonspecific crossreacting antig; ig;TM=M;SS=M; 5.67 

430280; AA361258; Hs.237868: InterteuWn 7 receptor; m3,none; 5.63 

430486; BE062109; Hs.241551;chlOfWe channel, calcium activated, fern; none;TM=Y;SS=M; 5.61 

449722: BE280074; Hs.23960; cydin B1; cydm 1 cvdiruQTM=M:SS=N: 5.61 

439606; W79123; Hs^8561; G protein-coupled receptor 87; 7tmJ;TM=Y;SS=M; 5i60 

452862; AW378065; Hs.8687; ADAMTS2 (a disintegrin-fike and metaUo; PepJ^12Bjjrapep,tsp - 1,Reprofysin,none; 5.58 
433662; W07162; Hs.1 50826; RAB25 RAB25, member RAS oncogene family. ras^BC - tran^rf;TM=M;SS=M; 5.57 
41 1296; BE207307; Hs.10114; growth suppressor 1 ; 20G-Fell_Oxy;TM=M;SS=M; 5.55 
433848: AF095719; Hs.93764; carboxypeptkJase A4; Zn_carbOpeptPropep JAU- 5.54 
416819; U77735; Hs.80205; pin>2 oncogene; pkinase: 5.48 

428368: BE440042; Hs.83326; matrix metaSoproteinase 3 (stromeiysln ; hemopexin.Peptklase_M10^stacin;: 5.47 

452747; BE153855; Hs.61460; ig surjerfarnfly receptor UIIR; ig.Rhatx1jDjycop;TM=Y;SS=M; 5.46 

444946; AW139205; Hs.156457; hypothetical protein FU22408; abhydrdase,atx^drolase„2;TM-Y;SS=M; 5.42 

413719; 8E439580; Hs.75498; small inducible cytokine subfamBy A (Cy. IL8;; 5.35 

445033; AV652402; Hs.72901; cycBiwlependent kinase Inhibitor 2B (p1 ; ante 5^8 

418462: BE001596; Hs.85266: integrin, beta 4; m3.irrtegrln_B,Cabc-beta,EGF;TM=M;SS=M; 5^6 
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429554; NMJJ12275; Hs.207224; Interteukjn 1 , delta; IL1;TM=M;SS=N; 5.14 

421508; NMJW4833; Hs.105115; absent In melanoma Z PAADJ>APIN.HIN;TM=M;SS=N; 5.13 

439979: AW600291: Hs.6823; hypolhetical protein RJ 10430; none;TM=M;SS=N; 5.11 

427099; AB032953; Hs. 173560; odd QzAen-m homobg 2 (Drosophila, mous; NHL;TM=M;SS=N; 5.1 1 

428227; AA321B49; Hs.2248; small tndudbte cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 5.08 

436396; AI683487; Hs. 1 52213: wingless-type MMTV integration site faml: wntnone; 5.07 

406690; M29540; Hs.220529; cardnoembryonic antigen-related ceQ ad; tg;TM=M;SS=M; 5.05 

453905; NM.002314: Hs.36566; LIM domain kinase 1; pWnase,UM,PDZ,zf^ARP:TM=M;SS=N; 5.04 

414035; Y00630; Hs.75716; serine {or cysteine) proteinase inhibito; serpin;; 5.00 

413219; AA87B200; Hs.1 18727; Homo sapiens cDNA FU13692 Its, clone PU HL>idea1h t Tp^^c6^-CoA_rrydro: 456 
421506; BE302796; Hs. 105097; thymidine kinase 1, soluble; TK;TM=M;SS=N; 4.93 
412140; M219691; Hs.73625; RAB6 interacting, ktnesin-tike (rabkines; Hnesin,Tropornyosin;TM=M;SS=N; 4.92 
445537; AJ245671; Hs.12844; EGMke^tomain, multiple 6; EGF.MAM;; 4.91 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 6tej*CSomal,RibosornaLL10.TNFR_c6.DEADn 4.90 

436553; AW407157; Hs.181 125; immunogtobufin lambda locus; ig,HSP70,Ppx-GppA;TM=M;S$=N; 4.89 

447343; AA256641; Hs.236894; ESTs. Highly simflar to S02392 alpha-2-m; none,none; 4.84 

430024; AI808780; Hs.227730; integrin. alpha 6; mtegrin J\.FG^TM=Y;SS=M; 4.81 

439706; AW872527; Hs.59761; ESTs, WeaWy similar to DAPLHUMAN DEATH none,none; 4.80 

444371; BE540274; Hs.239; forkhead box M1; Fonehead;TM=M;SS=N; 4.75 

428582: BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.74 

419596; BE379320; Hs.91448; MKP-1 like protein tyrosine phosphatase; DSPcn 4.69 

431630; NM.002204; Hs.265829; integrin, alpha 3 (antigen C049C, alpha ; FG-GAP.Rhabd _glycop,integrinJ\;TM=Y;SS=M; 4.69 
422310; AA316622; Hs.98370; cytochrome P450, subfamily IIS, pdypept none.pWnaseMig; 4.68 
418067; A1127958; Hs.83393; cystafln E/M; cystaOn;: 4.66 

414774; X02419; Hs.77274; plasminogen activator, urokinase; krinaje,trypsin,plantthtonins:; 4.64 
456534; X91 195; Hs.100623; phosphoKpase C. beta 3, neighbor pseudo; UM.PDZ.pkinase;: 4.62 
410418; D31382; Hs.63325; transmembrane protease, serine 4; ULfecepLa,trypsin;TM=Y;S$=M; 4.60 
417866; AW067903; Hs.82772; collagen, type XI, alpha 1; Cdlagen t COLFl JSPN,laminin_G,CorA." 4.60 
4381 13; AI467908; Hs.8882; ESTs; 7lmJ.none; 4.60 

418140; BE613836; Hs.83551; rTtofibrilar-asscciated protein 2; ncne;TM=M;SS=M; 4.57 
408380; AF123050; Hs.44532; diubiquitin; ubiquitin;TM=M;SS=N; 4.55 

422627; BE336857; Hs.118787; transforming growth factor, beta-Induced; FasdciIn^C_tranABC_rnembrane,GTP_EFTU;TM=M;SS=M; 4.50 

425247; NM.005940; Hs.155324; matnxrnetaltoproteiriase 11 (stromelysln; hernopexinJ'eptidase.MIO;; 4.50 

418558; AW082266; Hs.85131; Fas (TNFRSF6)-associated via death domai; death.DED;; 4.49 

408482; NVL000676; Hs.45743; adenosine A2b receptor; 7tmJ;TM=Y;SS=M; 4.48 

414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD,hericase,C,rrrn,Ndr,Cys_kw)t,TIUvwa.vw^ 

beta t DUF139,TPR,DSPc,tsp^1,RibosomaJ S21,rvp;TM=M;SS=N; 4.47 
416178; A1808527; Hs.192822; serologically defined breast cancer anti; none;TM=M;SS5N; 4.47 
41 1789; AF245505; Hs.72157; Adltean; tg,LRR,LRRNT,LRRCT;TM=M;SS=M: 4.47 
414561; A1064B13; Hs. 195155; Homo sapiens amino acid transport system; AaJrans;TM=Y;SS=N; 4.47 
422765; AW409701; Hs.1578; baculoviral IAP repeat-contahnng 5 (sun BIR;TM=M;SS=N: 4.45 
427557; NMJJ02659; Hs.179657; plasmincgen activator, urokinase recepto; UPAH_LY6»ET,PLA^jnh;; 4.43 
418322; AA284166; Hs.84113; cyciin-dependent kinase inhibitor 3 (CDK; Y_phosphatase,DSPc;TM=M;SS=N; 4.42 
409041; AB033025; Hs.50081; Hypothelical protein, XP.051860 (KIAA119; none;TM=M;SS=M; 4.41 
406908; Z25437; ; gb:R$aptens proteirvtyrosine kinase gen; none,none; 4.40 
450701; H39960; Hs.288467; hypothetical protein XP.098151 (leucine.; none.LRRCT.LRR; 4.40 
409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2,SH3,pkinase;TM=M:SS=N; 4.38 

429500; X78565; Hs.289114; hexabrachion (tenascln C, cytotacCn); EGF l m3,fibrinogen^C,toxin^Keratin_B2;TM=M;SS=Y; 4.38 

448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2.STAT.STAT Wnd,STAT_protTM=M;SS=N; 4.32 

423725; AJ403108; Hs.132127; hypotheQcal protein LOC57822; none;TM=M;SS=N; 4.32 

411573; AB029000; Hs.70823; KIAA1077 protein; Sulfatase;TM=M;SS=N;4.31 

408243; Y00787; Hs.624; krtarteukin 8; HLH,PASJL8;TM=M:SS=N; 4.31 

418738; AW38B633; Hs.6682; solute earner family 7, (cationtc amino; none.none; 4.30 

437897; AA770561; Hs.146170; hypothefical protein FU22969; zf-OHHC,none; 4.29 

424247; X14008; Hs.234734; lysozyme (renal amyloidosis); rys;g,FAD_Synth,ldh.ldh_C,pkinase;; 4.29 

414821; M63835; Hs.77424; Fc fragment of IgG. high affinity la. re; &TM=Y;SS*M; 4.29 

404996; ; ; Target Exon; Peptid3se_C1;TM=M:SS=M; 4.29 

416539; Y07909; Hs.79368; epithelial membrane protein 1; PMP2^daudin,oxidoredj5 _N;TM=Y;SS=M; 4.28 

409142; AL136877; Hs.50758; SMC4 (structural mamtenance of chromoso; ABC_tran,M,SMC_N,SMC_C.OUF164,none; 4.25 

421532; AW1 38207; Hs.146170; hypothetical protein FU22969; ArTnadflto^eg t HEAT;TM=M;SS=N; 4.25 

424503; NMJJ02205; Hs.149609; integrin. alpha 5 (fibroneclin receptor,; lnlegrinAFG<3AP;TM=Y;SS=N; 4.24 

414809; AI434699; Hs.77356; Iransfemn receptor (p90, CD71); PA;TM=Y;SS=N; 4.24 

439720; AI9352Q2; Hs.31 181 ; Homo sapiens cDNA: FU23230 lis. clone C; rtone.SOF.sugarJr; 4.23 

437044; AL035864; Hs.69517; differentially expressed in Fanconrs an; ncne;TM=M;SS=M; 4.23 

409956; AW 103364; Hs.727; inhibin, beta A (acfivin A. actrvin AB a; TGF-beta.TGFb_propepfide.Tiib;; 4.20 

439453: BE264974; Hs.6566; thyroid hormone receptor Weractor 13; AAA>\BC_tran.CoaE;TM=M;SS=N; 4.20 

417389; BE260964; Hs.B2045; rrtdkine (neurite grov4h-pfornoting factor, PTN_MK;TM=M;SS=Y; 4.19 

407137; T97307; ; gb:ye53h05.s1 Soares fetal fiver spleen ; GDA1_CD39,none; 4.18 

419235; AW47041 1; Hs.288433; neurotrimin; none.none; 4.18 

410290; AA402307; Hs.322844; hypothelical protein DKFZp564A176; Sema,rei,T164ntegrin„B;T^Y;SS=M; 4.18 

456906; AF117646: Hs.156637; Cas-Br-M (murine) ectropic retroviral tn iK3HC4 ( aLN.CbLNZCbLN3;TM=M:SS=N; 4.17 

448775; AB025237; Hs.388; nuoot (nucleoside diphosphate linked moi; NUDtX;TM=M;SS=M; 4.17 

400288; X06256; Hs.149609; Integrin, atpha 5 (fibronectin receptor.; integrin_A,FG-GAP;TM=Y;SS=N; 4.14 

409799; D1 1928; Hs.76845; phosphoserine phosphatase-Oke; HydroIase;TM=M;SS=N; 4.13 

445417; AK001058; Hs.12680; a Qlsintegrtn-fike and metailoprotease w, tsp J,Repn3lysin l Pep_M12B_propep.none; 4.12 

433895; AI287912: Hs.3628; niitogen-acSvated protein kinase kinase ; pWnase T zf-C4.CNH,ERM:TM=M:SS=N: 4.12 

424490; AJ278016; Hs.55565: ankyrin repeat domain 3; anKptinase;TM=M;SS44; 4.09 

419121; AA374372; Hs.89626; parathyroid hormone-like hormone; none^one; 4.08 

416602; NM„006159; HsJ67895; Protein kinase C binding protein NELL2; EGF.vwc.TSPN;; 4.07 

424008; R02740: Hs.137555; pulath/ecrBmokme receptor; GTP-binding; 7trrLl;TM=Y;SS=M; 4.07 

427747; AW411425; Hs.180655; serirteAhreonine kinase 12; pkinase;TM=M;SS=N; 4.06 

427490; 295152; Hs.178695; trftog^acfivated protein kinase 13; pkinase;TM=M;SS=N; 4.03 

439738: BE246502: Hs.95^; serna domain, immunoglobolin domain (lg).; SernaPSUntegrin_B:TM=Y;SS=N; 4.02 
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414883; AA926950; Hs.348669; COC28 protein kinase 1; CKS;; 4.02 

413185; AU077141; Hs.374548; solula carrier famBy 16 (rnonocarboxyQc; sugarJr;TM=Y;SS=M; 4.01 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 4*01 

406906; Z25424; ; glxRsapiens protein-serineAhreonine ki; none, none; 3.98 

450375; AA009647; Hs.352537; adisintegrin and meteCo proteinase doma; Reprorysir^ep_M128j>ropep,^^ 3.98 

410687; U24389; Hs.65436; lysyl oxidase-Oke 1; LysyLoxHase;; 196 

410342; R31350; Hs.743; Fc fragment oflgE, high affinity 1, rec; ITAM;TM=Y;SS=M; 3.95 

425849; AJ000512; Hs.295323; serum/gtucocortjcoid regulated kinase; pWnase,pWnase_C;TM=M;SS=M; 3.95 

417433; BE270266; Hs.82128; 5T4 oncofetal trophoblast glycoprotein; LRR,LRRNT,LRRCT;TM=Y;SS=M; 3.95 

427792; M63928; Hs. 180841; tumor necrosis factor receptor superfami; SRP14.TNFK.c6;; 3.93 

407792; AI077715; Hs.39384; putative secreted ligand homologous to f; ncne;TM=M;SS=Y; 191 

424441; X 14850; Hs.147097; H2A histone famfly, member X histone.CBFO_NFYB.HMF;; 3.91 

415989; AI267700; Hs.351201; ESTs; none,none; 3.90 

4231B9; M53371; Hs.171596; EphA2; fn3.pWnase.SAM,EPH_Ib4TM-Y;SS=M; 3.90 

443859; NM.013409; Hs.9914; fbEistatin; kazal;; 3.89 

429612; AF052649; Hs.252587; pituflary turrw-transforming 1; noner, 3.89 1 

419073; AW372170; Hs.183918; Homo sapiens cOMA FU12797 fis, done NT; death,ZU5;; 3.88 

450684; AA872605; Hs.25333; interteuWn 1 receptor, type II; lg;TM=Y;SS=M; 3.88 

428450; NM_014791; Hs.184339; KIAA0175 gene product; KA1 ,pkinase;TM=M;SS=N; 3.86 

413441; AI929374; Hs.75367; Src-Cke-adapter; SH2,SH3;TM=M;SS=N; 3.84 

437763; AA469369; Hs.5831; tissue inhibitor of metatoproteinase 1 ; TtMP.pkinase.DAG_PE-blnd.RBD; 3.83 

436291; BE56B452; Hs^44037; protein regulator of cytokinesis 1; none;TM=M;SS=N; 182 

417512; X76534; Hs.82226; glycoprotein (transmembrane) nmb; PKD;TM=Y;SS=M; 181 

427647; W19744; Hs.180059; Homo sapiens cDNA FLJ20653 fis, clone KA; ncne,pkinase; 3.80 

431629; AU077025; Hs.265827; interferon. eipha-Wucible protein (do; none;TM=^SS-Y; 180 

434699; AA643687; Hs.149425; Homo sapiens cONA FU1 1980 fis, done HE; Nucteoside_tra2,none; 3.80 

430378; 229572; Hs.2556; tumor necrosis factor receptor superfami; IL2;; 179 

428157; AJ738719; Hs. 198427; hexokinase X hexoldnaseJraxokinase2,none; 178 

409512; AW979187; Hs.293591; melanoma differentiation associated prot; DEAD.heIicase_CCARD;TM=M;SS=N; 3.78 
417720; AA205525; Hs.208067; ESTs; none.none; 3.77 

439237; AW408158; Hs.318893; ESTs, Weakly similar to A47582 &ce!t gr; Furir*.pkii^Recep_Uc)main 1 YlP,none; 177 

449029; N28989; Hs.22B91; solute carrier family 7 (cafionic amino ; aa_permeases;TM=Y;SS=M; 3.76 

413436; AF238083; Hs.68061; sphingosine kinase 1; DAGKc;TM=M;SS=N; 175 

416714; AF283770; Hs.79630; CD79A antigen Orrenunoglobulirvassodated; ig,rTAM^jdus;TteY;SS=M; 3.74 

413281; AA861271; Hs.222024; transcription factor BMAL2; HLH.PAS;; 174 

436481; AA379597; Hs.5199; HSPC150 protein similar to uMquffirwon; UQ_con;TM=M;SS=N; 3.74 

431890; X17033; Hs.271986; integrin. alpha 2 (CD49B, alpha2subuni; vwa,integrin_A,FG-GAP;TM=Y;SS=M; 3.74 . 

4241 18; BE269041; Hs.140452; cargo selection protein (mannose 6 phosp; peri^in;; 3.73 

426471; M22440; Hs.170009; transforming growth factor, alpha; EGF;TM=M;SS=M; 172 

422487; AJ010901; Hs.198267; mucin 4, tracheobronchial; EGF.vwd.AMOP;; 172 

450125; AA005418; Hs.158188; ESTs; aDE-N.7tmJ.none; 171 

427337; Z46223; Hs.176663; Fc fragment of IgG, tow affinity Mb, n lg;TM=Y;SS=M; 170 

444006; BE395085; Hs.334762; type I transmembrana protein Fn14; ldljecepLa,PKD,MHCJ;TM=M;SS-Y; 3.70 

422010; AA302049; Hs.31 181; Homo sapiens cDMA: FU23230 fis, clone C; none.SDF^ogar_tr, 170 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 3.69 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor* fnlY_phosphatase^arb_anhydrase;TM=Y;SS=M; 168 

443759; BE39D832; Hs.134729; FXYD domam-arotaining Ion transport reg; ATP1G1_PLMJAAT8;TM=Y;SS=M; 168 

452344; AI264357; Hs.55405; hypothetical protein MGC16212; SuIfateJransp.STAS;; 3.68 

439625; AF085453; Hs.58811; ESTs; R^ead 1 g1ycdytic_enzy,Na_^iph_symp; 166 

426227; U6705B; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 166 

452363; A1562743; Hs.94953; Homo sapiens, SimHar to complement comp; C1q,Collagen;; 165 

447365; BE383676; Hs.334; Rho guanine nucleotide exchange factor C SH3,PH,RhoGEF;TM=r^SS=N; 164 

418883; BE387036; Hs.1211; acid phosphatase 5, tartrate resistant; MetalIophos;TM=M;SS=M; 3.64 

438707; L08239; Hs.5326; amino add system N transporter 2; porcu; ACAT,MBOAT;TM=Y;SS=M; 164 

422596; AF06361 1; Hs.1 18633; 2 , -?-otigoadenyiate synthetase-Gke; ubtquilm;; 163 

44931 8; AW236021; Hs.78531 ; Homo sapiens, Slmflar to RIKEN cDNA 5730; none;TM=M;SS=N; 3.62 

438746; AI885815; Hs.1 84727; Human melaiwma-assodated antigen p97 (m; transferrin.Guanylate_kin,PDZ.SH3; 3.62 

446291; BE397751, Hs.14623; interferon, gammafoducibte protein 30; G1LT;TM=M;SS=Y; 3,62 

452696; AI826645; Hs.211534; ESTs; ArfGap,Pa8r^GuanyiateJdn,P02,SH3; 160 

407634; AW016569; Hs.136414; UDP-GteNAcbetaGal beta-1,3-N^acetylgluc; Galactosyl_T;TM=M;SS=Y; 159 

423575; C18863; Hs.163443; intron of periostln (OSF-2os); FasdcHn,none; 159 

421391; AW304350; Hs.191958; irreramoglobulin superfarnBy receptor ban; ig,none; 158 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig ( pWnase;TM=Y;SS=M; 3.58 

41 9912; AF249745; Hs.6066; Rho guanine nudeofide exchange factor C SH3,PH,RhoGEF;TM=M;SS=N; 158 

431457; NMJ12211; Hjl256297; Integrin, alpha 11; FGGAP,vwa;TM=Y^S=M; 157 

430379; AF134149; Hs.240395; potassium channel, subfamily K member 6; ion_trans;TM=Y;SS=M; 155 

418526; BE019020; Hs.85838; solute carrier famBy 16 (rrcrocarboxylic; ncne;TM^Y;SS=M; 155 

441362; BE614410; Hs.23044; RAD51 (S. cerevistaa) homoiog (EcoBRe; none; 3.53 

426500; NM.014638; Hs.170156; KIAA0450 gene product C2.PW J LC-Y;TM=M;SS=N; 153 

429556; AW 139399; rK314807; ESTs; ncne;TM=M;SS=N; 152 

449101; AA205847; Hs.23016; G proteuvcoupled receptor; 7tm_1;TM=Y;SS=M: 152 

432635; AA340864; Hs.278562; claudin 7; PMP22_Ctaudin;TM=Y;SS=M; 3.51 

433470; AW960564; Hs.351316; transmembrane 4 superfamfly member 1; none;TM=Y;SS=M; 151 

452203; X57522; Hs352018; transporter 1, ATP-Mnding cassette, sub; ABC_tranABCjr»mbrane 1 SRP54 1 TTiymioVlateJun;TM=Y;SS=M; 149 
425566; AW162943; Hs.250618; UL16 binding protein 2; ldL/ecepLa,PKD,MHCJ;TM=M;SS=Y; 3.48 
402447; ; ; C1000201 ^20441 6|gb|AAA02S27.1| (10519; none;TM-Y;SS=M; 148 

431 183; NM.006855; Hs.250696; KDa (LyfrAsp^u-Leu) endoplasmic retic; ERJumen.recept;TM=M;SS=M; 3.48 

4489B8; Y09763; Hs.22785; gamrna-aminobutync add (GABA) A recepto; Neur_chan^LBD.to_chanjnemb;TW=Y;SS=M; 3.48 

41 5321. BE269352; Hs.949; neutrophil cytosofc factor 2 (65kD, chr; SH3.TPR;TM=M;SS=N; 3.48 

425003; AF1 19046; Hs.154149; apurinlc/apyiimkflnic endonudease(APEX ; Tropordn,Exo_enobj)rK)s.lQ;TM=M;SS=N; 3.47 

424909; S78187; Ks.153752; cell division cycle 258; Rhodanese- 144 

446051; 8E048061; Hs.37054; ephrtrvA3: EphrinA.deamMsrrra-alpha; 3.43 

418841; BE243136; Hs.86947; a dlsintegrin and metaQoproteinase doma; disintegrb,RepTOtysiaPepJ^12Bj)ropep,E(y;T^Y;^ 3.42 
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417426: NMJ02291; Hs.82124; laminh. beta t; lamWn^EGF,laminiiL»^integrin^ 3.42 
41 1263: BE297802; Hs.69360; kineshvlite 6 (mitotic ceninjmere-assoc; kinesin;TM=M;SS=N; 3.42 
430044: AA464510; Hs.152812; ESTs: none,none; 3,42 

425289: AW139342; Hs.155530; Interferon, gamma^nducfcle protein 16; PAAD_QARN,HiN;; 3.39 
425354: U62027: Hs.155935; complement component 3a receptor 1; 7tm_1;TM=Y;SS=M; 3.39 
428293; BE250944; Hs.18355S; solute carrier family 1 (neutral amino a: elF6,SDF;TM=M;SS=N; 3.39 
443648; A1085377; Hs.1 436 10; ESTs; ForK.head.none; 139 

418869; AW516565: ; gbacq01d05j(1 Soaies.NHCeC.cervical.turno; none,RasGAP,WW,IQ; 3.38 
432179; X75208; Hs.2913; EphB3; EPH_lbd.fn3,pWnase,SAM;TM=Y;SS=M; 138 
418918; X07871; Hs.89476; C02 antigen (p50), sheep red blood cell ; lg;TM=Y;SS=M; 3.38 
414368; W70171; Hs.75939? uridine monophosphate kinase; PRK.CoaE;; 3.37 

408716; AI567839; Hs.1 51714; Homo sapiens mRNAfor KIAA1769 protein, ; Uvn>helicase,RNB.RuntTM=M;SS=N; 137 
457001; J03258; Hs.2062; vitamin 0 (1,25- dihydroxyWtamin D3) re; hom^_rec,zM>4,MetaIlothio_5;TM=M;SS=N; 3.37 
422283; AW411307; Hs. 11 431 1 : CDC45 (cell division cycle 45, Sxerevis; CDC45;TM=M;SS=N; 137 

421817; AF146074; Hs.108660; ATP-binding cassette, sub-famfly C (CFTR F8sdcBn^BCjbenABC_nien^ane,GTP^EFrU;TM=M;SS=M; 3.36 

400298; AAQ32279; Hs.61635; six transmembrane epithelial antigen of ; none;TM=Y;SS=N; 135 

428385; AF112213; Hs.184062; putative RabS^nteracting protein; SH2.SH3;; 133 

400261; ; Hs.1802; Eos Control; lg ) MHC_ll_bela;TM=Y;SS=M; 133 

410024; AW191024; Hs.55016; hypotheflcal protein FU21935; SH1,TM=M;SS=N; 132 

41 2584; X54870. Hs.74085; DNA segment on chromosome 12 (unique) 24; noneJecfin_c; 3.32 

416065; BE267931; Hs.78996; proRferaSng cell nuclear antigen; PCNA.PCNA_GTM=M;SS=N; 131 

426437; BE076537; Hs. 169895; ubictffin-conjugafing enzyme E2L6; Armadillo_seg,UQ_con.none; 131 

426840; BE244217; Hs. 172690; diacytglycerd kinase, alpha (80kD); efliand,DAG_PE-blnd,DAGKa,DAGKc,OC1 ;TM= M;SS=N; 3.31 

434419; AL040606; Hs.296938; dual specificity phosphatase 7; DSPc;TM=M;SS=N; 3.31 

418758; AW959311; Hs.172012; hypothetical protein DKF2p434J037; pWnase,RI01;TM=M;SS=N; 131 

424779; AUW6851; Hs.153053; CD37 antigen; transniembrane4;TM=Y;SS=r* 131 

423973; AF038461; Hs.136574; arachidonate 12-tipoxygenase. 12Rtype; Bpoxygenase,PLAT;TM= M;SS=N; 130 

421731 AL119671; Hs.1420; fibroblast growth factor receptor 3 (ach; ig.pxinase;TM=Y;SS=M; 3.30 

449027; AJ271216; Hs.22880; dipeptidytpeptidase III; F^ase.M49,EGFJg,Neuregulin;TM=M;SS=N; 3.28 

423778; Y09267; Hs.132821; flavin containing monooxygenase 2; FMCMi)ce.pyr_redox;TM=Y;SS=M; 128 

426457; AW894667; Hs.380138;chimerin (chimaerin) 1; DAG.PSblnd,RhoGAP,SH2;TM=M;SS=N; 128 

435523; T62849; Hs.1 1090; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 3.27 

431886; L77964; Hs.271980; mitogerwctfvated protein kinase 6; pWnase;TM=M;SS=N; 3.27 

430397; A1924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 3.27 

425322; U63630; Hs.155637; protein kinase. DNA-acOvated, catalytic; PI3_PW^kinase.FAT,FATC;TM=M;SS=N; 126 

446006; NMJ04403; Hs.13530; deafness, autosomal dominant 5; none;TM=M;SS=M; 3.26 

444783; AK001468; Hs.62180; anillin (DrosophUa Scraps homobg), act PH.none; 125 

422278; AF072873; Hs.114218; frizzled (Drosophila) homolog 6; Fz.Frizzled.7tnu2;TM=Y;SS=M; 125 

405932; ; ; C1 50)0305^38051 22Jgb|AAC691 98. 1| (AF0; ras;TM=M;SS=N; 125 ' 

400205; ; Hs.81848; NM_006265*:Homo sapiens RAD21 (S. pombe); DUF173;; 125 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 124 

412942; AL120344; Hs.75074; mitogen-acfivated protein kmase^activat; pkinase;TM=M;SS=N; 3.23 

435472; AW972330; Hs.283022; triggering receptor expressed on myeloid; tg;TM=M;SS=M; 3.22 

439285; AL133916; Hs.47860; hypothetical protein FU20093; ig,pWnase,LRR f LRRNT,LRRCT,none; 3.22 

410434; AF051152; Hs.63668; tolHike receptor 2; LRR,LRRCT,T1R;TM=M;SS=M; 122 

427318; AF186081; Hs.175783; zinc transporter; 2p;TM=Y;SS=M; 3.22 

436075; BE090176; Hs.179902; transporter-tike protein; none;TM=Y;SS=M; 122 

428698; AA852773; Hs.334838; KIAA1866 protein; none;NA;NA; 122 

448888; AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;SS=N; 3.22 

415149; X12451; Hs.78056; cathepsin U Peptidase.CI;; 3.21 

423393; R37772; Hs.21420; p21-actrvated protein kinase 6; pkinase,PBD;TM=M;SS=N; 121 

424618; 129472; Hs.1802; major histocompatiblGty complex, class ; ig,WHCJLbeta;TM=Y;SS=M; 3.20 

438564; AA381553; Hs.198253; major hlstocompafibility complex, class ; lg.MHCJI_alpha.none; 3.20 

456181; L36463; Hs. 1 030; ras inhibitor. RA,SH2.VPS9;TM=M;SS=N; 120 

418613; AA744529; Hs.86575; mitogen^cfivated protein kinase kinase ; pkinase,CNH;TM=M;SS=N; 119 

440682; AW362152; Hs.27181; nuclear receptor binding factor-2; cycfin,bZlP;TM=M;SS=N; 118 

415010; NM.004203; Hs.77783; membrane-associated tyrosine- and threon; ank,pkinase,UPF0073;; 3.16 

419216; AU076718; Hs.164021; srnaQ inducible cytokine subfamily B (Cy; I LB;; 116 

450737; AW007152; Hs.63325; transmembrane protease, serine 4; trypsbi4dljecepLa,none; 3.16 

426395; BE151985; Hs.355669; hypothetical protein FU23316; pkfnasejione; 115 

41 2939; AVY411491; Hs.75069; eukaryotic translation elongation factor, none^one; 115 

433376; AI249361; Hs.74122; caspase 4. apoptcsls-relaied cysteine pn CARD l ICE_p10 l ICE_p20^ 115 

410668; BE379794; Hs.159651; hypothetical protein; deathJNFR_c6;TM=Y;SS=M; 3.15 

431441; U81961; Hs.2794; sodium channel, nonvottage-gated 1 alpha; ASC;TM=Y;SS=N; 115 

432251; AW972983; Hs. 2321 65; polycythemia rubra vera 1; cell surface ; none;TM=M;SS=M; 3.15 

407844; AW073716; Hs.8037; ESTs; trertsmembrane4^one; 114 

408634; AW407254; Hs. 356216; calmodulin 2 (p^osphorylase kinase, delt none,none; 3.14 

423061; AI290473; Hs.44807; ESTs; htegrin_B,Serna,PSI.TlG^one; 3.14 

438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZn 113 

431236; AV656840; Hs.285115; interleuWn 13 receptor, alpha 1; fn3;TM=Y;SS=M; 113 

425394; AA356730; Hs.323949; kangai 1 (sunnessxm of tumorigenicity ; txansmembrane4,none; 3.13 

429336; AB005038; Hs.199270; cytochrome P450, subfamily XXvlIB (25-hy; p450;; 3,13 

449230; BE613348; Hs.356392; melanoma ceS adhesion molecule; ig^,Ribosontal_L6,RboxTM-Y;SS=M; 3.13 

429305; AF095727; Hs.287832; myelin protein zero-like 1;ig,tiBiisniembrane4;TM-Y;SS=M; 112 

419034; NM.002110; Hs.89555; henxpoiefic ceil kinase; SH2,SH3,pkinase;TM=W;SS=N; 112 

417386; AL037228; Hs.301957; D1 23 gene product; rWDlX^Y,E1_dehy^.translceLpyr.TM=Y;SS=M; 111 

419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); tor\_trans 1 SPRY,RYDRJTPR,RyR 1 MlR;TM-Y;SS=N; 111 

440006; AK000517; Hs.6844; NALP2 protein; PYWrW^ntainrng APAFI-fi; AAA,NB-ARC,PAAD_DAP1N;NA$A; 110 

406467; ; ; Target Exon; ehand^cytrransferase.none; 110 

422956; BE545072; Hs.122579; ECT2 protein (Epithelial cell Iranstormf; BRCT,RhoGEF;TW=M;SS=N; 110 
417771; AA804698; Hs.82547; retinofc add receptor responder (tazaro; nonewe; 109 
437016; AU076916; Hs.5398; guanine monphosphale synthetase; PHD.SET.zf- 
C»(aEGF,anK«jtch,VvW,FOt,GATase,GM^ 
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441384; AA447849; Hsi88660; refinote acid Induced 3: 7tm_3,nona; 3.09 

416636; N32536; Hs.42645; solute carrier family 16 (rronocarboxyfc; nons.none; 3.09 

416498; U33632; Hs.79351; potassium channel, subfamily K, member 1; ion_trans;TM=Y;SS=M; 3.09 

426108; AA622037; Ks. 166468; programmed cefl death 5; DUF122;TM=M;SS=N; 3.08 

414806; 014694; Hs.77329; phosphatidylserine synthase 1; P$S;TM=Y;SS=M; 3.08 

402233; ; ; NM_030760':Homo sapiens endothelat din*; 7tmJ;TM=Y;SS=M; 107 

430066; A1929659; Hs.237825; signal recognition particle 72kD; TPaAtRC.SAICAR.synt; 3.07 

425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor t; none;TM=M;SS=Y; 3.06 

434263; N34895; Hs.79187; ESTs; ig.none; 3.06 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase bin£ng pro; none;TM=M;SS=Y; 3.05 

409378; U42387; Hs.54426; pancreatic polypeptide receptor 1; 7tm_1;TM=Y;SS=M; 3.05 

410165; BE560228; Hs.71869; apoptosis-associaied speck-Gke protein ; PAAD_DAPIN,CARD;TM=M;SS=N; 3.05 

440270; NMJH5986; Hs.7120; cytokine receplor-fike molecule 9; fh3;; 3.05 

449003; X76342; Hs.389; atoohd dehydrogenase 7 (class IV), mu o; adh_zir^TM=M;S$=N; 3.05 

4201 89; AW2963B0; Hs.95821 ; osteoclast stimulating tactor 1; SH3,an!q; 3.05 

429732; U20158; Hs.2468; lymphocyte cytosolic protein 2 (SH2 dorna; SH2;; 3.05 

421541; NM0Q3942; Hs.105584; ribosomat protein S6 kinase, 90kD, polyp; pWnase,pWnase_C;TM=M;SS=N; 3.04 
415444; BE247295; Hs.78452; solute carrier family 20 (phosphate tran; PH04,UM;TM=M;SS=N; 3.03 
4251 1 8; AU07651 1 ; Hs.154672; meaiytene tetrahydmfolata dehydrogenase; myb DNA- 

Wnd}ng.THFJ3HG_CYH,THF_DHG_("YH^ 3.03 
449048; 245051 ; Hs.22920; similar to S68401 (cattle) glucose indue; Lamp;TM=M;SS=M; 3.03 
413869; NM.000878; Hs.75596; interteukin 2 receptor, beta; none;TM=Y;SS=M; 3.02 
442875; BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mRNA sequ; K-tetra.DUF51.none; 3.02 
436576; AI458213; Hs.77542; ESTs; 7tmJ.DnaJ; 3.02 
446269; AW263155; Hs.14559; hypothetical protein FU 10540; none;TM=M;SS=N; 3.02 
418870; AF147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fus; 7tmJ ,7tm_2;TM=Y;SS=M; 3.01 
421379; Y15221; Hs.103981 smaD inducible cytokine subfamily B (Cy; ILB;TM=M;SS=Y; 3.00 
421267; BE314724; Hs.103081; ribosomal protein S6 kinase. 70kD, polyp; pkInase,pkinase_C;TM=M;SS=N; 3.00 
409705; M37762; Hs.56023; brain-derived neurotrophic factor; NGF;; 199 
429903; AL134197; Hs.93597; cycOn-dependent kinase 5, regulatory su; COKS.activator.none; 199 
430696; AA531276; Hs.59509; ESTs; pWnase.PP2C.none; 2.98 

418299; AA279530; Hs.83968: integrin. beta 2 (antigen C018 (p95), ry; lntegrln_B.EGF,PSl;TM=Y;SS=M; 2.97 

410026; AI912061; Hs.55016; hypothetical protein FU21935; none.none; 197 

448733; NM_005629; Hs.187958; solute carrier family 6 (neurotransmitte; SNF;TM=Y;SS=N; 2.97 

432562; BE531048; Hs.278422; OKFZP586G1 122 protein; zf-C2H2;TM=M;SS=N; 197 

453035; AW581943; Hs.334; Rho guanine nucleotide exchange factor 0 none,none; 2.97 

427315; AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKF2p564N0763 (f; none.spectrin 1 SH3,PH.CH; 2.97 

431 941 ; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis, done CO; pWnase,Furin^Recep„Ldomain.none; 2.96 

441389; AF134838; Hs.7835; endocytic receptor (macrophage mannose n fn2,ledin_c;TM=Y;SS=M; 2.95 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (; MIF,sugar tr.none; 2.94 

427359; AW020782; Hs.79881 ; Homo sapiens cDNA: FU23006 lis, done U 7tmJ,none; 2.94 

402558; ; ; C1000201:gi|204416lgb|AAA02627.1|(L0519; none;TM=Y;SS=M; 2.94 

425852; AK001504; Hs.159651; death receptor 6, TNF superfamily member; death,TNFR_c6;TM=Y;SS=M; 194 

442080; AW444761; Hs.72901; ESTs; anx; 2.94 

450447; AF212223; Hs^5010; hypothefical protein P15-1 NTF2;TM=M;SS=N; 193 

444809; BE207568; Hs.208219; oculospanin; transmembrane4;TM=Y;SS=N; 2.93 

449843; R85337; Hs.24030; solute earner family 31 (copper transpo; none;TM=Y;SS=M; 193 

416110; 242262; Hs322844; hypothetical protein DKF2p554A176; Sema,PSI.TlGJntegrin_ftTM=Y;SS=M; 193 

453768; BE382670; Hs.19851 1; Homo sapiens mRNA; cDNA DKFZp761l177 (fr; arf,G«toha,none; 2.92 

414825; X06370; Hs.77432; epidermal growth factor receptor (avian ; Furin^pkinase l Recep^Ldomain;TM=M;SS=M; 2.92 

421429; NM.014922; Hs. 104305; death effector Qament-formlng Ced-4-B; L^RPAAD_DAP1NMA.CARD,NB^ARC;NA;NA; 2.92 

434826; AF1 55661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 2.91 

451292; AB037716; Hs.26204; WAA1295 protein; SH3;TM=M;SS=N; 2.91 

422127; AW504286; Hs.112049; SET binding factor 1; dOENN.DENN.GRAM.PH;; 191 

419508; AW997938; Hs.90786; ATP-Wnding cassette, sub-family C (CFTR; ABC.tran^jnernbrane;TM=Y;SS=M; 190 

430451; AA838472; Hs.297939; cathepsin B; Pep8dase_C1,proJsomerasen 190 

424046; AF027866; Hs.138202; serine (or cysteine) proteinase inhlbtto; serpln;TM=M;SS=N; 189 

414907; X90725; Hs.77597; polo (DrosophiaHike kinase; FBbosoniaLL37ae l pkinase^lOJ>ox,u^ 2.89 

429619; AL1 20751; Hs.2 11568; eukaryotic translation initiation factor, none,none; 189 

413879; AA1329B1; Hs.212533; Homo sapiens cDNA: FU22572 fis. clone H; none,none; 189 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2.SH3.pkinase;TM=M;SS=N; 189 

422610; AF153820; Hs.1547; potassium Inwardly-recOfying channel, s; IRK;TM=Y;SS=N; 189 

405556; ; ; homecdomain-lnteracting protein kinase 3; trypsln;TM=M;SS=N; 189 

423804; AW403448; Hs.1706; interferon-stimulated transcription fact IRF^W^C4.lBR.zf^anBP.TM=M;SS=N; 189 
425262; D87119; Hs.155418; GS3955 protein; pkinase;; 188 

422599; BE387202; Hs.118638; no ^metastatic cells 1, protein (NM23A) ; NDK.PH.OxysteroLBPn 188 
452888; AW955454; Hs.30942; ephrin-82; Ephrin,fn2;TM=Y;SS=M; 188 

414703; BE243877; Hs.380063; ATPase, Na? transporting, beta 3 polypep; NaJ<-ATPase;TM=Y;$S=M; 187 

444143; AW747996; Hs. 160999; ESTs, Moderately similar to A56194 throm; Bd-lnone; 186 

413472; BE242870; Hs.75379; sotute carrier famBy 1 (glial high affi; SOF;TM=Y;$S=M; 186 

458039: AA835884; Hs.130685; teutotriene b4 receptor (chemokine recep; aDE^jione; 186 

434417; AL110157; Hs.3843; Homo sapiens mRNA; cONA DKFZp586F2224 (f; DSPcnone; 186 

425801 Y 14838; ; chemokine-Gke receptor 1; 7tm_1 .none; 186 

403112; ; ; Target Exorq eftand,C2,PH^ifl.C-Y,R-aOX;; 186 

435563; AF210317; Hs.95497; sotute carrier family 2 (faeffitated gtu; sugar JnTM=Y;SS=N; 185 

4421 17; AW664964; Hs.128899; ESTs; hypothetical protein for IMAGE:447; none.none; 184 

457819; AA057484; Hs.35406; FU20522 Hypothetical protein FU20522; none.none; 184 

456629; AW891965; Hs.367942; hlstone deacetylase 3; HSP90.HATPase_c^C2HlPHD^one; 2.83 

408873; AL046017; Hs.356216; catmoduTm 2 (phosphatase kinase, dell; nonewe; 183 

446947; AF146747; Hs. 232 165; porycythernia rubra vera 1; ceD surface ; none;TM=M;SS=M; 183 

448386; AB037750; Hs.21061; K1AA1329 protein; PKD,BNR;TM=Y;SS=M; 182 

427857; AL133017; Hs.288679; hypothetical protein FU22865; myostrLhead.lQ^IYND;Tr^SS=M; 182 

407601; AC002300; Hs.371 29; sodium channel, nonvdtage-gated 1. beta; ASC;TM3Y;SS=M; 182 
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459707; AA631362; Hs, 120866; gb:np8SbOU1 NC1_CGAP_Thy1 Homo sapiens; 7tmJ,none; 2.82 

422699; BE410590; Hs.1 19257; emsl sequence (mammary tumor and squamou; SH3,HS1_rep;TM=M;SS=N; 182 

438108; A1471795; Hs.287776; vanaiokJ receptor-related osmoUcaHy a; ankjonJrans:TM=Y;SS=N; 182 

422241; Y00Q62; Hs.170121; protein tyrosine phosphatase, receptor t Wnesm,M.Yj^phatase;TM=M;SS=N; 2.82 

448595; AB014544; Hs.21572; K1AA0544 gene product; LRR,LRRCT;TM=Y;SS=M; 181 

423598; BE247600; Hs.377968; ESTs; 7tmJ;TM=Y;$S=M; 2.81 

412970; AB026436; Hs.177534; dual specificity phosphatase 10; Rhodanese.DSPcr, 2.81 

414198; AW505308; Hs.75812; phosphoendpyruvate carboxykinase 2 (mlt PEPCK; 181 

436729; BE621807; Hs.351316; transmembfane 4 supertamily member 1; none;TM=Y;SS=M; Z81 

432314; AA533447; Hs.285173; ESTs; XBnJywne; 2.81 

416207; NM014745; Hs.79077; Homo sapiens, clone MGC:2908, mRNA, comp; none;TM=Y;SS=M; 180 
446985; AL038704; Hs.156827; ESTs, Weakly similar to ALU1.HUMAN ALU S; SAM.SH3,HS1jep; 180 
428023; AL038843; Hs.374530; Homo sapiens cONA: FU23602 fis. done U 

aaj)emieases,pyndoxaLdeC,brc^(jrra^PHDWBD^T hooKDOT,H3.PI4Jcii^FATJ : ATC,BoiA,RUN:TM=M;SS=N; 2.80 
432886; BE159028; Hs.279704; chromatin accessary complex 1; none;TM=M;SS=N; 180 
426006; R49031; Hs.22627; ESTs; pKnaseJBC; 179 

414217; AI309298; Hs.279898; Homo sapiens cDNA: FU23165 fe, clone U none^NA; 179 
411165; NMJJ00169; Hs.69089;gatactos)dase, alpha; MeGWase;; 179 

450056; BE047394; Hs.502; ESTs, Weakty similar to S71512 hypotheO; ABC.tran^C.membrane,ig,MHCJI_beta.SRP54,prote^ 178 

424291; AL120051 ; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 2.78 

421448; AF033850; Hs.104519; phosphdipase D2; PH,PLDc,PX;TM=M;SS=N; 178 

410226; AI831958; Hs.61053; hypothetical protein; SH3.TPR;TM=M;SS=N; 2.78 

433535; AF1 1 1 106; Hs.3382; protein phosphatase 4, regulatory subuni; HEAT;TM=M;SS=N; 178 

442503; AF147078; Hs.375031; pS^responstve gene 5; K_tetra,ion_trans,none; 177 

413900; AW409747; rteJ5612;stress-lnduced-phosphoprotein 1 (rtep70M;TPaPDZ 1 WW.Guany!ate_kin;TM=M;SS=N; 177 

454294; AB000734; Hs.50640; JAK binding protein; SH2;TM=M;SS=N; 177 

440188; AK001812; Hs.7036; r^AcetytgJucosamine kinase; ROK;TM=M;SS=N; 177 

449539; W80363; Hs.58446; ESTs; pkmase,Funiv^Recep_l w domain,none; 176 

422667; H25642; Hs.132821; ESTs; FMOae,FMO-like; 176 

415012; NM.004383; Hs.77793; <x>rc tyrosine kinase; SH2,SH3,pklnase;TM=M;SS=N; 2.76 

402316; ; ; NM_013447:Homo sapiens egMke module c; 7tm_lGPS;TM=M;SS=M; 2.75 

425455; L18964; Hs.1904; protein kinase G tola; pWnase 1 DAG_PE^nd,rMiase„C.OPRTM=M;SS=N; 175 

447250; AI878909; Hs.17883; protein phosphatase 1G (formerly 2C), ma; PP2C;TM=M;SS=N; 175 

438629; AI187380; Hs.257170; ESTs, Weakly simflar toT12515 hypotheti; TNFa.c6.none; 175 

451144; AW956103; Hs.61712; pyruvate dehydrogenase kinase, isoenzyme; HATPasejc,none; 174 

408543; N78098; Hs.44289; ESTs; rwne;TM=M;SS=N; 2.74 

429345; R11141; Hs.199695; hypothetical protein; K_tetra,SAM; 174 

407722; BE252241; Hs.38041; pyridoxal (pyrtdoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 173 

420602; AF060877; Hs.99236; regulator of G-protein signalling 20; RGS;TM=M;SS=N; 2.73 

407217; AA477136; Hs.105584; ribosomat protein S6 kinase, 90kO, polyp; pkinase,pkinase^C;TM=M;SS=N; 173 

414135; NM.004419; Hs.2128; dual specificity phosphatase 5; Rhodanese,DSPc,Y4)hosphatase;TM=M;SS=N; 173 

410590; BE615216; Hs.64746; chloride ifitraceflidar channel 3; none;TM=M;SS=N; 173 

411125; AA151647; Hs.68877; <7tocnrome b-245, alpha polypeptide; none;TM=Y;SS=M; 2.73 

438022; AW517524; Hs.135201; N0D2 protein; LRaCAF©,GTP^C0C,Viral_helic3se1;TM=M;SS=N; 172 

420929; A1694143; Hs.326248; programmed cell death 4; MA3;T^M;SS=N: 172 

421155; H87879; Hs. 102267; iysyl oxidase; Lysyl oxMase^idose.epiraEpirnerasen 2.72 

448564; AL044962; HsJ21453; inositol 1,4,5-bisphosphate ^kinase C; IPKn 171 

449961; AW265634; Hs.133100; ESTs; pkinase.Furin^Recep.Uomain.none; 2.71 

444633; AF111713; Hs.12284; juncfional adhesion molecule 1; ig;TM=Y;SS=M; 171 

412259; AI560292; Hs.279909; protein phosphatase 2 (formerly 2A), reg; WD40;TM=M;SS=N; 2.71 

419569; AI971651; Hs.91 143; jagged 1 (AlagiDe syndrome); OSLEGFjamWn^.vvrcxretaitftojTM^SS^ 271 

452401; NM.0071 1 5; Hs.29352; tumor necrosis factor, alpha-induced pro; XDnk,CUB;; 171 

45B190; BE561793; Hs.21446; WAA1716 protein; ASC.GalactosyLT.nQne; 170 

432126; AA865239; Hs.37198; ESTs; 7tmJ ;TM=Y;SS=M; 170 

422616; BE300330; Hs.118725; setenophosphate synthetase 2; A!RS.AIRSJSTM=M;SS=N; 170 

424717; H03754; Hs, 15221 3; wingless-type MMTV integration site faml; wntnone; 170 

414108; AI267591 Hs.75761; SFRS protein kinase 1; ank,PROxysterol _PP.pkinase;TM=M;SS=N; 170 

446272; BE266912; Hs.14601; hematopoietic cell-specific Lyn substrat; SH3.HS1 _rep;TM=M;SS=N; 170 

416084; 116991; Hs.79006; deoxythymidylate kinase (thymidytate kin; none.none; 169 

427157; U51 166; Hs.173824; thymine-DNA glycosytase; UDG;TM=M;SS=N; 169 

404891; ; ; Target Exon; none,none; 169 

432581; AU076465; Hs.278441; WAA0015 gene product; PP2C;TM=M;SS=N; 169 

424321; W74048; Hs.1765; rymphocyte-speciflc protein tyrosine Hn; SH2,SH3,pWnase;TM=M;SS=N; 168 

425308; M97639; Hs.155585; receptor tyrosine Wnase-Gke orphan rec; lgJmng>e4Jkrnase,Fz;TM=Y;SS=M; 168 

414443; AU077268; Hs.76144; plateleklerived growth factor receptor,; tg^dnase,TM=Y;SS=N; 168 

427274; NM.00521 1; Hs.174142; colony stimulating factor 1 receptor, to; ig,pkrnase;TM=Y;SS=M; 168 

436B56; AJ469355; Hs.127310; ESTs; pkinase,rrm;TM=M;SS=N; 168 

437429; H79981 ; Hs.5613; Homo sapiens mRNA; cDNA DKFZp564E2222 (f; SH2.SH3.BTB; 167 

450690; AA296696; Hs.333418; FXYD domaln-ccntaWng ion transport reg; ATP1G1 J^MATBH^SS^M; 167 

452069; AB028949; Hs. 183994; WAA1026 protein; Metaflophos;TM=W;SS=N; 167 

445330; R52656; Hs21691; ESTs; 7tm_1,rtone; 167 

452698; NM.001295; Hs.301921; chemoldne (OC motif) receptor 1; 7tmJ;TM=Y;SS=M; 167 
419754; H52299; Hs.308467; Homo sapiens mRNA; cDNA DKFZp586l0523 (f; none;TM=M;SS=N; 167 
434237; AF119908; Hs.235516; hypothetical protein PR02955; none;; 167 

4458%; BE313754; Hs. 13350; Homo sapiens mRNA; cDNA DXFZp586D0916 (f; lg,tsp_UU5,Nucleoside_tran; 166 

446696; AF279265; Hs.298476; sohrte cantor family 26, member 6; Sulfate.trarep,STAS^an^urj)erme8se;TM=Y;SS=N; 2.66 

439750; AL359053; Hs.57664; Homo sapiens mRNA fuD length insert cON; IMmLC,IMPDH_N,CBS,lnteflrin_B.Ricln_B JecGn; 2.66 

413745; AW247252; Hs.75514; nucleoside phosphorylasB; Mtap^PNP;; 166 

429083; Y09397; Ks.227817; BCU-refated protein A1; Bcl-2;TM=M;SS=N; 166 

449523; NM.000579; Hs.54443; chemokine {CrC motB) receptor 5; 7bn.1;TM=Y^S=M; 166 

449030; AI365582; Hs.57100; Homo sapiens mRNA for FU00016 protein, ; transrnembrane4;TM=Y;SS=M; 166 

434979; AI9S3054; Hs.89643; transketolase (Wemfcke-Korsakoff syndro; ASC,trar^tolase,transkeLpyr.trareketdase_C 1 pkinase; 166 

406137; ; ; NM.000179*:Homo sapiens mutS (E co0) h; MutS_CPWWP,MutS.N;TM-M;SS=N; 166 
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41 2935: BE267045; Hs.75064; tubulnvspecinc chaperons c; none; Z66 

408633: AW963372; Hs.222088; PRO2000 protein: bronTOdoman^Stgma54_activat: 2.66 

41281 7: AI037159; Hs.74619; proteasome (prosome, macropan) 26S subu; PCjBp:TM=M;SS=N: 165 

452662; AA456193; Hs. 374574; progesterone membrane binding protein; homeobox.none; 2.65 

401752; ; ; RAN binding protein 3; SH2,STAT,STAT birri,STATj)rotM.trans,PAC»PAS,Orexin; 165 

450747; AI064821; Hs.129953; ESTs. WgWy similar to 1818357A EWS gen; rmuf.RanBP.GAS2; 2.65 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_lHRM;TM=Y;SS=M; 164 

452701; NM.0051 10; Hs.30332; glLtamine^rtxtose^phosphale transamin; GATase_2,SIS;TM=M;SS=N; 164 

433933; AI754389; Hs.355397; Homo sapiens clone TCCOA00164 mRNA sequ; none;NA;NA; 2.64 

421677; H64092; Hs.38282; ESTs; A1pp,Armadnio_segJBB; 164 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; none;; Z64 

423198; M81933; Hs.1634; cell division cycle 25A; Rhodanese,none; 164 

435905; AW997484; Hs.5003; K1AA0456 protein; SH3.RhoGAP,FCH;TM=M;SS=N; 264 

437712; X04588; Hs.85844; neurotrophic tyrosine kinase, receptor. ; Tropomyosin ( pWnase,U^RlJ^CT,HydantotJiase B 1 Hydantoinase.ATM=M;SS=N; 163 

458946; AA009716; Hs.42311; ESTs; none,DSPc,Yj)hosphatase; 163 

447217; BE465754; Hs. 17778; neuropilin 2, CU8.MAM.F5 F8 type QTM=M;SS=M; 163 

445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 163 

425075; AA506324; Hs.1852; ackJ phosphatase, prostate; add_phosphatTM=Y:SS=M; 163 

405588; ; ; NM_000299*:Homo sapiens platophilin 1 (e; Armadillo seg;TM=M;SS=N; 163 

438330; AW450572; Hs.257316; ESTs; pJdnase^C4,ERM,CNH,none; 183 

448243; AW369771; Hs.367668; integrin, beta 8; integrin_B.none; 163 

452012; AA307703; Hs.279766; kinesin famfly member 4A; kinestn,DNA_topoIsoiV,K-box;TM=M;SS=N; 163 

412182; AA2055B8; Hs.73737; Splicing factor, argminefcerine-rich, 4; rnuhormone reczf£4 t sugar tn; 2,63 

423887; AL080207; Hs. 134585; DKFZP434G232 protein; ABC tran;TM=Y;SS=N; 163 

417497; AW402482; Hs.82212; CD53 antigen; transmembrane4;TM=Y;SS=M; 2.62 

413407; A1356293; Hs.75339; inositol polyphosphate phosphatase* ; SH2.SAM.Exo endo_phos;; 2.62 

414998; NM.002543; Hs.77729; oxidised low density lipoprotein pectin; ledin_c;TM=Y;SS=M; 162 

417880; BE241595; Hs.82848; selectin L (lymphocyte adhesion molecule; EGFJectin_c,sushl;TM=M;SS=M; 162 

429922; Z97630; Hs.2261 17; H1 histone family, member 0; tinker Jistone;TM=M;SS=N; 2.62 

401812; ; ; sorting nexin 14; AAA,NB-ARC^PS_kinase,cdc48^N,cdc48 2,none; 161 

417886; AA214584; ; ESTs; SPRY,7tm_3,ANF_receptor,none; 161 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase substra; SH3;TM=M;SS=N; 161 

428512; AI018187; Rs.375624; Human DNA sequence from clone RP11-243J1; none;; 161 

426746; J03626; Hs.2057; uridine monophosphate synthetase (orotat PribosyItran l OMPdecase;TM=M;SS=N; 161 

454042; H22570; Hs.47860; hypothetical protein FU20093; ig l pkinase l LRR,LRRNT l LRRCT t none; 161 

421077; AK000061; Hs.101590; hypothetical protein; an^pWnase,deatr^SPRY,SAP,Ribosomal U4e,SRP54 1 dDENN,OENN ( uDENN;TM=M;SS=N; 160 

420162; BE378432; Hs.95577; cyduvdependent kinase 4; pWnase;TM=M;SS=N; 160 

416661; AA634543; Hs.79440; IGF-ll mRNA^nding protein 3; KH4omain,rrm;TM=M;SS=N; 160 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cohTtnJVDFn 160 

411133; AW819204; ; gb:CM1-ST0m071299-061-h03 ST0283 Homo; ANFjeceptor,none; 160 

405602; ; ; Target Exon; pkinase;; 160 

400440; X83957; Hs.83870; nebulin; SH3,Nebunn;; 160 

424848; AI263231; Hs.327090; EST; SH3.PDZ.GuanylateJdn,none; 159 

432268; BE311856; Hs.274230; ^osphoadenoslne 5-phosphosutrate sy; APSJdnaseATP-sulfurylase;TM=M;SS=N; 159 

452690; AI536070; Hs. 15085; ESTs; pou.tojmeobox.figjchan.ANF jeceptor; 159 

422753; AI928995; Hs.1575; small nuclear ribonucleoprotein D3 polyp; Sm;; 159 

428028; U521 12; Hs.182018; interleukin-1 receptor<3SSOciated kinase; death,pkinase;TM=M;SS=N; 158 

433573; AF234887; Hs.57652; cadherin. EGF LAG seven-pass &type rece; 7lm - lEGF 1 <adherin,larranin_EGFJarranin_G Jfyrjan^ycop l GPS.HRM;TM=Y;SS=M; 2.58 

422785; A1824114; Hs.289088; heat shock 90kD protein 1, alpha; zK2H2.none; 158 

418685; U76376; Hs.87247; haraldri, BCL2-interacting protein (cent; none;TM=M;SS=M; 158 

452329; N36626; Hs^9106; rtftogerKxtfvated protein kinase phospha; DSPc;TM=M;SS=N; 158 

428405; Y00762; Hs^266; cholinergic receptor, nicotinic, alpha p; Neur.ch2n_LBD,Neur_chan_memb;TM=Y;SS=M; 158 

421251; Z28913; Hs.1 02948; enigma (UM domain protein); UM.PDZ;; 157 

407245; X90568; Hs.172004; titin; fn3,ig,SGXXSG,pkinase;TM=M;SS=N; 157 

422309; U79745;Hs.114924;sQtutecarrierfam^ tr;TM=Y;SS=M; 157 

401751; ; ; RAN binding protein 3; Orexin.SHlSTAT.STAT.birid.STATjjroUon trans,PAC,PAS,none; 157 

447887; AA114050; Hs.211610; caspase 8, apoptasis-retated cysteine pn lCEj)10JCEj>20.DED;TM=M;SS=N; 157 

422282; AF019225; Hs.114309; apoBpoprotein U MotA^ExbB;TM=Y;SS^ 157 

439863; BE547830; Hs.375208; paired uwnunoglobiiBn-fike receptor beta; Bpoxygenase,PLAT,npoxygenase,PUT; 157 

425743; BE396495; Hs.159428; BCU-asscdaied X protein; Bd-2;TM=Y;SS=N; 157 

401218; ; ; eukaryotic translation elongafion factor; tonJrans;TM=Y;SS=N; 157 

41 2773; H1 5785; Hs.74573; similar to vaccinia virus Hindlll K4L OR; PLDc;TM=M;SS=N; 157 

444743; AA045648; Hs.301957; nudix (nucleoside diphosphate finked moi; NUDDCsecY.EI dehydrog.transkeLpynTM=Y;SS=M; 156 

429782; NM.005754; Hs.220689; Ras^TPase-activaOng protein SHWomain; rrm,NTF2;TM=M;SS=N; 156 

442994; AI026718; Hs.16954; ESTs; an!^pkinase.death,Ribosomal S14;156 

456602; AA41 1607; Hs.1 1 8964; ESTs, Weakly similar to WAA1 150 protein; noncpWnase; 156 

422846; BE513934; Hs.1583; neutropnilcytosolic factor 1 (47kD, chn SH3,PX;TM=M;SS=N; 156 

441699; AW511126; Hs.1 27572; ESTs; none.AaJrans; 156 

447912; AW576549; Hs.165728; ESTs. Weakly similar to 138022 hypotheti; none.GSHPx ( ABC_tran; 156 
442945; A1024849; Hs.131853; ESTs; pkinase.none; 156 

453199; AI336266; Hs.32353; mitogen-acfivated protein kinase kinase ; pWnase;TM=M;SS=N; 156 
451477; AI798425; Hs.42710; ESTs; SH3.none; 156 

415091; AL044872; Hs.77910; 3-tydroxy-aTOlhytgMary^^ HMG Co/Lsynt;; 155 

41 3529; U1 1874; Hs.846; inteneukin 8 receptor, beta; 7trnJ;TM=Y;SS=N; 2.55 

425345; AU077297; Hs.155894; protein tyrosine phosphatase, noiwecept Y_phosphatase,DSPc;TM=M;SS=M; 155 
401321; ; ; receptor tyrosine Hnase-Cke orphan rec; nona;TM=M;SS=N; 155 
445999; AA151520; Hs.351416; hypothetical protein MGC4485; noncnone; 155 
401057; ; ; eukaryotic translation elongation factor ion_trans.lQ;TM=Y;SS=N; 155 
414509; AW1 61311; Hs.76294; CO 53 antigen (melanoma 1 anSgen); transrrernbrane4;TM=Y;SS=M; 155 
408204; AA454501; Hs.43666; protein tyrosine phosphatase type IVA, m; Yj)hcsphatase;TM=M;SS=N; 154 
424539; U^1; Hs.1 50402; Actrvin A receptor, type I (ACVR1) (ALK; pWnase,Ac(rvnuEcp;TM=M;SS=M; 154 
459060; H89244; Hs.303627; heterogeneous nudear ribonucleoprotein ; rrm,pWnase;TM=M;SS=N; 154 
450167; AA446404; Hs.24563; MTF2^eteled export protein 1; NTF2;TM=^SS=N; 154 
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425966; NMJJ01761: Hs.1973; cycfin F; cydin,F-box.cycCn - C;TM=M;SS=N; 154 

446566: H95741; Hs.17914; membrane-spanning 4-domains, subfamily A; none;TA*=Y;SS=M; 154 

412834; R77123; Hs.79881; Homo sapiens cDNA: FU23006Es, done L; 7tmJ,none; 2.54 

457255; AL133011; Hs.253920; Homo sapiens mRNA; cONA OKFZp434P201 (ft; none.none; 154 

431341; AA307211; Hs.251531; proteasome (prosome, macropain) subunit; proteasorne;TM=M;SS=N; 153 

41 7331; AW41 1 297; Hs.81972; SHC (Src homology 2 domaowontaining) t SH2Wzf£2HlSCAN.AMP-binding J<RAB;TM=M;SS=N; 153 
414570; Y00285; Hs.76473; insuEn-Ske growth factor 2 receptor, fn2,CIMR;TM=M;SS=M; 153 
444838; AV651680; Hs.208558; ESTs; integr^FG<3AP,none; 153 

422609; Z46023; Hs.118721; siaSdase 1 (tysosoma! siafidase); BNR.SHlSH3,pkinase;TM=Y;SS=M; 153 

450296; AL041949; Hs.24756; hepatocyte growth factor-regulated tyros; none,none; 153 

400702; ; ; Target Exon; Oa.chan 1 SBP_bacJANF_receptor,TM=Y;SS=M; 153 

432336; NM.002759; Hs.274382; protein kinase, mterferorHrriucibte dou; dsm\pldnase;TM=M;SS=N; 153 

442643; U82756; Hs.374973; PRP4/STK/WD spSdng factor, WD40;; 152 

452060; W26980; Hs.349089; ATP-binding cassette, sub-family F (GCNl. ABC.tranJRK.SWIB; 2.52 

443951; F13272; HsJJ56835; ferritin, fight polypeptide; PMP2i.daudin.none; 152 

428975; NMJJ04672; Hs.1 94694; mitogeivacfivated protein kinase kinase ; pkmase;; 152 

407608; A1928218; Hs.380063; ATPase, Na? transporting, beta 3 potypep; none,none; 151 

414482; S57498; Hs.76252; endothelin receptor type A; 7tm_1;TM=Y;SS=M; 151 

410293; AK000047; Hs.61960; hypothetical protein; KJelra;TM=M;SS=N; 151 

429663; M68874; Hs.21 1 587; phosphoKpase Al group IVA (cytosolic ; C1PLA2LB;TM=M;SS=N; 151 

425424; NMJ04954; Hs.157199; ELKL motif kinase; pkinase.UBA,KA1;TM=M;SS=N; 151 

457013; AA037145; Hs.172865; deavagestimuiafion factor, 3* pre-RNA,; WD40;TM=M;S$=N; 151 

439221; AA737106; Hs.32250; ESTs, Moderately similar to I78885 serin; adh_short,BcHBH4.none; 151 

405429; ; ; Target Exon; Y_phosphatase,none; 151 

443466; BE243123; Hs.321045; IKK-reiated kinase epsDon; inducible ik; pkinase.RI01;TM=M;SS=N; 151 

418478; U38945; Hs.1 174; cydin-dependent kinase inhibitor 2A {me; ankn 150 

408056; AA31 2329; Hs.42331; ephrirvA4; Epruin;TM=M;SS=M; 150 

414419; F06829; Hs.76090; tumor necrosis factor, alpha-induced pro; K_tetra;TM=M;SS=N; 150 

405369; ; ; NM_005569*:Homo sapiens UM domain kinas; pxtnase.UM.PDZ;; 150 

418216; AA662240; Hs.283099; AF15q14 protein; HemaM!irtiruiwquash;TM=Y;SS=N; 150 

404321; ; ; C700174r:gi|2499629|sp|Q63932iMPK2_MOUS; none.none; 150 

430900; U91939; Hs.248123; G prolein-coupted receptor 25; 7tm_1;TM=Y;SS=M; 149 

440861; BE2441 15; Hs.7482; KIAA0682 gene product; rrm.Guanytate Jdn;TM=M;SS=N; 149 

41 5801; R24219; Hs.278443; Fc fragment of IgG, low affinity lib, re; ig;TM=Y;SS=N; 149 

418741; H83265; Hs.8881; ESTs. Weakly similar to S41044chromosom; pktee^:tMn^recp.c4dr^^:tivin_recp; 149 

417034; NNL006183; Hs.80962; neurotensin; none;; 149 

400303; AA242758; Hs.79136; UV-1 protein, estrogen regulated; none.none; 149 

408805; H69912; Hs.48269; vaccinia related kinase 1; pWnase;TM=M;SS=N; 149 

418255; AW135405; Hs.37251; ESTs; pkinase.none; 149 

424905; NMJJ02497; Hs.153704; NIMA (never in mitosis gene a)-related k; pWna3e;TM=M;SS=N; 2.44 

417791; AW965339; Hs.44269; ESTs; none,ferlFAD.binding 5,AldJ<aiulhj;fer^2 1 AldJ^ 144 

453941; U39817; Hs.36820; Btoom syndrome; DEAD,heficase„C,HROC;TM=M;SS=N; 141 

417849; AW291587; Hs.82733; ntdogen 2; EGF,(dLrBceptb,lhyrogiobuCn_1 ;TM=M;SS=M; 139 

408908; BE296227; Hs.250822; sertoe/lhreonine kinase 15; pkinase;; 132 

428513; BE220806; Hs.184697; plexm C1; PSI,none; 131 

426761; AI015709; Hs.172089; PORIMIN Pro-oncosb receptor inducing me; none;TM=Y;SS=M; 131 

427585; 031152; Hs.179729; collagen, type X, alpha 1 {Schmid metaph; C1q,Collagen;; 128 

412723; AA648459; Hs.335951; hypothefcal protein AF301222; none;TM=M;SS=N; 128 

452461; N78223; Hs.108108; transcription tactor, zraHC4.ubiquilm,PHD,YDG.SRA;TM=M;SS=N; 126 

429547; AW009166; Hs.99376; FGENESH predicted novel secreted protein; none,none; 2.15 

429486; AF155827; Hs.203963; hypothetical protein FU10339; SNF2 N,heBcase - C;TM=M;SS=N; 115 

401486; ; ; C4000647-:gil4758508|ref|NP - .004253.1i ai; none;TM=Y;SS=M; 115 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest deficient, yeast h; HORMA;TM=M;SS=N; 114 

424399; A1905687; Hs.348419; Aj905687:lL-BT095-190199419 BT095 Homo ; none;TM=M;SS=M; 114 

423761; NM_006194; Hs.132576; paired box gene 9; PAX;TM=M;SS=N; 113 

439670; AF088076; Hs.59507; ESTs, Weakly similar to AC00485B 3 U1 sm; nona^one; 11 3 

439318; AW837046; Hs.6527; G protein-coupled receptor 56; 7tm J,CytC.asm,GPS;TM=Y;SS=M; 103 

445019; AI2O5540; Hs.281295; ESTs; none,none; 100 

443211; AI128388; Hs.143655; ESTs; none,none; 1.98 

449448; D60730; Hs.57471; ESTs: none,none; 1.92 

435243; AW292886; Hs.348932; hypothetical protein dJ434014.3; IRFjone; 1 .85 

406360; ; ; Target Exon; WO40;TM=M;SS=N; 1.84 

41 1388; X72925; Hs.69751, Assmocollin 1; caflierin;TM=Y;SS=N; 1.84 

453102; NM_007197; Hs.31664; frizzled (Drosophfla) homotog 10; Fz.Frfeziea\7trnJfcTM=Y;SS=M; 1.79 

419183; U60669; Hs.89663; cytochrome P450. subfamily XXW (vitamin; p450;; 1.78 

420344; BE463721; Hs.97101; putative G protein-coupled receptor; Methyltransf_5;TM=Y;SS=M; 1.77 

432842; AW674093; Hs, 334822; hypothetical protein MGC4485; Wbosornal_L4;TM=M;SS=N; 1.76 

419743; AW408762; Hs.5957; Homo sapiens done 24416 mRNA sequence; none.none; 1.73 

426427; M86699; Hs.1 69840; TTK protein kinase; pKnase.- 1.62 

437915; Al 637993; Hs. 2023 12; Homo sapiens clone Nil NTera201 teratoca; none.none; 1.58 

433336; AF0 17986; Hs.31386; secreted frizzteckelated protein 2 (str; Fz,NTR;; 1.50 

434377; AW137148; Hs.306593; Intron of periostin (OSF-2os); FasdcEiyune; 1.47 

451592; AI805416; Hs.213897; ESTs; none.none; 1.47 

404927; ; ; Target Exon; GalactosyLT;TM=M;SS=Y; 1.28 

421552; AF026692; Hs.105700; secreted frizzied-related protein 4; Fz.NTR;; 1.27 

427335; AA448542; Hs.278444; G antigen 7B; none;; 1.25 

431808; M30703; Hs.270833; amphireguQn {scrwannomaKierived growth ; EGF;TM=Y;SS=M; 1.24 
447993; AW139525; Hs.170362; ESTs; noruvione; 1.21 

428182; BE386042; Hs.293317; ESTs, Weakly similar to GGC1 .HUMAN G ANT; none;TM=M;SS=N; 1.18 
453637; NWL002589; Hs.34073; BH^irotocadherfn (brain-heart); cadherin;TM=Y;SS=M; 1.14 
438274; AI918906; Hs.55080; ESTs; PAXnone; 1.14 

453966; BE148734; Hs.63325; transmembrane protease, serine 4; trypsin.kjl rece pta.no ne; 1.10 
413268; A1039079; Hs.75256; regulator of Ginotein signalling 1; RGS;TM=M;SS=N; 1.07 
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429921; AA52691 1; Hs.82772; collagen, type », alpha 1; CQDagen,(X>lfl,TSPN,taminin_G,CorA;; 1.00 
452795; AW392555; Hs.18878; hypothetical protein aJ21620; 20G-Fell J)xy;TM=NLSS=N; 1.00 

TABLE 25B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

406685 0J) M18728 

418869 12789.14 AA229762 AA230035 

425802 8884_3 AA1 22298 AA360788 

417886 1031334 J AA2109B7 D57294 AA214584 AA207006 D55572 

411133 1070995 1 AW819203 AW81 9204 AW81 9197 AW819202AW819211 BE1 58469 AW81 9221 BE1 58473 AW81 9235 AW81 9207 AW81 9220 AW81 9208 AW81 9238 
AW819198AW819234 

TABLE 25C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham ». et a).' refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham I. et ah, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide posiiions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


401781 


7249190 


Minus 


83215-63435,63531-83556,83740-83901,8423 


401780 


7249190 


Minus 


28397-28617,28920-29045.29135-29296,2941 


401760 


9929699 


Plus 


83126-83250,8532085540,94719-95287 


402075 


8117407 


Plus 


121907-122035,122804-122921.124019-12416 


401747 


9789672 


Minus 


1 18596-1 1 681 6,1 191 19-1 19244,1 19609-1 1976 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872.4055 


402447 


9796640 


Plus 


4760S47729,51696-51821,5207{W2257,5330 


405932 


7767812 


Minus 


123525-123713 


406467 


9795551 


Plus 


182212-182958 


402233 


7690102 


Plus 


90281-91477 


402558 


9863760 


Plus 


19047-19145,21133-21293,33968-34069 


405556 


1552511 


Plus 


163497-163623.164715.164968.165369-16550 


403112 


8980973 


fvfinus 


113051-113195 


402316 


7527774 


Minus 


10751-10919.18817-19052,22131-22328 


404891 


7329392 


Plus 


84974-85125 


406137 


9166422 


Minus 


30487-31058 


401752 


9828651 


Plus 


144600-144794 


405588 


5002511 


Plus 


4618046366 


401812 


7407975 


Minus 


55084-55391 


405602 


4753260 


Plus 


44647-44778 


401751 


9828651 


PtUS 


139165-139322 


401218 


9929301 


Minus 


4079341031 


401321 


9863631 


Minus 


104278-104748 


401057 


8117645 


Plus 


158309-159238 


400702 


6118856 


Minus 


11457-11585,26311-26538,27902-28067,3204 


405429 


7321905 


Mnus 


51577-51723 


405369 


2078469 


Minus 


34183-34357,35686-35751 


404321 


9665209 


Minus 


76594-77805 


401486 


7341763 


Plus 


3258532756,36281-36540,40791-40933,4401 


406360 


9256107 


Minus 


7513-7673 


404927 


7342002 


Plus 


6869069563 



TABLE 26A: 834 GENES UP-REGULATED IN EWINffS SARCOMA COMPARED TO NORMAL ADULT TISSUES 

Table 26A lists about 834 genes up-regulated In Ewing/s sarcoma compared to normal adult tissues. These were selected from 35403 probesets on the Affymetrix/Eos Hu03 
GeneChip array such that the ratio of 'average" kidney cancer to •average" normal adult tissues was greater than or equal to 1 .5. The 'average* kidney cancer level was set to the 
75" percentile amongst Ewtng sarcomas. The "average* normal adult tissue level was set to the 85* percentile amongst non-maRgnant tissues. In order to remove gene-specific 
background levels of noivspedhc hybridization, the 75* percentile value amongst ncn-rnaOgnant tissues was subtracted from both the numerator and the denominator before the ratio 
was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Untgene number 

Untgene Title: Unigene gene title 

R1: Ratio of Ewing sarcoma to normal tissue 



Pkey • ExAccn UnKSenelD UniGene Title RT" 

101447 M21305 gbflurran alpha satellite and satellite 3 38.4 

115881 NM.005756 Hs.184942 G protein-coupled receptor 64 34.2 

110278 AF061573 Hs.19492 protocadherin 8 312 

121362 AF050147 Hs.97932 chcrvdromoduGn I precursor 30.3 

101104 AW862258 Hs.169266 neuropepOdeY receptor Y1 26.3 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



1 21 792 AW369726 


Hs.98381 


ESTs, WeaWy sbnflar to seme protease 


*>A A 

£4.4 


121619 AA528339 


Hs.1 78062 


ESTs, Weakly similar to phospnaaayisen 


•J1 A 


104559 AW9o9769 


Hs.105201 


ESTs 


on i 

&J.C 


lUbOoo ALlo4/Uo 


Hs.1 45998 


ESTs 


1fi Q 


124006 AI147155 


Hs.270016 


ESTs 


15.0 


110728 AA737105 


Li— n*v»rA 

Hs. 32250 


ESTs, Moderately similar to "Bow senn 


lit a 
14.0 


105782 K09748 


Hs 57987 


B-ceH CLUIymphorna 118 (zinc finger pro 


1A C 

14.0 


102836 U94320 


Hs.1 58330 


neuropeptide Y receptor Y5 


14.5 


104691 U29690 


Hs.37744 


Homo sapiens beta-1 adrenergic receptor 


13.7 


121231 AA814948 


Hs.96343 


ESTs, Weakly similar to ALUC.HUMAN !U1 


12.3 


129526 S69681 


Hs.177582 


surfactant, pulmonary-associated protein 


12.1 


119791 AA554907 


Hs.58291 


ESTs 


11.7 


116301 AW969706 


Hs.293332 


ESTs 


11.2 


123308 C14187 


Hs.103538 


ESTs 


10.9 


127742 AW293496 


Hs.180138 . 


ESTs 


10.8 


131601 NM_007115 


Hs.29352 


tumor necrosis factor, alpha-induced pro 


10.7 


127489 AA650250 


Hs.272076 


ESTs 


10.6 


115909 AW872527 


Hs,59761 


ESTs, Weakly similar to DAP 1 .HUMAN DEATH 


10.6 


101053 D54745 


Hs.80247 


chotecystokinln* 


10.6 


134570 U66615 


Hs.172280 


SWt/SNF related, matrix associated, acti 


10.5 


100299 D49493 


Hs^171 


growth differentiation factor 1 0 


10.1 


127987 AI022103 


Hs.124511 


ESTs 


10.1 


131313 R96290 


Hs.336629 


rfcosomal protein L44 


9.2 


126799 AW753865 


Hs.74376 


oUactomedin related ER localized prolei 


8.5 


125847 AW161885 


Hs.249034 


ESTs 


7.0 


100380 D82343 


Hs.18551 


neuroblastoma (nerve tissue) protein 


6.9 


114837 BE244930 


Hs.1 65895 


ESTs 


6.6 


123049 BE047680 


Hs_211869 


dtckkopf (Xenopus laevis) homolog 2 


6.6 


129977 NMJJ00399 


Hs.1395 


early growth response 2 (Krox-20 (Drosop 


6.5 


127695 AA714731 


Hs.291457 


ESTs, Weakly similar to heterogeneous r 


6.5 


125186 AA610620 


Hs.181244 


major histocompatibility complex, class 


6.4 


118644 AA443241 


Hs,336629 


rtbosomal protein L44 


6.3 


119717 AA918317 


Hs.57987 


B-cel! CtUlyrnphoma 1 1 B (zinc finger pro 


6.3 


101879 AA176374 


HsJM3886 


nuclear autoanfigentc sperm protein (his 


6,1 


113003 AW292315 


Hs.7215 


ESTs 


5.8 


126645 AA316181 


Hs£1635 


six transmembrane epithefial antigen of 


5.7 


101050 AU077324 


Hs.1832 


neuropeptide Y 


5.7 


116790 AW161357 


Hs.101174 


mtaotubute-asscciated protein tau 


0.0 


1 19082 AF252297 


Hs.91546 


cytochrome P450 retinoid metabolizing pr 


C 1 

0.1 


132315 AF0910B6 


1 j a ran 

Hs.44563 


hypothetical protein 


o.U 


126098 M79088 




gb:EST01236 Subtracted Hippocampus, Stra 


a a 

4.9 


126077 M78772 


Hs.210838 


ESTs 


4.7 


126426 AA125984 




gb:zn27h06.r1 Stratagene neuroepithelium 


4.6 


131307 NM.000025 


Hs.2549 


adrenergic, beta- 3-, receptor 


A C 

4.0 


123619 AA602964 




gb:no97cOZs1 NCLCGAP_Pr2 Homo sapiens 


4.4 


128361 AW172570 


Hs.130246 


ESTs 


4.3 


127003 AW816515 


Hs.173540 


ATPase, Class V. type 10D 


4.3 


100020 




4.2 


125556 AB033064 


Hs.334806 


KIAA1238 protein 


4.2 


105316 AI671245 


Hjl24835 


hypothetical protein FU 14594 


4.0 


112268 W39609 


Hs.22003 


solute carrier family 6 {neurotransmitte 


4.0 


106516 AL137311 


Hs.234074 


Homo sapiens mRMA; cDMA DKFZp761G02121 { 


3.9 


128132 AA225632 




gb:nc08aO7.rt NCLC6AP_Pr1 Homo sapiens 


3.9 


129012 R81936 


Hs.335629 


ribosomal protein L44 


3.9 


125447 A1582222 


Hs.1 28686 


ESTs 


3.8 


134676 W28051 


Hs.87819 


Homo sapiens, done MG&2492. mRNA, comp 


3.6 


119040 R02394 


Hs.269436 


ESTs, Moderately similar to PC4259 fern 


J.b 


128391 AW1 88326 


Hs.170652 


ESTs 


3.5 


123829 AF251237 


Hs.112208 


XAGE-1 protein 


3.4 


123949 AA621665 


Hs.208957 


EST 


3.4 


126872 AW450979 




gb:Ul-H-BI3-ala-a-12*0«UI.s1 NCLCGAP_Su 


3.4 


101266 L36645 


Hs.73964 


EphA4 


3.3 


121309 AA293834 


Hs.97312 


ESTs 


3.3 


130637 AA356764 


Hs.17109 


Integra) membrane protein 2A 


6.1 


125464 1M71807 




gb.-yz29d09.r1 Scares jmdtiple_sderosis_ 


3.2 


135175 M91463 


Hs.95958 


solute carrier family 2 (facultated fltu 


3.2 


107599 AW664072 


Hs.60136 


ESTs 


3.2 


102681 Y08890 


Hs.113503 


karyopherin (irnporfln) beta 3 


3.2 


131688 AJ335413 


Hs.30692 


p21 (CDKN1A>acGvated kinase 2 


3.1 


120147 A1917116 


Hs.155376 


hemoglobin, beta 


3.1 


11 034 J AW13O/03 


Hs.1 7268 


ESTs 


j.i 


127664 AA806164 


Hs.116502 


ESTs 


3.0 


103076 NMJX31034 


Hs.75319 


ribonucleotide reductase M2 polypeptide 


ao 


125127 N95428 




gtezb80d09Ls1 Soares.senescentjbrobias 


3.0 


125558 R59305 




gbryhl&clOrlSoares infant brain 1N1BH 


ao 


100335 AW247529 


Hs.6793 


platetetracuVating factor acetythydrola 


2.9 


133421 AF134160 


Hs.7327 


daudinl 


28 


102581 AU077228 


Hs.77256 


enhancer of zests (Droscphila) homolog 2 


28 


113577 AI300699 


Hs.278937 


PRO0470 protein 


28 


118397 BE139479 


Hs.161492 


ESTs 


28 


115773 AW445044 


Hs.38207 


Human DMA sequence from ctone RP4-530I15 


28 


128659 AW630Q87 


Hs.103315 


trinucleotide repeat containing 1 


28 


127262 AA828125 




gb»d71a09^1 NCJ_CGAP_Ov2 Homo sapiens 


Z8 
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106472 AJ207152 Hs.3815 stalhrrMte-protein RB3 2.7 

125032 T74884 gb:yc58d02.s1 Stratasene fiver (937224) 2.7 

127315 AF116622 gb:Homo sapiens done FLB4217 mRNA seque 2.7 

126600 AA699949 Hs.191385 ESTs 2.7 

5 120325 AA195651 Hs.104106 ESTs 17 

127256 AI738610 Hs.267967 ESTs, Moderately similar b ALU8.HUMAN 2.7 

117357 N24829 gfcyx98h12s1 Soares melanocyte 2NbHM Ho 27 

126735 M69113 Hs.226795 gtutatftas S-transferase pi 2.7 

, _ 102745 AW753865 Hs.74376 dfactomedin related ER localized protei 27 

10 128040 AW500486 Hs.180610 splicing factor proOne/gtutamine rich ( 2.6 

129706 AA443241 Hs.336529 rfoosomal protein L44 2.6 

107731 AA016086 Hs.272106 ESTs, Weakly similar to 138022 hypolheB 2.6 

128283 AI076570 Hs.134053 ESTs 2.6 

, _ 125165 W45350 gbzc81hQ8.s1 Pancreatic Islet Homo sapl 2.6 

15 111148 AB020690 Hs.7782 paraneoplastic antigen MA2 2.6 

105577 AW852257 Hs.171391 C-terminal Wndlng protein 2 26 

128301 U90552 Hs.284283 butyrochiTm, subfamfly 3, member A1 26 

130262 D63216 Hs.153684 friz2led-related protein 26 

132967 AA316181 Hs.61635 six transmembrane epithelial antigen of 26 

20 102479 NMJJQ1991 Hs.194669 enhancer of zeste (DrosophBa) homolog 1 2.6 

128531 H03721 Hs.2953 ribosomai protein SI 5a 26 

126165 AI741816 Hs.125897 ESTs 26 

126086 H75681 gb:yr77g01j1 Soares fetal fiver spleen 25 

118967 AI668670 Hs^16756 ESTs 25 

25 120830 A1568170 Hs36886 ESTs 25 

127229 AA316161 Hs.61635 six transmembrane epithelial antigen of 25 

129428 AA256906 Hs.111364 ESTs, Weakly similar to ubiquitous TPR m 25 

110151 H18835 Hs.31608 hypothetical protein FU20041 25 

„ 131381 M92642 Hs.26208 collagen, type XVI, alpha 1 25 

30 133761 AF041430 Hs.75922 brain protein 13 25 

125590 R23858 Hs. 143375 Homo sapiens, clone IMAGE:3840937, mRNA, 25 

126693 C05723 gb;C05723 Human pancreatic Islel Homo ss 25 

126021 AA775894 Hs.187516 ESTs 25 

„ 125905 AI678638 Hs.6456 chaperonin containing TCP l.subunit 2 (b 25 

35 102507 U52154 Hs.193044 potassium inwaffdly^ectifying channel, s 2.5 

125743 H17151 gb:ym37a05.r1 Soares infant brain 1NIB H 25 

130580 N32388 Hs.334370 uncharacterized hypothalamus protein HBE 25 

113119 T47910 gb7b18b11.s1Stratagene fetal spleen (9 24 

. A 123110 AA486256 Hs.193510 EST 24 

40 113283 T66813 Hs.12947 EST 24 

107711 W96141 Hs.220687 ESTs 24 

128992 H04150 Hs.107708 ESTs 24 

106111 AW875398 Hs.6451 PRO0659 protein 24 

129948 AI537162 Hs.263988 ESTs 24 

45 125728 AW954565 Hs.57987 B-cell CLL/lymphoma 1 1 B (zinc finger pro 24 

116728 F13687 Hs.227976 EST 24 

103100 NML005574 Hs.184585 UMdorran<)rUy2(rhonU)Otin4ike1) 24 

124971 T23800 Hs.151001 hypothetical protein FU 14728 24 

131019 W28614 Hs.306155 chorionic somatomammotropin hormone 1 (p 24 

50 128671 A1885045 Hs.211586 phosphdnositida^ldnase, regulatory s 24 

111795 AI435437 Hs.24567 ESTs, Weakly similar to KBF3_HUMAN NUCL 2.4 

119127 AA708035 Hs.12248 ESTs 24 

117602 N35020 Hs.44685 C3HC440ce zinc finger protein 24 

111898 R38944 Hs. 183475 Homo sapiens clone 25081 mRNA sequence 24 

55 131916 AAD25976 Hs.34569 ESTs 24 

130850 AB040922 Hs.20237 DKFZP566C1 34 protein 24 

100571 L14561 Hs.78546 ATPase, Ca~ transporting, plasma membra 24 

126722 N66148 Hs.11125 HSPC033 protein 24 

123720 AA609734 Hs.112755 EST 24 

60 113609 T93263 Hs.16875 EST6, WeaWy similar to S23650 relrovlr 24 

131136 AB033099 Hs.23413 WAA1273 protein 24 

129001 AA443323 Hs.107812 BPOZ protein 24 

133529 W45623 Hs.74571 ADP^bosyteOon factor 1 24 

107593 A1093688 Hs.60051 ESTs 24 

65 123910 AA621262 Hs.179923 ESTs, Weakly similar to S65657 aipha-1C- 24 

128817 BE395776 Hs.168640 ankylosis, progressive (mouse) homolog 24 

103080 AU077231 Hs.82932 cyciki D1 (PRAD1: parathyroid adenomatos 2.4 

128367 AW611791 Hs.150742 ESTs 24 

_ _ 123729 AL039779 Hs.278672 membrane component, chromosome 1 1 . surta 24 

70 112342 AW410273 Hs.92614 longevity assurance (IAG1, S. cerevisiae . 23 

114721 D61939 Hs.103822 ESTs 23 

127768 AW085002 Hs.156187 ESTs 23 

127706 AI174238 Hs.186982 ESTs 23 

126029 AA704253 Hs. 169359 ESTs 23 

75 124250 AA350256 HsJ23875, EST, WeaWy similar to 2109260A B cell 23 

117265 AA451966 Hs.43005 RABSJBca protein 23 

112501 AA972447 Hs.288833 Homo sapiens mRNA; cDNA OKFZp434K087 (fr 23 

129079 AK000157 Hs.1 08502 hypothetical protein FU20150 23 

127252 A1049545 Hs.94 OnaJ (Hsp40) homolog. subfamBy A, membe 23 

80 129228 U40714 Hs.239307 tyrasyMRNA synthetase 23 

114092 H81213 Hs. 14825 ESTs, Weakly similar to K1AA1503 protein 23 

109252 BE440157 Hs.85944 ESTs 23 

127889 AI147408 Hs.144941 ESTs 23 
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121292 AA401B07 gkzv65M1.s1 Soares_tDfal_fetus_Nb2HF8_ 2.3 

128797 NM.002975 Hs.105927 stem cell growth factor; lymphocyte seer 2.3 

132985 AL045579 Hs.62113 K1AA07 17 protein 2.3 

_ 125174 W51835 Hs.231082 EST 13 

5 125401 AI204637 Hs.337585 ESTs, Highly similar to WAAQ350 [H-sapi Z3 

135278 AA399542 Hs.229571 EST, Moderately similar to PEPTIDYL-PROL Z3 

119155 R61715 Hs.310598 ESTs, Moderately similar to AIU1_HUMAN Z3 

123423 AA598484 gb:ae38f04.s1 Gessler Warns tumor Homo s 2.3 

123258 AA490929 Hs.105274 ESTs, WeaWy similar to RMS1 JttJMAN REGUL 2.3 

10 128826 Z40313 Hs. 106330 Homo sapiens done IMAGE23371, mRNA seq 2.3 

105014 AA121123 Hs.269267 ESTs, WeaMy similar to AF1 61 361 1 HSPC 2.3 

101085 AA382524 Hs.250959 histaBnl 2.3 

110679 AA004798 Hs.108311 ESTs, WeaMy similar to T00351 hypotheO 2.3 

. 126879 D90391 Hs.1265 branched chain keto acid dehydrogenase E 23 

15 132317 BE262438 Hs.44592 beta-1,4 mannosyltransferase Z3 

124691 R05835 Hs.110153 ESTs 2.3 

113474 R50752 Hs.23856 hypothetical protein MGC5297 2.3 

103175 X69089 HsJ9227 rnvonron (^protein) 2 (16SkD) 2.2 

129052 BE275031 Hs.158210 hypothetical protein MGC2555 2.2 

20 129248 W04606 Hs.171637 hypothetical protein MGC2628 2.2 

100780 BE561958 Hs.302063 • immunoglobulin heavy constant mu 2.2 

135416 BE281018 Hs.99969 fusion, derived from 1(12,16) malignant 12 

129928 AI338993 Hs.134535 ESTs 12 

103319 XB3492 Hs.82359 tumor necrosis factor receptor superfami 2.2 

25 110256 H63947 Hs.237955 RA97, member RAS oncogene family 2,2 

120734 AA299948 . gb:EST1 2544 Uterus tumor I Homo sapiens 2.2 

111777 AK001100 Hs.41690 desmocolGn3 2.2 

126963 J03890 Hs.1 074 surfactant, pulmonary-associated protein 2.2 

108451 AA079195 gbzm92h1 2^1 Stratagene ovarian cancer 2.2 

30 134964 AI803516 Hs.272891 hippocateovtike protein 4 2.2 

127248 AA364195 gb:EST75015 Pineal gland (1 Homo sapiens 2.2 

125761 R68351 gb:yh99b03.r1 Soares placenta Nb2HP Homo 2.2 

101358 M10058 Hs.12056 asialogrycoprotein receptor 1 2.2 

„ 101613 M24283 Hs.168383 intercellular adhesion molecule 1 (COW) 2.2 

35 107121 AB015427 Hs350493 zinc linger protein 219 21 

118751 N74210 Hs.50454 ESTs 2.2 

128952 AL043463 Hs.6755 RaP2 interacting protein 8 2.2 

126581 W73306 Hs.306668 Homo sapiens cDNA FU14089 fis, clone MA 12 

127634 AA633469 Hs.193283 ESTs, WeaWy similar to unnamed protein 2.2 

40 130755 BE293520 Hs.18910 prosiate cancer overexpressed gene 1 2.2 

132867 AF226667 Hs.58553 CTP synthase II 2.2 

126323 N77584 Hs.68644 Homo sapiens microsomal signal peptidase 12 

111790 AW769683 Hs.6734 ESTs, Weakly simitar to S26650 DNA-bindi 2.2 

Ae . 125549 R20215 gb7g18b09.rt Soares infant brain 1NIB H 2.2 

45 128059 AA972446 Hs.145096 ESTs 2.2 

132342 AW162758 Hs.45232 ESTs, WeaWy similar to AIU5_HUMAN ALU S 2.2 

125722 H29796 Hs.269622 ESTs 2.2 

106383 AA447453 Hs.27850 Homo sapiens mRNA; cDNA DKFZp586M0723 (f 2.2 

127644 N88858 Hs.155101 ATP synthase, H+ transporting, mitochond 2.2 

50 128179 AW293689 Hs.127116 ESTs 2.2 

133461 NMJ30O762 Hs.334345 (ytochrome P450, subfamfly IIA (phenobar Z2 

126962 R12014 rt*20976 ESTs 2.2 

112369 AW966243 Hs.4243 hypothetical protein FU 12650 12 

133582 BE391579 Hs.75087 Fasactivated serine/threonine kinase 12 

55 112276 R53442 Hs.26038 ESTs, WeaWy similar to 1 38022 hypothet 2.2 

108743 AI580150 Hs.71074 ESTs 2.2 

133726 AI803188 Hs.252716 oxysteroM)indlng protein-related protei 12 

131263 AU077002 Hs.24950 regulator of G-protein signalling 5 12 

109929 AA773187 Hs.294027 ESTs 2.2 

60 129059 AW069534 Hs.279583 CGJ-81 protein 21 

110724 AW016783 Hs.30799 Homo sapiens cDNA RJ13471 fts, done PL 12 
116962 H79677 gb:yu76g1 <Xs1 Scares fetal liver spleen 2.2 

119232 AI655226 Hs, 117659 ESTs, WeaMy similar to T46481 hypotheti 2.2 

106711 BE390125 Hs.143187 hypothetical protein 2.2 

65 135191 X16866 Hs.301086 cytxhrome P450, subfamDy l!D (debrtsoq 2.2 

125822 H03162 Hs.268768 ESTs 2.2 

130215 BE301883 Hs.1 52707 gBoblastoma amplified sequence 2.2 

133363 A1666286 Hs.71962 ESTs, Weakly sknlar to B36298 proRne-r 2.2 

126250 AL050391 Hs.321247 Homo sapiens mRNA; cONA DKF2p586A1 81 (fr 2.2 
70 103392 X94563 gb:H.sapiens dbifecbp gene exon 1 & 1 12 

129794 AF161399 Hs.23259 hypothetical protein FU13433 12 

100253 D38024 Hs.1 57425 double homeobox, 2 2.2 

130743 AL049266 Hs.16724 Homo sapiens mRNA; cDMA DKFZp564F093 (fr 12 

125466 R08234 Hs.1 80461 ESTs 2.2 

75 122682 AA984531 Hs.159293 ESTs 12 

133347 BE257758 Hs.71475 acid cluster protein 33 12 

104455 AL110261 Hs.157211. DXFZP586B062t protein 12 

116332 AA491208 Hs.62620 dromosome 6 open reading frame 1 12 

131163 AA099524 HsJ3754 ESTs 2.2 

80 109592 AI198059 Hs.26370 ESTs 2.2 

128721 AW403911 Hjl266175 phosphoprotein associated with GEMs 2.1 

114046 BE018658 Hs.1 41003 Homo sapiens cDNA:FU21691 fis, done C 21 

128434 AI190914 Hs.143880 ESTs 2.1 
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103163 AU077018 Hs.3235 keratin 4 2.1 

112379 AK001713 Hs.17860 hypothetical protein FU 10851 11 

127507 AA249573 Hs.152618 ESTs, Moderately similar to ZN91.HUMANZ Z1 

133097 W03512 Hs.6479 hypothetical protein MGC1 3272 2.1 

5 126153 H85692 Hs.40730 ESTs 2.1 

122110 AI123000 Hs.301240 rnelartocortin 1 receptor {alpha melanocyt 2.1 

100554 M95923 gb:Human 124ipoxygenase mRNA, partial c 2.1 

104799 AA029703 gbze95hQ8.s1 SoaresJetalJiearLNbHH19W Z1 

. _ 132664 AI740461 Hs.54542 ESTs 2.1 

10 114620 AA642974 gb:nr60h01.s1 NC1_CGAPJ.ym3 Homo sapiens Z1 

115348 AA281562 Hs.292100 ESTs 2.1 

133231 AK000517 Hs.6844 hypothetical protein FU20510 2.1 

133160 N54968 Hs.66309 hypothetical protein MGC1 1061 Z1 

124656 AW297702 Hs.102915 ESTs 2.1 

15 133576 M19650 Hs.150741 Z.S-cycfic nucleotide ? phosphodieste Z1 

132676 N92589 Hs.261038 ESTs, Weakly similar to 138022 hypothet Z1 

126505 AA282881 Hs.190057 ESTs 2.1 

116855 AA736405 Hs.54530 ESTs Z1 

_ 134267 AI174596 Hs.196209 RAE1 (RNA export 1, S.pombe) homolog 2.1 

20 134104 135253 Hs.79107 mitogen-activated protein kinase 14 2.1 

133493 AW998046 Hs.194369 arglnlr^glutamic add dipeptide (RE) re 2.1 

112853 T02843 gb:FB11H5 Fetal brain, Stratagene Homo s 2.1 

117457 N29682 Hs.44071 ESTs, WeaHy simflar to ALU5.HUMAN ALU 2.1 

112246 R51321 Hs.25780 Homo sapiens cDNA FU 12252 fis, clone MA Z1 

25 134869 AL157518 Hs.90421 PR02463 protein Z1 

128869 AA768242 Hs.80618 hypothetical protein 2.1 

129179 AW969025 Hs.109154 ESTs 2.1 

104857 A1920902 Hs.19058 ESTs, Moderately simflar to S65657 alpha 2.1 

101651 AL037111 Hs.75641 gafactose-1 -phosphate uridylyltransferas 2.1 

30 129726 H15474 Hs.132898 fairy acid desaiurase 1 2.1 

117186 H98988 Hs.42612 ESTs, Weakly slrnflar to ALU1.HUMAN ALU S 2.1 

126271 A1250773 Hs^70012 ESTs 2.1 

116925 H73110 Hs.260603 ESTs, Moderately similar to A47582 B-ce 2.1 

_ 128468 T23625 Hs.150580 putative translation Initiation factor 2.1 

35 .116031 AA452239 Hs.103329 WAA0970 protein 2.1 

130724 AK001507 Hs.306084 Homo sapiens clone FLB6914 PR01821 mRNA, 2.1 

121897 AA427419 Hs.229162 EST, Weakly similar to ZN91JWMAN ZINC 2.1 

123808 AA620552 gb:ae5Bg1U1 Stratagene lung carcinoma Z1 

122333 AA625872 Hs.98977 ESTs, Moderatefy similar to T34561 hypot Z1 

40 127641 AW136558 Hs.125246 ESTs 2.1 

100023 * 2.1 

113002 BE243513 Hs.7212 hypothetical protein PP1044 Z1 

111567 F12628 Hs.334786 hypothetical protein MGC16040 Z1 

113697 T97183 Hs.17992 Homo sapiens mRNA; cDNA DKFZp434J 1726 (f 2.1 

45 128033 AI248705 Hs.149321 ESTs 2.1 

105225 AA211777 gb:zn57dQZs1 Stratagene muscle 937209 H 2.1 

112370 AF052095 Hs.167344 Homo sapiens done 23911 mRNA sequence 2.1 

132786 BE083422 Hs.56851 hypothetical protein MGC2668 2.1 

113226 AI821008 Hs.10597 ESTs 2,1 

50 117997 N52090 Hs.47420 EST 2.1 

116996 H83935 Hs.40535 ESTs Z\ 

127002 AL353940 Hs.24979 hypothetical protein DKFZp761P1010 2.1 

122591 Ah 8821 9 Hs.99311 ESTs, Weakly similar to HSJ2 W HUMAN DNAJ 2.1 

107279 S57296 Hs.323910 v-erM>2 avian erythroblastic leukemia 2,1 

55 103898 AA248884 gb:k3517.seq.F Human fetal heart, Lambda 2.1 

110312 BE256986 Ks.11896 hypothefical protein FU 12089 Z1 

127447 AA386192 Hs. 193482 Homo sapiens cDNAFUl 1903 fis, clone HE Z1 

128352 AW137413 Hs.169942 ESTs Z1 

113649 N94768 Hs. 16400 ESTs, WeaWy similar to KIAA1 435 protein ZO 

60 128275 A1218235 Hs.131240 ESTs Z0 

125976 AA436760 gb2v67d11/1 SoaresJotaLfetus_Nb2HF8, Z0 

120820 AA347417 Hs.96869 EST Z0 

134937 AI251449 Hs.171939 ESTs 2.0 

129602 A1282193 Hs.198298 v-src avian sarcoma (Sdrmidt-Ruppm A-2) Z0 

65 129535 AA397972 Hs.169965 chlmerin (chimaenn) 1 2.0 

106095 AF115402 Hs.11713 E74tice factor 5 (ets domain transcript 2.0 

128538 R44214 Hs.101189 ESTs 2.0 

105593 AA279341 Hs. 1741 51 aldehyde oxidase 1 Z0 

105788 AB009698 Hs.23965 solute carrier family 22 (organic anion Z0 

70 128148 AA918175 Hs.126637 ESTs Z0 

125982 RS8091 gb:yr30e11.r1 Scares fetal Bver spleen ZO 

125746 AL137506 Hs.274256 hypothetical protein FU 23563 Z0 

127835 AA748762 Hs.163113 ESTs. WeaWy similar to 138022 hypothefi Z0 

„ 100661 BE623001 Hs. 132748 Homo sapiens ribosomal protein L39 mRNA. Z0 

75 124282 AA018408 Hs. 11 0287 ESTs Z0 

126926 AA179472 Hs.832 ESTs, Highly similar to A41029 integrin Z0 

100221 D28383 gb:Human mRNA for ATP synthase B chain, Z0 

126053 H64450 gb7u62d0lJlWeizrnannafactory Epithet Z0 

OA 100944 L07518 Hs.159593 mucin 6. gastric Z0 

oO 125581 AI272848 Hs.75309 eukaiyotic translation elongation factor Z0 

128604 AI879099 Hs.102397 GlOT-3 for gonadotropin inducible transc Z0 

114612 AI124557 Hs.95456 ESTs Z0 

130453 U80735 Hs. 173854 PAX trartscripSon acfivaSon domain into Z0 

299 



WO 03/042661 



PCT/US02/36810 



135060 AK001887 Hs.259842 protein kinase, AMP-acSvaied. gamma 2 n 2.0 

114419 AJ248013 Hs. 106532 ESTs. Weakly simRar to 138588 reverse* 2.0 

126283 N40359 Hs.271896 ESTs 2.0 

_ 112003 AW978731 Hs.301824 hypothetical protein PR01 331 2.0 

5 127391 AW380893 Hs.11039 hypothetical protein MGC2722 2.0 

127717 F12209 Hs.173380 CK2 interacting protein 1; HQ0024c prote 20 

126893 AJ252060 Hs.26320 TRA8ID protein 2.0 

106798 BE252749 Hs.20558 hypolheticat protein FU 20345 2.0 

103760 AA642973 Hs.1 83842 ubiquiOnB 2.0 

10 118922 AW206193 Hs.91065 hypothetical protein DKFZp761B2423 10 

133195 A1434760 Hs379949 WAA1007 protein 2.0 

133424 AA350994 Hs.20281 WAA1700 2.0 

133765 M62194 Hs.75929 cadherin 11, type 2, OS^herin {csteofa 2.0 

132347 BE271016 Hs.169850 ESTs.WeaMy8if™iartoT215M!typotheti 2.0 

15 125599 H13295 Hs.106135 ESTs 2.0 

114459 AW445217 Ks.103362 ESTs 2.0 

128478 AA708205 Hs.100343 ESTs 2.0 

127271 H96820 gb:yv99b03j1 Soares melanocyte 2NbHM Ho 2.0 

111122 N63753 Hs.16492 DKF2P56462022 protein 2.0 

20 130695 T97205 Hs.17998 ESTs, Weakly simitar to 2109260A B cell 2.0 

133571 BE515037 Hs.177556 melanoma antigen, family D, 1 2.0 

119244 AW407564 Hs.275865 ribosomal protein S18 2.0 

127603 A1016798 Hs.9925 hypothetical protein RJ20772 2.0 

113626 T94318 Hs.17359 ESTs, Moderately similar to RL44.HUMAN 6 2.0 

25 128115 A1435590 Hs.130168 ESTs 2.0 

117639 AA377165 Hs.44833 ESTs 2.0 

127033 AF169301 Hs.9098 sulfate transporter 1 2.0 

112411 R43090 Hs.271510 ESTs, Moderately similar to ALU INHUMAN A 20 

114601 AA075566 gb:zm88l06.s1 Stratagene ovarian cancer 2.0 

30 127573 AA594196 Hs.269464 ESTs, Weakly similar to S65657 alpha-1 C- 2.0 

125500 AW952654 Hs.244624 ESTs 10 

1194W T97186 gfeye50h09.s1 Soares fetal Over spleen 10 

115467 AI366784 Hs.48820 TATA box binding protein (TBP)-associate 2.0 

128902 AA036637 K Hs.107052 ESTs 2.0 

35 127684 AA668631 Hs.32556 WAA0379 protein 2.0 

126288 AW449560 Hs.89576 inner mitxhondrial membrane peptidase 2 2.0 

122059 AA431737 Hs.98749 EST, Moderately similar to T42671 hypoth 2.0 

125486 AI023895 Hs.190587 ESTs 2.0 

128895 AW467000 Hs.106985 ESTs 2.0 

40 105301 AW352357 Hs.7457 MAGE1 protein 2.0 

125536 F08266 Hs.77948 ESTs, Weakly similar to ALU1_HUMAN ALU S 20 

121387 AA405854 gt)2u66g08^1 Soares Jestis.NKT Homo sap 2.0 

134126 NMJM3747 Hs.131814 tarJcyraseJRFI-lnteractingankytuHela 2.0 

126860 BE242814 Hs.323494 ESTs, Weakly similar to T27544 zinc resi 2.0 

45 102907 BE409861 Hs32833 heme oxygenase (decycling) 1 2.0 

127804 AA740834 Hs.292084 ESTs 2.0 

130568 R85474 Hs.16073 ESTs 19 

113782 AK001567 Hs.311002 Homo sapiens cDNA FU 10705 fis, done NT 1.9 

124119 AA040123 Hs.248953 solute carrier family 27 (fatty acid tra 1.9 

50 132490 NM_001290 Hs.4980 UM domain binding 2 1.9 

125494 AU077029 Hs.177543 antigen Idenfified by monoclonal antibod 1.9 

100237 030715 Hs.306333 Human PAP (pancreatitis-associated prot 1.9 

127687 AW772383 Hs.300635 ESTs 19 

103136 AF087917 Hs.247936 olfactory receptor, family 1, subfamily 1.9 

55 125704 R55094 Hs.26239 Human DMA sequence from clone RP11438B2 1.9 

126208 N22588 Hs.288548 Homo salens cDMA FU 123686s, clone MA 1.9 

131902 AA180145 Hs.34348 Homo sapiens mRNA; cDNA DKF2p434P0235 (f 1.9 

128660 AA011597 Hs.177398 ESTs 1.9 

118049 N53145 gfcyv55«)9.s1 Soares fetal liver spleen 1.9 

60 134624 AF035119 Hs.8700 deleted in to cancer 1 1.9 

127432 AW067708 Hs.170311 heterogeneous nuclear ribonuclecprotein 1.9 

126414 AI363157 Hs.24756 hepatocyte growth factor-regulated tyros 1.9 

120861 AA350394 Hs.96952 ESTs 1.9 

_ 124669 A1571594 Hs.102943 hypothetical protein MGC1 2916 1.9 

65 126096 F08208 Hs.283844 similar to rat tricarboxybte carrier^ 1.9 

103891 NM.007212 Hs.124166 ring finger protein 2 1.9 

128727 AC23335 Hs.50651 Janus kinase 1 (a protein tyrosine tdnas 1.9 

126831 A1929107 Hs.79933 cyclinl 1.9 

„ 125360 AW898892 Hs.1 89741 ESTs 1.9 

70 124276 H83465 gb:ys91a11.s1 Soares retina N2b5HR Homo 1.9 

126524 Z45455 Hs.182447 heterogeneous nuclear ribonucieopmtein 1.9 

126647 AK000283 Hs. 270502 hypothetical protein FU 20276 1.9 

125957 H41594 gb:yo06b06 j1 Soares adult brain N2bSHB5 1.9 

121782 AW452957 Hs.334698 Homo sapiens, clone MGG 15203, mRNA, com 1.9 

75 124059 BE387335 Hs.283713 ESTs, WeaMy similar to S64054 hypotheti 1.9 

130945 U20582 Hs.2149 acfin Eke protein 1.9 

126348 T16243 Hs.6473 Homo sapiens cONA RJ13992 fis. done Y7 1.9 

103558 BE616547 Hs.2785 keratin 17 1.9 

n _ 126982 AA211419 gbzn55g05s1 Stratagene muscle 937209 H 1.9 

80 125613 AA765957 Hs.21077 WAA0532 protein 1.9 

129601 AB032964 Hs.115726 WM1 138 protein 1.9 

126007 H51097 Hs.143261 ESTs 1.9 

123627 AA909619 Hs.112668 ESTs 1.9 
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111587 AI125B67 Hs.20734 ESTs 19 

135231 BE613615 Hs.74280 hypothetical protein FU22237 1.9 

128897 AW979134 Hs.10700 hypothetica! protein 1.9 

_ 10S891 H04757 Hs.323176 ESTs 1.9 

5 127704 AA679809 gb:ag72c02.s1 Gesster Wilms tumor Homo s 1.9 

129340 H75334 Hs.11050 F-box only protein 9 1.9 

126502 T10077 Hs. 13453 hypothetical protein FU 14753 1.9 

129619 AA209534 Hs.284243 tetraspan NET-6 protein 1.9 

127136 R36277 Hs.7773 Homo sapiens ubiquitin conjugating enzym 1.9 

10 110636 H72868 Hs.19110 ESTs 1.9 

128862 BE250742 Hs. 106673 eukaryotic translation initiation factor 1.9 

104689 AA420450 Hs.292911 ESTs, Highly simflar to S60712 band^pr 1.9 

130829 BE262530 Hs.2006 glutaihione S-transferase M3 (brain) 1.9 

125768 AI557486 Hs.119122 ribosornal protein L1 3a 1.9 

15 123613 AA609158 Hs.291166 EST 1.9 

127506 T61039 Hs.252574 ribosornal protein L10a ' 1.9 

123546 M608817 Hs.112597 EST 1.9 

126516 R95872 Hs.117572 cternoJdne binding protein 2 1.9 

103973 AA305729 Hs. 18272 arnino acid transporter system A1 1.9 

20 127426 AAB54756 Hs.124076 ESTs 1.9 

112339 R56570 Hs.50547 ESTs 1.9 

129101 NMJ)13403 Hs.108665 zlnedin 1.9 

109442 AW296134 Hs.86999 ESTs, Weakly similar to S65657 aipha-1 C- 1.9 

118103 AA401733 Hs.184134 ESTs 1.9 

25 125752 AW136622 Hs.206673 ESTs 1.9 

102926 W28363 Hs.239752 nuclear receptor subfamily 2, group F,m 1.9 

133975 C18356 Hs.295944 tissue factor pathway inhibitor 2 1.9 

134470 X54942 Hs.83758 COC28 protein kinase 2 1.9 

127329 AW160551 Hs.124021 soggy-1 gene 1.8 

30 126659 T16245 gb:NIB1005R Normalized infant brain. Ben 1.8 

127297 AW629485 Hs.140720 GSK-3 binding protein FRAT2 1.8 

127640 AI557486 Hs.1 19122 ribosornal protein L13a 1.8 

103409 NMJJ04454 Hs.43697 ets variant gene 5 (ets-related molecule 1.8 

_ 127964 F06298 gb:HSC13F081 normalized infant brain cDN 1.8 

35 122365 AA813546 Hs.99034 GTP-binding protein Rho7 1.8 

128193 AJ224442 Hs.155020 putative methyltransferase 1.8 

115173 BE612940 Hs.88252 ESTs 18 

125532 AJ734146 Hs.271800 ESTs.WeakrysirhilartoalterruJtivelysp 1.8 

126541 AJ271671 Hs.7854 zinc/iron regulated transporter-tike 1.8 

40 127309 AJ669765 Hs.133184 ESTs 1.8 

129062 AA452970 Hs.155218 E1B.55kDaassoci3ted protein 5 1.8 

126770 AI292320 Hs.81361 heterogeneous nuclear ribonucleoprotein 1.8 

127775 AA128808 Hs. 179902 transporter-like protein 1.8 

AC 126994 AA455265 Hs.86686 ESTs, Moderately similar to I54374 gene 1.8 

45 130734 AW137091 Hs.18624 K1AA1052 protein 1.8 

114461 AA531187 Hs.126705 ESTs 1.8 

100842 U05597 gb:Human anion exchanger 3 cardiac isofo 1.8 

127389 T65126 Hs.12743 carnitine O^wtanoyltransferase 1.8 

125394 BE178502 Hs.173772 ESTs, Weakly similar to 178885 serlne/th 1.8 

50 107736 AA016239 Hs.60715 ESTs 1.8 

125669 R51308 Hs.333256 ESTs, Weakly similar to ALU8_HUMAN ALU 1.8 

100370 D79989 Hs.184884 WAA0167 gene product 1.8 

113479 AI023133 Hs.10739 ESTs 1.8 

__ 105165 BE280787 Hs.16079 hypothetical protein FU 10233 1.8 

55 120602 AA808018 Hs.109302 ESTs 1.8 

112399 R60920 Hs.296770 WAA1719 protein 1.8 

123474 AA599209 gfcag34b11.s1 Jiabone marrow stroma Horn 1.8 

134212 AA654353 Hs.17719 EBPStWTOtnteractorof 64kD 1.8 

104204 AK001691 Hs.57655 hypothetical protein FU10829 1.8 

60 127464 AW971875 Hs.292071 ESTs 1.8 

116715 AL117440 Hs.170263 tumor protein p534)mding protein. 1 18 

115041 AA252457 Hs.86543 ESTs, Moderately similar to T00256 hypot 1.8 

132380 AW373665 Hs.46853 ESTs 18 

120087 AF186780 Hs.79219 RatGDS-Cke gene; K1AA0959 protein 1.8 

65 116356 AI371223 Hs.288671 Homo sapiens cONAFU 119976s, done HE 1.8 

125499 H10543 gbyn04c06/1 Soares Infant brain 1 NIB H 1.8 

128846 AA730767 Hs.285753 SCG1 (Hike-protein IB 

123869 AA620924 Hs.112923 EST 18 

108889 AA13S722 Hs.61481 ESTs 18 

70 126528 Z24895 gb:HSB67F122 STRATAGENE Human skeletal m 1.8 

127629 AA293279 Hs.29173 hypothetical protein FU20515 18 

130004 AA703684 Hs.245474 ESTs, Moderately similar to ALU5_HUMAN A 18 

130847 AI672483 Hs.20220 lipase protein 18 

111620 R14853 Hs.307478 EST, Weakly similar to 139058 hypothec* 18 

75 131971 BE567100 Hs.154938 hypothetical protein MDS025 18 

121360 AA405635 Hs.96854 ESTs, Weakly similar to DYUC.HUMAN CYTOP 18 

127705 AJ003322 gb AJ003322 Selected chromosome 21 cDNA 18 

124687 AA833902 Hs.270745 ESTs 18 

OA 126698 AI221147 Hs.145088 ESTs, Weakty similar to T1 5336 hypothec 1.8 

oO 126730 AA442429 gkzv70gQ2j1 SoaresJotaIJetus.Nb2HF8. 18 

127916 A1239950 Hs.294111 ESTs, Moderately similar to B34087 hypo 18 

128408 AI183407 Hs.143704 EST 18 

128440 AW090340 Hs.14337 Homo sapiens cDNA FU 14407 6s, done HE 18 
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123783 
109152 
107242 
132804 
125387 
121578 
132944 
126295 
133335 
129879 
125175 
126919 
127773 
126495 
126948 
126671 
115428 
128232 
126082 
120467 
124041 
105012 
123951 
126449 
124554 
133651 
126780 
125661 
125888 
127245 
111223 
115611 
124846 
100397 
127180 
102598 
134076 



125555 
128382 
127710 
125445 
129951 
119898 
129703 
133531 
119726 
125198 
121414 
112542 
101368 
125820 
129091 
132809 
119447 
113675 
113701 
116180 
127133 
113316 
123316 
122638 
105053 
103305 
110384 
115626 
126905 
130820 
112394 
129589 
126446 
126547 
120287 
129991 
123912 
102071 
121046 
128403 
104268 
111598 
128109 
125435 
133104 



AA6101 12 gb:af19g05.s1 Soares JotaUehis Jib2HF8.. 

AW380723 Hs.73451 ESTs, Weakly similar to S55024 nebulm, 

AB020672 Hs.175411 WMD865 protein 

A1805943 Hs.326067 hypothetical protein MGC5178 

AJ243669 Hs.8127 K1AA01 44 gene product 

AA398791 Hs.178185 ESTs 

T98641 Hs.6127 Homo sapiens cDNA: FU23020 fis. done L 

AI281459 Hs^70114 ESTs 

BE251012 Hs.263812 mJctodistnl»jtiongeneC(Ajiidutans) 

AKD01696 Hs.13109 Ran binding protein 11 

W52355 Hs.303030 EST 

AA577730 Hs.188684 ESTs. Weakly similar to PC4259 ferritin 

AA725863 Hs.12050B ESTs 

AB029021 Hs.137732 WM1 098 protein 

AW968535 Hs.14328 hypothetical protein FU20071 

C03105 Hs.285847 CGM9 protein 

AA284112 Hs.94680 ESTs, Weakly simitar to 178885 serinefl 

AI830319 Hs.334641 hypothetical protein DKFZp434t1916 

H81188 Hs.269571 ESTs 

AW292562 Hs.187628 ESTs 

AW590171 Hs.101413 ESTs 

AF098158 Hs.9329 chromosome 20 open reading frame 1 

AB012922 Hs.173043 metastasis^associaled 1-iike 1 

AF223944 Hs.325443 breast ceflglutaminase 

N6 5961 gfcza27d03.s1 Soares fetal liver spleen 

A1301740 Hs.173381 (fihydropyrirrudinase-like 2 

R1 2421 Hs.581 1 chromosome 21 open reading frame 59 

M491830 Hs.25689 ESTs 

H18298 gb:yn48b09.r1 Soares adult brain N2b5HB5 

AA323958 gb:EST26810 Cerebellum II Homo sapiens c 

AA852773 Ks.334838 WAAI 866 protein 

R44789 Hs.33191 Homo sapiens, Similar to transmembrane r 

R59977 Hs.158196 transcriptional adaptor 3 (ADA3, yeast 

084424 Hs.57697 hyaluronan synthase 1 

T27097 Hs.22790 ESTs 

BE250742 Hs.106673 eukaryotJc translation Initiation factor 

AF08621 5 gb:Homo sapiens full length insert cDNA 

W99382 Hs.283709 Dpoporysaccharide specific response-7 p 

R19382 Hs.1 17869 ESTs 

A1138886 Hs.143243 ESTs 

AA682867 Hs.191901 ESTs 

AI452722 Hs.7709 WW domain binding protein 1 

AL1 10282 Hs.268024 Homo sapiens, clone IMAG&3873720, mRNA 

R93325 Hs.58690 ESTs 

BE388665 Hs.179999 Homo sapiens, clone IMAGE:3457003, mRNA 

BE276738 Hs.74578 DEAO/H (Asp-Qu-Ala-Asp/His) box polypep 

AF086289 Hs.234766 skirvspecific protein 

W69474 Hs.323140 ESTs 

AW291477 Hs.188763 testis expressed sequence 13A 

AM58867 Hs.24276 ESTs 

M13058 Hs.73952 pofine-rich protein Haelll subfamily 2 

AA730136 Hs,75561 teralccardnoma-derived growth factor 1 

M056483 Hs.301463 Human Chromosome 16 BAC clone CIT987SK-A 

U20165 Hs.53250 bone morphogenetic protein receptor, typ 

W31714 Hs.122656 ESTs, Highly similar to formin 2-fike pr 

T81034 Hs.14841 ESTs 

T97301 Hs.18026 ESTs 

AA463902 Hs,13522 ESTs, Weakly similar to 138022 hypothet 

AA280740 Hs.292072 ESTs,ModeraterysinilartoA46010X-Cn 

T70318 Hs.268581 ESTs 

A1290561 Hs.1 55361 ESTs 

AL137476 Hs.123609 Homo sapiens mRNA; cDNA DKFZp434l0623 {f 

A188491 1 Hs.32989 receptor (calcitonin) activity modfying 

X82279 gb:Ksapiens Fas, Apo-1 gene (promoter a 

H45282 Hs.268798 ESTs 

AW630870 Hs.86674 ESTs, Weakly simaar to hypothetical pro 

AW5M027 Hs.15301 Homo sapiens cDNA FU12596 lis, done NT 

AL353934 Hs.288798 hypotheBcal protein FU21 01 2 

AK000373 Hs.8358 hypothetical protein FU20366 

AW504292 Hs.11517 ESTs 

NMJJ15670 Hs.1 18926 sentrin/SUMaspedfic protease 3 

U47732 Hs.84072 trarsmembrane 4 superfemDy member 3 

AF219946 Hs.1 02237 tubby super-family protein 

R2838S Hs.179925 ESTs, WeaWy similar to ALUS HUMAN ALU 

AA621283 Hs.332855 EST 

AL120051 Hs.144700 ephrin-B1 

AB033083 Hs.97377 WAA1 257 protein 

A1908006 Hs.295362 Homo sapiens cDNAFU 14459 5s. clone HE 

AL043864 Hs.70604 ATPase, Oass II. type 9A 

R11505 Hs.268912 ESTs 

AW269421 Hs.128093 ESTs 

R08480 Hs.272138 ESTs, WeaWy similar to ALU1.HUMAN ALU S 

A1091195 Hs.65029 growth arest-spedfrc 1 
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110938 N48982 Hs.38034 Homo sapiens CDMA FU12924 fis, dona NT 1.6 

102687 NM_007019 Hs.93002 ubiquftin carrier protein E2-C 1.6 

121226 AA364109 Hs.177990 ESTs 1.6 

_ 120415 AA235810 gb:zs41a03.s1 Soares_NhHMPu_S1 Homosapi 1.6 

5 123864 AA620882 gb^I95g01.s1 Soares_teslls_NHT Homo sap 1.6 

125045 AI1 14630 Hs.208334 Homo sapiens cDNA: FU21874 6s. done H 1.6 

133425 AA444390 Hs. 155482 hydroxyacy! glutathione hydrolase 1.6 

126578 AF151861 Hs.107528 androgen induced protein 1.6 

, _ 102406 U43177 (NONE) 1.6 

10 114126 BE566962 Hs.7063 Homo sapiens cONA: FU 209 13 fe,ctone A 1.6 

125233 W85713 Hs.110092 ESTs 1.6 

109635 F04296 Hs.169161 ESTs, tfghty similar to MAON_HUMAN NADP- 1.6 

125675 BE294972 Hs.56406 Homo sapiens cONAFL1 13549 fis, done PL 1.6 

129707 AW572317 Hs.12082 Homo sapiens mRNA; cONA DKFZp566L203 (fir 1.6 

15 127569 AJ765107 Hs.274422 hypothetical protein FU20550 1.6 

113302 T66919 Hs.268575 ESTs 1.6 

119705 AJS84203 Hs.57874 ESTs 1.6 

127226 AL036559 Hs.3463 ribosomal protein S23 1.6 

123489 AA599708 gb:ag11a10.s1 GessterWilms tumor Homos 1.6 

20 107468 AA740979 Hs.91389 ESTs 1.6 

115916 A1052731 Hs.91910 ESTs 1.6 

127815 AA743490 Hs.255015 ESTs 1.6 

100364 NM.004341 Hs.154868 carbamoyt-phosphate synthetase 2, aspart 1.6 

125568 AW515396 Hs.105613 ESTs 16 

25 105260 N81201 Hs.31755 ESTs 1.6 

125659 T57693 Hs.87929 Homo sapiens cDNA FU 13707 fis. clone PL 1.6 

111275 N70970 HsJ5006 ESTs 1.6 

106542 AA339541 Hs.24956 hypothetical protein FU22056 1.6 

133423 T84084 Hs.196008 Homo sapiens CDNAFU11723 fis, done HE 1.6 

30 124770 AA9B4414 Hs.120429 ESTs 1-6 

117936 AI382904 Hs.47213 ESTs 1.6 

134385 M14660 Hs.169274 ESTs, Highly similar to IFT^HUMAN INTER 1.6 

108357 AW410478 Hs.104019 transforming, acidic coiledcoa contain 1.6 

131143 NW.000312 Hs.2351 protein C(inactivator of coagulation fa 1.6 

35 105441 N28522 Hs.8935 qumotinats phosplwribosyttransferase (n 1.6 

128215 AA973310 gb»p91e06.s1 Soares_NFU_T_GBC_S1 Homo s 1.6 

127344 AI003929 Hs.80624 hypothetical protein MGC2560 1.6 

126478 BE541249 Hs.109697 ESTs 1.6 

122053 AI637498 Hs.98745 ESTs 1.5 

40 111760 BE551929 Hs^68754 Homo sapiens cONA FU1 1949 fis, clone HE 1.5 

112401 R61279 Hs.237536 ESTs, WeaJdy simBar to AF151067 1 HSPC2 1.5 

103023 AW500470 Hs.117950 muIUftmcOonal polypeptide simiiartoS 1.5 

125575 H14983 gb:ym19h09.r1 Soares infant brain 1NIB H 1.5 

128765 AF073310 Hs.143648 insulin receptor substrate 2 1.5 

45 108935 AA147848 Hs.67991 hypothetical protein DKFZp434G0522 1.5 

121221 AI140708 Hs.97461 ESTs 1.5 

120091 AW024672 Hs.59558 EST 15 

107375 BE011845 Hs.251064 high-mobility group (nonhistone chromoso 1.5 

125803 AW876115 Hs.29852 ESTs 1.5 

50 115132 AA811762 Hs.71433 ESTs 1.5 

113346 AF143876 Hs.14318 Homo sapiens cione [MAGE: 1 13399 mRNA seq 1.5 

107357 U63973 Hs.103501 rhodopsin kinase 1.5 

125443 BE251057 Hs.177592 ribosomal protein, large, PI 1.5 
133803 M24461 Hs.76305 surfactant, pulmcflary-assodated protein 1.5 

5 5 1 13378 T80738 Hs.1 4757 ESTs 1 5 

105540 BE391690 Hs£265 hypothetical protein FU20917 1.5 

127446 F13008 gb:HSC3KE011 normalized infant brain cDN 1.5 

134075 NM.012201 Hs.78979 Goigi apparatus protein 1 1.5 

127585 AA604144 Hs.190632 ESTs 1.5 

60 125824 Z45258 Hs.286013 short coitedcoil protein 1.5 

127606 AA621135 Hs.136552 ESTs 1.5 

125585 AW298113 Hs.92909 SON DNA binding protein 1.5 

107757 8E621721 Hs^80792 hypothetical protein FU 12387 similar to 1.5 

109978 H09356 Hs.22528 ESTs 1.5 

65 132297 BE272446 Hs.265317 hypothetical protein MGC2562 1.5 

115784 AW402151 Hs.54673 tumor necrosis factor (ligand) superfemi 1.5 

127880 W39735 Hs.73818 ubkjuind-cytocruome c reductase hinge p 1.5 

102305 AL043202 Hs.90073 chromosome segregation 1 (yeast homoiog) 1.5 

102868 X02419 Hs.77274 plasrrinogen activator, urokinase 1.5 

70 133457 J04948 Hs.333509 alkafine phosphatase, placentaWBce 2 1.5 

130339 AA435746 gb:zt79e(fts1 SoaresJestisJWT Homo sap 1.5 

125444 N28476 Hs.159161 Rho GOP dissociation inhibitor (GDI) a!p 1.5 
123470 AW303285 Hs.303632 Human DNA sequence from done RP1 1-1 10H4 1.5 

__ 100025 1.5 

75 127063 AI276526 Hs.331564 Homo sapiens mRNA; cDNA DKFZp434H121 5 (f 1.5 

127945 AA815031 Hs.123598 ESTs 1.5 

111557 R09510 Hs.20373 EST 1.5 

116009 AW137635 Hs.44238 ESTs, Weakly similar to S65657 atpha-1 C- 1.5 

119858 W01370 Hs.46824 ESTs 1.5 

80 106509 AI042309 Hs.64552 hypothetical protein MGC1 5563 1.5 

124124 AW294404 Hs.144515 Homo sapiens cDNA RJ 11 672 fis, done HE 1.5 

126713 AW249181 Hs.19954 ESTs, WeaJdy similar to T 19873 hypotheti 1.5 

126475 AW959075 Hs.238797 ESTs, Moderately similar b 138022 hypot 1.5 
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125851 R40611 Hs.137565 ESTs 

104820 AW162768 Hs.22620 ESTs 

127235 AI817309 Hs.225583 ESTs, Weakty similar to 2004399A chromos 

126552 AF168711 Hs.159397 x 010 prolan 

5 127523 AA617637 gfcnp34h1Zs1 Na.CGAP.lu1 Homo sapiens 

131692 BE559681 Hs.30736 KIAA01 24 protein 

112974 AL353965 Hs.101174 mtaotubuie-associated protein teu 

118921 N91914 Hs.54751 ESTs 

100676 X02761 Hs.287820 fibronectinl 

10 127721 T59578 Hs.188440 ESTs, WeaMy similar to ALUF.HUMAN !!fl 

115254 AA279024 Hs.269316 ESTs.VVeaWysirnJlartoS65657alDha-1C 

128173 AI457242 Hs.127024 ESTs 

126846 AA663527 Hs.1 16910 ESTs 

125294 R40025 Hs.106551 ESTs 

15 127494 AW978730 Hs,291956 ESTs, Weakly similar to ALUS .HUMAN ALUS 

134191 W26632 Hs.7979 K1AA0738 gene product 

107394 AA864798 Hs.186180 Homo sapiens cDNA: FU23038 fis, done L 

131562 NMJM3512 Hs.28777 H2A hlstone family, member L 

127310 AW450671 Hs.189284 ESTs 

20 122359 AA52348B gbaiiS7f1U1 NO.CGAP^Prl 2 Homo sapiens 

100524 M80902 Hs.183704 ubiquilinC 

128422 T77794 gb:yd20d09.r1 Soares fetal fiver spleen 

129902 AA076278 Hs.13277 hypothetical protein FU22054 

128784 T81887 Hs.108854 HSPC1 63 protein 

25 123343 AI761902 Hs.99597 ESTs 

105458 AW954377 Hs.26412 ring finger protein 26 

112266 AI652534 Hs.25934 ESTs, Weakly similar to HSHU 11 histoneH 

127622 AA628222 Hs.97883 ESTs 

113659 R06545 Hs.189781 ESTs, Weakly similar to ALU 1.HUMAN ALUS 

30 116892 A1573283 Hs.38458 ESTs 

126995 NM.014351 Hs.189810 sutortranferase family 4A, member 1 

111657 R07364 Hs.268667 ESTs, Weakly similar to ALU 1.HUMAN ALU 

100243 AB028125 Hs.77854' regucaldn (senescence marker prcteb-30 

116153 AF107203 Hs.57937 ataxin ^binding protein 1 

35 108892 AK000002 Hs.55879 Homo sapiens mRNA; cONA DKFZp434L0827 (f 

113294 AI037922 Hs. 11000 ieptin receptor overfapping transcript-i 

126691 W03046 Hs.283664 aspartate beta-hydroxytase 

106979 AW015227 Hs.289053 hypothetical protein FU 14733 

125546 H09950 gb:ym01d1Zr1 Soares infant brain 1 NIB H 

40 113990 AI497945 Hs.83097 hypothetical protein FU22955 

129295 U63127 Hs.110121 SEC7homotog 

125431 AW851639 Hs.75584 r^myositis^roderma autoantlgen 2 ( 

112558 AK001621 Hs.15921 hypothetical protein FU10759 

Ae 122046 A1560456 Hs.107319 ESTs 

45 122472 AA448509 Hs.128652 ESTs 

130753 AA205223 Hs.189 phosphodiesterase 4C, cAMP-specific (dun 

131714 AA642831 Hs.31016 putative DNA binding protein 

101233 AL135173 Hs.878 sorbitol dehydrogenase 

109501 AF047437 Hs.90436 sperm associated antigen 7 

50 126984 AA213820 Hs.256533 ESTs, Weakty similar to S1 1998 finger pr 

125765 BE243877 Hs.76941 ATPase, Na+/K+ transporting, beta 3 poty 

127693 AA676727 gb:zj68b11.s1 Scares_fetaLliver_sp!een_ 

128453 X02761 Hs.287820 fibronectinl 

119418 T97590 Hs.221711 ESTs, Weakly similar to ALU1.HUMAN ALU 

55 132669 W38586 Hs.293981 guanine nucleotide binding protein (G pr 

116708 F10528 Ks.70001 ESTs, Moderately similar to JC6169 nud 

122420 AA446971 gtrzw85f11.s1 Soares.totaiJeUis_Nb2HF8_ 

100238 L24959 Hs.348 ^durr^calmodiinrKJepenaent protein kin 

109710 D20044 Hs, 12929 hypothetical protein FU20721 

60 105704 AI282341 Hs.75431 fibrinogen, gamma polypeptide 

112712 R91060 Hs.330761 ESTs 

100098 AF003743 gb.Homo sapiens delayed rectifier potass 

114122 R46128 Hs.12751 ESTs 

132397 AA021160 Hs.4750 hypothetical protein DKFZp564K0822 

65 107881 AI568350 Hs.61273 hypothetical protein MGC2650 

106302 AA398859 Hs.18397 hypolheUcai protein FU23221 

125898 AK001823 Hs.92287 Homo sapiens mRNA; cDNA DKFZp564C2478 (f 

104957 AI359O09 Hs.10026 mitochondrial ribosomal protein L17 

10309 NNL005269 Hs.2693 gHorr»asscciaied oncogene homoiog (zinc 

70 125559 BE297488 Hs^79877 cell division protein FtsJ 

109634 H17063 Hs. 183646 ESTs 

116607 W05238 Hs.94316 ESTs.WeaklysirnaartoT31613hypotheti 

127175 R1 1937 gb:yS4b08j1 Soares infant brain INiB H 

„ 110617 W93231 Hs.285901 Homo sapiens, clone IMAGE:3948563, mRNA, 

75 125988 W27648 gb:37e1 0 Human retina cONA randomly prim 

115093 AC41932 Hs.3542 hypothetical protein FU11273 

121207 AA705799 Hs.183714 ESTs 

112652 BE269699 Hs.235782 solute carrier famfly 21 (organic anion 

n _ 125213 AB014554 Hs. 109299 protein tyrosine phosphatase, receptor t 

oO 125912 AW867467 Hs.278712 eukaryofic translation initiation factor 

133046 R96881 Hs.63609 Hpail tiny fragments locus 9C 

122791 AL122055 Hs. 129836 KIAA1 028 protein 
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Table 268 

Pkey: Unique Eos probeset identifier number 

CAT number Gene duster number 

Accession: Genbank accession numbers 



127523 

126982 

128215 

127704 

127705 

128422 

127897 

120734 

100098 

114620 

122652 

100842 

123783 

125032 

123808 

123864 

118049 

102406 

116962 

134076 

125888 

127271 

113119 

104799 

127693 

120415 

127964 

122359 

122420 

124276 

101447 

124540 

124554 

117357 

103305 



CAT number Accession ~ 

13766 27 AA079195AA084955AA126308AA084956 

2606 3 H83034H52379 

371681.1 AA602964AA609200 

1852047 1 W45350 W45406 

1692163 1 R07785T85948T86972 

1601238 1 H64450K64464 

1606216J H75681H70975 

1629789.1 M79088 N88221 

168460 J N71B07AA203399 

1562851.1 H10543R11878 

1205826.1 N95428W24040AW751365 H81987 

356478.1 H09950 R18413 AA570553 AW973425 

1702179.1 R20215R18767 

1703083.1 R59305R19748 

1566885.1 H14983R21554 

5025.5 H17151H11956 

1744008J R68351R68364 

110687.1 AA125984 AA127189 AA065075 AA070377 AA100017 

AA079891 AA1 1 3255 AA0751 68 AA082764 AA083380 N84829 AA084752 AA076512 AA085119 AA085208 AA085045 
200358 1 AA284993AA478122AA477923 
1695805 1 R11937 Z45532 
1276201 1 Z24895AW891336 R01294 
1583542J H41694 H45213 

296453 1 AA436760 AW237453 8E327496 N47347 N56967 

1766315 1 R98091W92898 

1365728 1 W27648R99193BE090398 

226662J AA323958 AA370268 

227560 1 AA364195 AA325029 AW962050 

231725.1 AA828125 AA834883 AA330555 

1541209 1 T16245R19694F13545H10299T66048 T65279H18006 

87363.1 C05723AA018342 

37938 1 AF 11 6622 AM 14507 M64C834 AA377999 

297653.1 AA442429T19477 

187213.-3 AA248884 

16001 2 F13008T75435 

127356 1 AA099764AA1 12950 

142696 1 AW450979 AA1 36653 AA1 36656 AW419381 AA984358 AA492073, BE168945 AA809054AW238038 BE011212 BE011359 BE011367 
BE01 1368 BE011362 BE011215 BE011365 BE01 1363 
AA225632 AI820970 AI820952 AA226472 AI732140 AI732059 AA226307 
AA225500 

AA617637AA554963 
AA21 1419 AA21 1566 
AA973310 

AA679609AA694592 
AJ003322AJ003324 
T77794T85681 
AA773681AA773857 
AA299948AA299949 
AF003743 

AA642974AAD84223 
26401.-30 AA454641 
Ggr.KT4398 U05597 
genbanlLAA610112 
genbankJ74884 
genbanlLAA620552 
genbank u AA620882 
genbanK.N53145 
entre^.U43177 
genbanR_H79677 

AF08621 5 W02702 AA284288 W25655 
H18298 H46830 
H98820H79463 

genbanKJ47910 T47910 
genbank^ AAO29703 AA029703 
AA676727AA704704 
genbankJ\A235810 AA235810 
F06298 R18057 

681003 1 AA523486AW026780AI821660AA443898 
genbanK J AA446971 
genbanK_H83465 
entrazJA21305 
genbanK_N63232 
genban)LH65961 
genbanluN24829 
entrezj®2279 
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108451 
124195 
123619 
125165 
125324 
126053 
126086 
126098 
125464 
125499 
126127 
125546 
125549 
125558 
125575 
125743 
125761 
126426 

127155 
127175 
126528 
125957 
125976 
125982 
125988 
127245 
127248 
127262 
126659 
126693 
127315 
126730 
103898 
127446 
126826 
126872 



128132 177108J 



351071J 
171753J 
530345.-1 
405690.1 



1811283 1 
446527.1 
208882J 
25117.-13 
32062.8 



40321.1 



.1 

321389.1 

790317.1 
135151.1 
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103392 


enlrez X94563 


119416 


genbanK_T97188 


105225 


genbankJWtW? 


121292 


genbankuM401807 


112853 


genbankJ02843 


121387 


genbank_ J AA405854 


114501 


genbankJ\A075566 


100221 


entrez_D28383 


130339 


genbankJW435746 


100554 


tigLHT2241 


123423 


genbank_AA598484 


123474 


genbanK_AA599209 


123489 


genbank_ J AA599708 



TABLE 27A: ABOUT 895 GENES UP-RE6ULATE0 IN COMBINED LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 27A lists about 895 genes that are upregulated in lung fibrosis (ccRecGon of IPF, HP, and NSIP) samples as compared with the normal "body map' samples. These were 
selected from about 59680 probesets on an Affymetrtx/Eos Ku03 GeneCWp array such that the ratio of "average" fibrosis sample expression level to "average" normal adult tissues 
was greater than or equal to about 2.0. The "average" fibrosis sample expression level was set to the 90* percentile amongst fibrosis samples. The "average" normal adult tissue 
level was set to the 95* percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 15 h percentile value amongst 
non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset idenfifler number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Tins: Unigene gene title 

R1: Ratio of fibrosis to normal body tissue 



Pkey 


ExAccn 


Unigene ID 


Urugene Title R1 




431184 


AA493550 


Hs.94367 


Homo sapiens cDNA: FU23494 Ms, clone L 


56.0 


424917 


Al 536208 


Hs.96901 


Homo sapiens cDNA: FU23049 fis, clone L 


26.5 


453310 


X70697 


Hs.553 


solute carrier family 6 (neumtransmitte 


25.5 


457200 


U33749 


Hs.1 97764 


thyroid transcription factor 1 


22.2 


414517 


M24461 


Hs.76305 


surfactant pulmonary-associated protein 


21.1 


429272 


W25140 


Hs.1 10667 


ESTs 


19.4 


418007 


M13509 


Hs.83169 


matrix metalbproteinase 1 [interstitial 


19.1 


442006 


AW975183 


Hs.292663 


ESTs 


18.8 


445885 


AI734009 


HS.1 27699 


KIAA1603 protein 


10 n 

lO.U 


440452 


A1925136 


Hs.55150 


ESTs, Weakly similar to CAYPJWMAN CALCY 


17.8 


422426 


W79117 


Hs.58559 


ESTs, WeaWy similar to rhotekin (M.musc 


17.4 


444929 


AI685841 


Hs.161354 


ESTs 


16.5 


440807 


AW269421 


Hs.128093 


ESTs 


16.3 


408826 


AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


14.2 


446957 


AI699629 


Hs.156781 


ESTs 


13.3 


417801 


AA417383 


Hs.82582 


integral, beta-fike 1 (with EGF-iike rep 


12.3 


437119 


AI379921 


Hs.177043 


ESTs 


12.3 


451103 


R52804 


Hs.25956 


DKFZP564D206 protein 


11.5 


443450 


N66045 


Hs.133529 


ESTs 


11.4 


411880 


AW872477 




gb.hm30f03.xt NCLCGAP_Thy4 Homo sapiens 


11.3 


432519 


A1221311 


Hs.130704 


ESTs 


11.3 


414142 


AW368397 


Hs.150042 


ESTs 


11.0 


433283 


BE041135 


Hs.175622 


ESTs 


10.1 


441082 


AW444804 


Hs.202655 


ESTs 


10.1 


452039 


A1922988 


Hs.172510 


ESTs 


10.0 


417204 


N81037 


Hs.1074 


surfactant, pulmonary-associated protein 


9.9 


421952 


AA300900 


Hs.98849 


ESTs, Moderately similar to AF16151 1 1 H 


9.6 


412372 


R55998 


Hs.118615 


ESTs 


9.8 


426274 


D38122 


Hs.2007 


tumor necrosis factor (Bgand) superfami 


9.7 


431007 


AF039564 


Hs.248211 


retmoblastoma-btodsng protein 9 


. 9.4 


443709 


A1082692 


Hs.134662 


ESTs 


9.3 


446232 


AI281848 


Hs.165547 


ESTs 


9.2 


448253 


H25899 


Hs.201591 


ESTs 


9.2 


432133 


AB033088 


Hs.272567 


K1AA1 262 protein 


9.1 


409238 


AL049990 


Hs.51515 


Homo sapiens mRNA; cDNA DKFZp564G112 (fr 


9.0 


431353 


AA828032 


Hs.189076 


ESTs 


8.8 


450050 


AI681268 


Hs.257883 


ESTs 


8.8 


458194 


AW383618 


Hs.265459 


ESTs, Moderately similar to ALU^HUMAN A 


8.8 


414968 


C16096 


Hs.297777 


ESTs 


8.7 


425664 


AJ006276 


Hs.1 59003 


transient receptor potential channel 6 


a7 


408562 


AI436323 


Hs.31141 


Homo sapiens mRNA tor KIAA1 568 protein. 


ae 


453672 


U73531 


Hs.34526 


G protein-coupled receptor 


8.5 


429420 


AKD01679 


Hs.202289 


hypothetical protein RJ10376 


8.5 


421478 


AI683243 


Hs.97258 


ESTs 


8.4 


404916 








8.4 


444396 


T65213 


Hs.4257 


ESTs 


a3 


442275 


AW449467 


Hs.54795 


ESTs 


a3 


437479 


R61866 


Hs.101277 


ESTs 


a2 


432203 


AA305746 


Hs.49 


macrophage scavenger receptor 1 


a2 


431433 


X55018 


Hs.253495 


surfactant, putnrionary-associated protein 


7.9 


406747 


A1925153 


Hs.217493 


annexin A2 


7.8 
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10 

15 

20 

25 

30 

35 

40 

45 
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55 

60 

65 

70 

75 

80 



445537 AJ245671 
450025 AKD01875 
421798 N74880 
421155 K87879 
446917 A1347863 
422798 R92347 
426830 AA385751 
437157 BE048860 
433231 AB040925 
451561 N52812 
430656 AA482900 
448206 BE622585 
420209 AA256444 
426803 AA362568 
427383 NMJ05411 
409718 D86640 
443324 R44013 
431924 AK000850 
427356 AW023482 
418735 N48769 
429945 NWL006729 
407510 U96191 
430099 AW194988 
441835 AB036432 
428508 BE252383 
438202 AW169287 
441233 AA972965 
433384 AI021992 
427043 AA397679 
425921 NR007231 
438909 AF085839 
433365 AF026944 
456964 H59846 
445186 AW614544 
431337 N48107 
434819 AA650099 
458219 H22195 
434377 AW137148 
435933 AA805520 
436954 AA740151 
445424 AB028945 
449108 A1140683 
410334 AW979261 
447112 H17800 
447700 AW20183 
449208 AW263635 
445657 AW612141 
421554 AW137676 
435299 AI745458 
416769 A1339257 
433527 AW235613 
452771 T05477 
427585 D31152 
411514 AW850178 
424084 AI940S75 
444527 NNL005408 
429710 AI337113 
432113 AA935065 
447997 H00656 
449328 A1962493 
416575 W02414 
432009 AL137424 
434088 AF116677 
444342 NM-014398 
414299 AA142989 
431041 AA490967 
448104 A1674818 
445279 R41900 
408978 AL133617 
415094 D59513 
428244 AI564123 
452784 BE463857 
455431 AW938484 
449416 AI651016 
421659 NM-014459 
407638 AJ404672 
446164 AW273539 
413048 M93221 
446608 N7S217 
419807 R77402 
447164 AF026941 
442652 AI005163 
429496 AA453800 



Hs.12844 EGF-like^omain I mulfiplQ6 

Hs.24321 Homo sapiens cDNA FU12028 fis, dene HE 

Hs.264330 N-acytsphingosine amidohydrobse (acid c 

Hs.1 02267 lysyl oxidase 

Hs.156672 ESTs 

Hs.34574 ESTs 

Hs.160392 ESTs 

Hs.1 20855 ESTs 

Hs.143552 KIAA1493 protein 

Hs.1 77403 ESTs 

Hs.162080 ESTs 

Hs.3731 ESTs 

Hs.32295 Homo sapiens cDNAFU 12604 fis, done NT 

Hs.179747 ecotropic viral integration site 5 

Hs.177582 surfactant, pulrrtonary-assodated protein 

Hs.56045 src homology three (SH3) and cysteine ri 

Hs.164225 ESTs 

Hs.272203 Homo sapiens cDNA RJ20843 8s, done AD 

Hs.97849 ESTs 

Hs 44609 ESTs 

1&226483 diaphanous (Orosophila, homolog) 2 

gb:Human trophobiast hypoxia-regutated f 

Hs.20537 Homo sapiens cDNA FU 13942 fis. done Y7 

Hs.184 advanced glycosylate end product-sped 

Hs.184668 SBBI31 protein 

Hs.22588 ESTs 

Hs.135568 ESTs 

Hs.124244 ESTs 

Hs.298460 ESTs 

Hs.1 622 11 solute earner family 6 (neurotransmlfe 

gb:Homo sapiens full length insert cDNA 

Ks.293797 ESTs 

Hs.1 28355 ESTs, Moderately similar to ALU7.HUMAN A 
Hs.123641 

Hs.292593 ESTs 

Hs.291541 ESTs 
Hs.31874 ESTs 

Hs.1 36348 osteoblast sperifc factor 2 (fascidin 
Hs.192075 ESTs 
Hs.130425 ESTs 

• cortacbn SH3 domain-binding protein 
ESTs 



protein tyrosine phosphatase, receptor t 



Hs.12696 
Hs.98328 

Hs^91993 ESTs 

Hs.7154 ESTs 

Hs.171077 ESTs, Weakly similar to similar to serin 

Hs.48643 ESTs 

Hs.279575 ESTs 

Hs.97775 ESTs, Weakly similar to TesSs-specrfc 

Hs.122614 ESTs,WeaWysintotoapoptoticprotea 

Hs.115436 ESTs 

Hs.133020 ESTs 

gb:EST03366 Fetal brain, Stratagene (cat 

Hs.179729 collagen, type X, alpha 1 (Schmid metaph 

Hs.1 8995 WAA1304 protein 

Hs.20914 Homo sapiens cDNA: RJ23056 fis, clone L 

Hs.1 1 383 sman inducible cytokine subfamily A (Cy 

Hs.1 46025 Homo sapiens cDNA: FU23594 fis, done L 

Hs.152385 ESTs 

Hs.29792 ESTs 

Hs.197647 ESTs 

Hs.38383 ESTs 

' gb:Homo sapiens mRNA; cDNA DKFZp761G2123 

Hs.249270 hypothetical protein PR01 966 



similar to lysosome-associated membrane 
ESTs 
Hs.105276 ESTs 
Hs.178391 ribosomaJ protein L44 
ESTs 

Homo sapiens mRNA; cDNA OKFZp434M0728 (f 
gb:HUM042H10B Ciontech human fetal brain 
ADP-ribosyiation factor-tike 5 
Hs.1 51258 Homo sapiens cDNA: FU21062 fis, done C 
Hs.80738 sslophorm{gpL115,letitosiato 
Hs.246311 ESTs 
Hs.106511 protocadherin 17 
Hs.288S93 Homo sapiens cDNA FU11667 fis, done HE 
Hs.1 99329 Homo sapiens cONA: FU23577 fis, done I 
Hs.75182 mannose receptor, C type 1 
Hs.257846 ESTs 

gfcyl75f1 U1 Scares placenta Nb2HP Homo 
Hs.1 7518 Homo sapiens dgS mRNA, partial sequence 
Hs.201378 ESTs, Weakly similar to KJAA0944 protein 
Hs.192793 ESTs 
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Hs.10887 
Hs.71730 



Hi22245 
Hs.49421 

Hs.42500 
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429859 

432824 

425509 

424717 

436061 

444218 

453382 

447033 

417235 

418200 

427652 

431255 

441143 

452293 

443903 

422352 

424105 

439759 

428227 

430510 

425804 

435347 

446002 

452883 

442176 

443253 

419556 

439920 

421502 

434424 

408625 

449299 

450656 

433815 

416879 

432182 

445386 

450478 

453080 

435496 

443257 

453921 

419721 

432316 

435202 

440320 

438796 



NM.007050 Hs.225952 protein tyrosine phosphatase, receptor \ 

AK001783 Hs.279012 hypothetical protein FU10921 

AF079363 Hs.158213 sperm associated antigen 6 

H03754 Hs.152213 wingless-type MMTV integration site fami 

A1248584 Hs.190745 Horno sapiens cONAiFL)21 326 fis. clone C 

AF070641 Hs.10884 Homo sapiens clone 24421 mRNA sequence 

AA709285 Hs.5997 Homo sapiens cONA FU 13078 fis, done NT 

AI357412 Hs.157601 ESTs 

AA810278 Hs.24250 ESTs 

AW629751 Hs.205654 ESTs, Weakly similar to alternatively sp 

A1673025 Hs.43874 ESTs 

AA497043 Hs.115685 ESTs 

A1027604 Hs.159650 ESTs 

A1871833 gb.-wm51h09.x1 NCI_CGAP_Ut2 Homo sapiens 

AI220547 Hs.135223 ESTs 

AA766296 Hs.99200 ESTs 

A1142336 Hs.43977 ESTs 

AL359055 Hs.67709 Homo sapiens mRNA full length Insert cDN 

AA321649 Hs>2248 small inducible cytokine subfamily B (Cy " 

AW162916 Hs.241576 hypothetical protein PR02577 

BE501698 Hs.258189 ESTs 

AW014873 Hs.116963 ESTs 

AI346468 Hs.145789 ESTs 

X80031 Hs.150318 ESTs 

AA983764 Hs.128910 ESTs 

AKW1212 Hs.132117 ESTs 

U29615 Hs.91093 chitinase 1 (chitotriostdase) 

H05430 Hs.144455 ESTs 

AF11 1856 Hs.1 05039 solute carrier family 34 (sodium phcspha 

AI81 1202 Hs.125365 Homo sapiens cONA: FU23523 fis, clone L 

AW243323 Hs.266785 ESTs 

AA299919 gb:EST1 2592 Uterus tumor I Homo sapiens 

AA010539 Hs.18912 ESTs 

A1696602 Hs.112757 ESTs 

H98899 Hs.42599 ESTs 

AW607789 Hs.293119 ESTs, Weakly similar to ALU7_HUMAN ALU S 
AM22005 Hs.160380 ESTs 
AW451709 Hs.271200 ESTs 

AI423056 Hs.23921 Homo sapiens cDNA FL112482 fis, clone NT 

AW840171 Hs.265398 ESTs, Weakly similar to transformation-r 

A1334040 Hs.1 1614 Homo sapiens cDNA: FU23555 fis, done L 

AI824009 Hs.44577 ESTs 

N^_001650 Hs.288650 aquaporin 4 

AW973235 Hs.293697 ESTs 

AI971313 Hs.170204 KIAA0551 protein 

AA879294 gb:nw86e09.s1 NCt_CGAP_Pr1 2 Homo sapiens 

W67821 Hs.109590 genethoninl 



447724 

446509 

451620 

451963 

456408 

425895 

447048 

454024 

415929 

426625 

434334 

437138 

455024 

436246 

416030 

459267 

445122 

414812 

421160 

425734 

429208 

442957 

444050 

444078 

451024 

442832 

423377 

451895 

442353 

421464 

404043 

407055 

410008 

410247 

417461 



AW298375 

AF169693 

AW449888 

AI825440 

AI28B34B 

AI269484 

AW393080 

AA993527 

AA724373 

T78300 

AA912476 

AI935622 

AW851309 

AW450963 

H15261 

AJ003631 

AW241632 

X72755 

AL080215 

AF0S62O9 

AA447990 

A1949952 

AW138295 

BE246919 

AA442176 

AW206560 

AL049377 

T93573 

BE379594 

AA291553 

X89211 
AA079552 
AF181721 
R38403 



Hs.24477 ESTs 

Hs.1 32892 protocadherin 20 

Hs.257224 ESTs 

Hs.224952 ESTs 

Hs.23450 mRNA for FU00023 protein 

Hs.161427 zmc finger protein 215 

Hs.228320 Homo sapiens cDNA: FU23537 fis. done L 

Hs.16281 hypothetical protein FU23403 

Hs.295306 ESTs, Highly similar to unnamed protein 

Hs.171409 serologically defined colon cancer antig 

Hs.116750 Homo sapiens cDNA FU13221 fis. done NT 

Hs.271245 ESTs 

gtrJLSCT0220-17020W67-C11 CT0220Homo 

Hs.119991 ESTs 

Hs.21948 ESTs 

gbA)003631 Selected chromosome 21 cDNA 

Hs.147377 Homo sapiens cDNA: FU23598 fe. clone I 

Hs.77367 monokine induced by gamma interferon 

Hs.102301 Homo sapiens mRNA; cDNA DKFZp586J0323 (f 

Hs.159396 peplidylgiycinealpha-amidating monooxyg 

Hs.190478 ESTs 

Hs.49397 ESTs 

Hs.135024 ESTs 

Hs.1 0290 U5 snRNP-spedfic 40 kDa protein (hPrpS- 
gbzw63b08.r1 SoaresJolaLfetus_Nb2HF8_ 

Hs.253569 ESTs 

gb:Homo sapiens mRNA; cDNA DKFZp586H0718 

Hs.16970 ESTs 

Hs.49136 ESTs 

Hs.190086 ESTs 

gb:H.sap!ens ONA for endogenous retrovir 
gb:zm20h12.s1 Stratagene pancreas (93720 

Hs.61345 RU2S 

Hs.13305 ESTs 
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423609 AA328348 Hs.218289 ESTs 3.8 

440444 AA885221 Hs.156984 ESTs 3.8 

446254 BE179829 Hs.173852 Homo sapiens cONAFU 128326s, done NT 3.8 

447505 AU049266 Hs.18724 Homo sapiens mRNA; cDNA OKFZp564F093 (tr 3.8 

5 423244 AL039379 Hs.209602 ESTs, Weakly smiBar to ubiquitous TPR m 3.8 

446921 AB012113 Hs.16530 smafiindudbte<^toiunesubfanrtllyA(Cy 3.8 

444271 AW452569 Hs.149804 ESTs 3.8 

434217 AW014795 Hs.23349 ESTs 3.8 

452571 W31518 Hs34665 ESTs 3.7 

10 423575 C18863 Hs.163443 HomosapienscDNAFU11576fc,doneHE 17 

408771 AW732573 Hs.47584 potassium voltagfrflated channel, delayed 3.7 

431322 AW970622 gb:EST382704 MAGE resequences, MAGK Homo 3.7 

445034 AW293376 Hs.160323 ESTs 3,7 

438842 AA827176 Hs.124316 ESTs 3.7 

15 424906 AJ566086 Hs.153716 Homo sapiens mRNA for Hmob33 protein. 3' 3.7 

415025 AW207091 Hs.72307 ESTs 3.7 

420313 AB023230 Hs.96427 WAA1013 protein 3.7 

423448 AK000776 Hs.128753 Homo sapiens cDNA RJ20769 fis, clone CO 3.7 

433492 AW605849 gb:MRO-HT0241-20010IW)0^g02HT0241 Homo 3.7 

20 434635 AA083764 Hs.241334 ESTs 3.7 

435747 AI079519 Hs.134398 ESTs 3.7 

458158 AW296778 Hs.300357 ESTs, Highly simBar to (U416F21. 2 pisa a7 

419261 X07B76 Hs.89791 wingless-type MMTV integration site farni 3.7 

410060 NM.001448 Hs.58367 glypican4 3.7 

25 426116 AA868729 Hs.144694 ESTs 3.7 

409203 AA780473 Hs.687 cytochrome P4S), subfamily IVB,porypepl 3.7 

414259 W44633 Hs.25044 Homo sapiens cDNA: FU23131 fis, done I 3.7 

406671 AA129547 Hs.285754 met prato-oncogene (hepatocyte growth fa 3.6 

431889 AA521277 Hs.124946 ESTs 3.6 

30 430414 AW365665 Hs.120388 ESTs 3.6 

433426 H69125 Hs.133525 ESTs 3.6 

421764 AI681535 Hs.99342 ESTs, Weakly similar to KCC1_HUMAN CAICI 3.6 

410785 AW803341 gb:IL2-UM0079-0903(XM)50-D03 UM0079 Homo 3.6 

455235 AW875951 gb:CM1.PT0013-13129WJ67-f09PT0013Homo 3.6 

35 408399 NMJJ05426 Hs.44585 tumor protein p53-blntfing protein, 2 3.6 

429784 M89796 Hs.30 membrane-spanning 4-domalns, subfamily A 3.6 

436982 AB018305 Hs,5378 spondin 1, (f-spondin) extracellular mat 3.6 

432231 AA339977 Hs.274127 aST 11 240 protein 3.6 

432837 AA310693 Hs.279512 HSPC072 protein 3.6 

40 452166 AI948607 Hs.264680 ESTs 3.5 

458154 AW816379 gb:QV4-STQ234-18t 199435-g01 ST0234 Homo 3.5 

420382 U79734 Hs.97206 huntingtin interacting protein 1 3.5 

424202 BE350295 Hs.15032 ESTs, Weakly similar to RAN binding prot 3.5 

410658 AW105231 Hs.192035 ESTs 3.5 

45 415457 AW081710 Hs.7369 ESTs, Weakly sfmllar to ALU1_HUMAN ALU S 3.5 

419503 AA243642 Hs.137422 ESTs 3.5 

439479 AI734258 Hs.245367 ESTs, Weakly similar to ALU 1JUJMAN ALU S 3.5 

448404 BE089973 gb:RC6-BT070W1030Q-021-G07 BT0709 Homo 3.5 

424268 AA397653 Hs.144339 Human DNA sequence from done 495010 on 3.5 

50 420637 AW976153 gb£ST388262 MAGE resequences, MAGN Homo a5 

450715 AI266484 Hs.31570 ESTs, Weakly similar to KIAA1324 protein 3.5 

428927 AA441837 Hs.90250 ESTs 3.5 

422544 AB018259 Ks.118140 WAA071 6 gene product 3.4 

431207 AA495925 Hs.9394 ESTs 3.4 

55 424508 AL080103 Hs.149770 Homo sapiens cDNA FU 13658 fis, clone PL 3.4 

441484 AA935481 Hs.58972 ESTs 3.4 

425916 NMJ06786 Hs.162200 urotensin2 3.4 

401793 3.4 

431169 AW971240 gb:EST383329 MAGE resequences, MAGL Homo &4 

60 438038 AI732629 Hs.194161 ESTs, Weakly similar to TA2R HUMAN, BETA 3.4 

439619 AW975998 Hs.58595 ESTs 3.4 

446577 AB04Q933 Hs.15420 K1AA1 500 protein 14 

450445 AW974636 Hs.194563 ESTs 3.4 

459482 AA625339 Hs.237052 EST, Weakly similar to ALUtJiUMAN ALU SU 3.4 

65 445495 8E622641 Hs.38489 ESTs 3.4 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp564H1 72 (fr 3.4 

426320 W47595 Hs.1693Q0 transforming growth factor, beta 2 3.4 

432869 AW974094 gb:EST386197 MAGE resequences, MAGM Homo 3.3 

419235 AW470411 Hs.288433 rteurotrimin 3.3 

70 429703 T93154 Hs.28705 ESTs 3.3 

413499 BE144884 gb:CM0-HT0182-O41 099465*1 1 HT0182 Homo 3.3 

406182 3.3 

417307 N99673 Hs.3585 ESTs, Weakly similar to AF126743 1 DNAJ 3.3 

430140 AW296771 Hs.221999 ESTs 33 

75 436111 A1B03082 Hs.157212 ESTs 3.3 

449729 R72032 Hs.29235 ESTs 3.3 

457620 AA602711 gbmp03h06.s1 NCt_CGAP_Pr2 Homo sapiens 13 

428434 AW363590 Hs.65551 ESTs, WeaWy similar to AF 172993 1 PLUNC 3.3 

OA 406554 3.3 

80 451381 BE241831 gb:TCAAP2E0011 Pediatric acute myelogeno 3.3 

443113 AIM0586 Hs.132908 ESTs 3.3 

421470 R27496 Hs.1378 annex!nA3 3.3 

446428 AW082270 HsJ210617 ESTs, Weakly slmaar to ALU4_HUMAN ALU S 3.3 
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435031 AI632091 Hs.1 16877 ESTs 

413136 BE066941 gb:PM(WT034(Wl9129W)02^11 BT0340Homo 

429228 AI553633 Hs.104985 ESTs 

420252 AW270404 Hs.193161 ESTs 

5 423629 AW021173 Hs.18612 Homo sapiens cDNA: FU21909 lis, done H 

444339 T96555 Hs.31562 ESTs 

434164 AW207019 Hs.148135 ESTs 
404599 

426920 AA393351 Hs.132121 ESTs 

10 453736 AL1 18674 HsJ54871 WAA0569 gene product 

408923 H73881 Hs.255436 ESTs 

430919 AA489041 Hs.295448 ESTs 

431622 AW979271 Hs^93184 ESTs 

433584 AW295399 gb:Ul-H-BI2^hv-WJ3^UU1 KCLCGAP.Su 

15 437073 AI885608 Hs.94122 ESTs 

438394 BE379623 Hs.27693 C6M24 protein 

446242 N66335 Hs.7360 ESTs 

452542 AW812256 gb:RCO-ST01 74-1 91099-031-307 ST01 74 Homo 

454009 AW015927 Ks.233071 ESTs 

20 449765 N92293 Hs.206832 EST, Moderately similar to ALU8_HUMAN AL 

415652 T79213 Hs.272073 ESTs 

453931 AL121278 Hs.25144 ESTs 

439382 BE247684 Hs.103070 ESTs 

„ 420077 AW512260 Hs.87767 ESTs 

25 430437 AI768801 Hs.169943 Homo sapiens cDNA FU13569 fis, clone PL 

446745 AW118189 Hs.156400 ESTs 

408308 AL033377 Hs.44197 hypothetical protein DKFZp564D0462 

450320 AW291775 Hs.213793 ESTs 

429597 NM_003816 Hs.2442 adfelntegrin and metaltoproteinase doma 

30 449523 NNUJ00579 Hs.54443 chemoWne(C-C motif) receptor 5 

451110 AI955040 Hs.301584 ESTs 

431745 AW972448 Hs.163425 ESTs 

410781 AI375672 Hs.165028 ESTs 

419546 AA244199 gb:nc06c05.s1 NCLCGAP_Pr1 Homo sapiens 

35 444330 AI597655 Hs.49265 ESTs 

408761 AA057264 Hs.238936 ESTs 

409026 AL137554 Hs.49927 Homo sapiens mRNA; cDNA DKFZp434H1720 (f 

432055 AW972359 Hs.293334 ESTs 

432441 AW292425 Hs.163484 ESTs 

40 408045 AW1 38959 Hs.245123 ESTs 

427191 BE221825 Hs.97691 ESTs 

416965 N26223 Hs.160436 ESTs 

441594 AL041080 Hs.208765 ESTs 

406992 S82472 gb:beta -pol=DNA polymerase beta {axon a 

45 431941 AK000106 Hs.272227 Homo sapiens cDNA FU20099 fis, done CO 

438323 AI985394 Hs.123359 ESTs 

427698 AW972594 Hs.294140 ESTs 

424296 A1631874 Hs.169391 ESTs 

450522 AI698839 gb:wd31f02jc1 Soares_NFLjr_GBC_S1 Homos 

50 407942 AA376608 Hs.5894 hypothetical protein FU10305 

417991 AA731452 Hs.190008 ESTs 

422589 AA312735 Hs.179725 ESTs 

437583 AA761190 Hs.244627 ESTs 

452019 AL157503 Hs77552 Homo sapiens mRNA; cDNA DKF2p586N2424 (f 

55 449494 AW237014 Hs.288650 aquaporin4 

444188 AI393165 Hs.19175 ESTs 

400297 AI127076 Hs.288381 hypothetical proton DKFZp5S401278 

410811 AW805687 Hs.300648 ESTs 

450584 AA040403 Hs.60371 ESTs 

60 428043 T92248 Hs.2240 uteroglobin 

436120 AI248193 Hs.119860 ESTs 

442324 R63576 Hs.28426 ESTs 

448693 AW004854 Hs.228320 Homo sapiens cDNA: FU23537 lis, clone L 

_ 425555 AA359291 Hs.130767 Homo sapiens cDNA: Ft) 23553 fis. clone L 

65 431385 BE178536 Hs.1 1090 high affinity hnmunogtobulin epsiion rec 

408427 AW194270 Hs.177236 ESTs 

459587 AA031956 gb:zk15e04.s1 SoaresjjregnanLuterusJibH 

438128 AA904430 Hs.122049 ESTs, Weakly similar to U4/U6 smaH nucl 

408938 AA059013 Hs.22607 ESTs 

70 419276 BE165909 Hs. 134682 Homo sapiens cDNA: FU23161 fis, done L 

422022 AA302420 Hs.200442 ESTs 

426890 AA393167 Hs.41294 ESTs 

427374 AI150033 Hs.143688 ESTs 

434208 T92641 Hs.1 27648 hypothetical protein PR021 76 

75 446466 H38026 Hs.308 anestin 3, retinal ptarrestin) 

451229 AW967707 Hs.48473 ESTs 

415511 AI732617 Hs.182362 ESTs 

408776 AA057365 Hs.63356 ESTs 

0 . 421110 AJ250717 Hs.1355 cathepsinE 

80 453636 R67837 Hs.169872 ESTs 

436578 AI091435 Hs.134859 ESTs 

426083 AW962712 Hs.126712 ESTs.WeaWysimflartoAF1910201 E265 

419231 AL046294 Hs.136245 ESTs, WeaWy similar to dJ 202121 .4 {H.sa 
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408171 AA301228 Hs.43299 Hcxno sapens cONA RJ12890 lis, done NT 18 

445189 AI936450 Hs.147482 ESTs 2.8 

419150 T29S18 Hs.89640 TEK tyrosine kmase, endothelial (venous 28 

427457 AW779105 Hs.164682 ESTs, WeaWy similar to ORF2 consensus s 28 

5 435082 AA664273 Hs.186104 Homo sapiens cDNA FU13803 fis, clone TH 2.8 

446932 AA961459 Hs.125644 ESTs 2.8 

439140 W85737 Hs.290830 ESTs 2.8 

405041* 2.8 

421306 AA806207 Hs.125889 ESTs 2.8 

10 427514 AA640773 Hs.209224 ESTs 2.8 

427939 T92459 Hs.16886 ESTs 2.8 

429127 M749382 Hs.107233 ESTs 2.8 

429590 A1219490 Hs.44445 ESTs, WeaWy similar to Kelch motif cont 28 

433163 R40468 Hs.163582 ESTs 2.8 

15 439635 AA477288 Hs.94891 Homo sapiens cDNA: FU22729 fis, clone H 28 

448015 AI458065 Hs.23196 ESTs 2.8 

456761 D59899 Hs.127842 CGM42 2.8 

457112 AW772449 Hs.268081 ESTs, Weakly similar to ALULHUMAN ALU S 2.8 

449540 AA001713 gb:zh86e08.s1 Soares^fetaljver.spleeiu 2.8 

20 447020 T27308 Hs.16986 hypothetical protein FU 11 046 2.8 

412610 X90908 Hs.74126 fatty acid binding protein 6, Heal (gas 2.8 

433515 AA595800 Hs.190246 ESTs 2.8 

424450 AL137526 Hs.147472 dynein Intermediate chain 2 2.8 

438122 AI620270 Hs.129837 ESTs 2.8 

25 424086 AJ351010 Hs.102267 lysyl oxidase 2.8 

438885 AI886558 Hs.184987 ESTs 28 

412903 BE007967 Hs.155795 ESTs 28 

454111 AW081681 Hs.269064 ESTs 28 

439398 AA2B4267 Hs.221504 ESTs 28 

30 449802 AW901804 Hs^3984 hypothetical protein FU201 47 28 

434812 AA649860 Hs.189496 ESTs 28 

432583 AW023624 Hs.162282 ESTs 28 

428104 AA421350 Hs.191604 ESTs 28 

„ 408217 AI433201 Hs.279860 hypothetical protein FU20030 28 

35 438016 AI949638 Hs.109150 SH3^Jomain binding protein 5 (BTK-associ 28 

436396 AI683487 Hs.299112 Homo sapiens cDNAFU 11 441 fis, done HE 27 

430887 N66801 Hs.260287 ESTs, Weakly similar to ALU7.HUMAN ALU S 27 

446311 AW007294 Hs.149795 ESTs, WeaWy similar to ALU LHUMAN ALU S 27 

416185 AW975861 Hs.291995 ESTs 27 

40 408613 AW242086 Hs.253967 ESTs 27 

442510 AF150179 Hs.249890 ESTs 27 

433293 AF007835 Hs32417 ESTs 27 

413875 BE176776 gb:RC3-HT0586-11030(W11-g09HT0586Homo 27 

404488 27 

45 408936 AL13B043 Hs.293549 ESTs 27 

431980 AA523696 Hs.222695 Homo sapiens cDNA: FU 20986 fis, clone C 27 

436738 AW102613 Hs.152913 ESTs 27 

451797 AW663858 Hs.56120 ESTs 27 

452163 AI863140 gbte43h1 2x1 NC1_CGAP_Bm52 Homo sapien 27 

50 452778 R71338 Hs.5921 Homo sapiens cDNA: FU21 592 fis, done C 27 

459365 AA129703 gbzn92b05.r1 Stratagene lung carcinoma 2.7 

431448 AL137517 Hs.288381 hypotheBcal protein OKFZp56401 278 27 

430733 AW975920 Hs.283361 ESTs 27 

453652 AW009S40 Hs.28368 ESTs 27 

55 453616 NNL003462 Hs.33846 dynein, axonemal, light intermediate pd 27 

411905 BE265067 gb:601193893F1 NIH_MGC_7 Homo sapiens cO 27 

408729 AA195764 Hs.72639 ESTs 27 

450726 AW204600 Hs.264330 N^cytephingos&ie amWohydrolase (acid c 27 

447720 AUJ38765 Hs.161304 ESTs 27 

60 451497 H83294 Hs.284122 Wnt Inhibitory factor-1 27 

442074 C17511 Hs.128430 ESTs 27 

424115 AA335497 Hs.293965 ESTs 27 

417728 AW138437 Hs.24790 WAA1573 protein 27 

_ 433803 AI823593 Hs.27688 ESTs 2.7 

65 419247 S65791 Hs.89764 fragile X mental retardation 1 27 

424310 AA338648 Hs.50334 ESTs 26 

438504 AW665281 Hs.224625 ESTs 26 

426486 BE178285 Hs. 170056 Homo sapiens mRNA; cDNA DKFZp586B0220 (f 26 

„ 430417 AA461045 Hs.50701 ESTs 2.6 

70 438297 AW515196 Hs.258238 ESTs, Moderately similar to ALU INHUMAN A 26 

422505 AL120862 Hs.124165 ESTs 26 

457285 AI038858 Hs.228780 ESTs, Highly similar to AF1 99597 1 A-typ 26 

428667 AI375550 Hs.74407 nuctedar protein p40; homdog of yeast 26 

431750 AA514986 Hs.283705 ESTs 26 

75 435575 AF213457 Hs.44234 triggering receptor expressed on myekad 26 

413385 M34455 Hs.840 irrfdeamme-pyrroie 2,3 dioxygenase 26 

403903 26 

407910 AA650274 Hs.41296 fibronectin leurine rich transmembrane p 26 

0 _ 423424 AF150241 Hs.128433 prostaglandin D2 synthase, hematopoietic 26 

bO 436043 AW963838 Hs.168830 Homo sapiens cDNA FU12136 Rs. done MA 26 

436645 AW023424 Hs.156520 ESTs 26 

408380 AF123050 Hs.44532 diubiquitin 2.6 

402629 2.8 
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406594 2.6 

415122 060708 Hs.22245 ESTs 2.6 

416747 AW876523 Hs.15929 Homo sapiens cDMA FU 12910 Rs. done NT 2.6 

420159 AI572490 Hs.99785 Homo sapiens cDNA: FU21245 fis, clone C 2.6 

5 444361 W76027 Hs.23920 Homo sapiens cDNA RJ 131 24 fis, clone NT 2.6 

446609 BE395090 Hs.15535 Human gene from PAC886Kichfomosome1 2.6 

449260 AA741180 Hs.29879 ESTs 2.6 

452311 AW304029 Hs.252744 1 ESTs 26 

t _ 413802 AW964490 Hs.32241 ESTs 2.6 

10 417318 AW953937 Hs.12891 ESTs 2.6 

440028 AW473875 Hs.125843 ESTs 26 

437960 A1669586 Hs^22194 ESTs 2.6 

433687 AA743991 gbmy57g01.s1 NQ_CGAP_Pr 18 Homo sapiens 26 

430573 AA744550 Hs.136345 ESTs 2.6 

15 439737 AI751438 Hs.41271 Homo sapiens mRNA fuS length insert cON 2.6 

453204 R10799 Hs.191990 ESTs 26 

436751 AA732217 Hs.294054 ESTs 26 

408165 AL137573 Hs.43143 Homo sapiens mRNA; cDNA DKFZp564A24S3 (f 2.6 

431120 AA492588 gb:ng99cQ8.s1 NCLCGAPJhyl Homo sapiens 2.5 

20 446638 AL133063 Hs.15783 Homo sapiens mRNA; cONADKFZp434P11 15 (f 25 

438458 AW975186 Hs.162875 ESTs, Weakly similar to ALU 1.HUMAN ALUS ZS 

446063 AI72O140 Hs.151079 ESTs 2.5 

430499 AW969408 Hs.231991 ESTs 2.5 

450496 AW449251 Hs.257131 ESTs 2.5 

25 441330 A1692984 Hs.129354 ESTs 2.5 

424433 H04607 Hs.9218 ESTs 2.5 

434677 AW444575 Hs.130834 ESTs 2.5 

445779 AJ253104 Hs.189267 ESTs 2.5 

444649 AW207523 Hs.197628 ESTs 2.5 

30 415451 H19415 Hs.268720 ESTs, Moderately similar to ALU LHUMAN A 2.5 

432222 A1204995 gb:an03cO3.x1 Stratagene schlzo brain S1 2.5 

404288 2.5 

408572 AA055611 Hs.226568 ESTs, Moderately similar to ALU4_HUMAN A ZS 

408727 AL137259 Hs.47115 hypothetical protein DKF2p434O0513 25 

35 408728 AL137379 Hs.47125 hypothetical protein FU 139 12 ZS 

410095 AW589638 Hs.258947 ESTs 2.5 

410947 AK000305 Hs.67055 hypothetical protein FU20298 ZS 

418343 AA216372 Hs.159501 ESTs ZS 

423401 NMJXJ1992 Hs.128087 coagulation factor II (thrombin) recepto ZS 

40 428637 AW979268 gb:EST391 378 MAGE resequences, MAGP Homo ZS 

429846 AB023021 Hs.225945 tosyltransferasegialphatl.SJfucosy 2.5 

432507 BE391093 gb«01285042F1 NIH_MGCJ4 Homo sapiens c ZS 

433858 N69243 Hs.192974 Homo sapiens cDNA FU 12735 fis, done NT 2.5 

438651 H64500 Hs.123646 ESTs ZS 

45 443830 A1142095 Hs.143273 ESTs 2.5 

446800 AI341635 Hs.156486 ESTs 2.5 

450262 AW409872 Hs.271166 ESTs. Moderately similar to ALU7_HUMAN A ZS 

451343 AW975057 Hs.293353 ESTs 2.5 

451539 AA059467 Hs.218933 ESTs 2.5 

50 452412 AA029608 Hs.61373 ESTs ZS 

454288 BE222648 Hs.279458 ESTs, Highty similar to c38QA1. lb [H.sap ZS 

445745 AB007924 Hs.13245 WAA0455 gene product 2.5 

424943 AU077260 Hs.153924 deatlvassodated protein kinase 1 2.5 

440106 AA864968 Hs. 127699 K1AA1 603 protein ZS 

55 458429 AV646559 Hs.12346 Homo sapiens cDNA:FU 21399 fis, clone C 2.5 

415261 T40928 Hs.8346 ESTs 2.5 

420026 A1831190 Hs.166676 ESTs ZS 

431806 AF186114 Hs.270737 tumor necrosis factor (SgaruJ) superfami ZS 

„ 458722 AA741545 Hs.282832 ESTs 2.5 

60 419449 H18417 Hs.57483 Homo sapiens cDNA FU 14294 fis, clone PL 2.5 

436260 BE172762 Hs.292710 ESTs, Weakly similar to ALU5.HUMAN ALU S 2.5 

433644 AW342028 Hs.256112 ESTs 2.5 

419172 AW338625 Hs.22120 ESTs ZS 

437982 N93466 Hs.121764 ESTs, WeaWy similar to testicular tekS ZS 

65 443348 AW873596 Hs.57572 ESTs 2.5 

417218 AA005247 Hs.285754 met proto-oncogene (hepatocyte growth fa ZS 

419236 AA330447 Hs.135159 Homo sapiens cDNA FU1 1481 fis, clone HE 2.5 

448030 N30714 HsJ20161 HDCME31P protein ZS 

417203 AA406341 Hs.269908 Homo sapiens cONA FU11991 fis, done HE ZS 

70 449275 AW450848 Hs.205457 KIAA1620 protein 24 

435198 AK001125 HS.30Q922 Homo sapiens cDNA FU 10263 fis, done HE 24 

452281 T93500 Hs.28792 Homo sapiens cDNA FU 11041 fis, done PL 2.4 

442191 W95188 Hs.8136 endothelial PAS domain protein 1 2.4 

428571 NNLQ05531 Hs.2291 Probe hTg737 (polycystic kidney disease, 2.4 

75 453142 AA033648 Hs.7473 ESTs 24 

425657 T89839 Hs.119471 ESTs 2.4 

452822 XB5689 Hs.288617 Homo sapiens cDNA: FU22621 fis, done H 2.4 

416778 M16505 Hs.79876 steroid sdfatase (rnJcrosomaO, arylsulf 2.4 

on 458332 A1000341 Hs.220491 ESTs 2.4 

oO 448140 AF146761 Hs.20450 BOWike membrane protein precursor 2.4 

459644 24 

429125 AA446854 Hs.2710O4 ESTs 2-4 

448337 AW206453 Hs.3782 ESTs 2.4 
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427778 AA412323 Hs.105323 ESTs 2.4 

425371 D49441 Hs.1 55931 mesothefin 2.4 

448299 AA497044 Hs^0887 hypothetical proton RJ 10392 2.4 

447610 AW295286 Hs255534 ESTs 14 

5 409519 AA075368 gbzm85h10.r1 Stratagene ovarian cancer 14 . 

441006 AW605267 Hs.7627 CGW0 protein 14 

440817 AI341423 Hjl270165 ESTs 14 

420020 BE295886 Hs.94382 adenosine kinase 2.4 

435395 AA729235 Hs.1 17907 ESTs 14 

10 424144 AA454033 Hs.41644 Homo sapiens cDrteFU23003 fis, clone L 2.4 

405494 2.4 

458145 AI239457 Hs.130794 ESTs 2.4 

408547 AA574291 Hs.57837 ESTs 2.4 

408941 AI452469 Hs.165221 ESTs 2.4 

15 409457 AW8180B1 gb:CM4-ST0276-101 299-059*09 ST0276 Homo 2.4 

417137 U46265 Hs.81281 hypoiheficai protein 2.4 

418950 T78517 Hs.13941 ESTs 2.4 

420756 AM11800 Hs.189900 ESTs 2.4 

428316 AI860775 Hs.98506 ESTs 2.4 

20 432896 NM 014097 Hs.279778 PR01693 protein 2.4 

436148 BE005252 gb:CM1-BM0116^30400-171-g02BN0116Homo 2.4 

436284 AA708016 Hs.190389 ESTs 2.4 

437327 AL353942 gb:Homo sapiens mRNA; cDNA DKFZp761L2312 2.4 

442611 BE077155 Hs.177537 ESTs 2.4 

25 456062 AI866286 Hs.71962 ESTs 14 

433014 NM.014711 Hs.279912 KIAA041 9 gene product 2.4 

401335 2.4 

428771 AB028992 Hs.193143 KIAA1069 protein 14 

419140 A1982647 Hs.215725 ESTs 14 

30 454693 AW813428 gb:MR3-ST0192-010200-21Oc05ST0192Homo 2.4 

427785 X81053 Hs.180828 coflagOT, type IV, alpha 4 £4 

407339 AA777542 Hs.132670 ESTs 2.4 

408369 R38438 Hs.182575 solute carrierfamfly 1 5 (Rtfpepfide tra 2.4 

427019 AA001732 Hs.173233 hypothetical protein FU 10970 2.4 

35 431089 BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 2.4 

452561 AI692181 Hs.49169 KIAA1 634 protein 2.4 

427878 C05766 Hs.181022 CGM)7 protein 14 

419752 AA249573 Hs.152618 ESTs 2.4 

430073 U86136 Hs.232070 tetomerase-associated protein 1 2.4 

40 452401 NM_007115 Hs.29352 tumor necrosis factor, atphjHnduced pro 2.4 

430345 AK000282 HS.23968V hypothetical protein FU20275 2.3 

407905 AW103555 Hs.252905 ESTs 2.3 

427660 AI741320 Hs.114121 Homo sapiens cDMA: FU23228 fis, done C 13 

422355 AW403724 Hs.140 immunoglobulin heavy constant gamma 3 (G 13 

45 453049 BE537217 Hs.30343 ESTs 23 

438568 R98865 Hs.1 1135 major histocompatibility complex, class 2.3 

453445 AL036532 Hs.91453 ESTs 13 

424711 NMJJ05795 Hs.1 52175 calcitonin receptor-like 2.3 

446346 AI290205 gb:ql79g06jrf Soares_NhHMPu_S1 Homosapi 2.3 

50 441974 AI683782 Hs.128245 ESTs 2.3 

444805 AB007899 Hs.12017 K1M0439 protein; homotog of yeast ubiqu 2.3 

424027 AW337575 Hs.201591 ESTs 2.3 

419606 AW294795 Hs.198529 ESTs, Weakly simBar to similar to acyW 2.3 

428613 AB037749 Hs.186928 WAA1 328 protein 2.3 

55 434340 AI193043 Hs.128685 ESTs 13 

450297 AW901347 Hs.38592 Homo sapiens cDNA: FU23342 fis, clone H 13 

432779 AW979241 gb:EST391351 MAGE resequences, MAGP Homo 13 

433650 AA603472 Hs.28456 ESTs 13 

419086 NMJW0216 Hs.89591 Kallmann syndrome 1 sequence 13 

60 428758 AA433988 Hs.SB502 Homo sapiens cDNA FLJ143Q3 fis, clone PL 13 

430153 AW968128 gb£ST380338 MAGE resequences, MAGJ Homo 13 

418883 BE387036 Hs.1 211 acid phosphatase 5, tartrate resistant 2.3 

427669 AW451832 Hs.255938 ESTs, Moderately similar to KIAA1 200 pro 13 
,_ 400610 13 
65 402222 13 

407162 N63655 Hs.142634 zinc finger protein 13 

415250 FQ2614 Hs.27319 ESTs 13 

421751 AW813731 Hs.159153 ESTs 13 

428552 AW274560 Hs.1 29520 ESTs 13 

70 432658 AW973769 Hs.162319 ESTs 13 

434742 AA6483Q2 Hs.291695 ESTs 13 

436586 A1308862 Hs.167028 ESTs 13 

441675 A1914329 Hs.5461 ESTs 13 

442039 AW276240 Hs.128352 ESTs, Weakly similar to p80 [R.norvegicu 13 

75 443160 AI467915 Hs.36053 ESTs 13 

448764 A1568607 Hs.182112 ESTs 13 

449579 AW207250 Hs.134014 proslate cancer associated protein 6 13 

439810 AL109710 Hs.85568 EST 13 

ftr . 413714 AJ560944 Hs.71428 ESTs 13 

80 400289 X07820 Hs.2258 matrix metalbprolfiinase 1 0 (stromerysin 13 

413384 NMJJ00401 Hs.75334 exostoses (multiple) 2 13 

438670 A1275803 Hs.1 23428 ESTs 13 

419991 AJ000098 Hs.94210 eyes absent (Drosophila) homotog 1 13 
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459702 2.3 

414888 AL039185 Hs.77558 thyroid hormone receptor tnteractor 7 2.3 

438474 AW865818 Hs.6232 WAA0764 gene product 2.3 

453037 AA045175 Hs.177552 ESTs 2.3 

5 428467 AK002121 Hs.184465 hypothetic protein FU 11 259 13 

413930 M86153 Hs.75618 RAB1 1 A, member RAS oncogene family 2.3 

422429 AA310527 gb:EST181333 JurkaiT^llsVHomosapie 2.3 

415083 AI632683 Hs.27179 Homo sapiens cDNA FU12933 fis, done NT 13 

417015 M83772 Hs.80876 flavin containing monooxygenase 3 2.3 

10 406506 2.3 

448330 AL036449 Hs.207163 ESTs 2.3 

409719 AT769160 Hs.108681 ESTs 2.3 

423354 AB011130 Hs.127436 calcium channel, voltage-dependent, alph 2.3 

425188 AK002052 Hs.1 55071 hypothetical protein FU 1 1 1 90 13 

15 427961 AW293165 Hs.143134 ESTs 2.3 

447357 AI375922 Hs.159367 ESTs 2.3 

412642 BE244598 Hs.809 hepatocyte growth factor (hepapotetln A; 13 

453716 AA037675 Hs.152675 ESTs 13 

437370 AL359567 Hs.161952 Homo sapiens mRNA; cDNA DKFZp547D023 (fr 13 

20 407949 W21874 Hs.247057 ESTs 12 

427972 AA864870 Hs.181304 putative gene product 12 

453313 BE005771 Hs.1 53746 Homo sapiens cDNA: FU22490 fis, done H 12 

426476 NMJJ03296 Hs.2042 testis specific protein 1 (probe H4-1 p3 2.2 

424238 AA337401 Hs.137635 ESTs 12 

25 452930 AW195285 Hs.194097 ESTs 12 

424527 AW138558 Hs^67158 ESTs 12 

453095 AW295660 Hs.252756 ESTs 12 

449161 N53431 Hs.47647 ESTs, WeaWy similar to KIAAQ423 [H.sapl 12 

429586 T73510 Hs.209153 angiopole tin-like 3 12 

30 423782 A1472209 Hs.288369 ESTs 12 

458124 AW005548 Hs.124590 ESTs 12 

450109 AI539295 Hs.17967 ESTs 12 

421461 AW291023 Hs.97255 ESTs 12 

412222 AA528283 Hs.292737 ESTs 12 

35 418882 NM_004996 Hs.89433 ATW)inding cassette, sur>ramiry C (CFTR 12 

441736 AW292779 Hs.169799 ESTs 12 

401049 12 

440727 AI073991 Hs.134268 ESTs 22 

419751 AW195581 Hs.93121 KIAA0761 protein 12 

40 445640 AW969626 Hs.31704 ESTs, WeaWy similar to KIAA0227 [H.sapi 12 

421379 Y15221 Hs.103982 smart indudUecytolanesubramflyB(Cy 12 

422109 S73265 Hs.1473 gastriiweteasing peptide 12 

410292 AA843087 Hs.124194 ESTs 12 

434265 AA846811 Hs.130554 Homo sapiens cDNA: FU23089 fis, done L 12 

45 449695 AA164569 Hs.34550 ESTs 12 

429399 AA452244 Hs.16727 ESTs . 12 

444042 NM.004915 Hs.10237 ATP-binding cassette, sub-family G (WHIT ' 12 

432343 NM.002960 Hs361 S1(30caldun>Wnding protein A3 12 

435772 AW975688 Hs.250867 zona peituctda gjycoprolein 3A (sperm re 12 

50 428784 Y12851 Hs.193470 purinergtc receptor P2X, Kgand-gated io 12 

445268 AI218358 Hs.175048 ESTs 12 

402481 22 

412608 AA247995 Hs.44898 Homo sapiens done TCCCTA001 51 mRNA sequ 12 

416521 H60929 Hs.44197 hypothetical protein DKFZp564D0462 12 

55 416624 H69044 gb:yr77h05.s1 Scares fetal liver spleen 12 

419780 AA713522 Hs.87752' ESTs 12 

421211 AA284966 Hs.266308 ESTs, Weakly similar to AF2 1631 21 type 12 

427541 AT798983 Hs37961 ESTs 12 

432013 A1796879 Hs.162102 ESTs 12 

60 436461 AW511956 Hs^93261 ESTs 12 

438002 AI560246 Hs.201648 ESTs, Wealdy similar to ZN42_HUMAN ZINC 12 

440312 AW614597 Hs.72475 ESTs 12 

440479 AA886461 Hs.208161 ESTs 12 

/ . c 441178 W90789 Hs.153976 ESTs 12 

65 441235 AI884586 Hs.1 35570 Homo sapiens cDNA: FU 21 268 fis, done C 12 

443314 AW771701 Hs.54846 ESTs 12 

422165 AL041199 Hs.1481 WsBcHne decarboxylase 12 

450696 AI554223 Hs.1 6026 Homo sapiens cDNA: FU23191 fis, done L 12 

432974 BE348793 gb:hl70gOlx1 NCJ_CGAP_Lu24 Homo sapiens 12 

70 404200 12 

435990 AI015862 Hs.131793 ESTs 12 

421309 A1222086 Hs.270449 ESTs, Moderately similar to ALU1_HUMAN A 12 

451558 NNL001089 Hs.26630 ATP-binding cassette. suWamiry A (ABC1 12 

416642 T96118 Hs.226313 ESTs, Wealdy similar to ALU1 JiUMAN ALU S 12 

75 406672 M26041 Hs, 198253 major rustccompatibitiry complex, dass 12 

417819 AJ253112 Hs.133540 ESTs 12 

417355 D13168 Hs.82002 endothefin receptor type B 12 

459574 AI741122 Hs.101810 Homo sapiens cDNA FU 14232 fis, clone NT 12 

0rt 404274 12 

80 415086 AI597963 Hs.118726 ESTs 12 

418210 R54575 Hs.1 3337 ESTs, WeaWy similar to unnamed protein 12 

419220 AA811938 HjL291759 ESTs 12 

444314 A1140497 g fcow76b09.s1 Sc^JetaUwer.spfeen. 12 
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451050 AW937420 
417412 X16898 
428414 AL049980 
412925 AI089319 
438192 A1B59065 
410976 R36207 
406673 M34995 
449677 AA002071 
449321 AA001150 
418557 BE140602 
416320 H47867 
426384 AI472078 
414140 AA281279 
419520 AB009303 
446999 AA151520 
457447 X7B261 
451099 R52795 
407366 AF026942 
410048 W76467 
400880 

418092 R45154 
428780 AI478578 
431067 AW574823 
432803 AA565398 
412104 AW205197 
422819 AL122084 
454359 N71277 
424806 AA382523 
434445 A1349306 
442994 AI026718 
410371 AA084482 
450232 BE30O815 
417924 AU077231 
430899 BE018217 
431814 BE256242 
417543 AA203620 
444542 AI161293 
404593 

434803 AW974640 
451623 H77818 
452466 N84635 
402046 

434927 H46612 
436192 W93847 
401987 

423119 AA322201 
427112 Z32887 
414464 AI870175 
447829 AI433029 
449679 AI823951 
405472 

413621 A1808648 
432212 AW137742 
404289 

415362 F06735 
427739 AW196755 
427772 AA412289 
430844 T94960 
434335 AA630107 
436052 AI021983 
442773 AB037722 
446799 AW978373 
450221 AA328102 
455673 BE065939 
458624 AJ362790 
405095 

447207 AA442233 
433589 AA886530 
438398 AA806526 
447233 AW246333 
447197 R36075 
431087 H12723 
409064 AA062954 
427558 D49493 
426457 AW894667 
438118 AW753311 
427621 BE621182 
452114 N22687 
448782 AL050295 
403937 

416402 NML000715 
452416 AA026115 
451609 AL046019 



Hs.69662 ESTs 

Hs.821 1 2 interieuWn 1 receptor, type I 
Hs.184216 DKFZP564C152 protein 
Hs.179243 ESTs 

Hs.16808 ESTs, Weakly similar b paraptegtn-like 
Hs.25092 ESTs 

Hs.198253 m£$of hislocompatiblEty complex, dass 

gb2h85<J01^1 Soares_fetaiJver_spleen_ 

Hs.132937 ESTs 

Hs.246645 ESTs 

Hs.34024 ESTs 

gMj85h03.x1 Soares_NSF_FB„9W_OT_PA^P_S 

Hs.23317 ESTs 

Hs.297790 Human done 23734 mRNA sequence 
Hs.279525 hypothetical protein PRO2605 
Hs.272177 Haptens mRNA for TRE17 5" extremity an 
Hs.25954 tnterieuktn 1 3 receptor, alpha 2 

gb:Homo sapiens cia33 mRNA, partial sequ 
Ks.274550 proline oxidase homolog 

Hs.106604 ESTs 

Hs.50636 ESTs 

Hs.200413 ESTs 

gb:nk41f01 .si NC!_CGAP_GC2 Homo sapiens 

Hs.240951 ESTs 

Hs.121073 hypothetical protein FU10466 

gb:za36e03.s1 Soares fetal liver spleen 

Hs.t05689 ESTs 

Hs.11782 ESTs 

Hs.16954 ESTs 

Hs.1 15850 ESTs 

Hs^01326 ESTs 

Hs.82932 cycfin D1 (PRAD1: parathyroid adenomatos 

Hs.1 83528 ESTs, Weakly srmilar to Bem46-like prote 

Hs.270847 delta-tubuKn 

Hs.1 10153 ESTs, Weakly similar to BCGF.HUMAN B-CEL 

Hs.146862 ESTs, Weakly simitar to KIAA0525 protein 

gb:EST386744 MAGE resequences, MAGM Homo 
Hs.268991 ESTs 

Hs.29664 Human ONA sequence from clone 682J 1 5 on 

Hs.29381 5 Homo sapiens HSPC285 mRNA, partial cds 
Hs.24139 Homo sapiens cDNA: RJ23137 fis, clone L 

Hs.131976 EST 

Hs.290951 ESTs 

Hs.13957 ESTs 

Hs.164104 ESTs 

Hs.295668 Homo sapiens cDNA FU1 1 846 fis, clone HE 

Hs.184156 ESTs 
Hs.293451 ESTs 

gb:HSC1JB091 normalized Infant brain cON 
Hs.98105 ESTs 
Hs.98123 ESTs 

gb:ye38d07.r1 Stratagene lung (937210) H 
H&213220 ESTs 
Hs.271432 ESTs 

Hs.8707 Homo sapiens mRNA; cDNA OKFZp434N1 131 (f 
Hs.49221 ESTs. Weakly similar ta zinc ringer prot 
Hs.24641 cytoskeleton associated protein 2 

gb:RC3*T0319-100100-012-c11 BT0319Homo 
Hs.181801 ESTs 

Hs.17731 hypothefical protein FU12892 
Hs.188912 ESTs 
Hs.130277 ESTs 

Hs.17901 Homo sapiens cDNA: FU21974 fis. done H 

gfcyh88b01.s1 Soares placenta Nb2HP Homo 
Hs.290791 ESTs 
Hs.141883 ESTs 

Hs.2171 growth differentiation factor 10 
Hs.169965 chuT^n(chimaerin)1 
Hs.259415 ESTs 

Hs.179882 Homo sapiens cOMA RJ 12437 fis, dona NT 
Hs.8236 ESTs 
Hs.301550 KIAA0758 protein 

Hs.1012 complement component 4-bind3ng protein, 
Hs.1 14777 ESTs 
Hs.209276 ESTs 
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435934 R19382 
445158 AI992108 
407930 AA045847 
439335 AA742697 
443949 AW827419 
429716 R256B5 
415817 U88967 
438676 AA813745 
405848 

416940 N75620 
442381 AI185136 
420036 R60336 
436252 A1539519 
413450 Z99716 
426572 AB037783 
439425 AF086244 
421168 AF182277 
449611 AJ970394 
404548 

416734 H81213 
435865 AA883552 
439072 AF085930 
447482 AB033059 
457292 AI921270 
444974 AI203500 
456034 AW450979 
430634 AI860651 
426782 R14614 
452943 BE247449 
445326 AI220072 
421247 BE391727 
409994 D86864 
443268 AI800271 
455226 AW902103 
417321 N68722 
423778 Y09267 
404323 

448133 AA723157 
421047 AW514772 
425497 AA524596 
444623 A1183829 
412303 AW938336 
433563 AI732637 
406485 

428330 L22524 
455807 BE141140 
425465 L18964 
449424 AW448937 
427940 AA417812 
411502 AW946505 
411365 M76477 
412369 H80456 
452959 AI933416 
416580 T61572 
428775 AA434579 
420000 AB036063 
408321 AW405882 
410011 AB020641 
411050 AW814902 
452453 AI902519 
428978 AA442784 
458562 N34128 
425527 AL162032 
403760 

424368 AB037766 
421229 AI056590 
436304 AA339622 
453498 BE181412 
439018 AW300887 
453280 AL157476 
420193 AI460080 
444610 AI1747B3 
401575 

419092 J05581 
430129 BE301708 
410763 AF279145 
414783 AW059569 
411492 T46848 
405963 

418378 AW962081 
420831 AA28C824 
424152 AL133591 
424641 AB001106 



Ks.117869 ESTs 

Hs.127206 ESTs 

Hs.188361 Homo sapiens cONA FU 12807 fis, done NT 

Hs.62492 ESTs, WeaWy similar to S59856 collagen 

Hs.235070 ESTs 

Hs.211933 collagen, type XIII, alpha 1 

Hs.78867 protein tyrosine phosphatase, receptort 

Hs.123446 ESTs 

Hs.43157 ESTs 

Hs.48650 ESTs 

Hs.52792 Homo sapiens mRNA; cDNA DKFZp586l1823 (f 

Hs.120969 Homo sapiens cDNA FU11562 fis, done HE 

Hs .75372 N-acetylgalactosaminldase, aipha- 

Hs.170623 hypothetical protein FU1 1 183 

Hs.1 14659 ESTs 

Hs.1360 cytochrome P450. subfamily H8 (phenobar 

Hs.197075 ESTs 

Hs.14825 ESTs 

Hs.16810 ESTs 

Hs.269123 ESTs 

Hs.18705 KIAA1233 protein 

Hs.214178 Homo sapiens cDNA FU14251 fis, done OV 

Hs.151612 ESTs 

gb:UI-H-ei3-aJa-a-12-0-U!.s1 NCI_CGAP_Su 
Hs.26685 ESTs 
Hs.191254 ESTs 

Hs.31082 hypothetical protein FU10525 
Hs.165893 ESTs 

Hs.102910 general transcription factor 11H, polype 
Hs.57735 acetyl LDL receptor; SREC 
Hs.129445 hypothetical protein FU12496 

gb;QVO-NN1022-12050r>22f>c07 NN1022Homo 
Hs.191368 ESTs 

Hs.132821 flavin containing monooxygenase 2 

Hs,73769 folate receptor 1 (adult) 
Hs.104473 ESTs 
Hs.188844 ESTs 
Hs.202111 ESTs 

p£:QV4-DT0021-281299-070-fl11 DT0Q21 Homo 
Hs^77901 ESTs 



Hs.2256 

Hs.1904 

Hs.197030 

Hs.38775 

Hs.250154 

Hs.278242 

Hs.285243 

Hs.189674 

Hs.79385 

Hs.143691 

Hs.180726 

Hs.44205 

Hs.57856 



Hs.125445 
Hs.145268 
Hs.158258 



matrix metailoproteinase 7 (matrilysin, 

gb:MRf>HT0075O21299-00W07 HT0075 Homo 

protein kinase C, iota 

ESTs 

ESTs 

Homo sapiens cDNA FU1 2973 fis, clone NT 

tubulin, alpha, ubiquitous 

Homo sapiens cDNA: FU22029 fis, done H 

ESTs 

Human done 23574 mRNA sequence 
ESTs 

Homo sapiens cDNA FU13543 fis, done PL 
cortistatin 

PRAIRE protein kinase 1 
gb:MR1-ST0206.120400-022-ffl8 ST0206 Homo 
gb:QV-BT009-101 198451 BT009 Homo sapien 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKFZp434B1272 {f 



Hs.146085 K1AA1345 protein 

Hs.7086 Homo sapiens cDNA: FU 23000 fis, done L 

Hs.108887 ESTs 

Hs.23245 Homo sapiens cONA FU1 1767 fis. done HE 

V&26638 ESTs, Weakly similar to unnamed protein 

Hs.3291 3 Homo sapiens mRNA; cDNA OKFZp761C082 (fr 

Hs^02869 ESTs 

gb:HA2501 Human fetal liver cONA library 

Hs. 89803 mucin 1, transmembrane 

Hs.233955 hypothetical protein FU20401 

Hs.8966 tumor endothelial marker 8 

Hs.75839 zinc finger protein 6 (CMPX1) 

Hs.70337 brmunogtobulin superfamily, member 4 

gb:EST374154 MAGE resequences, MAGG Homo 
Hs.190035 ESTs 

Hs.301405 Homo sapiens mRNA; cONA OKFZp434N079 (fr 
Hs.151413 gliamatiirafion factor, beta 
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427616 


AI698684 


Hs.98028 


ESTs 




•1031 la 


A!ft0179fi 
MM 1 / iO 


LL- IIRC/V* 

ns. i iqouj 


ESTs 


2.0 


437636 


AA764781 


Hs.291844 


ESTs 


10 


438295 


AI394151 


Hs.37932 


ESTs 


2.0 


439430 


AF124250 


Hs.6564 


breast cancer anti-estrogen resistance 3 


10 


445388 


A1925280 


Hs.236842 


EST 


10 


447101 


N72185 


Hs.44189 


ESTs 


ZO 


448796 


AA147829 


Hs.33193 


ESTs, Highly similar to AC007228 3 BC372 


2.0 


449623 


C00719 


Hs.120440 


ESTs 


10 


450159 


AI702416 


Hs.20O771 


ESTs, Weakly similar to CAN2.HUMAN CALPA 


2.0 


456613 


R19992 


Hs.106620 


Homo sapiens clone 23950 mRNA sequence 


2.0 


457233 


AI355009 


Hs.221698 


ESTs 


10 


457384 


AA501760 


Hs.18075 


chromosome 9 open reading frame 3 


10 


457471 


AW971364 




gb:EST383453 MAGE resequences, MAGI Homo 


10 



TABLE 27B 

Pkey. Unique Eos probesel identifier number 
CAT number. Gene cluster number 
Accession: Gen bank accession numbers 

Pkey CAT number Accession 



409457 


1132521J 


AW818081 AW392887AW51470OAW392881 


409519 


113722.1 


AA075368 AA075369 


410008 


116812.1 


AA079552 BE142525 BE142527 


410785 


1221055J 


AW803341 AW803265 AW803403 AW803466 AW803402 AW80341 3 AW803268 AW803396 AW803334 AW803355 


411050 


1230330.1 


AW814902 BE156656 BE156667 BE156590 BE156441 BE156447 


411880 


1263110.1 


AW872477 BE088101 T05990 


411905 


1265181J 


BE265067 BE264978 AW875420 


412303 


1288130J 


AW936336AW936339 


413136 


1350379J 


BE066941 BE066911 BE066979 BE066929 BE066925 


413499 


1373910J 


BE144884 H97942 


413875 


1396766J 


BE176776H85072 


415094 


1522103J 


D59513 D59515 D80174 D59514 


415362 


1534980.1 


F06735 R55896 R12110 H08697 


416624 


1604694.1 


H69044 T47567 H75691 T50292 


418378 


174656.1 


AW962081 AA218925AA354237 


419546 


185766 1 


AA2441 99 AA244272 H57440 


419807 


188252.1 


R77402 AA262462AA250988 R06794 


420637 


195241J 


AW976153 AA278945 AA747691 


422429 


216469J 


AA310527 AW962295 Z44865 H06641 


423377 


22769.1 


AL049377 AL079930 AL047223 AW8B5968 AA385235 


426384 


266211.1 


AI472078 AA377209 AA865807 


428637 


293660.1 


AW979268 AA878419 AA431 342 AA431628 


430153 


313709 1 


AW968128AA468102AA468165 


430844 


324570.1 


T94960AA487679T95013 


431120 


328264.1 


AA492588 AA492498 AA492571 


431169 


328799.1 


AW971240 AA493843 AA493723 


431322 


331543.1 


AW970622 AA503009 AA502998 AA502989 AA502805 T92188 


432009 


34025.1 


AL137424BE007148 T52277 


432222 


343347.1 


AI204995 AW827539 AW969908 AW440776 AA528756 


432507 


348711.1 


BE391093AA551334BE389643 


432779 


354024.1 


AW979241 AA565006 AA8471 02 


432803 


354267.1 


AA565398 AW894072 H97930 


432869 


355475.1 


AW974094 AA569074 AA602574 


432974 


356950.1 


BE348793AA573118N79365 


433492 


367934.1 


AW605849 AW262898 N41060 AA594852 


433584 


370400.1 


AW295399 AW207772 AW300641 AW070290 BE348854 AW170383 AA600968 AA778832 


433687 


373061.1 


AA743991 AA604852AW272737 


434803 


393471.1 


AW974640AA649516 N75626 


436148 


41500.1 


BE005252AK000788 


437327 


43610.1 


AL353942AW994305 


438909 


46684.1 


AF085839 R691 37 AW1 88788 R69254 


440320 


491930.1 


AA879294 N67538 AM74541 


444314 


600567J 


AI140497 AW749625 AW749626 AW749644 


444610 


612257.1 


AJ174783R83569R12271 


446346 


673545.1 


A1290205 AW235762 AI651 268 


447197 


711623.1 


R36075 AJ3S6546 R36167 


448404 


761515 1 


BE089973 AI49861 2 AW805032 


449299 


80436 1 


AA299919AW957012AA001107T83631 BE156389 


449540 


80945.2 


AA001713 H63838 


449677 


81270 1 


AA002071 AA002232 T99209 


450522 


837264.1 


AIG38839 AI909260 AI909259 


451024 


85565.1 


AA442176AA259161 


451381 


867770 1 


BE241831 AW249135 BE548847 AW250245 


452163 


' 902067.1 


AI863140 W80703 R43474 


452293 


909195.-1 


A1871833 


452453 


918300 1 


AI902519AI902518AI902516 


452542 


921410.1 


AW812256 AW81 2257 AI906423 AI906422 


452771 


930983.1 


T05477T07855A1917711 


454359 


1130674J N71277AW390764 
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454693 
455024 
455226 
455235 
455S73 
455807 



457471 
457620 
458154 
459267 



1229132J AW813428AW813444AW813367AW813368AW813429AW813424 

1249196 1 AW851309AW8508S8AW851419AW851412AW851299 

1262534.1 AW902103AW869012AW869139 

1265634.1 AW875951 AW875950 AW875936 AW875948 AW875939 AW875957 

1349656.1 BE065939BE066079BE065956 

1370914 1 8E141140 BE141139 BE141105 BE141143 BE141127 BE141202 BE141108 

456034 " 142696 1 AW450979 AA1 36653 AA1 36656 AW4 19381 AA984358 AA492073 BE 1 68945 AA809054 AW238038 BE01 1212 BE0 11 359 BE01 1 367 

BE01 1368 BE01 1362 BE01 1215 BE011365 BE011363 

340916.1 AW971364AA525021 AA570759 

371514 1 AA602711 BE078290 

491768 1 AW81 6379 AAB88282 AA879046 AA879195 

966605 1 AJ 003631 AJ 003650 AJ 003651 



TABLE 27C 

Pkey: Unique number corresponding to an Eos pro beset 

Ref. Sequence source: 7 digit numbers In this cdumn are Genbank Identifier (Gl) numbers. "Dunham |. et aL' refers to the publication entitled The DMA sequence of human 
chromosome 22." Ounham I. et al. t Nature (1999) 402:489495. 
Strand: Indicates ONA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400610 


9887671 


Minus 


117606-117928,1 24040-124147 


400880 


9931121 


Plus 


29235-29336,36363-36580 


401049 


7232177 


Rus 


149157-150692 


401335 


9884881 


Ptus 


1573&-16352 


401575 


7229804 


Minus 


76253-76364 


401793 


7263888 


Minus 


102945-103083 


401987 


4406829 


Minus 


72893-73021J6938-77049 


402046 


8072415 


Plus 


166394-166556,168167-168395 


402222 


9958106 


Plus 


3261-3834,3939-4269 


402481 


9797406 


Plus 


87891-88991 


402629 


9931216 


Plus 


33641^775.34182-34372,3600^36084,4034340512 


403760 


7712202 


Minus 


4591046260,4756347824 


403903 


7710671 


Minus 


101165-102597 


403937 


7711761 


Minus 


12609-12773 


404043 


9558573 


Plus 


29042-29135,4659746699 


404200 


6010176 


Minus 


7066-7210 


404274 


9885189 


Plus 


104127404318 


404288 


2769644 


Plus 


3512-3691 


404289 


2769644 


Plus 


15049-15286,30267.30457 


404323 


9719753 


Minus 


3191W2219 


404488 


8113286 


Minus 


64835^4994 


404548 


8570305 


Minus 


83896-84162 


404593 


9944086 


Minus 


74922-75788 


404599 


8705107 


Plus 


110443-110733 


404916 


7341826 


Plus 


91057-91188 


405041 


7547195 


Rus 


121230-121714 


405095 


8072599 


Rus 


138877439066 


405472 


8439781 


Ptus 


106297-106447.108462-108596 


405494 


8050952 


Minus 


70284-70518 


405848 


7651809 


Minus 


28135-28244 


405963 


8247788 


Rus 


40564699 


406182 


5923650 


Minus 


28256-28935 


406485 


7711305 


Rus 


125036-125422 


406506 


7711374 


Minus 


6843-8077 


40S554 


7711566 


Phis 


106956-107121 


406594 


8248611 


Minus 


35543-35845 



TABLE 28A: ABOUT 796 GENES DOWN-REGULATED IN LUNG RBROSIS COMPARED TO NORMAL BODY 

Table 28A lists of about 798 genes that are downregulated in lung fibrosis (collection of IPF, HP, and NSIP) samples as compared with normal "body map' samples. These were 
selected from about 59680 probesefe on an Affyrretnx/Eos Hu03 GeneCWp array such that the ratio of 'average' fibrosis sample expression level to 'average' norma! adull tissues 
sample expression was less than or equal to 0.1. The •average' norma! lung tissue level was set to the 75* percentile amongst normal lung tissues. The 'average' fibrosis 
expression level was set to the 95* percentile amongst fibrosis samples. In order to remove gene-specific background levels of non-specific hybridization, the 1 5* percentile value 
amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccru Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Umgene gene title 

R1: Ratio cf norma! lung to fibrosis 



Pkey ExAccn UnigenelD Unigene Title Rt 

414002 NMJ06732 Ks.75678 FBJ murine osteosarcoma viral oncogene h 18.18 

421218 NM_000499 Hs.72912 cytochrome P450, subfamily I {aromafc c 9.39 

404518 A1815601 Hs.79197 CD83 antigen (activated B lymphocytes, I 8.30 

404795 5 56 
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403211 

417967 

400489 

425571 

406357 

407979 

452378 

408053 

421770 

425126 

402386 

402448 

448245 

413778 

419968 

447768 

405163 

437120 

409020 

431073 

433495 

403716 

424969 

404348 

407070 

412919 

402409 

456150 

427030 

426328 

429307 

400172 

431227 

433883 

446850 

405147 

406821 

402762 

401496 

421201 

402911 

425330 

438004 

448185 

433367 

416596 

400545 

418464 

426507 

403479 

406082 

401919 

449031 

400116 

401590 

401007 

404610 

408641 

407196 

410258 

433232 

457937 

406101 

407080 

419947 

421905 

454019 

428674 

402)56 

425182 

425393 

433657 

402158 

404938 

403376 

418828 

402423 

416253 

435265 

425655 

428704 

425439 

445613 



BE244373 Hs.1119 raictear receptor subfamily 4, group A, m 

AJ007292 Hs.158306 eph/irW\2 

AA046306 Hs.62927 ESTs 

AA025855 Hs.19597 ESTs 

AW139474 Hs.246862 ESTs 

AA374192 Hs.108124 ribosomal protein L41 

N32759 Hs.172944 chorionic gonadotropin, beta polypeptide 



AI923551 Hs.170843 ESTs 

AA090235 Hs.75535 myosin .light polypeptide 2, regulatory, 

X04430 Hs.93913 interteuMn 6 {interferon, beta 2) 

X86400 Hs.1 9520 FXYD domain-contalnhig ion transport reg 

AI356125 Hs.157767 ESTs, Weakry similar to human HOXA2 [H.s 

AA062549 Hs.21162 ESTs 

BE254470 Hs.249186 cone-rod homeobox 

AW373784 Hs.71 alpha^lycoprotein 1. zinc 

AW950928 Hs.153998 creatine kinase, mitochondrial 1 (ubiqui 

Y10209 gb:H^apiens mRNA for CD30L protein 

A1368680 Hs.816 SRY (sex determining region Y)-box 2 

Z42303 gb:HSC0FB1 21 normalized infant brain cDN 

AA397600 Hs.97531 ESTs 

AW631295 gb:hh83c09.y1 NCLCGAPJSU1 Homo sapiens 

AU076592 Hs.1 98951 jun B proto-oncogene 

X63755 ' Hs.2743 keratin, cuticle, ultrahigh sulphur 1 

AI925688 Hs.222312 ESTs, Weakry similar to B24264 proGne-r 

R71245 Hs.174303 ESTs 

AA977896 Hs.128873 ESTs, Highly similar to ALFAJWMAN FRUCT 



AW241940 Hs.102500 hypothetical protein FU20481 

025216 Hs.1 55650 WM001 4 gene product 

AA7749B4 Hs.220649 ESTs, Weakly sintiar to FCE2 MOUSE LOW A 

AI633040 Hs.172730 ESTs 

AA584930 Hs^69451 ESTs, WeaHy similar to XAP-54ike prole 

H67669 Hs.38564 ESTs 

R87580 gb:ymB9h07.r1 Soares adult brain N2MHB5 

AA380285 gb:EST93491 Supt cells Homo sapiens cDNA 

S47833 Hs.82927 adenosine monophosphate deaminase 2 (iso 

AI867502 Hs.271462 ESTs 



H58589 Hs.35156 Homo sapiens cDNA FU11G27 Ms, done PL 

AW245207 Hs.5555 Homo sapiens cDNA FU13170 fis, clone NT 

011747 Hs.177415 Finkei-Biskis-Reilly murine sarcoma vim 

X52638 Hs.739 e^hosph(jfructo-24toemuctose-Z6-bi 

AI658621 Hs.127769 ESTs 

AW976930 Hs.128760 ESTs 

Z38133 Hs.1 13973 myosin, heavy polypeptide 6, skeletal mu 

AW298744 Hs.118894 ESTs 

A1660247 Hs.32699 ESTs. Weakly similar to UV-1 protein (H 

031846 Hs.37025 aquaportn 2 (collecting duct) 

AA431734 Hs.104915 ESTs 

AF0412S9 Hs.155040 zinc finger protein 217 

NKL000218 Hs.156115 potassium voltage-gated channel, KQT-Sk 

A1244368 Hs.8124 PH domain containing protein In retina 1 



AHJ20774 Hs.88844 Homo sapiens hair and skin epidermal-typ 



BE250659 
AA779958 
BE614551 
AA432007 
038024 



Hs.15453 ESTs 

Hs.185932 ESTs 

Hs.156575 ribosomal protein L14 

Hs.249484 ESTs 

Hs.157425 double homeobox, 2 

Hs.158491 ESTs 



5.46 
5.43 
5.19 
5.19 
5.08 
5.08 
4.78 

4.62 

4.52 

4.49 

4.39 

4.37 

4.31 

4.29 

4.24 

4.21 

4.19 

4.19 

4.09 

4.07 

4.05 

3.99 

3.94 

3.90 

3.82 

3.81 

3.80 

3.79 

376 

3.74 

371 

3.70 

3.68 

3.68 

3.67 

3.64 

3.57 

3.55 

3.50 

3.50 

3.49 

3.49 

3.46 

3.46 

3.43 

3.41 

3.39 

3.37 

135 

3.34 

3.34 

3.33 

3.33 

3.31 

3.29 

3.28 

3.25 

3.25 

3.23 

3.23 

3.23 

3.23 

3.18 

3.18 

3.16 

3.16 

3.16 

3.14 

3.06 

3.08 

3.06 

3.05 

103 

102 

101 

100 

£99 

199 

Z99 

2.98 

Z98 

2.97 

2.97 



320 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 
45 
50 
55 
60 
65 
70 
75 
80 



402714 








2.96 


403526 








2.96 


403605 








2.95 


441852 




Rs7qRQ 

no. t JUJ 


KIAA1045 DroJein 


2.95 


417629 


T76945 


Hs.6421 1 


CO IS, "CoiUj SUIIloI \Jj oiiiuwJ iu cS/Jf 1 


2.94 


AA71AA 
44/ r44 


AA111910 
AAJ1 040U 


Uc 104 11 

ns. 13410 


O I UU CcfuU iTriNi iQlliy piUlclll A 14 ^UoJyio 


Z91 


410001 
113041 


MYY3 0/100 


Lie 1RQ11Q 
r15. 1091 13 


CO IS 


Z90 


410330 


A10/U304 


Me 1RA9R7 
nS. 10440/ 


CO IS 


2.89 


414560 


RP1RRQ1R 
DC OOD3 1 O 




nh , Rni97'v?RRP1 MIH URP 9fl Homo eanbrK r 
yu.ou 14/oooor 1 i\in_rvjvjLr_4u nwiiu od|ws(i3 u 


2.88 


1400/3 


A13O0043 


He 1R74.Q9 
ns. 10(434 


noil 10 5optcllS CLUlA rLJ llu/3 10, uoiiu nc 


Z88 


*nwUO 


AI7R9319 
nil 04404 


Me AA7QA 

ns.iO' 31 


COIS 


2.88 


1U4414 


AWDU4/01 


ns.ousua 


I^IAAOA^A nana rwnditrt 

MAAWou gene proauci 


2.87 


406059 








2.86 


440O4O 


AnJU/ 134 


Me 19G7R9 
MS. 1 43/04 


. .... .. , 

mucin oA, tnteslirial 


9RR 

4.00 


409OC1 
4U4U01 








O DC 
4.00 


Ai C4QR 
113130 


Atfonntcn 


Me 7Q1CC 

ns./oioo 


k4A V Klra KMI U7I0 nmloln 


9 RR 
4.00 


10 DUD 


AVA/Q477/G 
AW34/ (43 




«h«p/^AJurronnR.i^fwn/\.n , iiJrfii MTnniVt Hnmn 

QD.KLyUHVi I UUUO*l OUOUtrUO 1-tAJ 1 Wl 1 UUU3 nOTTlO 


9RR 
4.00 


144440 


RP4R4QRR 
DC4D4S00 


Ue 9Q01O9 
nS.4900U4 


CO IS 


2.84 


403947 
1V041/ 








2.83 


4U4o4o 








9 ftl 
4.00 


/coir/ 

133101 


I1R001 


n 5. 3 ODD 3 


PQTe 
CO 15 


2.83 


4090 RR 
1U430C 








9R9 
4.04 


417K7C 
11/0/0 


KUU004 


i|_ 1Q11QQ 

nS.i3l 1S3 


CCTe 


0 RD 
4.04 


4U40O0 








4.01 


A9nR1Q 

i4uo iy 


apho9rr 

At 1 0U4O3 


ns.33iou 


IB5D5 zmc nilycj pfuuein 


2.81 


447241 


PP1R9R1R 
QCO04OOO 


Me 1Q399 
ns. I3044 


C*5Te 
CO la 


Z80 


HO/30 


AIRRARA1 
ftlOOIDO 1 


Me 01 R477 
n5.4 104/ r 


PQTe 
CO IS 


Z79 


40<JU14 


A101714D 
/M30/ 444 


Me 17CC0O 

ns. 1 / 003U 


ESTs 


9 70 

4./3 


440/ /O 


AI7Q1Q1R 
Al/ 34000 


Me 

nS.4044/0 


CCTo 


9 7fl 
4./0 


403U/O 


AYV0O4O0U 




QDAjV4-VjlU40l-4UIU33nJI imUO \j\ U401 numo 


97R 
4-fO 


4uo/m 


M91RRR 
(VI4I0D0 




mvnetn liaatM nnhmAnltrlo 7 f&rA\2f mire 

myosin, neavy poiy pepuoe < , cduitK ruus 


2.75 


457546 


AARRR4R4 
AAOOOIOI 


Me 1 53R39 
ns. looooc 


ESTs 


2.75 


4.1A1Q7 


MM OncciQ 


Me KQRRQ 
nS>03003 


o-fiya roxy-OHTreU lyy luujiyi-AXKnzyi 1 as m sy 


2.74 


4000/ i 


AI7Q1Q19 
AI/3 1314 


Me 1QARRR 
ns. I3UOOO 


PQTe MnHprsrfoh/ eimllar In Al 1 11 HI IMAN A 


2.74 


mo/uo 








2.73 


n/ooiu 


AW/9771 39 
AW4f 1 1 04 


Me ?RAARn 

nS.401ODll 


CO IS 


2.73 


413958 


RP977913 


Hs 172364 

no. 1 i £-*J\JH 


Hnmn eaniene mRMA for FUOOftflfi nrotein. 


2.73 


454421 


BP40Q759 

DC*tU3f 33 




Hnmn eanfpne mRKIA fnr PI 100/107 nmlPtn 


2.73 


406702 


70ACCC 

44I/O00 


He 97R439 
ns.4/ 0104 


myosin, ncdwy putypepuuo 0, caiuidu miuo 


2.72 


1U00O4 


RRfi1R9 
rsooooc 




nh*vnQVfl7 rl ^narpe infnnl hrain 1 NtR H 
yu.yy3ocvf j 1 oxjdres inidiii uidiii niton 


2.72 


402457 






2^71 


403612 








2.71 


4U/U43 


Y79R19 
A/4004 




/KinNP\ 

(NUrlCJ 


2.71 


AiCAVi 
110140 


AA1R4741 
AM 1 04 f 40 


Me 1R7R17 

ns.io/Di/ 


nouio sapiens cuima tlj 1034 1 ns, ciune ■ / 


2.70 


4n9QC9 
4U4004 






9RQ 
4,03 


4U0O4U 








4.03 


431465 


AW293178 


Hs. 180085 


ESTs 




4U00OO 








9 RR 
4. 00 


417003 


ALD38170 


HS.B0756 


belalne-homocysteine methylt/ansferasd 


1 CO 
4.00 


426220 


AI 383475 


1 1„ (item 

Hs.171697 


ESTs, WeaWy similar to immunoglobulin s 


4.00 


446707 


AI591214 


Hs. 156336 


ESTs 


4.00 


447CC7 
44/00/ 


Awu2BBQ9 


Hs.229570 


ESTs 


4.00 


41QC90 
40.1007 


1 114074 
Ul 10/1 


nS.o4D , 


interieukin 8 receptor, beta 


9 R7 
4.0/ 

9 RR 


4U0337 


AAUOOOOO 


nS.ooDO 


nomo sapiens cuixa. r i_J4 1344 ns, ctune l> 


4.00 

Z66 


4U/UUO 


U4U40U 




gb^Human guanyi cyclase C gene, partial 


9 RR 
4.00 


405075 








2.64 


410790 

40U/40 


AlA/G/SOKTO 
AVV3OOO/4 




nh'PCTIftftRQR MARC roeeniuMvoe MA/^I Hnmn 

gu.co loouOso maoc resequences, mauj nomo 


Z64 


405327 






2.63 


409419 


RP90791Q 

OC4U/4 13 


He 9/1474 
ns.4vif 1 


F^Te Hkihhr stmHar fn ^17119 Intprfpm 
co i s, my ruy suiuidr tu oil 1 uiioi iciu 


2.63 


434300 


AA740944 


Mc 11RW; 

nb. 1 10433 


ESTs 


2.63 


4U003O 








9R9 

4.04 


411 Q9Q 
101343 


A\A/9QA1R1 
AW 434 1 DO 


Me 14R197 
ns. 11014/ 


CO IS 


2.61 


40R917 
4v04t/ 








260 


40/003 


AA/OU013 


HS .434^04 


CCTe 
CO IS 


9Rfl 

4.0U 


41QQ99 
113044 


AlA/QRRRRA 
AW 30 0001 


nS.430/0U 


COIS 


2.59 


44R01R 

44oyio 


AWU14103 


nS.14oooo 


CCTe 

Co IS 


9 CQ 
4.03 


44R14Q 
440113 


DC41430U 


Me 9fl^1R1 

ns.4Uoioi 


CQTe 
COIS 


2.59 


4C7&90 

40/043 


Ar741101 
Al/44431 


ns.4iUo4o 


co i s, weawy similar 10 oj iuo3i\o.4 [irsa 


9 RR 
4.00 


4U4404 








2.53 


409778 


AW499705 




gb:UVHF^R0p-^k-b^5-O-Ul.r1 NlrLMGC 5 


2.53 


445353 


BE551465 


Hs.175211 


ESTs 


Z53 


458764 


BE619386 




gb£01473204F1 NIH_MGC_68 Homo sapfens c 


Z53 


402195 








Z52 


404247 








Z52 


427584 


BE41Q293 


Hs.179718 


v-myb avian myeloblastosis viral oncogen 


. 2.52 


402588 








Z50 


432301 


U34249 


Hs.167075 


ring finger protein 9 


Z50 


424958 


AA984420 


Hs.283659 


ESTs 


Z49 


442197 


AW837912 




gb:Q\^LT0048-2^10XM)6o^cu4 LT0048 Homo 


Z49 


415003 


Ml 1437 


Hs.77741 


kfaiinogen 


Z48 


420767 


AF072711 


Hs.99918 


carboxyl ester lipase (bile saiUUmula 


Z48 


422885 


BE244068 


Hs.121544 


interteukin 12 receptor, beta 1 


Z47 



321 



WO 03/042661 



PCT/US02/36810 



440424 AI991125 Hs.189109 Homo sapiens cONA: FU2 1458 fs, done C 147 

402153 2.46 

432152 AK000245 Hs.272790 Homo sapiens cDNA FU20233 fis, done CO 2.46 

454414 R55574 Hs. 154675 ESTs 145 

5 401603 2.44 

408493 BE206854 Hs.46039 phosphoglyceraie mutase 2 (muscle) 2.44 

408513 AW206468 Hs.103118 ESTs 2.43 

409826 AW501112 Hs.34487 hypothetical protein FU2341 2 2.42 

400672 2.41 

10 430713 AA351647 Hs.2642 eukaryotic translation elongation factor 141 

449748 H23963 Hs^2043 ESTs Z41 

453756 AW139415 Hs.61906 ESTs 2.41 

400624 2.40 

403125 2.40 

15 406118 2.39 

402165 2.38 

416982 J05401 Hs.80691 creatine kinase, mitochondrial 2 (sarcom 138 

425515 W26609 gb'^5f12 Human retina cDNArandornfypnm 2.38 

402951 2.37 

20 427886 AA417083 Hs.104789 ESTs 2.37 

447173 AW449385 Hs.157294 ESTs 2.37 

448703 BE613942 Hs.170890 Homo sapiens cDNA: FU21 129 fis, done C 2.37 

426344 H41821 Hs.169393 transcriptiona) activator of the c-fosp 136 

401840 2.35 

25 403731 2.34 

405378 2.34 

405555 Y09306 Hs.3014B r«>meooV)mairHnteracting protein kinase 3 2.34 

416559 AI039195 Hs.12B060 ESTs, Weakly simitar to cDNA EST yk481g5 2.34 

438216 Z83952 Hs.252815 ESTs 2.34 

30 448427 BE395260 gb:601311130F1 NIH_MGC_44 Homo sapiens c 2,34 

451588 AW072057 gfcws58g05jc1 NCI_CGAP_Bm25 Homo sapien 2.34 

423011 NM 000683 Hs.299847 ESTs, Highry slmBar to A2AD.HUMAN ALPHA 133 

451172 AW206465 Hs.207423 ESTs 2.33 
401015 2.32 

35 414705 BE464157 Hs.281455 ESTs 2.32 

439894 AA853077 gb:NHTBCae03a05f1 Normal Human Trabecula 2.31 

446305 AW270149 Hs.254515 ESTs, Moderately similar to AF248953 1 g 2.31 

453512 AL040160 Hs.209542 ESTs, Weakly similar to B cell linker pr 2.29 

418556 T02850 gb:FB12A9 Fetal brain, Stratagene Homo s 2.28 

40 457197 AB016092 Hs.197114 RNA binding protein; AT-rich element bin 128 

457275 AA463422 Hs.209431 ESTs 2.28 

458766 AW183618 Hs.188417 ESTs, Weakly similar to ZnT-3 IH^apiens 2.28 

414075 U11862 Hs.75741 amfloride Nnolng protein 1 (amine oxida 2.27 

430210 AL157426 Hs.235390 Homo sapiens mRNA; cDNA DKFZp761B101 (fr 2.27 

45 442614 A1269030 gb:qj73c1lx1 NCLCGAPJM3 Homo sapiens 2.27 
402538 126 

439891 AL389940 Hs.109968 ESTs 126 

440056 BE294828 Hs.13323 hypothetical protein FU22059 2.26 
„ 406150 125 

50 426880 AA453482 gb2x47a11ri SoaresJestis_NHT Homo sap 2.25 

447129 AW014123 Hs.161402 ESTs 2.25 

458893 BE161733 Hs.97283 ESTs, Weakly similar to ALU1J1UMAN ALU S 2.25 

456778 A1458309 Hs.1 17406 ESTs 2.24 
401728 2.23 
55 404139 2.23 

414095 BE293546 gb:6011 86671 F1 NIH^MGC J 5 Homo sapiens c 2.23 

432037 AW450592 Hs.300459 ESTs 2.23 

451965 AA021163 Hs.22287 ESTs 123 

416768 AA363733 Hs.1032 regenerating Islet-derived 1 alpha (pane 2.22 

60 427586 AA609561 Hs.190592 ESTs 2.22 

454108 AA161071 Hs.71465 squatene epoxidase 2.22 

429749 AI685174 Hs.22293 ESTs 2.21 

434507 AW511138 Hs.256581 ESTs 121 

436652 AA724543 Hs.168824 ESTs 121 

65 437433 R74016 Hs.121581 ESTs 121 
401688 120 

441748 R14439 Hs.209194 ESTs 119 

453072 BE251845 Hs.221516 ESTs, Weakly similar to tetraspan TM4SF 119 
400635 118 

70 417176 AW974475 Hs.143467 ESTs 118 

427858 NR.001971 Hs.21 dastasel. pancreatic 118 

454886 AW837063 gbKWRT0037.150^r>W9^8LT0037Homo 118 

458232 BE217872 Hs.279537 ESTs 118 

408922 R87388 gb:yrn88g04.r1 Soares adult brain N2MHB5 117 

75 423668 Y10148 Hs,131138 neurotensin receptor 2 117 

440338 R62431 Hs.12758 ESTs 117 
403115 116 

409125 R1726B Hs.301560 ESTs 116 

426887 AI971975 Hs.212892 ESTs 116 

80 413811 BE168828 gb:QV1-HT051 7-020400- 145-404 HT051 7 Homo 115 

442962 AI025315 Hs.131615 ESTs 115 
403921 114 

413140 T06607 Hs.6846 hypothetical protein FU 13055 114 
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421996 AW583807 Hs.1460 glucagon 2.14 

436130 AA341497 Hs.31408 ESTs Z14 

407243 AA0S8357 Hs.74466 carcinoembryonic antigen-related ceH ad Z13 

407708 AF019968 Hs.37936 suppressor of variegation 3-9 (Drosophil 2.13 

5 442792 AI352340 Hs.131194 ESTs Z12 

454406 AA213605 Hs.267861 ESTs 2.12 

424648 AA344576 gb:EST50478 Gai! bladder I Homo sapiens 2.11 

433963 A1218808 Hs.187778 ESTs 2.11 

400736 Z10 

10 406343 2.10 

409702 AI752244 Hs.285749 Human DIMA from chromosome 19-specific co Z10 

432092 AF135026 gb:Homo sapiens kallikrein-like protein 2.10 

441915 A1566116 Hs.207066 ESTs. Weakly similar to FOG [M-rnuscutus} 210 

453147 M733098 Hs.279909 CG1-05 protein 2.10 

15 415604 Z44177 Hs.170434 Homo sapiens cDNAFU14242fis, done OV Z08 

422927 AW247388 Hs.301423 calchjm binding protein 1 (calbraln) 108 

401211 AJ004832 Hs.5038 neuropathy target esterase 2.07 

413808 J00287 Hs.182183 caldesmon 1 Z07 

414433 BE407755 Hs.169100 Homo sapiens cDKA FU 12529 (is, done NT 2.07 

20 421978 AJ243662 Hs.110196 NICE-1 protein 2.07 

431204 F28841 Hs.250760 cytochrome c oxidase subunit Via polypep Z07 

433605 AJ378012 Hs.147953 ESTs Z06 

449383 AW444712 Hs.198573 ESTs Z06 

455652 BE064675 gb:RC1-BT031£3Q1 299-01 2-Ji 11 BT0313Homo Z05 

25 402382 Z04 

407282 AI345597 Hs.254727 ESTs Z04 

457273 AI167145 Hs.165538 ESTs » 2.04 

459073 AW968616 Hs.296234 ESTs,HighVsiiniIartorrttoger^activata Z04 

402394 Z03 

30 428875 AW451624 Hs.178202 ESTs Z03 

456634 AA609911 Hs.109Q12 ESTs Z03 

434352 AF129505 Hs.86492 small muscle protein, X-linked Z02 

439281 AA100768 Hs.48485 ESTs Z02 

444153 AK001610 Hs.10414 hypothetical protein RJ 10748 Z02 

35 401122 Z01 

444340 A1143198 Hs.143561 ESTs Z01 

455104 8E064863 gb:RC1-BT0313*1 10300-015406 BT031 3 Homo Z01 

415011 AW963085 gb:EST375158 MAGE resequences, MAGH Homo ZOO 

440144 AW082297 Hs.88523 ESTs ZOO 

40 403183 1.99 

409802 AW500732 gb:UW^N0*krrhh47-0-Ul.r1 NIH_M6C_50 1.98 

430144 A1732722 Hs.187694 ESTs 1.98 

444580 AI168365 Hs.268663 ESTs 1.98 

. 401704 1.97 

45 401810 1.97 

424473 AK001405 Hs.148584 Homo sapiens cDNA FU 10543 fis. clone NT 1.97 

438573 AW135084 Hs.299865 ESTs 1.97 

412921 BE009345 Hs.128942 ESTs 1.96 

422233 AB002058 Hs.113275 purinergfc receptor P2X-iike 1, orphan r 1.96 

50 425352 NMJW0939 Hs.1897 proopiomelanocortin (adrenccorfccctropin 1.96 

410285 AA083609 gb:zm63d05.r1 Stratagene fibroblast (937 1.95 

414323 NMJJ14759 Hs.2395Q0 WAA0273 gene product 1.94 

428119 AW298211 Hs.255737 ESTs 1.94 

424510 AK001841 Hs.149797 hypothetical protein FU 10979 1.92 

55 425280 U31519 Hs.1872 phosphoenolpyruvate cartoxykinase 1 {sol 1.92 

429785 H82114 Hs.301769 ESTs 1.92 

437344 R90921 Hs.6846 hypothetical protein FU 13055 1.92 

451819 AI819096 Hs.249260 ESTs 1.92 

459060 H89244 Hs.79625 heterogeneous nuclear ribonudeoprotein 1.92 

60 422664 AA315933 Hs.120879 ESTs 1.91 

432247 AA531287 Hs.105805 ESTs 1.91 

453820 R77494 Hs.75416 DA2 associated protein 2 1.91 

4C0675 1.90 

405556 Y09306 Hs.30148 homeodomatrHnleracting protein kinase 3 1.90 

65 407099 M94891 Hs.278423 pregnancy specific beta-1-glycoprotein 4 1.90 

440297 BE560553 Hs35450 Homo sapiens cDNA: FU 22570 fis, clone H 1.90 

443104 AAO88470 Hs.83135 Responsive gene 6 1.90 

444329 W73753 Hs^8330 ESTs 1.90 

402690 1.89 

70 432354 AW137262 Hs.192713 ESTs 189 

427811 M81057 Hs.180884 cartoxypepfidase B1 (tissue) 1.88 

443322 AI825817 Ks. 143272 ESTs 1.88 

458185 AI762757 Hs.129869 ESTs, Wealdy similar to AF1 1 3685 1 PR009 1.88 

459072 AI815978 Hs.160427 ESTs 1.88 

75 402534 1.87 

409689 AA078492 gb:7P04D11 Chromosome 7 Placental cDNA L 1.87 

416931 D45371 Hs.80485 adipose mosl abundant gene transcript 1 1.87 

430176 AL161995 r&234775 neurturin 1.87 

0 _ 430631 AJ003147 Hs.278464 olfactory receptor, family 1, subfamily 1.87 

oO 433114 AA121579 gb:zn77fOZr1 Stratagene NT2 neuronal pr 1.87 

439254 U57352 Hs.6517 amitoride-sensiGve cation channel 1, ne 1.87 

448461 AW166358 Hs.124979 ESTs 1.87 

450675 AAO10662 Hs.188639 ESTs 1.87 
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401767 1.86 

449891 NB4867 Hs.37848 ESTs 1.85 

400527 1.84 

428581 AA430570 Hs.104881 ESTs 1.84 

5 443647 AV653846 Hs. 126261 Homo sapiens Chromosome 16 BAC clone CU 1.84 

444785 AV651441 Hs.282475 ESTs 1.84 

449566 AA001778 Hs.288156 Homo sapiens cONA: FU21819 fts, done H 1.84 

436752 AW298529 Hs.255774 ESTs 1.83 

tr . 437405 AA338837 Hs.42547 Homo sapiens cDNA FU13975 fis, done Y7 1.83 

10 449174 T66136 Hs.12880 ESTs 1.83 

449887 AW080843 Hs.200275 ESTs 1.83 

453261 AA034116 Hs.1 18494 ESTs 1.83 

454243 AW241901 Hs.250683 ESTs 1.83 

459188 AA216382 Hs.30002 SHS-cOTtaming protein SH3GL62 1.83 

15 424334 AA393460 gbzt71e05.r1 SoaresJesfc.NHT Homo sap 1.82 

432150 AK000224 Hs.272789 hypothetical protein FU2021 7 1.82 

408123 AW163377 gb:au94e02.y1 Schneider fetal brain 0000 1.81 

428722 U76455 Hs.190787 tissue inhibitor of metaRoproteinase 4 1.80 

442196 A1902646 Hs.31844 Homo sapiens cDNA FU 1 2586 fis, done NT 1.80 

20 421419 M99587 Hs.104134 homeo box (H6 family} 1 1.79 

405420 1.78 

405737 1.78 

414016 AA134594 Hs.71528 ESTs 1.78 

415744 AW964850 Hs.2793Q7 ESTs 1.78 

25 420375 AF1B2077 Hs.97244 gDomatumor suppressor candidate region 1.78 

426322 J05068 Hs.2012 transcobalamin I (vitamin B12 binding pr 1.78 

421592 AF009801 Hs.105941 bagpipe homeobox (Drosophila) homolog 1 1.77 

401743 1.75 

405187 1.75 

30 442763 AKJ17037 Hs.131121 ESTs 1.75 

451621 AI879148 Hs.26770 fatty add binding protein 7, brain 1.75 

413248 T64858 Hs.21433 ESTs 1.74 

423913 NM 016436 Hs.301055 hepatocellular cardncma-associated antl 1.74 

439999 AA115811 Hs.6838 ras homolog gene family, member E 1.74 

35 440185 AW104546 Hs.270929 ESTs 1.74 

450482 A1697844 Hs.221720 ESTs 1.74 

413972 BE279548 Hs.162717 ESTs, Weakly similar to HPPD_HUMAN 4-HYD 1.73 

420476 AW575863 Hs. 136232 ESTs 1.73 

428748 AW593206 Hs.98785 ESTs 1.73 

40 431148 AA502653 Hs.28621 ESTs 1.73 

447205 BE617015 Hs.11006 ESTs 1.73 

455994 BE179190 gb:RC0-HT0613-21030W)32-f07 HT0613 Homo 1.73 

401039 1.72 

403251 1.72 

45 409762 AW498884 Hs.257970 ESTs 1.72 

440914 AA909552 Hs.143884 ESTs 1.72 

448507 AL133109 Hs.21333 Homosapiens mRNA; cDNA DKF2p566N1047 (f 1.72 

409605 AW444477 Hs.258507 ESTs 1.71 

441212 AW242447 Hs.146182 ESTs, Weakly similar to lactase phlorizi 1.71 

50 445624 AW140103 Hs.78880 DvB (bacterial acetotxtate synthasaH 1.71 

458619 AA872064 Hs.301218 ESTs. Weakly simflar to Unknown gene pro 1.71 

401969 1.70 

403327 1.70 

407245 X90568 Hs.172004 tltin 1.70 

55 417361 NMJQ0275 Hs.82027 oculocutaneous albinism II (pink-eye dil 1.70 

436034 AF282693 Hs.150185 inflammaGon-fdated G protein-coupled r 1.70 

442682 AI014545 Hs.231027 EST 1.70 

458494 AI380906 Hs.158436 ESTs 1.70 

^_ 404682 1.69 

60 407402 AFO35303 gbtHomo sapiens clone 23943 mRNA sequenc 1.69 

409368 AA071059 gb:zm56a10.r1 Stratagene neuroepithelium 1.69 

440362 AA863812 Hs.125508 ESTs 1.69 

448866 BE297743 Hs.284203 myogenic factor 3 1.69 

402201 1.68 

65 426230 AA367019 Hs.241395 proteasa, serine. 1 (trypsin 1) 1.68 

403186 1.67 

409543 AW410200 gb:fh05b12.x1 NIH.MGCJ7 Homo sapiens cO 1.67 

443672 AA323362 Hs.9667 butyrobetaine (gamma), 2«>xogtutarate di 1.67 

450391 A1594522 Hs.202280 ESTs 1.67 

70 408919 AW295352 Hs.251836 ESTs 1.66 

416138 H45027 Hs.181770 ESTs 1.66 

416865 H97863 Hs.42456 ESTs 1.66 

419682 H13139 Hs.92282 oared-like homeodomain transcription fa 1.66 

437237 BE513073 gfc601171435F1 NiHJflGCJ 5 Homo sapiens c 1.66 

75 429134 M446953 Hs.99004 ESTs 1.65 

445041 T64183 Hs.11398 ESTs 1.65 

453240 AI969564 Hs.284249 Homo sapiens cDNA FU22334 fis, done H 1.65 

405243 ' 1.64 

OA 426039 BE265133 Hs.217493 annexlnA2 1.64 

oU 430135 NM.000035 Hs.234234 aldolase B, fructose-bispnospnate 1.64 

435942 R06285 Hs.191215 ESTs , 1.64 

448106 A1800470 Hs.171941 ESTs 1.64 

408591 AF015224 Hs.46452 niammaglobin 1 1.63 
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410881 AW809157 gb^COST011&O4109WJ31-c07J S7D118Ho 1.63 

417743 R14738 Hs.8312 ESTs, Weakly similar to AF1 70723 1 prate 1.62 

430632 AC004597 Hs.248088 olfactory receptor, family 10, subfamily 1.62 

448651 BE246440 Hs.93728 pre-B-ceH leukemia trartscription factor 1.62 

5 453718 AL119317 Hs.120360 phosphatase A2, group Vi (cytosofic, c 1.62 

459499 AW402653 Hs.28355 Homo sapiens cONA: FU22402 fis, done H 1.62 

412374 X01388 Hs.73849 apoOpoprotein C-III 1.61 

419113 AI446586 Hs.21835 ESTs 1.61 

_ 426795 A1810474 Hs.196945 ESTs 1.61 

10 426998 BE274360 gb:601 1 21 068F 1 NJH_MGC_20 Homo sapiens c 1.61 

428407 NMJ03963 Hs.184194 transmembrane 4 superfanraly member 5 1.61 

444475 C75571 gb:C75571 Hurnaa pancreatic islet Homo sa 1.61 

453399 270295 Hs.32966 guanytate cyclase activator 2B (uroguany 1.61 

456275 AW9761B3 Hs.88414 ESTs, WeaWy similar to dJ512E2.1 pisap 1.61 

15 414060 BE246327 gb:TC8AP1E1967 Pediatric pre-B cell acut 1.60 

418004 U37519 Hs.87539 aldehyde dehydrogenase 8 1.60 

428651 AF196478 Hs.188401 annexinAlO 1.60 

443853 AI0890B4 Hs.250644 ESTs 1.60 

407007 U22961 gb:Human mRKA done with similarity to I 1.59 

20 412067 N45697 gtoyy78d01.r1 Soares_rnulOple_sderos*is_ 1.59 

419080 AW150835 Hs.18878 hypothetical protein FU21 620 1.59 

448619 AI867182 Hs^02255 ESTs 1.59 

403665 1.58 

407524 X64985 gb:RsapiensmRMHTPCRX11 for olfactory 1.58 

25 424286 AA338285 Hs.90744 proteasome (prosome. macropain) 26S subu 1.58 

412056 T28160 Hs.778 guanylate cyclase activator 1B (retina) • 1.57 

430218 AW998865 Hs.186703 ESTs 1.57 

431882 NM.001426 Hs.271977 engrailed homolog 1 1.57 

450797 AI761930 Hs.205127 ESTs 1.57 

30 455366 AW947563 . gb:RC0-MT0004-14030OO31-g11 MT0004 Homo 1.57 

408421 AW193734 Hs.253067 ESTs 1.56 

421907 BE018556 Hs.1093S8 ATPase. Class V, type 10B 1.56 

432742 AA564453 Hs.162339 ESTs 1.56 

436624 T64297 Hs.5241 fatty add binding protein 1,1m 1.56 

35 439543 W75935 Hs.146083 ESTs 1.56 

443317 A1051601 Hs-200191 ESTs 1.56 

449097 BE271708 Hs.95110 ESTs, Weakly similar to PIP6_HUMAN 1-PHO 1.56 

4571Z7 AA194554 Hs. 183434 ATPase. H+ transporting, tysosomal (vacu 1.56 

407387 AB000895 gbiHomo sapiens mRNA for cadherm FIB1, 1.55 

40 418837 U48263 Hs.89040 rjrejjronodceptin 1.55 

436749 AA584890 Hs.5302 lectin, galadoside-binding, soluble, 4 1.55 

458475 AI650322 Hs.143249 ESTs 1.55 

402561 1.54 

411187 AW821291 gb:PM3^T0307-241299-002-fD3 ST0307 Homo 154 

45 419224 NM_012189 Hs.252716 fibrousheatMn ll 1.54 

414657 AA424074 Hs.76780 protein phosphatase 1, regulatory (inhib 153 

415426 Z41991 Hs.23197 ESTs 1.53 

421428 U26726 Hs.1376 hydroxysteroid(11-beta) dehydrogenase 2 1.53 

426300 U15979 Hs.169228 delta-lite homolog (Drosophila) 1,53 

50 428489 AI807459 Hs.98582 ESTs 1.53 

437728 AA766719 gb:oa39c0&s1 NC1_CGAP_GCB1 Homo sapiens 1.53 

407124 R08160 Hs.268857 ESTs. Weakly similar to ALU1_HUMAN ALUS 1.52 

414932 C14577 Hs.194517 ESTs 1.52 

433500 AF054255 Hs.1 11401 very long-chain acyi-CoA synthetase homo 1.52 

55 439688 AW445181 Hs.209637 Homo sapiens cONAFU 12921 fis. done NT 1.52 

453391 AW600302 Hs^32655 ESTs 1.52 

424688 AA216287 Hs.1815 rr^ngtt polypeptide 3, alkali; ven 1.51 

436895 AF037335 Hs.5338 carbonic anhydrase XII 1.51 

443012 A1566813 Hs.132278 ESTs 1.51 

60 415824 D42039 Hs.78871 mesoderm development candidate 2 1.50 

445152 A1214667 Hs.283597 ESTs 1.50 

455941 BE160011 Hs.12999S Homo sapiens cONAFU 14267 fis. done PL 1.50 

457889 AL035864 Hs.69517 ESTs, Highly similar to differentially e 1.50 

458503 AL133933 Hs.64310 interteukin 11 receptor, alpha 1.50 
65 400694 1.49 

420937 AW966719 Hs.1340 coHpase, pancreatic 1.49 

426752 X69490 Hs.172004 0Qn 1.49 

426784 U03749 Hs.1 7221 6 chromogranin A (parathyroid secretory pT 1.49 

428874 W32133 Hs.1 94366 transthyretin (prealbumin, amyloidosis t 1.49 

70 444287 AJ033077 Hs.10755 GahyoVopyrrrrMnase 1.49 

450684 AA872605 Hs.25333 Merleukin 1 receptor, type II 1.49 

425747 AI457620 Hs.205360 ESTs 1.48 

432378 AI493046 Hs.146133 ESTs 1.48 

„ 447999 AW138840 Hs3)1778 ESTs 1.48 

75 453888 AW450670 Hs.252819 ESTs 1.48 

406667 M12523 Hs.75442 albumin 1.47 

418129 X52997 Hs.1144 glycoprotein IX (platelet) 1.47 

426309 AI912555 Hs.157195 peptide YY. 2 (semlna^asmln) 1.47 

426755 BE253469 gfc601108143F1 NULMGCJ6 Homo sapiens c 1.47 

80 414258 AA203285 Hs.294141 ESTs, Weakly stmflar to dJ733D15.1 (H.sa 1.46 

417421 AL138201 Hs*2120 nudear receptor subfamily 4, group A, m 1.46 

420562 AI345569 Hs.190046 ESTs 1.46 

425011 T51986 Hs.283108 hemoglobin, gamma G 1.46 
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443050 AI612788 Hs.132348 ESTs, Weakly strralar to diaphanous 1(H. 1.46 

411074 X60435 Hs.68137 adenylate cyclase activating poIypeplkJe 1.45 

434680 T11738 Hs.127574 ESTs 1.45 

454771 AW819339 Hs.273629 ESTs 1.45 

5 415672 N53097 Hs.193579 ESTs 144 

416141 AWB45738 Hs.171118 Homo sapiens mRNA for FU 00026 protein, 1.44 

406706 X03740 Hs.231581 myosin, heavy polypepfide 1, skeletal mu 143 

418197 AA214253 gbzn58g02.fi Stratagene muscle 937209 H 1.43 

431821 AW452256 Hs.271221 hypotheBca! protein FU20064 1.43 

10 455433 AW939463 gb:QV1-DT0072^1010O<J56^02 DT0072Homo 1.43 

407743 AW814118 gb:MR3-ST0203-151199^11^J09ST0203Homo 1.42 

418888 AU076801 Hs.89435 cadherln 17. LI cadherin (liver-lntestin 1.42 

434001 AW950905 Hs.3697 serine (or cysteine) proteinase in hibito 1.42 

441031 AS110684 Hs.7645 fibrinogen. B beta polypeptide 1.42 

15 452456 BE080763 gb:CM-BT0631-15020&071-ID9 BT0631 Homo 1.42 

456535 AA305079 Hs.1342 cytochrome c oxidase subunitVb 1.42 

408349 BE546947 Hs.44276 homeoboxdO 1.41 

420391 AA456891 Hs.79123 KIAA0084 protein 1.41 

421126 M74587 Hs.102122 insulin-like growth factor binding prote 1.41 

20 449329 AW752783 gb:IL3-CT0219-22119W)29-F03CT0219Homo 1.41 

453515 AA195712 Hs.132696 ESTs 1.41 

417296 L36196 Hs.81884 sutfotransferase family, cytosdic, 2A, 1.40 

420287 AA740907 Hs.88297 ESTs 1-40 

427583 M82962 Hs.179704 meprin A, alpha {PABA peptide hydrolase) 1.40 

25 418787 AW296134 Hs.86999 ESTs 1.39 

422072 AB018255 Hs.111138 WAA0712 gene product 1.39 

425988 BE045897 Hs.274454 ESTs 1.39 

428087 AA100573 Hs.182421 troponin C2, fast 1.39 

438136 NM_00239Q Hs.6088 a disintegrin and metalloproteinase doma 1.39 

30 455579 BE011320 gb:PM3^N021M9050^2^09BN0218Homo 1.39 

402316 1.38 

417084 H08370 Hs.33067 ESTs 1.38 

423276 AC003034 Hs.1 26261 Homo sapiens Chrcrnosoma 16 BAC dona QT 1.38 

433787 AI472951 Hs.173688 ESTs 1.38 

35 413830 BE263439 Hs.13144 HSPC160 protein 1.37 

423576 NM.000383 Hs.1 29829 autoimmune regulator (automimrnune polyen 1.37 

401886 136 

412688 AW583062 Hs.74502 chymotrypsinogen B1 1.36 

401238 1.34 

40 421511 AA488940 Hs.105216 hypothetical protein FU1 1125 1.34 

422440 NMJ04812 Hs.116724 aldo^toredudasefan%1,rnemberB11 1.34 

• 425450 U14755 Hs.157449 UM homeobox protein 1 1.34 

427333 AF067797 Hs.176658 aquaporin8 1.34 

430937 X53463 Hs.2704 glutathione peroxidase 2 (gastrointeslin 1.34 

45 445204 AW135523 Hs.245853 ESTs 134 

452030 AL137578 Hs.276Q7 Homo sapiens mRNA; cDNA DKFZp564N2464 (f 1.34 

456379 W22206 gb:63E10 Human retina cDNATsp509Weav 1.34 

457416 BE142052 gj):C^HT0137-1509994)114)«HT0137Homo 1.34 

415741 A1902761 Hs.272087 ESTs 133 

50 422260 AA315993 Hs.105484 ESTs, Weakly similar to UTB_HUMAN UTHO 1.33 

429188 AB011171 Hs.198037 WAA0599 protein 1.33 

442776 AW959498 Hs.8709 chymotrypsin C (catdecrin) 1.33 

454748 AW862014 gb:RC3^0347-1602HH)1W09CT0347Homo 1.33 

437744 AW29Q905 Hs.300288 ESTs, Weakly similar to CGHU2E collagen 1.32 

55 451997 AA021351 Hs.158497 KIAA0724 gene product 1.32 

452340 NWL002202 Hs.505 ISL1 transcription factor, UM/homeodoma 1.32 

411879 BE145354 Hs.273758 Homo sapiens cDNA: FU231 12 fis, done L 1.31 

424304 NkL001395 Hs.144879 dual specificity phosphatase 9 1.31 

401442 1-30 

60 403942 130 

443687 F13040 Hs.182937 peptklytprotyl isomerase A (cyclophiHn 1.30 

401624 1 29 

411885 AA452636 Hs.131057 ESTs, Moderately similar to CRGDJiUMAN G 1.29 

418575 AA225313 Hs.222886 ESTs 1-29 

65 419818 A1657122 Hs.301931 ESTs 1.29 

429845 AB020337 Hs.225943 UDP-Gal:betaG!cNAc beta L^galactosyttr 1.29 

447586 A1O81980 Hs.285829 solute carrier family 25 (mitochondrial 1.29 

407013 U35637 gb:Human nebulin mRNA, partial cds • 1.28 

428470 AC002301 Hs.184507 Homo sapiens Qiromosome 16 BAC done CIT 1.28 

70 429780 AL137518 Hs.300388 ESTs 1.28 

453539 AW731886 Hs.95196 ESTs, Weakly simitar to T20B1Z3 (Ceteg 1.28 

400846 1-27 

420257 AA257035 Hs.190042 ESTs 127 

n 429184 AF095735 Hs.198003 sarcosine dehydrogenase 1.27 

75 437389 AL359587 Hs.271586 hypothetical protein DKFZp762M1 15 1.27 

444412 AI147652 HsJ216381 Homo sapiens done HH409 unknown mRNA 1.27 

451139 AW293316 Hs.205558 ESTs 1.27 

431284 AA570148 Hs.126783 Homo sapiens cDNA: FU22610 fis, done H 1.26 

431969 AA366217 Hs.2879 carboxypepEdaseAl (pancreatic) 1.26 

80 406158 1-25 

419648 T73661 Hs.91877 ESTs, Highly sim8ar to TH1H JUJMAN THYRO 1.25 

430681 AW969675 Hs.291232 ESTs 1.25 

434880 U02388 Hs.101 cytochrome P450, subfamily JVF, polypept 1.25 
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436217 T53925 Hs.107 fibrinogervOke 1 1-25 

440089 AA864468 Hs.135646 ESTs 1-25 

448787 U67167 Hs.315 mucin 2, intestinalAracheal 1.25 

448207 A1475490 Hs.170577 ESTs 1-25 

5 454869 AW836004 gb:PM(W.T0019-l7020(W01-d1UT0019Homo 1.25 

413271 AA127873 Hs,114949 ESTs 124 

422619 AA313322 gb£ST1 852 18 Colon carcinoma (HCCJ cell 1.24 

422796 AW897265 gb:CMO^N0057-150400-335-a04 NN0057 Homo 1.24 

427530 AA405093 Hs.126519 ESTs 1-24 

10 437727 AA766707 Hs.153039 ESTs 124 

426435 A1827946 Hs.189118 ESTs 1.23 

426429 X73114 Hs.169849 myosfn^Wng protein C, slow-type 1.22 

407964 AW130334 Hs.281111 ESTs 1.21 

430828 AI763257 Hs.86327 Homo sapiens cDNA: RJ22431 fis, clone H 1.21 

15 432029 D31628 Hs.2899 4-hydnoxyphenytpyruvate dioxygenase 1.21 

457843 AW138211 Hs.128746 ESTs 1.21 

413242 BE074165 gb:PM3-BT0564-030300-002-e12 8T0564 Homo 1.20 

446057 A1420227 Hs.149358 ESTs 1.20 

447198 D61523 Ks.283435 ESTs 1.20 

20 449513 A1653232 Hs.195059 EST 1.20 

415566 F12119 gb:HSC35H091 normalized infant brain cDN 1.19 

423315 R54109 Hs.26096 ESTs 1.19 

455817 BE142384 gb:CM2-HT0144-210999^11-d04HT0144Homo 1.19 

459354 BE514778 gb:601317094Fl NlH__MGC w 9 Homo sapiens cD 1.19 

25 408432 AW195262 gfcxn67b05.x1 NCLCGAP_CMI1 Homo sapiens 1.18 

414275 AW970254 Hs.889 Charot-Leyden crystal protein 1.18 

419251 NM_001486 Hs.89771 glucokinase (hexokinase 4) regulatory pr 1.18 

456702 AI684534 gb:wa72f10.x1 Soares_NFLJ-GBC_S1 Homo s 1.18 

458009 AI221409 Hs.144983 ESTs 1.18 

30 410193 AJ132592 Hs.59757 zinc finger protein 281 1.17 

417779 AA829526 Hs.124977 ESTs 1.17 

435101 AI743156 Hs.131064 ESTs 1.17 

445360 AI798776 Hs.156029 ESTs 1.17 

414160 BE257021 gb:601 1 17426F1 NIH_MGCJ6 Homo sapiens c 1.15 

35 418078 AA521268 Hs.86508 ESTs 115 

425133 NMJJ02613 Hs.154729 3i>hosphoinositide dependent protein kin 1.15 

437935 AW939591 Hs.5940 hypothetical protein FLJ20063 1.15 

446377 AW014022 Hs.170953 ESTs 1.15 

420097 AA700127 Hs.190504 ESTs 1.13 

40 446591 H44186 Hs.15456 PDZ domain containing 1 1.13 

451477 AI79B425 Hs.42710 ESTs 1.13 

459197 BE244587 gb:TCBAP2E0851 Peolatricpre-Bcellacut 1.13 

428934 AFO39401 Hs.194659 chloride channel, calcium activated, fern 1.12 

431191 AW972118 Hs.1Q0002 HSPC1 62 protein 1.12 

45 424403 F05183 Hs.1799 CD1D antigen, d polypeptide 1.11 

433546 AI075877 Hs.125461 Homo sapiens cONARJ1 1539 fis, clone HE 1.11 

451179 W05469 Hs.31818 ESTs 1.11 

400302 N48056 Hs.1915 folate hydrolase (prostate-specific memb 1.10 

420774 AA280209 Hs.165270 ESTs 1.10 

50 428887 AA437009 Hs.98984 ESTs 110 

430582 AI215509 Hs.143964 ESTs 1.10 

453642 A1370936 Hs.34074 dpeptioylpeptidase VI 1.10 

406690 M29540 Hs.220529 cardnoembryonic antigen-related cell ad 1.09 

417998 AW967420 gb:EST379495 MAGE resequences, MAGJ Homo 1.09 

55 456387 W28876 gb:52h7 Human retina cDNA randomly prime 1.09 

427965 000306 Hs.183664 elastase 3B 1.08 

447388 AW630534 Hs.76277 ESTs, Weakly similar to TB2 iH.saplens] 1.08 

413841 M34276 Hs.75576 plasminogen 1.07 

429201 X03178 Hs.198246 group*pecific component (vitamin D bind 1.07 

60 433313 W20128 Hs.296039 ESTs 1.07 

439450 R51613 Hs.125304 ESTs 107 

458963 AI701393 Hs.278728 Rad and Gem-related 2 (rat homolog) 1.07 

405161 1-06 

406741 AA058357 Hs.74466 cardnoembryonic antigen-related cell ad 1.06 

65 424294 BE299311 gfc601119256F1 NIH_MGC_17 Homo sapiens c 1.06 

424544 M88700 Hs, 150403 dopa decarboxylase (aromatic L-amino ad 1.06 

444687 AW972109 Hs.135107 ESTs 1.06 

444754 T83911 Hs.11881 transmembrane 4 superfamily member 4 1.06 

„ 421243 AW873803 Hs.102876 pancreatic lipase 1-05 

70 .444290 AA262496 Hs.29280 ESTs 1.05 

407984 AW134708 Hs.243568 ESTs 1-04 

439706 AW872527 Hs.59761 ESTs 1-04 

402194 1-03 

427506 AK000134 Hs.179100 hypothetical protein FU201 27 1.03 

75 428819 AL135623 Hs.193914 K1AA0575 gene product 1.03 

434590 T47232 gb:yb64b084}1 Stratagene ovary (937217) 1.03 

416378 AW044467 Hs.7370B ESTs, Weakly similar to A57291 cytoJdne 1.02 

431912 Ai660552 Hs.154903 ESTs, Weakly similar to A561 54 Abl subst 1.02 

rt . 443316 AI4784S3 Hs, 18443 ESTs 1.02 

80 428585 AB007863 Hs,185140 WAA0403 protein 1.01 

400440 X83957 Hs.83870 nebuTm 1-00 

404619 BE514535 Hs.77171 rrunkimxrxfcome maintenance deficient (S. 1.00 

407168 R45175 gbryg40fOU>1 Scares infant brain WH 1.00 
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408052 AW501117 Hs.283585 ESTs 1-00 

409187 AF154830 Hs.S0966 carbamoyHrfwsphate synthetase l.mitoch 1.00 

403327 L41162 Hs.53563 collagen, type IX. alpha 3 1.00 

410234 NMJJ03837 Hs.61255 fructose-l.tbcsphosphatase 2 1.00 

5 410319 R23413 Hs.71935 putafive zinc finger protein from EUROIM 1.00 

411000 N40449 Hs.201619 ESTs, Weakly similar to SE84B [Usapiens 1.00 

412098 AI493054 Hs. 158968 ESTs 1.00 

412446 AI768015 Hs.92127 ESTs 1.00 

412837 AA115097 Hs^61313 ESTs 1.00 

10 413147 BE067271 gb:PM2-BT0349-161299401-b05 BT0349Homo 1.00 

413597 AW302885 Hs.117183 ESTs 1.00 

414117 W88559 Hs.1787 proteoCpid protein (Pelizaeiis-Merzbache 1.00 

414523 AU076633 Hs.76353 serine (or cysteine) proteinase Wrfbito 1.00 

417074 Z49878 Hs.81131 fluaiidlnoaceiate N-meihyltrarrsferase 1.00 

15 418390 AF133820 Hs.84665 fiOn immunoglobulin domain protein (myo 1.00 

419768 T72104 Hs.93194 apoupoprotein A4 1.00 

420182 Z44245 Hs.22999 ESTs 1.00 

420923 AF097021 Hs.273321 differentially expressed In hematopoieti 1.00 

421100 AW351839 Hs.124660 Homo sapiens cONA: FU21763fis, clone C 1.00 

20 421204 AW081587 Hs.165051 ESTs V00 

422189 AF252292 Hs.112933 Tax Interaclion protein 40 1.00 

422792 AI951548 Hs.135163 ESTs 100 

423371 AU076B19 Hs.1650 solute earner farnBy 28, member 3 1.00 

424208 AW583123 Hs.143113 pancrealic lipase-retated protein 2 ■ 1.00 

25 424922 BE386547 Hs.217112 ESTs, WeaHy similar to Similarity to Ye 1.00 

425206 NM.002153 Hs.155109 hydroxysteraid (17-beta) dehydrogenase 2 1.00 

425545 N98529 Hs.158295 Human mRNA for myosin light chain 3 (MLC 1.00 

425983 AK000226 Hs.165619 mucin and cadherirvfike 1.00 

426004 AW600300 Hs.124123 ESTs, Weakly similar to syncoDin [R.nor 1.00 

30 427627 R87582 Hs. 179915 guanine nucleotide binding protein (G pr 1.00 

428846 NMJ300230 Hs.194236 leptin (murine obesity homolog) 1.00 

429027 AL022314 Hs. 194750 Human DNA sequence from clone 11 70K4 on 1.00 

429231 AA813214 gb:aj32e09.s1 SoaresJestis_NHT Homo sap 1.00 

429441 AJ224172 Hs^04096 fipophilin B (uteroglobin family member) 1.00 

35 429930 AJ580809 Hs.99569 ESTs 1.00 

429970 AK000072 Hs.227059 chloride channel, calcium activated, fam 1.00 

430418 R98852 Hs.36029 heart and neural crest derivatives expre - 1.00 

431845 AA516469 Hs.270554 ESTs 1.00 

433084 M18079 Hs.282265 fatty acid binding protein 2, intestinal 1.00 

40 433839 F35430 Hs.146070 ESTs, Weakly similar to ALU1_HUMAN ALU S 1.00 

434452 AA634333 Hs.1 16822 ESTs 1.00 

435499 R89344 Hs.14148 ESTs 1.00 

438433 AB018274 Hs.6214 KIAA0731 protein 1.00 

442403 AW207724 Hs.129516 ESTs 1.00 

45 442803 A1675298 Hs.199917 ESTs 1.00 

443266 AI277101 Hs.25890 ESTs, Weakly similar to transducin [H.sa 1.00 

444656 AI277924 Hs.145199 ESTs 1.00 

445573 AI439646 Hs.157494 ESTs, Weakly similar to WAA0676 protein 1.00 

446163 AA026880 Hs^5252 Homo sapiens cONAFU13603fis, done PI 1.00 

50 447359 NMJ112093 Hs.18268 adenylate kinase 5 1.00 

447551 BE066634 Hs.929 myosin, heavy polypeptide 7, cardiac mus 1.00 

448657 BE147857 Hs.293841 ESTs. Weakly similar to KIAA0672 protein 1.00 

449238 AA428229 Hs.85524 rnusde-specificRlNG^inger protein homo 1.00 

450085 AW293791 Hs.60162 Homo sapiens cONA; RJ21528 fis, done C 1.00 

55 450390 N93227 Hs.98403 ESTs 1.00 

4516B1 Z28564 Hs.255950 ESTs, Weakly similar to AA64.HUMAN 64 KD 1.00 

452093 AA447453 Hs.27860 Homo sapiens mRNA; cDNA DKF2p586M0723 (f 1.00 

452528 AA742457 Hs.291479 ESTs 1.00 

_ 452624 AU076606 Hs^0054 coagulation factor V (proacceterin, labi 1.00 

60 453754 AW972580 Hs.172753 ESTs 1.00 

453991 AW014915 Hs.273741 ESTs 1.00 

454517 AW803340 gb:IL24JM0079^0300-050-D02 UM0079 Homo 1.00 

459367 BE148877 gb:CM4-HT0244111 19WMWl12 HT0244 Homo 1.00 

„ 408021 AW137133 Hs.245867 ESTs 0.99 

65 417435 NM_005181 Hs.82129 carbonic anhydrase 111, muscle specific 0.99 

437206 AW975934 Hs.283382 ESTs, Weakly similar to Protein sequence 0.99 

422890 Z43784 Ks.78713 solute carrier family 25 (mitochondrial 0.98 

425876 AW964806 Hs.38085 ESTs, Weakly similar to putative glycine 0.98 

441888 AI733306 Hs.128071 riypothetlcal protein FU21 302 0.98 

70 423068 M25629 Hs.123107 kaflikrein 1, rerd/pancreasisaiivary 0.97 

453534 NM.014796 Hs.33187 K1AA0748 gene product a97 

457787 AA683268 gfcae92b04.s1 Stratagene schizo brain S1 0.97 

421285 NMJ00102 Hs.1363 cytochrome P450. subfamily XVII (steroid a96 

422069 AJ010063 Hs.111110 Gfin-cap (telethonin) 0.96 

75 425260 L47726 * Hs.1870 phenylalanine hydroxylase 0.96 

418406 X73501 Hs.84905 cytokeratin 20 0.95 

425670 AW968538 Hs.190146 ESTs 0.95 

416373 AA195845 Hs.73680 ESTs, Weakly similar to AF1 98455 1 epith a94 

452243 AL355715 Hs.28555 programmed eel death 9 a94 

80 411908 L27943 Hs.72924 cySdine deaminase 0.93 

415067 A1264959 Hs.929 myosin, heavy polypeptide 7. cardiac mus 0.93 

437156 AI916600 Hs.121194 Homo sapiens cDNA: FU21569 fis, done C 0.93 

450685 L15533 Hs.423 pancreatifis-associated protein 0.92 
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0.71 


447145 


AA761073 


Hs.192943 


ESTs 


0.71 


452103 


R42764 


Hs.3248 


mutS {E. coG) homolog 6 


0.71 


410929 


H47233 


Hs.30843 


ESTs 


0.70 


400301 


X03635 


Hs.1657 


estrogen receptor 1 


0.69 


415702 


F28577 




gb:HSF01 8414 HM3 Homo sapiens cDNA done 


0.67 


411396 


C04646 


Hs.85428 


ESTs 


0.65 


431706 


A1816086 


Hs^96341 


adenytyl cyclase-assodated protein 2 


0.65 



TABLE 28B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 



Accession: 


Genbankaco 


ession numbers 


Pkey 


CAT number 


Accession 


407743 


1012151J 


AW8141 18 AW814257 AW072376 


408123 


1040435J 


AWt63377AW160398 


408432 


1058667 1 


AW195262 R27868 AW811262 


408664 


1073340 1 


R56362 AW248096 R07152 R07285 


408922 


109017J 


R87388R84328AA058916 


409368 


112377J 


AA071059 AA0B52O1 AA0S5Q20 


409543 


1138723 1 


AW410200 AW409705 AW41 1433 BE296786 BE270309 


409689 


114833.1 


AA078492 AA078333 AA077450 AA077746 AA076896 


409776 


1154206J 


AW499705 AW502537 AW503016 


409802 


1155179 1 


AW500732AW504061 


410285 


119128.1 


AA083609 AA083790 AA1 1 2048 


410881 


1225682J 


AW809157 AW812181 AW812175 AW812172 AW812161 AW812165 


411187 


1235092.1 


AW821291 AW821264 AW821287 AW821290 AW821285 AW821280 AW821259 


412067 


1275641.1 


N45697 N45540AW890595 


413147 


1350637.1 


BE067271 BE067266 BE067286 BE067278 BE067299 BE067285 


413242 


1355323.1 


BE074165 BE075001 BE075009 


413811 


1391117J 


BE168828 BE168830BE1 68823 BE168928BE168820BE1 68826 


414060 


1413697 1 


BE246327BE244704 


414095 


1416521.1 


BE293546BE249848 


414160 


1422273.1 


BE257021 BE258316BE257099 


414580 


1453848.1 


BE386918BE408a33BE335437 


415011 


151328.1 


AW963085 AA159005 AW963073 


415566 


1539851.1 


F121 19 245475 T64832 


415702 


1547874.1 


F28877 F35687 


417998 


171375.1 


AW967420AA210915 AA236991 AA210916 


418197 


172864.1 


AA214253 AA214259 228472 Z28881 Z17828 


418464 


1759038.-2 


R67580 


416556 


1767666.-1 


T02850 
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1253737.1 


455365 


4nOj«CQC 4 


455433 


4 *W11 4 4 4 

1290311.1 


455446 


1291969.1 


455579 




455652 


1348736.1 


455817 


1371986.1 


455994 


1398737.1 


456150 


1574395.1 


456379 


1839113 2 


456387 


1842730.1 


456702 


219191.1 


457416 


334503.1 


457787 


407235.1 


458764 


73207J 


459197 


924229.1 



AA313322 BE408282 AA465612 BE073382 

AW897265 AW897274 AL119504 AW897275 AW897270 AW897312 AW897318 AW897317 AA317240 AW961361 T06241 AA326794 AU138130 

AW407975AW999277 

6E299311 AA338954 AA338468 AW960907 

AA393460 AA338940 AW966277 AA41 9006 

AA344576 AA732430 AA344601 

W26609W27360AA358818 

AW631296AA375484 

AA380285 AW934727 AW934914 

6E253469 BE1 78417 BE176415 AA384133 

AA453482AF012388 

BE274360 

AA81 321 4 AI936567 AI743529 AA448279 AA994476 AI807452 AI218180 AA972858 

AW968522 AA4851 12 AA485162 AW968698 

AF135026AA583908 

AA121579AB005217 

T47232AF147365T47231 

BE513073 

AA766719 AA767041 AW977440 
AA853077AA852175 

AW837912 AW837934 AA984475 AW997490 
AI269030 A1204085 AI004047 
C75571 A1150469T10778 
BE395260 AW291036 AI500420 
AW752783H38265AA001166 
AW072057 AI225096 AA018702 

BE080763 T96699 BE081 135 A1902630 H49182 AI904021 Al 902697 
AW803340 AW803280 AW803275 AW80341 5 AW803343 AW803422 

AW862014 AW858740 AW858735 AW818542 AW858765 AW862027 AWB58775 AW858771 AW858763 

AW836004 AW836087 AW835163 AW836162 AW835085 AW836084 AW836079 AW836083 AW836082 AW836086 AW836088 AW836166 AW8361 64 
AW836002 AW836078 AW836161 AW862135 AW836165 AW836003 
AW837063 AW935882 AW935957 
AW854850 AW854848 

BE064853 BE153698 AW856751 BE153820 BE064737 BE153674 BE064730 BE065062 BE153536 AW856622 BE155079 BE064651 BE153665 
BE064650BE064691 

AW947563 AW947543 AW947553 AW947549 AW9477 17 AW902859 AW902927 BE01 1032 
AW939463 AW939484 AW939480 AW939459 AW939546 AW939593 AW939548 AW939595 AW9391 06 
AW947749 AW947746 AW947754 AW946636 AW946674 

BE011320 BE006381 BE006361 BE011180 BE011328 BE011325 BE011157 BE006384 BE006387 BE006385 BE011160 BE011319 BE011346 
BE006370 BE006386 BE01 1 173 BE006389 BE006376 BE006375 BE006364 BE01 1321 BE006379 
BE064675 BE064761 BE064809 BE064673 BE064672 BE064674 
BE142384 BE142387 

BE179190 BE179206 BE179182 BE179185 BE179186 BE179194 
Z42308 H23514 
W22206W22498 W26922 
W28876 W26158 

AI684534BE262411 AA314031 AW752724 
BE142052 AW265588 AA506741 
AA683268 8E002903 BE002672 
BE619386AA300687 

BE244587 AW938684 AW176490 A19401 02 AW844995 AW938670 AI909850 A1909885 AI940079 A1909873 



TABLE 28C 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Gen bank Identifier (Gl) numbers. Dunham I. ei at" refers to the publication entitled The DNA sequence of 

human chromosome 22/ Dunham L el at., Nature (1999) 40248&495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: tncficate3 nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


reposition 


400489 


8954013 


Phis 


131475-131652 


400527 


9796886 


Plus 


160750.161007 


400545 


9800107 


Minus 


124618-124881 


400624 


7228177 


Minus 


94097-94756 


400635 


8567750 


Minus 


102800-102932,107482-107689 


400672 


8118724 


Minus 


148067-148503 


400575 


8118750 


Plus 


11223-11816 


400694 


8118802 


Ptus 


94288-94442 


400736 


8118985 


Plus 


143447-143851 


400846 


9188605 


Ptus 


39310-39474 


401007 


8117333 


Minus 


140821-141050 


401015 


8117441 


Plus 


72260-72369 


401039 


7232177 


Plus 


6588*884 


401122 


8570296 


Plus 


68256-68444 


401238 


9954455 


Minus 


49473-49644 


401442 


8346725 


Minus 


85674*5910 


401496 


7381769 


Minus 


82790*3002 


401590 


9966320 


Minus 


33547-33649 


401603 


7689963 


Minus 


116659-116780 


401624 


6575907 


Plus 


168318-168444.172964-173647 
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401688 2347081 Phis 22016-22624 

401704 3097841 Phis 24712-25374 

401728 8134856 Minus 82117-82920 

401743 2865207 Plus 115475-115640 

401767 9958312 Plus 156823-156921,157364-157554 

401810 7342191 Plus 129063-129476 

401840 7684597 Plus 56283-56439 

401886 7229913 Minus 79215-79393 

401919 9502466 Ptus 6753647666 

401969 3126777 Phis 44863-45366 

402051 8082020 Minus 19346-19480,20041-20119 

402056 8084234 Plus 207002-207288 

402153 8247879 Minus 1225BO-122987 

402158 8516165 Minus 148298-148429,148566.148677 

402165 8569830 Minus 65064-65979 

402194 8576113 Plus 70917-71191 

402195 7689778 Minus 147901-148884 
402201 8576119 Ptus 655-951 

402316 7527774 Minus ■ 10751-10919,18817-19052.22131-22328 

402382 9690314 Minus 155331-155528 

402386 9799769 Plus 22069-22303 

402394 9929690 Plus 33308-33482 

402409 9796255 Minus 8571-10061 

402423 9796344 Minus 62487-62664 

402448 9796640 Plus 112942-113069.114303-114521 

402457 9796782 Minus 16513-16577.16838-16926 

402534 9801061 Phis 58989-59457 

402538 9801137 Minus 96314-96539 

402561 9864675 Phis 72967-73163 

402588 9908948 Minus 33027-33183.59060-59198 

402690 8348058 Plus 13368-13998 

402714 8969253 Minus 18811-18886.19105-19328.19525-19764 

402762 9230904 Minus 123298-124035 

402862 2956660 Minus 18518-18656 

402911 7263904 Plus 142689-142979 



402951 


9408717 


Plus 


73252-73329 73718-73877 76217-76299 78195-78401 


402968 


9581763 


Minus 


58658-58924 


403047 


3540153 


Minus 


59793-59968 


403115 


7331404 


Minus 


142952-143094.145474-145653,146269-145445.152816-152998 


403125 


9180936 


Minus 


197548-197712 


403183 


9838273 


Pius 


109930-110074 


403186 


9838287 


Minus 


117513-117856 


403211 


7630841 


Minus 


159211-159369 


403247 


7656833 


Minus 


76626-77140 


403251 


7677983 


Pius 


100391-100652 


403327 


8440025 


Minus 


174311-174451,174587-174705,175523-175592 


403376 


9369545 


Minus 


108698-108830 


403479 


7329292 


Minus 


148369-148533,150678-150809 


403526 


8017144 


Plus 


55367-55483 


403540 


8077057 


Minus 


5631W6450 


403605 


6862654 


Plus 


91614-91718 


403612 


8469060 


Minus 


94723-94859 


403865 


7249278 


Plus 


69027-69375 


403716 


7239S69 


Plus 


86899-87122 


403731 


7543752 


Minus 


144000-144618 


403740 


7630882 


Plus 


86504-87227 


403921 


7711590 


Minus 


3297-3536 


403942 


7711825 


Minus 


99606-99757 


403997 


7708819 


Plus 


134427-134593 


404139 


9838113 


Ptus 


76707-76891 


404247 


7406725 


Minus 


8394944214,84312-84415,8449944677,84878451 14 


404282 


2276311 


Plus 


6150342205 


404348 


7630858 


Minus 


28895-29062 


404668 


9797204 


Minus 


11332-11546,12584-12718 


404682 


9797231 


Minus 


40977-41150 


404795 


4826439 


Plus 


147501-147780 


404825 


6478944 


Plus 


210382-210494 


404938 


7381808 


Minus 


165838-165950 


405075 


7770506 


Minus 


124680-125321 


405147 


9438278 


Minus 


158996-159557 


405161 


9986260 


Plus 


157607-157785 


405163 


9966267 


Minus 


161171-161299 


405187 


7229826 


Plus 


117025-117170,118567-118736 


405217 


7239551 


Ptus 


3264643138 


405232 


7249042 


Plus 


125904-126063 


405243 


7249201 


Minus 


22312-23197 


405327 


6094561 


Minus 


120550-120750 


405378 


6491714 


Pius 


91139-91440 


405420 


7211837 


Mnus 


13428-13582 


405703 


4240388 


Minus 


15850-16061 


405737 


9943984 


Minus 


104275-104508.104755-104877 


405895 


7677903 


Minus 


6699047484 


406059 


9103984 


Minus 


13856-14004 
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408101 


9124019 


Plus 


125325-125831 


406118 


9143816 


Rus 


53997-54629 


406150 


9886026 


Minus 


59331-59701 


406158 


7144874 


Plus 


62393-63016 65012-65578 


406343 


9255974 


Plus 


17284-17440;iB489-18646,18917-19004,19384-19538 


406357 


9256093 


Minus 


77181-77415 


405563 


7711604 


Plus 


34401-34538 



TABLE 29* 2286 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO NORMAL BODY 

Table 29A lists about 2286 genes that are up regulated in idiopathic pulmonary fibrosis samples as compared with normal "body map' samples. These were selected from about 
59680 probesets on an Afiymetrix/Eos Hu03 GeneChip array such (hat the ratio of 'average' Idiopathic pulmonary fibrosis expression level to 'average" normal adult tissues sample 
expression was greater than or equal to about 2.0. The "average" fibrosis sample expression level was set to the 90* percentile amongst Idiopathic pulmonary fibrosis samples. The 
•average' normal adult tissue level was set to the 95* percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 
1 5* percentile value amongst non-mafignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number , 

Unigene Title: Unigene gene Gue 

Rt: Ratio of IPF to normal body tissue 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


427383 


NM_005411 


Hs.1 77582 


surfactant pulmonary-associated protein 


211.8 


442275 


AW449467 


Hs.54795 


ESTs 


189.7 


431433 


X65018 


Hs.253495 


surfactant, pulmonary-associated protein 


134.1 


441835 


AB036432 


Hs.184 


advanced glycosytation end product-speci 


130.4 


417204 


N81037 


Hs.1074 


surfactant, pulmonary-associated protein 


116.8 


421798 


N74880 


Hs.264330 


N-acytsphingosine arnktohydroJase (acid c 


921 


406964 


M21305 




gb:Human alpha satellite and satellite 3 


80.7 


443709 


A1082692 


Hs.1 34662 


ESTs 


67.1 


431164 


AA493650 


Hs.943b7 


Homo sapiens cDNA: FU23494 ns, clone L 


61.4 


445537 


AJ245671 


Hs.1 2844 


EGF-ujoe-domam, multiple 6 


57.4 


418007 


M13509 


Hs.83169 


matrix metalioprotetnase 1 (interstitial 


54.6 


457200 


U33749 


Hs.197764 


thyroid transcription factor 1 


44.9 


432519 


Al 221311 


Hs.1 30704 


ESTs, Weakly similar to BCHUtA S-100 pro 


42,7 


443324 


R44013 


Hs.164225 


ESTs 


03. 0 


414142 


AW368397 


Hs.1 50042 


Homo sapiens cDNA FU 14438 fts, clone HE 


27.3 


442006 


AW975183 


Hs.292663 


ESTs, Weakly similar to S72482 hypotheu 


Z7.1 


444527 


NM.005408 


Hs.1 1383 


small Inducible cytokine subfamily A (Cy 


27.1 


453310 


X70697 


Hs.553 


solute carrier family 6 (neurotransmitte 


26.9 


424084 


A1940675 


Hs.20914 


hypothetical protein FU23056 


22.2 


421659 


NM_014459 


Hs.1 06511 


protocadherin 17 


21.0 


450478 


AW451709 


Hs.271200 


ESTs 


20.2 


444342 


NM.014398 


Hs.10887 


similar to r/sosome-assodated membrane 


19.7 


447033 


AI357412 


Hs.1 57601 


ESTs 


19.4 


445885 


AI734009 


Hs.127699 


K1AA1603 protein 


18.9 


411880 


AW872477 




gb:hm30f03 jc1 NCI_CGAP_Thy4 Homo sapiens 


17.9 


432437 


W07088 


Hs.293685 


ESTs 


17.8 


424105 


AI142336 


Hs.43977 


Human DNA sequence from done RP1 1-196N1 


17.3 


431941 


AK000106 


Hs.272227 


Homo sapiens cDNA FU 20099 fis, clone CO 


17.2 


440807 


AW269421 


Hs.128093 


ESTs 


16.7 


424917 


AI636208 


Hs.96901 


hypothetical protein FU23049 


16.4 


433365 


AF026944 


Hs.293797 


ESTs 


16.4 


445279 


R41900 


Hju22245 


ESTs 


16.4 


417801 


AA417383 


Hs. 82582 


integrin, beta-tike 1 (with EGfMike rep 


16.4 


405654 








16.1 


44932B 


AI962493 


Hs.197647 


ESTs 


16.1 


449494 


AW237014 


Hs.315369 


Homo sapiens cDNA: FL) 23075 fis, clone L 


15.7 


408826 


AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


15.5 


417728 


AW138437 


Hs.24790 


WAA1573 protein 


15.0 


440452 


AI925136 


Hs.55150 


ESTs, Weakly similar to CAYP_HUMAN CALCY 


14.8 


452039 


AI922988 


Hs.172510 


ESTs 


14.4 


408771 


AW732573 


Hs.47584 


potassium voltage-gated channel, delayed 


14.3 


421464 


AA291553 


Hs.190086 


ESTs 


14.1 


421554 


AW137676 


Hs.97775 


ESTs 


13.8 


431889 


AA521277 


Hs.124946 


ESTs, Weakly sfmaar to A46010 X-finked 


13.2 


434424 


A1811202 


Hs.325335 


Homo sapiens cDNA: FU23523 fis, done L 


13.2 


431924 


AK000850 


Hs.272203 


Homo sapiens cDNA FTJ20843 fis, done AD 


12-9 


459702 








12J 


421110 


AJ250717 


Hs.1355 


cathepsmE 


12.6 


407638 


AJ404672 


Hs.334483 


hypothetical protein FU 23571 


12.6 


423575 


C18863 


Hs.163443 


Homo sapiens cDNAFLU 15766s, done HE 


12.5 


423244 


AL039379 


Hs.209602 


ESTs, WeaMy similar to ubiquitous TPR m 


112 


427585 


031152 


Hs.179729 


collagen, type X, atpha 1 (Schmld metaph 


12.1 


436982 


AB018305 


Hs.5378 


spondin 1, (f-spondin) extracellular mat 


12.1 


451561 


N52812 


Hs.177403 


ESTs 


12.0 


424086 


AI351010 


Hs.1 02267 


tysyt oxidase 


120 


435299 


AT745458 


Hs.1 22614 


ESTs, Weakly similar to T20593 hypothec 


120 


429496 


AA453800 


Hs.192793 


ESTs 


11.9 
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432365 AK001106 Hs.274419 hypothetical protein FU 10244 1t.9 

403637 11.2 

436061 A1248584 Hs.190745 Homo saj»enscONA:RJ21326fis, clone C 11.2 

_ 431385 BE178536 Hs.11090 membrane-spanning domains, subfamily A 10.9 

5 421470 R27496 Hs.1378 ennexmA3 10.8 

440209 H05049 Hs.22269 neurexin3 10.8 

428927 AA441837 Hs.90250 ESTs 10.7 

448693 AW004854 Hjl228320 hypothetical protein FU23537 10.5 

. _ 424717 H03754 Hs.152213 wingless4ype MMTV integration site (ami 10.4 

10 416402 N&L000715 Hs.1012 complement component 44«no1ng prolan, 10.4 

446998 N99013 Hs.16762 Homo sapiens mRNA; cDNA OKFZp564B2062 (f 10.4 

442176 AA983764 Hs.128910 ESTs 10.4 

439606 W79123 Hs.58561 G protein-coupled receptor 87 10.3 

452883 X80031 Hs.530 collagen, type IV, alpha 3 (Goodpasture 10.3 

15 417015 M83772 Hs.80B76 flavin containing monooxygenase 3 10.3 

422022 AA302420 Hs.200442 ESTs 10.3 

447724 AW298375 Hs.24477 ESTs 10.2 

406671 AA129547 Hs.285754 met protooncogene (hepatocyte growth fa 10.0 

458194 AW383618 Hs.265459 ESTs, Moderately similar to ALU2.HUMAN A 9.9 

20 446232 A1281848 Hs.194691 nDhoIe acid induced 3 9.9 

416208 AW291168 Hs.41295 ESTs, Weakly similar to MUC2_HUMAN MUCIN 9.9 

453382 AA709285 Hs.5997 hypothetical protein FU 13078 9.8 

412372 R65998 Hs.285243 hypothefical protein FU22029 9.8 

426830 AA385751 Hs.196379 ESTs, Weakly similar to putative p1S0 [H 9.8 

25 407568 AA740964 Hs.62699 ESTs 9.8 

414259 W44633 Hs.301296 Homo sapiens cDNA: FU23131 lis, clone L 9.6 

400289 X07820 Hs.2258 mamxnTetaDoprateinase10(strornerysln 9.5 

441484 AA935481 Hs.58972 ESTs 9.5 

422426 W79117 Hs.58559 ESTs 9.4 

30 406747 AI925153 Hs.217493 annexlnA2 9.4 

450050 AI681268 Hs.257883 ESTs 9.4 

431337 N48107 Hs.292593 ESTs 9.3 

408427 AW194270 Hs.177236 ESTs 9.3 

447048 AW393080 Hs.228320 hypothetical protein FU23537 9,3 

35 453636 R67837 Hs.169872 ESTs 9.3 

443450 N66045 Hs.133529 ESTs 9.2 

418735 N48769 Hs.44609 ESTs 9.2 

421160 AL080215 Hs.102301 Homo sapiens mRNA: cDNA DKFZp586M0323 (f 9.1 

449802 AW901804 Hs.23984 hypothetical protein FU20 147 9.1 

40 441233 AA972965 Hs.135568 ESTs 9.1 

459587 AA031956 gt>2k15e04.s1 Soares_pregnanLuterus_NbH 9.0 

436246 AW450963 Hs.119991 ESTs 9.0 

445189 AI936450 Hs.147482 ESTs 8.9 

410781 A1375672 Hs.165028 ESTs 8.9 

45 446868 AV660737 Hs.135100 ESTs 8.8 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receptor-t 8.8 

425664 AJ006276 Hs.159003 transient receptor potential channel 6 &8 

414968 C16096 Hs.22826 tropomodulin 3 (ubiquitous) 8.8 

410334 AW979261 Hs^91993 ESTs 8.8 

50 442510 AF150179 Hs.249890 ESTs 8.8 
409238 AL049990 Ks.51515 Homo sapiens mRNA; cDNA DKFZp564G11 2 (fr 8.7 
431089 BE041395 Hs.283676 ESTs, WeaHy similar to unknown protein 8.7 
444929 AI685841 Hs.161354 ESTs 8.7 
413802 AW964490 Hs.32241 ESTs, Weakly similar to S65657 alpha-1C- 8.6 
55 444218 AF070641 Hs.10684 Homo sapiens done 24421 mRNA sequence 8.6 
412719 AW016610 Hs.129911 ESTs 8.6 
453445 AL036532 Ks.91453 ESTs 8.5 
419261 X07876 Hs.89791 wingless-type MMW Integration site fami 8.5 
_ 451110 A1955040 Hs.265398 ESTs, Weakly similar to transformaSon-r &5 
60 433815 AJ696602 Hs.1 12757 ESTs 8.3 
432203 AA305746 Ks.49 macrophage scavenger receptor 1 8.3 
451103 R52804 Hs.25956 DKFZP564D206 protein 8.3 
425921 NM.007231 Hs.162211 sohitecemerf^6(neurotransmirJe 8.3 
424989 AA985520 Hs.23575 ESTs 8.3 
65 433231 AS040926 Hs.143552 WAA1493 protein 8.2 
408217 AI433201 Hs.279860 tumor protein, translaConally-conlroila 8,1 
431806 AF186114 Hs.270737 tumor necrosis factor (flgand) superfami 8.1 
436751 AA732217 Hs.294054 ESTs 8.0 
„ 452891 N75582 Hs.212875 ESTs, Weakly similar to DYH9_HUMAN C1UA 8.0 
70 413048 M93221 Hs.75182 marmose receptor, C type 1 8.0 
426803 AA362568 Hs.179747 ecotropfc viral integration site 5 7.9 
409718 086640 Hs.56045 src homology three (SH3) and cysteine ri 7.8 
423424 AF 150241 Hs.128433 prostaglandin D2 synthase, hematopoietic 7.8 
__ 429597 NMJJ03816 Hs.2442 a djsintegrin and metaltoproteinase doma 7.7 
75 421013 M62397 Hs.1345 mutated in colorectal cancers 7.7 
437479 R61866 Hs.101277 ESTs 7.6 
416778 M16505 Hs.79876 steroid sutfatase (microsomal), arytsulf 7.6 
421478 A1683243 Hs.97258 ESTs. Moderately similar to S29539 ribos 7.6 
0 - 444396 T65213 Hs.4257 ESTs 7.6 
oO 423629 AW021173 Hs.18612 Homo sapiens cDNA: FU21909 fis, done H 7.6 
450715 AI266484 Hs.31570 ESTs, Weakly similar to K1AA1324 protein 7.6 
445495 BE622641 Hs.38489 ESTs, WeaWy similar to 138022 hypotheB 7.6 
446466 H38026 Hs.308 arrest'n 3. retinal (X-arresCn) 7.6 
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449108 A1140683 Hs.98328 hypothetical proton MGC1 3040 7.5 

422798 R92347 Hs.34574 ESTs, Weatty sim3ar to ALU INHUMAN ALUS 7.5 

416030 H15261 Hs.21948 ESTs 7.5 

426486 BE178285 Hs.1 70056 Homo sapiens mRNA; cONA OKFZp586B0220 (f 7.4 

5 424906 A1556086 Hs.153718 Homo sapiens mRNA for Hmob33 protein, J 7.4 

448206 BE622585 Hs.3731 ESTs, Moderately similar to 138022 hypol 7.3 

432133 AB033088 Hs.272567 WAA1262 protein 7.3 

447112 H17800 Hs.7154 ESTs 7.3 

446917 AI347863 Hs.1 56672 ESTs 7.3 

10 428227 AA321649 Hs.2248 small Inducible cytokine subfamily B (Cy 7,3 

431761 AW002846 Hs.105468 hypothetical protein FU22690 7.3 

428743 AL080060 Hs.301549 Homo sapiens mRNA: cDNA DKFZp564H172 (fr 7.2 

413499 BE144884 gb:CM0-HT01 82-04 1 099-065*1 1 HT01 82 Homo 7.2 

423909 AJ223183 Hs.135194 irnmunoglobutin superfamBy. member 6 7.2 

15 438122 A1620270 Hs.1 29837 ESTs, Weakly similar to Z263_HUMAN ZINC 7.2 

449611 AI970394 Hs.197075 ESTs 7.2 

453616 NMJM3462 Hs.33846 dynein, axonemai, Bght intermediate po! 7.2 

410060 NMJXH448 Hs.58367 glypfcan4 7.2 

442353 BE379594 Hs.49136 ESTs, Moderately similar to ALU7_HUMAN A 7.2 

20 452571 W31518 Hs^4665 ESTs 7.2 

453736 AL118674 Hs.34871 zinc finger homeobox IB 7.2 

409203 AA780473 Hs.687 cytochrome P450, subfamily IVB, polypept 7.2 

405494 7.2 

442832 AW206560 Hs.253569 ESTs 7.1 

25 420193 A146008Q Hs.202869 ESTs 7.1 

434217 AW014795 Hs.23349 ESTs 7.0 

427356 AW023482 Hs.97849 ESTs 7.0 

436396 A1683487 Hs.152213 wingless-type MMW integration site fami 6.9 

408308 AL033377 Hs.44197 hypothetical protein DKFZp564D0462 6.9 

30 442377 AA993807 Hs.167367 ESTs 6.9 

441143 AI027604 Hs.159650 ESTs 6.9 

445122 AW241632 Hs.147377 hypothetical protein FU23598 6.9 

431353 AA828032 Hs.189076 ESTs 6.9 

„ 407510 U96191 gbiHuman trophoblast hypoxia-regulated f 6.8 

35 426753 T89832 Hs.170278 ESTs 6.8 

445186 AW614544 Hs.123641 protein tyrosine phosphatase, receptor t 6.8 

451963 AI825440 Hs.224952 ESTs 6.8 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 6.8 

433426 H69125 Hs.133525 ESTs 6.8 

40 434377 AW137148 Hs.306593 Homo sapiens cDNA FU11382 fis, clone HE 6.8 

415236 R41400 gb.7f94b1 2^ 1 Soares Infant brain 1 NIB H 6.8 

409031 AA376836 Hs.76728 ESTs 6.7 

42755B D49493 Hs.2171 growth differentiation factor 10 ' I 6.7 

437259 AI377755 Hs.120695 ESTs 6.7 

45 421952 AA300900 Hs.98849 ESTs, Moderately simflar to AF161511 1 H 6.7 

447081 Y13896 Hs.17287 ' potassium inwardly-rectifying channel, s 6.7 

430099 AW194988 Hs.20537 hypothetical protein FU 13942 6.7 

422475 AL359938 Hs.1 17313 ' Meis (mouse) homotog 3 6.7 

413472 BE242870 Hs.75379 solute carrier family 1 (glial high affi 6.7 

50 424750 D29956 Hs.152818 ubiquilin specific protease 8 6.6 

403574 6.6 

439759 AL359055 Hs.67709 Homo sapiens mRNA fufl length insert cDN 6.6 

415025 AW207091 Hs.72307 ESTs 6.5 

448104 AI674818 Hs.316433 Homo sapiens cDNA FU11375 fis, ctone HE 6.5 

55 444271 AW452569 Hs.149804 ESTs 6.5 

437157 BE048860 Hs.120655 ESTs 6.5 

444050 AW13S295 Hs.135024 ESTs 6.5 

414569 AF109298 Hs.1 18258 prostate cancer associated protein 1 6.5 

447505 AL049266 Hs.1 8724 Homo sapiens mRNA; cONA DKF2p564F093 (fr 6.5 

60 424433 H04607 Hs.9218 ESTs 6.4 

407378 AA299264 Hs.57776 ESTs, Moderately similar to 138022 hypot 6.4 

445424 AB028945 Hs.1 2696 cortactin SH3 domain-binding protein 6.4 

422544 AB018259 Hs.118140 WAA0716 gene product 6.4 

449765 N92293 Hs.206832 ESTs, Moderately similar to ALU8_HUMAN A 6.3 

65 413930 M86153 Hs.75618 RAB1 1 A, member RAS oncogene family 6.3 

417246 AI760098 Hs.21411 ESTs 6.3 

453652 AW009640 Hs.28368 ESTs, Moderately similar to S65657 alpha 6.3 
411514 AW850178 gb:fl^CT0219-271099^22-H12CT0219Homo 6.3 

438909 AF085839 gb:Homo sapiens full length insert cONA 6.3 

70 446002 AI346468 Hs.145789 ESTs 6.3 

419236 AA330447 Hs.135159 Homo sapiens cDNAFUl 1481 fis, done HE 6.3 

419150 T29618 Hs.89640 TEK tyrosine kinase, endothelial (venous 6.3 

424202 BE350295 Hs.15032 RAN binding protein 17 6.3 

431723 AW058350 Hs.1 6762 Homo sapiens mRNA; cONA DKFZp564B2062 (f 6.2 

75 415511 AI732617 Hs.182362 ESTs 6.2 

430510 AW162916 Hs.241576 hypothefeal protein PRG2577 6.2 

416879 H98899 Hs.42599 ESTs 6.2 
432803 AA565398 gb:nk41f0U1 Nd_CGAP_GC2 Homo sapiens 6.2 

_ _ 442862 BE080429 Hs.15738 ESTs 6.2 

80 435974 U29690 Hs.37744 Homo sapiens beta-1 adrenergic receptor 6.2 

441082 AW444804 Hs.202655 ESTs &2 
404599 6.1 

453931 AL121278 Hs^5144 ESTs 6.1 

334 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



420252 AW270404 
431622 AW979271 
456984 H59846 
415457 AW081710 
424693 BE169810 
419172 AW338625 
413384 NM 000401 
453037 AA045175 
444042 NMJB4915 
431169 AW971240 
422352 AA766296 
433527 AW235613 
420077 AW512260 
429703 T93154 
433098 AW190593 
451099 R52795 
449416 AI651016 
459023 AW958226 
450584 AA040403 
427660 AI741320 
429125 AA446854 
450025 AK001875 
433479 AW511459 
443113 AKM0686 
430414 AW365665 
419752 AA249573 
435420 A1928513 
404916 

424310 AA338648 
448253 H25899 
430899 BE018217 
446967 . AI699629 
435082 AA664273 
438842 AA827176 
437260 AA747807 
410934 AW811114 
428043 T92248 
408045 AW138959 
450568 AL050078 
428508 BE252383 
453393 AW956392 
444805 AB007899 
446921 AB012113 
429784 M89796 
433225 AW816515 
416575 W02414 
404043 

415094 D59513 
453049 BE537217 
430153 AW968128 
410811 AW805687 
443903 A1220547 
429420 AK001679 
444471 AB020684 
452542 AW812256 
434088 AF116677 
432113 AA9350S5 
446608 N75217 
419945 AW290975 
454024 AA993527 
420209 AA256444 
439382 BE247684 
428895 AA437124 
446577 AB040933 
419247 S65791 
427778 AA412323 
437138 A1935622 
431322 AW970622 
430437 AI768801 
435202 AI971313 
415076 NM.000857 
434992 AA658501 
454039 AW079064 
456408 AI288348 
406554 

426269 K15302 
416769 A1339257 
414299 AA142989 
420362 U79734 
459664 

425509 AF079363 
401497 

440727 A1073991 



Hs.193161 ESTs 

Hs^93184 ESTs 

Hs.128355 ESTs. ModeraWy similar to ALU7.HUMAN A 

Hs.7369 ESTs, WeaWy similar to ALU1JHUMAN ALU S 

Hs.47557 ESTs 

Hs.22120 ESTs 

Hs.75334 exostoses (multiple) 2 

Hs.177552 ESTs 

Hs.10237 ATP-baxfing cassetta, sub-family G {WHIT 

gb:EST383329 MAGE resequences, MAGL Homo 

Hs.99200 ESTs 

Hs.133020 ESTs 

Hs.87767 ESTs 

Hs.28705 ESTs 

Hs.151143 ESTs 

Hs.25954 Inteiteukin 13 receptor, alpha 2 

Hs.246311 ESTs 

Hs.60798 ESTs 

Hs.60371 ESTs 

Hs.1 141 21 Homo sapiens cDNA: FU23228 lis, done C 

Hs.271004 ESTs, Weakly similar to 138022 hypotheti 

Hs.24321 Homo sapiens cONA FU 12028 Us, done HE 

Hs^49972 ESTs 

Hs.132908 ESTs 

Hs.120388 ESTs 

Hs.152618 ESTs, Moderately similar to ZN91_HUMAN Z 

Hs.59203 ESTs 

Hs.50334 testes development-related NYD-SP22 

Hs.201591 ESTs 

Hs.183528 hypothetical protein FU14906 

Hs 1 56781 ESTs 

Hs/186104 Homo sapiens cONA FU13803 fis, done TH 

Hs.124316 ESTs 

Hs.149500 ESTs 

gb:MR2-ST0131-111199416*04 ST0131 Homo 

HsJ2240 uteroglobin 
Hs.245123 ESTs 

Hs35159 Homo sapiens cDNA FU10784 fis, done NT 
Hs.184668 SBBI31 protein 
Hs.1 10376 ESTs 

Hs.12017 homdog of yeast ubiquitin-protein tigas 
Hs.16530 small inducible cytokine subfamily A (Cy 
Hs.30 membrane-spanning 4-dcmains, subfamily A 
Hs.173540 ATPase, Class V. type 10D 
Hs.38383 ESTs 

Hs.330778 ESTs 

Hs.30343 ESTs 

Hs.336679 ESTs 

Hs.300648 ESTs 

Hs.1 35223 ESTs 

Hs^02289 nypothefical protein DKFZp434P1735 

Hs.11217 KIAA0877 protein 

gb:RC0-ST0174-191 099-031^07 ST0174 Homo 

Hs.249270 hypothetical protein PR01956 

Hs.152385 ESTs 

Hs.257846 ESTs 

Hs.118923 ESTs 

Hs.293907 hypothetical protein FU23403 

Hs.1 26485 hypothetical protein FU 12604; K1AA1692 

Hs.103070 ESTs 

Hs.187247 ESTs 

Hs.15420 WAA1500 protein 

Hs.89764 fragile X mental retardation 1 

Hs.105323 ESTs 

Hs.271245 ESTs 

gb:EST382704 MAGE resequences, MAGK Homo 

Hs.169943 Homo sapiens cDNAFU 13569 fis, clone PL 

Hs.170204 KIAA0551 protein 

Hs, 77890 guanylate cyclase 1, soluble, beta 3 

Hs.283358 ESTs 

Hs.245540 ESTs 

Hs.23450 mttochondrial ribcsomal protein S25 



Hs.168950 Homo sapiens mRNA; cDNA DKFZp566A1046 (f 

Hs.1 15436 ESTs, Moderately similar to 154374 gene 

Hs.71730 ESTs 

Hs.97206 hunOngtin interacting protein 1 

Hs.158213 sperm associated antigen 6 

Hs.134268 ESTs, Weakly similar to 210926QA B ceD 
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428434 AW363590 
408776 AA057365 
419991 AJ000038 
451050 AW937420 
400297 AJ127076 
404957 

452771 T05477 
438885 A1886558 
428244 AI564123 
420481 U50525 
455047 AW852530 
408729 AA195764 
457100 AA417878 
426342 AP093419 
417154 AJ674701 
411859 W20027 
427043 AA397679 
445635 AI769774 
442973 BE567665 
422063 BE156476 
448299 AA497044 
408677 AI279892 
404097 

437638 M764781 
452822 X85689 
410733 D84284 
439140 W85737 
407366 AF026942 
405547 

423377 AL049377 
449168 NVL016206 
455431 AW938484 
452281 T93500 
411149 N68715 
432441 AW292425 
419807 R77402 
440615 AI733055 
450109 A1539295 
449695 AA164569 
421764 AI681535 
404593 

423607 AA328329 
432009 AL137424 
419235 AW470411 
436304 AA339622 
434613 A1821826 
421502 AF111856 
415245 N59650 
428780 AI47B578 
406333 

445034 AW293376 
440202 AW516211 
424638 AI472106 
451497 H83294 
427652 AI673025 
458722 AA741545 
407327 AA4871B2 
411018 AW813428 
415261 T40928 
453543 AA485425 
438014 N71183 
407629 AA045084 
441006 AW605267 
412222 AA528283 
424115 AA335497 
453197 A1916269 
439398 AA284267 
436397 AA715013 
427535 R29543 
410901 AW810001 
425916 NM_006786 
447020 T27308 
427457 AW779105 
451520 AW449888 
408938 AA059013 
420036 R60336 
424508 AL080103 
430345 AK00Q282 
427669 AW451832 
417181 L10123 
435347 AW014873 
425458 H89317 

AW974094 



Hs.65551 Homo sapiens, Similar toDNA segment. Ch 

Ks. 63356 ESTs. Weakly simiar to I38022 hypctheti 

Hs.9421 0 eyes absent (Drosophfla) hornotog 1 

Hs 69662 ESTs 

Hs334473 rr/pothetfcal protein DKFZp56401278 



Hs.333265 ESTs 

Hs.184987 ESTs 

Hs.42500 ADP-ribosy(ationfxtor-lika5 

Hs.98201 Human BRCA2 region, mRNA sequence CG029 
gb:PM1-CT0243-071099401-g06 CT0243 Homo 

Hs.72639 ESTs 

Hs.48401 ESTs, Moderately similar to ALU8.HUMAN A 

Hs.169378 multiple PDZ domain proton 

Hs.21388 ESTs 

Hs.23439 ESTs 

Hs.3991 ESTs 

Hs.209831 ESTs, Weakly similar to ALU 1 HUMAN ALU S 

Hs.288550 Homo sapiens cDNA: FU231 56 fis, clone L 

gb^V0-HT036&O4010W)32^05 HT0368 Homo 

Hs.20887 hypothetical protein FU10392 

Hs.46801 sorting nexin 14 

Hs.291844 ESTs 

Hs^88617 hypothetical protein RJ22621 
Hs.66052 C038 antigen (p45) 
Hs.290830 ESTs 

gb:Homo sapiens cig33 mRNA, partial sequ 

gb:Homo sapiens mRNA; cDNA OKFZp586H0718 
Hs.23142 colon carcinoma related protein 

gb:CM0-OT0O57-29020O-253<l05 DT0057 Homo 
Hs.28792 HomosapienscDNAFU11041 fis.clonePL 
Hs.269128 ESTs 
Hs.163484 ESTs 

9b^i75f11-s1 Scares placenta Nb2HP Homo 
Hs.130805 ESTs 
Hs.11 5740 WAA0210 gene product 
Hs.34550 ESTs 

Hs.148135 serine/threonine kinase 33 
Hs.6591 ESTs 

Hs.306458 Homo sapiens mRNA; cDNA DKFZp761G2123 (f 
Hs.288433 neurotrimin 
Hs.108887 ESTs 

gb:ns92b10.x5 NCLCGAP_Pr3 Homo sapiens 
Hs.1 05039 solute carrier family 34 (sodium phospha 
Hs.27252 ESTs 
Hs.50636 ESTs 

Hs.143659 ESTs 

Hs.125300 ring finger protein 21, interferorwespo 

Hs.49303 Homo sapiens cONA FU11663 fis, clone HE 

Hs.284122 Wnt inhibitory factor-1 

Hs.43874 ESTs. Moderately similar to 154374 gene 

Hs.282832 ESTs, Weakly similar to T24961 hypothec 

Hs.269414 ESTs, Weakly similar to Z195.HUMAN ZINC 

gb:MR3^T0192-010200-210<05 ST0192 Homo 

Hs.6346 ESTs 

Hs.48919 Homo sapiens cDNA FU 11508 fis, clone HE 

Hs.121806 Homo sapiens cDNA FU11971 fis, done HE 

Hs.29725 hypothetical protein FU13197 

Hs.7627 CGWO protein 

Hs.292737 ESTs 

Hs.293965 ESTs, Weakly similar to 138022 hypotheti 

Hs.109057 ESTs. Weakly similar to ALU5.HUMAN ALUS 

Hs.221504 ESTs 

Hs.169835 ESTs • 

Hs.2164 pro-platelet basic protein {includes pla 

gb:MR4-ST0124-27030lH)054>11 ST0124Homo 

Hs.1 62200 urotens'm2 

Hs.16986 hypothetical protein FU11046 

Hs.164682 ESTs 

Hs.257224 ESTs 
Hs.22607 ESTs 

Hs.52792 Homo sapiens mRNA; cDNA DKF2p586l1823 (f 
Hs.1 49770 Homo sapiens cONA FU13658 fis, clone PL 
Hs.239681 hypothetical protein FU20275 
Hs.255938 ESTs, Moderately similar to K1AA1200 pro 
Hs.1 071 surfactant protein A binding protein 
Hs.1 16963 ESTs 
Hs.1 62889 ESTs 

gb:EST386197 MAGE resequences, MAGM Homo 
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436594 AI419982 
421237 U25029 
432731 R31178 
419750- AL079741 
426320 W47595 
419751 AW195581 
433515 AA595800 
451381 BE241831 
452784 BE463857 
438297 AW515196 
406992 S82472 
431291 N25521 
435933 AA805520 
447997 H00656 
445657 AW612141 
426985 BE394B49 
447700 AI420183 
423735 AA330259 
424144 AA454033 
416256 N45661 
410011 AB020541 
454359 N71277 
422977 AA631498 
433485 AI493076 
450192 AA263143 
432015 AL157504 
407266 AJ235664 
409041 AB033025 
434265 AA846811 
452526 W38537 
403271 

450656 AA010539 
446096 AI276454 
454036 AA374756 
437950 A1669586 
440862 H39048 
410615 AW772721 
413583 AL120806 
419449 H18417 
442324 R63578 
453080 AI423056 
435747 AI079519 
446509 AF169693 
448030 N30714 
414998 NM.002543 
448089 AI467945 
434367 AB020700 
434757 AI038997 
413453 AA129640 
454438 AA224053 
458154 AW816379 
430417 AA461045 
434819 AA650099 
438796 W67821 
415451 H19415 
420931 AF044197 
414812 X72755 
451895 T93573 
435434 AA680387 
449623 C00719 
433563 A1732637 
444649 AW207523 
441594 ALO41080 
443314 AW771701 
400292 AA250737 
427972 AA864870 
446932 AA961459 
445640 AW969626 
452393 H87398 
443204 AW205878 



AW819939 

AA700019 

AA646666 

BE144762 

AI334040 

H75391 

AI146375 

AW612264 



Hs.156189 

Hs.102761 

Hs.287820 

Hs.183114 

Hs.169300 

Hs.93121 

Hs.190246 

Hs.172330 

Hs.151258 

Hs.258238 

Hs.25275 

Hs.192075 

Hs.29792 

Hs.279575 

Hs.131905 

Hs.171077 

Ks.41644 
Hs.90011 
Hs.57856 



Hs.201967 
Hs.24596 
Hs.159115 

Hs.50081 

Hs.130554 

Hs.280740 



411156 
435772 
439830 
455511 
443257 
436033 
420214 
410519 
401189 
418852 
425733 
447863 



ESTs 

Human glucocorticoid receptor alpha mRNA 
fibronecfin 1 

Homo sapiens cONA FU 14235 fis. done NT 
transforming growth factor, beta 2 
KIAA0761 protein 
ESTs 

hypothetical protein MGC2705 

hypothetical protein FU21Q62 

ESTs, Moderately similar to ALU 1 .HUMAN A 

gb:beta -pol=DNA porymerase beta {exon a 

KruppeWype zinc finger protein 

ESTs 

ESTs, Weakly similar to 138022 hypolhetl 
Homo sapiens G- protein coupled receptor 
ESTs, Moderately similar to Z195.KUMAN Z 
ESTs, WeaWy similar to T21259 hypoiheti 
gb:EST33963 Embryo, 12 week I) Homo sapi 
AKAP-associated sperm protein 
adenylosuccinate synthase 
PFTAIRE protein kinase 1 
gb.ia36e03.s 1 Soares fetal liver spleen 
gb:np83h04.s1 NCl_CGAP_Thy1 Homo sapiens 
aldo-keto reductase family 1, member C2 
RA051-lnteracting protein 
Homo sapiens mRNA; cONA DKFZp586O0724 (f 
gb:Homo sapiens mRNA lor immunoglobulin 
KIAA1 199 protein 

Homo sapiens cONA: FU23089 fis, done L 
hypothetical protein MGC3040 



BE537037 

F13287 

ALQ47611 



Hs.18912 ESTs 

gb:qf71a12j(1 Soares_NhHMPu_S1 Homo sapi 

Hs.93560 Homo sapiens mRNA for KIAA1771 protein, 

Hs.222194 ESTs 

Hs.127432 ESTs 

gb:hi95c01.x1 NCI.CGAP.JhyB Homo sapiens 

Hs.5888 ESTs 

Hs.57483 Homo sapiens cDNA FU14294 fis, done PL 

Hs.28426 ESTs 

Hs.23921 rrypothefcal protein DKFZp547A023 

Hs.134398 ESTs 

Hs.132892 protocadner!n20 

Hs .325960 membrane-spanning 4-domains, subfamily A 

Hs.77729 oxidised low density lipoprotein (lectin 

Hs.173696 ESTs 

Hs.3830 WAA0893 protein 

Hs,132921 ESTs 

Hs.128065 ESTs 

Hs.172405 cell division cyda 27 

Hs.335018 ESTs 

Hs.50701 ESTs 

Hs.291541 ESTs. Weakly similar to ALUB.HUMAN III! 

Hs.1 09590 genethonm 1 

Hs.268720 ESTs, Moderately similar to ALU1 JWMAN A 

Hs.1 00431 small inducible cytokine B subfamily (Cy 
Hs.77367 monokine Induced by gamma interferon 
Hs.16970 ESTs 
Hs.187850 ESTs 
Hs.120440 EST 
Hs.277901 ESTs 
Hs.197628 ESTs 

Hs.208765 ESTs. Moderately similar to AIU7_HUMAN A 

Hs.54646 ESTs 

Hs.72472 ESTs 

Hs.1 81 304 putative gene produd 

Hs.125644 ESTs 

Hs .31704 ESTs, Weakly similar to WAA0227 [Rsapi 

Hs.99858 ribosomal protein L7a 

Hs .29643 Homo sapiens cDNA FU 13103 fis. done NT 

Hs.273629 ESTs 

Hs.132992 ATP-binding cassette, sub-family G (WHIT 
Hs.151489 ESTs, WeaWy similar to XE7.HUMAN PROTEI 

gb^HT01»WM10994)65^04 HT0180 Homo 
Hs.1 1614 HSPC065 protein 
Hs.255748 ESTs 

Hs.286073 ESTs, Moderately similar to ALU5.HUMAN A 
Hs.131705 ESTs 

H&273294 hypothetical protein FU20069 

Hs.1 59388 Homo sapiens done 23578 mRNA sequence 

Hs.288885 Homo sapiens cONAFU 14246 fis. done OV 
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422429 AA310527 
434677 AW444575 
403310 

451830 H18433 
422222 AI699372 
435627 W88774 
436461 AW511956 
452166 A1948607 
413998 AW103807 
416642 T96118 
452081 AW958859 
452930 AW195285 
407910 AA650274 
428042 AA419529 
424641 AB001106 
417412 X16896 
409629 AW449589 
458771 AW295151 
415929 AA724373 
436645 AW023424 
426083 AW962712 
445268 AI218358 
429629 6E501732 
431917 D16181 
443348 AW873596 
443151 A1827193 
419255 AA235672 
452291 AF015592 
452561 A1692181 
421106 AA877124 
424268 AA397653 
425211 M18667 
421515 Y11339 
423045 AW967472 
428771 AB028992 
445745 AB007924 
417009 AA191719 
436517 BE080932 
425905 AB032959 
414083 AL121282 
452728 AI915676 
409920 BE169746 
441802 AA968636 
431956 AK002032 
413875 BE176776 
444009 AI380792 
410785 AW803341 
418882 NMJJ04996 
438993 AA828995 
435256 AF193766 
428104 AA421350 
439648 AW780192 
436194 AK001074 
446364 AB006624 
452744 AI267652 
439294 AW975328 
408369 R38438 
404561 
401575 

419296 AA236115 
432055 AW972359 
439107 AL046134 
450320 AW291775 
447350 AI375572 
441974 AI683782 
453142 AA033648 
409928 AL137163 
410292 AA843087 
415811 AA450191 
420218 AW958037- 
426625 T783Q0 
417708 N74392 
451024 AA442176 
411745 AW867826 
422058 AA862231 
439479 AI734258 
409099 AKD00725 
432222 A1204995 
444188 AI393165 
453096 AW294631 
450297 AW901347 
421002 AF116030 
445414 AV653692 



gb:EST1 81333 Jurkat T-ceQs V Homo saple 
Hs,1 30834 ESTs 



Hs.21542 K1AA1035 protein 

Hs.193247 hypothetical protein DKF2p434A171 

Hs.118370 ESTs 

Hs.293261 ESTs 

Hs.264680 ESTs 

Hs.243933 ESTs 

Hs.226313 ESTs 

Ks.7514 Homo sapiens cDNA RJ12141 fis, clone MA 

Hs.194097 ESTs. Weakly simaar to 138022 hypctheli 

Hs.41296 fibronecGn leucine rich transmembrane p 

Hs.76391 myxovirus (influenza) resistance 1 , homo 

Hs.151413 gte maturation factor, beta 

Hs.82112 intedeukin 1 receptor, type t 

Hs.279724 ESTs 

Hs.163612 ESTs 

Hs.49344 hypothetical protein FU11006 

Hs.156520 ESTs 

Hs.126712 ESTs, Weakly similar to AF1 91 020 1E21G5 

Hs.175048 ESTs 

Hs.30622 Homo sapiens cDNAFUl 301 0 fis, done NT 

Hs.2868 peripheral myelin protein 2 

Hs. 1 82278 calmodulin 2 (phosphorytase kinase, deit 

Hs.132714 ESTs 

Hs.87491 ESTs 

Hs.28853 COC7 (ceil division cycle 7, S. cerevrsi 

Hs.49169 WAA1634 protein 

Hs.172844 ESTs 

Hs307438 Human DNA sequence from clone 495010 on 

Hs.1867 progastricstn (pepsinogen C) 

Hs. 105352 GalNAc alpha-2. 6-siatyttransferase I, I 

Hs.183302 PCTAiRE protein kinase 2 

Hs.193143 K1AA1069 protein 

Hs.13245 KIAA0455 gene product 

Hs.314714 ESTs 

Hs.135225 ESTs 

Hs.31 8584 novel C3HC4 type Zinc finger (ring Tinge 

Hs.257786 ESTs 

Hs.239708 ESTs 

Hs. 12504 likefy orthotog of mouse Arkadia 

Hs 127877 ESTs 

Hs!272245 Homo sapiens cDNA FU 1 1 170 fis, done PL 

gb:RC3-HT0586-110300-01 1-g09 HT0586 Homo 

Hs.135104 ESTs 

gb:IL2-UM0079^)9030(W)5(M)03 UM0079 Homo 

Hs.89433 ATP-binding cassette, sub-family C (CFTR 

gb:od77b08s1 NCLCGAP_Ov2 Homo sapiens 

Hs.13872 cytokine-Eke protein C17 

Hs.191604 ESTs 

Hs.267596 ESTs 

Hs.333435 Homo sapiens cDNA FU 1021 2 fis, clone HE 
Hs.14912 KJAA0286 protein 
Hs.30504 Homo sapiens mRNA; cONA OKFZp434E082 (fr 
Hs.6523 chromosome 1 open reading frame 12 
Hs.182575 solute carrier family 15 (H*/pep8de tra 



Hs.1 20785 

Hs.293334 

Hs.13944 

Hs.213793 

Hs.172634 

Hs.128245 

Hs.7473 

Hs.57549 

Hs.124194 

Hs.172963 

Hs.286 

Hs.300642 

Hs.50495 



Hs.334443 
Hs.245367 
Hs.50579 

Ks.699 

Hs.11325 

Hs.38592 

Hs.100932 

Hs.146105 



ESTs 
ESTs 

adrenergic, beta, receptor kinase 2 

ESTs 

ESTs 

ESTs 

ESTs 

hypothetical protein dJ473B4 
ESTs 

hypothetical protein FU 14624 
ribosoma! protein L4 
serologically defined colon cancer antig 
ESTs 

gbzw63bOB.r1 Soares_totaLfetus_Nb2HF8_ 
gb:rVD^N0039-3003Q<W01-c02 SN0039 Homo 
ESTs 

ESTs. Weakly stnHar to ALU 1 JiUMAN ALU S 
hypothetical protein FU2071 8 
gb-.an03c03.x1 Stratagens schizo brain S1 
peptid^proryl isomerase B (cyctophifin 
ESTs 

hypothetical protein FU23342 
transcription factor 17 
ESTs 
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447207 


AA442233 


Hs.17731 


hypothetical protein FU 12892 


.4-0 


451353 


N21043 


Hs.42932 


ESTs 


4.0 


437075 


AA743748 


Hs.40758 


ESTs 


3.9 


410505 


AW752139 


Hs.314323 


ESTs 


3.9 


449746 


Al 568594 


Hs.176588 


ESTs, Weakly similar to CP4Y.HUMAN CYTOC 


3.9 


426116 


AA868729 


Hs.144694 


ESTs 


3.9 


415716 


N59294 


Hs.179662 


nucteosome assembly protein 1-Oko 1 


3.9 


436298 


AW293496 


Hs.180138 


ESTs 


19 


417718 


T86540 


Hs.193981 


ESTs 


3.9 


436772 


AW975688 


Hs.74170 


metallothionern 1E (functional) 


3.9 


401045 






3.9 


408767 


AA057279 


Hs.211928 


ESTs 


3.9 


407303 


AA016296 


Hs.155200 


ESTs, Weakly simitar to A561 94 ihromboxa 


i9 


432583 


AW023624 


Hs.162282 


potassium channel TASK-4; potassium chan 


3.9 


451623 


H77818 


Hs.268991 


ESTs 


3.9 


450063 


AI681509 


Hs.277133 


ESTs 


3.9 


416734 


H81213 


Hs.14825 


ESTs, Weakly similar to KIAA1503 protein 


3.9 


419276 


BE165909 


Hs.308881 


MSTP043 protein 


3.9 


433132 


AB026264 


Hs.284245 


hypothetical protein IMPACT 


3.9 


436149 


AI754308 


Hs.159452 


ESTs 


3.9 


422667 


H25642 


Hs.133471 


ESTs 


3.9 


443486 


NM.00342B 


Hs.9450 


zinc finger protein 84 (HPF2) 


3.9 


458219 


H22195 


Hs.31874 


ESTs 


3.9 


443G13 


A1079356 




gb:oz39b09.s1 Soares_NhHMPu_S1 Homosapi 


3.9 


439810 


AL109710 


Hs.85568 


EST 


3.9 


436578 


AI091435 


Hs.134859 


ESTs 


3.9 


415598 


AI433165 


Hs.9856 


ESTs 


3.9 


425087 


R62424 


Hs.126059 


ESTs 


3.9 


454111 


AW081681 


Hs.269064 


ESTs, Weakly similar to T42689 hypotheti 


19 


409719 


AI769160 


Hs.1086B1 


Homo sapiens brain tumor associated prot 


3.9 


452466 


N84635 


Hs.29664 


hypothetical protein DKFZp564B052 


3.9 


424962 


NMJM2288 


Hs.153954 


TRAM-iike protein 


3.9 


435823 


R07856 


Hs.16355 


ESTs 


3.9 


440633 


AI140686 


Rs.263320 


ESTs 


19 


429334 


063078 


Hs.186180 


Homo sapiens cDNA: FU 23038 fa, done L 


3.9 


444743 


AA045648 


Hs.301957 


nudix (nucleoside diphosphate linked moi 


a9 


430039 


BE253012 


Hs.153400 


ESTs, Weakry simitar to ALU 1 HUMAN ALUS 


3.9 


417461 


R38403 


Hs.13305 


ESTs 


3.9 


424051 


AL1 10203 


Hs.138411 


Homo sapiens mRNA; cONA DKFZp586J1922 (f 


as 


419140 


AI982647 


Hs.215725 


ESTs 


3.8 


415652 


T79213 


Hs.272073 


ESTs 


3.8 


430140 


AW296771 


Hs.221999 


ESTs 


3.8 


446896 


T15767 


Hs.22452 


Homo sapiens mRNA for K1AA1 737 protein, 


3.8 


422165 


AL041199 


Hs.1481 


histidine decarboxylase 


as 


417706 


T90797 


Hs.268623 


ESTs 


3.8 


424296 


AI631874 


Hs.155140 


casein kinase 2. alpha 1 polypeptide 


3.8 


450522 


A1698839 




gb:wd31f02j<1 Soares_NFLJ-GBC_S1 Homos 


3.8 


446619 


AU076643 


Hs.313 


secreted phosphoprotein 1 (osteoponCn, 


3.8 


449729 


R72032 


Hs.29235 


ESTs 


3.8 


414700 


H63202 


Hs.38163 


ESTs 


3.8 


440899 


AW449445 


Hs.120021 


DKFZP4341092 protein 


3.8 


439335 


AA742697 


Ks.62492 


ESTs, Weakly similar to B39066 proDna-r 


as 


408625 


AW243323 


Hs.266785 


ESTs 


as 


421987 


AI133161 


Hs.286131 


CQ-101 protein 


3.8 


418915 


AI474778 


Hs.118977 


ESTs 


3.8 


410224 


M55513 


Hs.150208 


potassium voltage-gated channel, shaker- 


as 


429846 


AB023021 


Hs.225945 


tucosytiransferase 9 (alpha (1,3) fuccsy 


3.8 


442849 


R10099 


Hs.263805 


ESTs 


3.8 


427191 


BE221825 


Hs.97691 


ESTs 


3.8 


407942 


AA378608 


Hs.5894 


hypothefcal protein FU10305 


3.8 


437030 


AA742577 


Hs.303781 


EST 


3.8 


427940 


AA417812 


Hs.38775 


ESTs 


3.7 


443054 


AI745185 


Hs.B939 


yes-assodated protein 65 kDa 


3.7 


449679 


AI823951 


Hs.129700 


tolloid-fike 1 


a7 


425937 


NM.013240 


Hs.163846 


putative N5-DNA-melhyitransferase 


3.7 


458663 


AV658444 


Hs.280776 


tankyrase, TRFI-interading ankyrirwela 


3.7 


455443 


AW967500 


Hs.133543 


ESTs 


3.7 


439957 


AI453184 


Hs.66357 


ESTs 


3.7 


446999 


AA151520 


Hs.334822 


hypothetical protein MGC4485 


3.7 


428414 


AL049980 


Hs.184216 


DKFZP564C152 protein 


3.7 


455170 


AW860972 




gb:QV0-CT0387-180300-167-h07 CT0387 Homo 


a7 


41 8379 


AA218940 


Hs.137516 


fidgeDn-tikel 


a7 


419720 


AA249131 


Hs.337778 


hypothefical protein FU 11068 


a7 


4435B4 


A1807035 


Hs^67245 


rrypolhelicai protein FU14803 


17 


416185 


AW975861 


Hs.47367 


KIAA1785 protein 


a7 


417235 


AA810278 


Hs.24250 


ESTs 


a7 


441720 


A1346487 


H*28739 


ESTs 


a7 


451421 


W16522 


Hs^37689 


Homo sapiens cONA FU 1 3539 (is, dona PL 


a? 


417355 


D13168 


Hs*2002 


endotheBn receptor type B 


3.7 


449321 


AA001150 


Ks.132937 


ESTs 


a7 


424808 


AA382523 


Hs.105689 


MSTP031 protein 


17 


452338 


AW608920 


Hs.29159 


zinc finger protein 75 (D8C6) 


a7 


409248 


AB033035 


Hs.51965 


KIAA1 209 protein 


3.7 
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421037 A1684808 
427088 AA398085 
420637 AW976153 
420026 A1831190 
5 429419 ABQ23226 
447410 A1470235 
404274 

416320 H47867 
412642 BE244598 

10 431716 D89053 

446025 AW3O5075 
450458 AA00S926 
423099 NM.002837 
438257 AW474419 

15 440887 AI799488 
454693 AW813428 
432189 AA527941 
408687 AL110280 
407726 AA435679 

20 436026 AI349764 
448776 BH302464 
452293 AI871833 
428330 L22524 
443268 A180O271 

25 429208 AA447990 
458429 AV646559 
404476 
405848 

438209 AL120659 

30 403937 

437918 AI761449 
432408 N39127 
437641 AA811452 
439635 M477288 

35 446102 AW168067 
418384 AW149266 
425403 ALJ023753 
432030 AI908400 
446453 AV658469 

40 452055 AI377431 
440801 AAS06366 
432779 AW979241 
440886 AW511032 
401049 

45 449424 AW448937 
418076 R61388 
423035 AW449679 
435463 AA682507 
438016 A1949638 
50 455201 AW947884 
433293 AF007835 
456536 AW135986 
428679 AA431765 
414400 X06948 
55 435344 AA700326 
445056 AB014530" 
449444 AW818436 
442652 A1005163 
423121 AW864848 
60 449540 AA001713 
425734 AF056209 
428409 AW117207 
431087 H12723 
426920 AA393351 
65 4276B7 AW003867 
437583 AA761190 
421599 AA293655 
433687 AA743991 
421863 AI952677 
70 430499 AW969408 
451531 AA018311 
457620 AA602711 
410658 AW105231 
427865 AA416931 
75 453390 AA862496 
419983 W55956 
454600 AW810001 
427718 AI798680 
416548 H62953 
80 420381 D50640 
410908 AA1216B6 
442080 AW444761 
406685 M18728 



Hs.197653 ESTs 
Hs.142390 ESTs 

gb£ST388262 MAGE resequences. MAGN Homo 
Hs.166676 ESTs 
Hs.202276 K1AA1009 protein 
Hs.172698 EST 



Hs.34024 
Hs.809 
Hs.268012 
Hs.160948 

Hs.123641 
Hs.224794 
Hs.135905 



Hs301152 
Hs.88594 
Hs.217081 
Hs.30057 
Hs.304609 
Hs.2256 
Hs.129445 
Hs.190478 
Hs,12346 



ESTs 

hepatocyte growth factor (hepapdetin A; 
fat^-acW-Coenzyme A Bgase, long-chain 
K1AAG729 protein 

gbzi07e05.f1 Soaresjetaljlver.spleeru 
protein tyrosine phosphatase, receptor i 
ESTs 
ESTs 

gb:MR3-ST0192-01020O-21O<H)5 ST0192 Homo 
gtKnh30cO4^1 NCLCGAP_Pr3 Homo sapiens 
Homo sapiens mRNA* cDNA DKFZp434F053 (fr 
ESTs 
ESTs 

MRS2 (S. cerevistaeHite, magnesium horn 
ESTs 

matrix metatloproteinase 7 (matritysin, 
hypothetical protein FU12496 
ESTs 

Homo sapiens cDMA: FU21399 fis, done C 



Hs.61 1 1 aryl-hydrocarbon receptor nuclear transl 

Hs.121629 ESTs 

Hs332557 ESTs, WeaWy similar to A46010 X-iinked 

Hs.291911 ESTs 

Hs.94891 hypothetical protein FU22729 

Hs.252956 ESTs 

Hs.25130 Homo sapiens cONA FU14923 fis, done PL 

Hs.156406 Human DNA sequence from done 1 198H6 on 

Hs.143789 ESTs 

Hs.188646 ESTs, Weakly simiJar to ALU1_8UMAN ALU S 

Hs.141693 hypotheOcai protein MGC10858 

Hs.190535 ESTs 

gb:EST391351 MAGE resequences, MAGP Homo 

Hs.190516 ESTs 

Hs.197030 ESTs 
Hs.6724 ESTs 

Hs.156739 Rsapiens XG mRNA (done PEP1 1) 

gbrzj18R}8.s1 Soares JetaUiver_spleen_ 

Hs.336846 EST 

6 b:PM1-MT0010-2Q0300-001-g08 MTOOIOHomo 
Hs.32417 hypothetical protein MGC4309 
Hs.257859 ESTs 

gbzw80cO3.s1 Soares JestisJiHT Homo sap 
Hs.897 Fc fragment of IgE, high affinity I. rec 
Hs.190599 ESTs 
Hs.12259 WAA0630 protein 
Hs 23590 solute canter family 16 (monocarboxyilc 
Hs.201378 ESTs, Weakly sferflar to T12545 hypothetl 

gb:PM2-SN0018-29030CM)03«09 SN0018 Homo 
gbzh86e0B.s1 SoaresJetaLiiver_spIeen_ 
Hs.159396 peptidytgtyctealph^^ 
Hs.98523 ESTs 
Hs.290791 ESTs 
Hs.132121 ESTs 
Hs.1570 histamine receptor H1 
Hs.244627 ESTs 
Hs.97293 ESTs 

8 b:ny57g0t.s1 NCl_CGAP..Pr18 Homo sapiens 
Homo sapiens mRNA; cDNA OKFZp434P22B (fr 
ESTs 



Hs.108972 
Hs.231991 
Hs.1 14762 
Hs.336753 
Hs.192035 
Hs.126065 
Hs.28482 
Hs.94030 

Hs.25933 

Hs.337616 
Hs.10592 
Hs.44565 



ESTs 
EST 
ESTs 
ESTs 
ESTs 

Homo sapiens mRNA; cONA DKFZp586E1624 (f 
pJ)di^R4^T012427030lW0W)11 ST0124Homo 
ESTs 

gb7r47mr1 Soares fetal Sver spleen 
phosphodiesterase 3B. cGMP-inhiKted 
ESTs 
ESTs 

gbiHuman nonspecific crossreading anfig 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 
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404200 

417976 BE565892 
433285 AW975944 
432868 AW974093 
433492 AW605849 
410252 AW821182 
428804 AK000713 
428775 AA434579 
410004 AI298027 
422093 AF151852 
441736 AW292779 
423017 AW178761 
405970 

431954 AK001974 
459482 AA625339 
410361 BE391804 
410804 U64620 
402230 

436120 AI248193 
405336 

434374 AA631439 
428911 243846 
437783 AI683150 
416057 AI927382 
435496 AW840171 
436088 AA704687 
408554 AA836381 
454076 AW204712 
431733 AW298410 
432974 BE348793 
412576 AA447718 
446142 AI754693 
447432 AW95B473 
433384 AI021992 
413621 A1808648 
419546 AA244199 
436111 AI803082 
421236 AI287622 
433917 AI809325 
403515 

429657 D13626 
453375 AI990114 
448186 AA262105 
412209 AW901456 
421065 AA329711 
409642 AW450809 
420092 AA814043 
453365 AA035211 
437007 AA741300 
408031 AA081395 



439024 

418432 M14156 

417991 AA731452 
403356 

433650 AA603472 

410318 AA084050 

427019 AA001732 

413714 A1560944 

430887 N66801 

413618 BE154078 

420908 AL049974 

436168 AK000883 



432809 
433805 
436192 
435451 
411849 



410434 
416421 
438394 
444301 
428795 
458924 
435934 
400269 
410555 
412903 



Hs.83077 interleukin 18 (interteron-gammaHnducin 

Hs.237396 ESTs 

Hs.292775 ESTs 

gb:MRD-HT0241-20010{M)0^g02 HT0241 

Hs.61418 nricroMar-associated protein 1 

Hs.193736 hypothetical protein FU20706 

Hs.143691 ESTs 

Hs.5057 carbaxypepfidase D 

Hs.111449 CG1-94protein 

Hs.169799 ESTs 

Hs.227948 serine (or cysteine) proteinase inhlbito 



Hs.272242 hypothetical protein FU1 11 12 

Hs.237052 EST, Weakly similar to 138022 hypothetic 

Hs.62661 guanylate binding protein 1 , interferon- 

Hs.66521 Machadc-Joseph disease (spinocerebellar 

Hs.1 19860 ESTs 

gb:np85d02.s1 NCLCGAP„Jhy1 Homo sapiens 

Hs.194478 Homo sapiens mRNA; cONA DKFZp43401572 (f 

Hs.201550 ESTs, Weakly similar to ALU INHUMAN ALU S 

Hs.29857 ESTs 

Hs.265398 ESTs, Weakly similar to transformation-f 

Hs.191294 ESTs 

Hs.3151 1 1 nuclear receptor awepressor/HOAC3 comp 

Hs.61957 ESTs 

Hs.21475 ESTs 

Hs.233331 ESTs 

Hs,107057 ESTs 

Hs.145968 ESTs 

Hs.301957 nudix (nucleoside diphosphate linked moi 

Hs.124244 ESTs 
Hs.184156 ESTs 

gbuic06cQ5.s1 NCLCGAP_Pr1 Homo sapiens 
Hs.157212 ESTs 
Hs.151956 ESTs 

Hs.122814 Human DNA sequence from clone RP5-1028D1 

Hs.2465 KIAA0001 gene product; putative G-protei 

Hs.240091 ESTs 

Hs.4094 Homo sapiens cONA FU14208 lis, clone NT 

gb:RCO-NN1012-27030f>031-c07 NN1012 Homo 
gb:EST33382 Embryo. 12 week II Homo sapi 

Hs.257347 ESTs 

Hs.88045 ESTs 

Hs.17404 ESTs 

Hs^02599 ESTs, Weakly similar to 138022 hypotheti 

Hs.42173 Homo sapiens cONA FU 10366 fc, done NT 

Hs.35598' ESTs 

Hs.85112 insulin-like growth factor 1 (somatomedj 

Hs.190008 ESTs 

Hs.28456 ESTs 

Hs.269259 ESTs, WeaMy similar to S23650 retroviru 

Hs.173233 hypothetical protein FU 10970 

Hs.71428 ESTs 

Hs.260287 WAA1841 protein 

gb:PMf>HT0339.20040(MJ10-F04 HT0339 Homo 

Hs.100261 Homo sapiens mRNA; cONA DKFZp564B222 (fr 

Hs.301645 Homo sapiens cONA FU 10021 fis, done HE 



AA565509 

AA7Q6910 

W93847 

AF195420 

AW964970 

BE089973 

AF051152 

AA134006 

BE379623 

AK000136 

R45503 

BE242158 

R19382 

U92649 
BE007967 



449585 AJ 555321 
408806 AW847814 
41B557 BE140602 



Hs.131703 ESTs 

Hs.112742 ESTs 

Hs^4139 Homo sapiens cONA: FU23137 fis, clone L 

Hs.303006 ESTs, Weakly similar to gamma-heregufin 

Hs.18861 ESTs, Moderately similar to KIAA1 276 pro 

gb:RC6-BT070W1030(W21-G07 BT0709 Homo 

Hs.63668 totrtke receptor 2 

Hs.79306 eukaryofc translation IniSafion factor 

Hs.27693 peptidytprctyi isomerase (cydophilinH 

Hs.10760 asporln(LRRdassl) 

Hs.97469 ESTs, «gWy similar to A39769 N-acetyil 

Hs.24427 0KFZP566O1646 protein 

Hs.1 17869 ESTs 

Hs.64311 a disintegrin and metaltoproteinase doma 

Hs.1 55795 ESTs 

Hs.1 97693 ESTs 

Hs.289005 Homo sapiens cONA: FU21532 fis, done C 

Hs.246645 ESTs 
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453204 R10799 Hs.191990 ESTs 3.3 

450696 AI654223 Hs. 16026 hypothalkal protein FU23191 3.3 

427374 AI150033 Hs.143686 ESTs 3.3 

443367 AW071349 Hs.215937 ESTs 3.3 

5 446645 AI336596 Hs.156294 ESTs 3.3 

449897 AW819642 Hs.24135 transmembrane protein vezatin; hypothec 3.3 

428457 AK002121 Hs.184465 hypothetical protein FU 11 259 3.3 

408761 AA057264 Hs.238936 ESTs, Weakly similar to {defline not ava 3.3 

403895 3.2 

10 414899 AW975433 Hs.36288 ESTs 3.2 

409044 AI129586 Hs.33033 hypothetical protein FU 14623 3.2 

447233 AW246333 Hs.17901 Homo sapiens, done IMAGE:393701 5, mRNA, 3.2 

422219 AW978073 Hs.1010 regulalor of mitotic spindle assembly 1 3.2 

427119 AW880562 Hs.1 14574 ESTs 3.2 

15 437073 A1885608 Hs.94122 ESTs 3.2 

443830 AI142095 Hs.143273 ESTs 3.2 

454962 AW847645 gb:IL3^T0213-2801(XW}5&A04CT0213Homo 3.2 

433644 AW342028 gb:hb75d03jc1 NCLCGAP_Ut2 Homo sapiens 3.2 

417561 AW974345 gb£ST386449 MAGE resequences, MAGM Homo 3.2 

20 446063 AI720140 Hs.151079 ESTs 3.2 

423609 AA328348 Hs.218289 ESTs 3.2 

428004 AA449563 Hs.151393 glutarnate^teineDgase.cataryticsub 3.2 

453370 AI470523 Hs.139336 ATP-binding cassette, sub-family C (CFTR 3.2 

435808 AA702866 Hs.113150 ESTs 3.2 

25 424001 W67883 Hs.137476 patematly expressed 10 12 

415635 F13168 gb:HSC3JF101 normalized infant brain cDN 3.2 

418946 AI798841 Hs.164526 ESTs 3.2 

431750 AA514986 Hs.283705 ESTs 3.2 

425188 AK002052 Hs.155071 hypothetical protein FU 1 1 1 90 3.2 

30 428268 AA424957 Hs294132 ESTs 3.2 

418878 W20090 Hs.6616 ESTs 3.2 

416565 AW00096O Hs.44970 endoplasmic reticulum resident protein 5 3.2 

454288 BE222648 Hs.279458 ESTs, Highly similar to c38QA1 .1b [H.sap 3.2 

446428 AW082270 Hs.12496 ESTs, Weakly similar to ALU4_HUMAN ALU S 3.2 

35 404588 3.2 

413087 BE064655 gteRC1-BT031W01 299-01 2-C09BT031 3 Homo 3.2 

444910 AI201849 gbxjs76g04j(1 NCI_CGAPJ>r28 Homo sapiens 3.2 

407339 AA777542 Hs.132670 ESTs 3.2 

414093 BE544867 Hs.283077 centrosomal P4.1-associated protein; unc 3.2 

40 438458 AW975186 gb:EST387294 MAGE resequences, MAGM Homo 3.2 

419340 AA236590 Hs.87530 ESTs 3.2 

423448 AK000776 Hs.128753 Homo sapiens cDMA FU 20769 fis, clone CO 3.2 

457030 A1301740 Hs. 173381 <%rJmpynWtnase-like 2 3.2 

421187 NMJJ14721 Hs.102471 WAA0680 gene product 3.2 

45 419929 U90268 Hs.93810 cerebral cavernous malformaCons 1 3.2 

429276 AF056085 Hs.198612 G protein-coupled receptor 51 3.2 

423841 AW753967 gb:RC2^T0304^)801CKW)11-h12CT0304Homo 3.2 

438839 AW297945 Hs.128490 ESTs 3.2 

410085 AA428482 Hs.58589 glycogenin2 3.2 

50 427961 AW293165 Hs.143134 ESTs 3.2 

429228 AI553633 Hs.337139 ESTs 12 

431548 A1834273 Hs.9711 novel protein 11 

441839 AW975S12 Hs.29160 ESTs 3.1 

410389 AW954049 Hs.8177 ESTs. Weakly similar to PIHUB6 salivary 3.1 

55 441274 AW593781 Hs.131357 ESTs 3.1 

452401 NM.007115 Hs.29352 tumor necrosis factor, dphataduced pro 3.1 

436154 AA764950 Hs.1 19899 ESTs ■ 3.1 

406752 A1285598 gfcqu49f06.x1 Na.CGAPj.ym6 Homo sapiens 3.1 

450689 AI369275 Hs^43010 Homo sapiens cDNA FU14445 fis, dona HE 3.1 

60 434164 AW207019 Hs.14813S serineArtreonine kinase 33 3.1 

436739 BE208022 Hs.127685 WAA1627 protein 3.1 

451674 AA019104 Hs.175483 Homo sapiens cDNA: FU2201 6 fis. done H 3.1 

421165 AA305407 Hs.102308 potassium inwardly-rectifying channel, s 3.1 

437872 AK002015 Hs.5887 RNA binding motif protein 7 3.1 

65 440046 AW402306 Hs.6677 hypothetical protein FU 10483 3.1 

452824 W27643 Ks.73965 splicing factor, arajnine/serine^ch 2 3.1 

426457 AW894667 Hs.169965 chirr^(<*lmaerin) 1 3.1 

424780 U39576 Hs.153058 outyrophiTiruubfemfly l.memberAI 11 

456551 AW975051 Hs.293156 ESTs, WeaWy similar to 178885 serine/th 11 

70 410763 AF279145 Hs*986 hypothefcal protein FU21 776 11 

431614 BE256242 Hjl270847 delta-tubulin 11 

440099 AL080058 Hs.6909 OKFZP564G202 protein 11 

436401 AI087958 Hs^9088 ESTs 3.1 

_ _ 437439 H29796 Hs.269622 ESTs 11 

75 403277 11 

408547 AA574291 Hs.57837 ESTs 3.1 

424131 AA335714 Hs.199665 ESTs 11 

433222 AW514472 Hs.238415 ESTs, Moderately simitar to ALU8.HUMAN A 3.1 

rt _ 434636 AA083764 Hs.6101 hypothetical protein MGC3178 11 

80 450519 AA010066 Hs.224849 Homo sapiens cDNA FU1 2583 fis, done NT 11 

415083 AI632683 Hs.27179 Homo sapiens cONAFU12933fis,doneNT 11 

407905 A W1 03555 Hs.252905 ESTs 11 

452311 AW304029 Hs.252744 ESTs 11 
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434849 AW292785 Hs.8053 ESTs 3.1 

446770 AV660309 Hs.154986 ESTs, Weaxry similar to PllP_HUMAN PLASM 3.1 

424238 AA337401 Hs.137635 ESTs 3.1 

411643 AI324519 Hs.192570 hypothetical protein FU22028 3.1 

5 447829 AI433029 Hs.164104 ESTs 3.1 

406506 3.1 

428301 AW628666 Ks.98440 ESTs, WeaWy similar to 138022 hypotheti 3.1 

428579 NM_005756 Hs.184942 G protein-coupled receptor 64 3.1 

451229 AW967707 Hs.48473 ESTs 3.1 

10 401103 3.1 

433589 AA886530 Hs.188912 ESTs 3.1 

459370 AA889982 Hs.271826 ESTs. Weakly similar to O8022 hypotheti 11 

438533 AJ440266 Rs. 170673 ESTs, WeaWy similar to T24832 hypotheti 11 

404288 3.1 

15 406195 3.1 

438202 AW169287 Hs.22588 ESTs k 3.1 

425516 BE000707 Hs.29567 ESTs 31 

426572 AB037783 Hs.170623 hypothetical protein FU1 1 183 11 

422692 AA332376 Hs.24135 transmembrane protein vezafin; hypotheti 3.1 

20 435414 AW270550 Hs.116957 ESTs 3.1 

418950 T78517 Hs.13941 ESTs 3.1 

426890 AA393167 Hs.41294 ESTs 3.1 

457447 X78261 Hs.272177 H.sapiens mRNA for TRE17 5* extremity an 3.1 

443773 AV646452 Hs.30941 calcium channel, voltage-dependent, beta 11 

25 459371 R20991 gb^g06h01.r1 Scares infant brain 1N1B H 11 

421823 N4Q850 Hs.28625 ESTs 11 

447247 AW369351 Hs.287955 Homo sapiens cDNA FU13090 fis, clone NT 11 

452896 AA831508 Hs.32553 ESTs 3.1 

425895 AI269484 Hs.161427 zinc finger protein 21 5 11 

30 451403 AA885569 Ks.40919 Homo sapiens cDNA FU1451 1 fis, clone NT 11 

407340 AA810168 Ks.284289 vttiUgoassodaled protein V1T-1 11 

401862 11 

444325 AW152618 Hs.16757 ESTs 11 

408171 AA301228 Hs.43299 hypothetical protein FU12890 11 

35 423949 AI014546 Hs.13Q912 ESTs 11 

419519 AI198719 Hs.176376 ESTs 10 

434683 AW298724 Hs.202639 ESTs 10 

418454 AA315308 Hs.195870 hypothetical protein FU14991 10 

415086 AI597963 Hs.1 18726 ESTs 3.0 

40 419220 AA811938 Hs.291759 ESTs 10 

418849 AW474547 Hs.53565 Homo sapiens P1G-M mRNA for mannosyttran 10 

443634 H73972 Hs.134460 ESTs 10 

429682 NM_006306 Hs.211602 SMC1 (structural maintenance of chromoso 10 

405090 10 

45 432267 AK000872 Hs.274227 Homo sapiens cDNA FU 10010 fis, clone HE 10 

443253 AI041212 Hs.132117 ESTs 10 

444974 A1203500 Hs.151612 ESTs 10 

445717 AW664658 Hs.149332 ESTs 10 

449347 AV649748 Hs.295901 KIAA0493 protein 10 

50 452778 R71338 Hs.5921 Homo sapiens cDNA: FU21592 fis, clone C 10 

414888 AL039185 Hs.77558 thyroid hormone receptor interactor 7 3.0 

424406 D54120 Hs.146409 ceH division cycte 42 (GTP-binding prot 10 

410371 AA0B4482 Hs.115850 ESTs 10 

426384 AI472076 Hs.303662 ESTs 3.0 

55 418200 AW629751 Hs.206654 ESTs, Weakly slmnar to alternatively sp 10 

427050 AA397789 Hs.161803 ESTs . 10 

449579 AW207260 Hs.134014 ESTs, Weakly similar to T46425 hypotheti 10 

411004 AW813242 gb:MR3ST0191-020200-207-g10ST0191 Homo 10 

454032 W31790 Hs.194293 ESTs, Weakly similar to 154374 gene NF2 10 

60 455601 A) 368680 Hs.816 SRY (sex determining region Y)-box 2 10 

447482 AB033059 Hs.18705 KLAA1 233 protein 10 

439416 W58294 Hs.56254 ESTs 10 

436635 AW104325 Hs.272093 ESTs, WeaWy simHar to 178885 senne/th 10 

419086 NMJWG216 Hs.89591 Kallmann syndrome 1 sequence 3.0 

65 412566 AW962574 gb:EST374647 MAGE resequences, MAGG Homo 10 

415452 F09134 Hs.12839 ESTs 10 

427874 AA732367 Hs.98198 ESTs 10 

447046 AA326187 Hs.17170 G protein-coupled receptor 4 10 

454193 BE141183 gb:MRQ4fT0071-1 911 99401 -b04 HT0071 Homo 10 

70 454678 AW813089 gfcRC3-ST01 86-240400-1 1 1-b05 ST01 86 Homo 3.0 

415122 D60708 Hs.22245 ESTs 10 

444665 BE613125 Hs.47783 B aggressive lymphoma gene 10 

400227 3.0 

411905 BE265067 gb:601193893F1 NIH_MGC_7 Homo sapiens cO 10 

75 419503 AA243642 Hs.137422 ESTs 10 

446563 BE326588 Hs.141454 ESTs 3.0 

457285 AI038858 Hs.1 30522 KvchanneHrtteracfing protein 1 3.C 

434998 AW975157 Hs.26037 ESTs 10 

436203 BE384982 Hs.5076 Homo sapiens cDNA: FU221 28 6s, clone H 1C 

80 424539 L02911 Hs.150402 acfhrtn A receptor, type I 1C 

449856 AA203155 Hs.18200 ESTs 1C 

427698 AW972594 Hs.294140 ESTs K 

451494 AI799444 Hs.247095 ESTs.^eraterysirnflartoALU7_HUMANA 3.( 
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442994 
408155 
421072 
456273 
404548 
428201 
441519 
445413 
418717 
428839 
407758 
431906 
424968 
431023 
432596 
452412 
421309 
438128 
408321 
439236 



417014 
422278 
406603 
425573 
427878 
451700 
451797 
423025 
422634 
446966 
408690 
408525 
412248 
432507 
447290 
424188 
431448 
400325 
408408 
423119 
423717 
424152 
431980 
434980 
444339 
446745 
459201 
430573 
451073 
440575 
402046 
426882 
435738 
420656 
438323 
453123 
418343 
431595 
436187 
459440 
451957 
408434 
456034 
442118 
420727 
433849 
424235 
429826 
437913 
441330 
443458 
438873 
444561 
444631 
458186 
436043 
415757 
449299 
457003 
408875 
424602 
426174 



AI026718 Hs.16954 ESTs 

AL137573 Hs.43143 Homo sapiens mRNA; cDNA DKF2p564A2463 (I 

AI215069 Hs*9113 ESTs 

AF154846 Hs.1148 zinc finger protein 

AA424158 Hs^08461 ESTs 

AA972740 Hs.127092 ESTs 

M151342 Hs.1 2677 CGM47 protein 

AI334430 Ks.86334 ESTs 

AI767756 Hs.82302 Homo sapiens cDNARJ 148146s, done NT 

D50915 Hs.38365 WAAQ125 gene product 

AW328038 Hs.37486 ESTs 

AA349086 Hs.259746 ESTs, Weakly similar to A46010 X-finked 

A1283133 HsJ97420 ESTs 

AJ224741 Hs.278461 matn1n3 

AA029608 Hs.61373 ESTs 

A1222086 Hs^70449 ESTs, Moderately similar to ALU LHUMAN A 

AA904430 Hs.122049 ESTs, WeaMy similar b T2D4.HUMAN TRANS 

AW405882 Hs.44205 corfctaSn 

BE160952 Hs.2471 17 ESTs, Moderately similar to ALUF.HUMAN ! 

AA251720 Hs.104347 ESTs, Weakly similar to ALUC_HUMAN 111! 

AF072873 Hs.114218 frizzled (Drosophila) homolog 6 



AB006423 Hs.158308 serine (or cysteine) proteinase inhibito 

C05766 Hs.181022 CGI-07 protein 

AI470262 Hs.29553 ESTs 

AW563858 Hs.333513 small inducible cytokine subfamily E, me 

AA831267 Hs.12244 hypothetical protein FU 20097 

NM016010 Hs.118821 CGI-62 protein 

AW372914 Hs.86149 phcsphomositd 3-phosphate-binding prot 
AW864542 gb:PM4-SN001 6-120500-003*02 SN0016 Homo 

AW206972 I-&253595 ESTs 

BE176480 gb:RC3-HT0585-16030(H)22-c02 HT0585 Homo 

BE391093 Hs.324667 ESTs 

AI476732 Hs^63912 ESTs 

AW954552 Hs. 142634 zinc finger protein 

AL137517 Hs.334473 hypothetical protein DKFZp56401 278 

M85292 Hs.247924 Homo sapiens endogenous HW-1 related se 

AF070571 Hs.44690 Homo sapiens done 24739 mRNA sequence 

AA322201 Hs.131976 ESTs 

AA330036 Hs.152003 ESTs 

AL133591 Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (fr 

AA523695 HsJ24507 hypothetical protein FU209B6 

AW770553 Hs, 14553 sterol O-acyttransferase (acyl-Coenzyme 

T96555 Hs.31562 ESTs 
AW118189 Hs.156400 ESTs 

AW391177 gb:MR3^T0203-221299-023405 ST0203 Homo 

AA744550 Ks.136345 ESTs 
AI758905 Hs.206063 ESTs 
AA889870 Hs.126006 ESTs 

AA393108 Hs.97365 ESTs 

AA699633 Hs.269543 ESTs, Weakly similar to A561 94 thromboxa 
AA279098 Hs. 187636 ESTs 
A1985394 Hs. 123369 ESTs 
AI953716 Hs.221849 ESTs 
AA216372 Hs.159501 ESTs 

AA5081 96 gb:nh60f07.s1 NCLOGAP_Pr8 Homo sapiens 

AK000998 Hs.297221 Homo sapiens cONA FU10136 fis, done HE 
BE048054 gb:tz46c0ly1 Nd.CGAP.Bm52 Homo sapien 

AI796320 Hs.10299 Homo sapiens cDNA FU1 3545 fis, done PL 
AW195317 Hs.107716 hypothetical protein FU22344 
AW450979 gb:U1-H-Bl3-ala^12-04J).s1 NCLCGAP_Su 

AA976718 Hs.202242 ESTs 

H75701 Hs.99886 ornptement component 4-buxfing prolan, 

BE465884 Hs.280728 ESTs 
NM_003181 Hs.143507 T brachyury (mouse) homolog 
N93266 Hs.40747 ESTs 

AI140825 Hs.121623 ESTs 
AI692984 Ks.129354 ESTs 
R05385 Hs.143509 hypothetical protein FU21924 

A1302471 Hs.1 24292 Homo sapiens cDNA: FU231 23 fis. done L 
NM_004469 Hs,11392 c-fcs Indeed growth factor {vascular en 
AW995395 Hs.84520 ESTs, WeaHy strriar to TRHY.HUMAN TR1CH 
AA904244 Hs.153205 ESTs 

AW963838 Hs.168830 Homo sapiens cONAFU 121 36 fe. clone MA 
AA830854 Hs.187810 ESTs 
AA299919 Hs.84561 ESTs 
S78234 Hs.172405 cell division cycle 27 

NM-015434 Hs.48604 DKF2P434B1 68 protein 
AK002055 Hs.151046 hypothetical protein FU1 1 193 
AA547959 Hs.1 15838 ESTs 
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449318 AW236021 
429950 AW081608 
412733 AA984472 
423637 AL137279 
442655 AW027457 
420556 AA278300 
430447 W17084 
416871 H98716 
439737 A1751438 
406815 AA833930 
401094 
401526 

414140 AA281279 
417320 AA195667 
418282 AA215535 
442927 AI024347 
450006 AI241555 
419231 AL046294 
416623 N74925 
403329 

414696 AF002020 
419038 AW134924 
440106 AA864968 
448019 AW947164 
431745 AW972448 
421426 AA291101 
433014 N^L014711 
455100 BE160198 
441790 AW294909 
404443 

428129 A1244311 
435047 AA454985 
423948 AW392342 
449327 AJ638743 
400983 

415786 AW419196 
411213 AA676939 
420896 AW149342 
409994 D86864 
430388 AA356923 
419530 X98330 
455092 BE1S2428 
456118 AA380267 
440192 AA872282 
448466 AI522109 
414869 AA157291 
440351 AF030933 
407594 AW057584 
439235 N45513 
417061 AJ675944 
434812 AA649860 
409731 AA125985 
455512 AW983608 
408380 AF123050 
435990 A1015862 
410672 AW794600 
432798 AA565309 
416288 H51299 
438886 AA827728 
451558 NM_001089 
416940 N75620 
421750 AK000768 
438398 AA806526 
435313 AJ769400 
414605 BE390440 
436508 AW604381 
413195 AA127382 
413829 ML001872 
401323 

408296 AU17452 
428532 AF 157326 
423454 AL1 10456 
436027 AJ864053 
406970 M29994 
426172 AA371307 
452114 N22687 
439750 AU59053 
423130 AW897586 
430660 R11684 
434138 AA625804 
427469 AA403084 
429881 T80112 
411492 T46848 



Hs.78531 Homo sapiens, Simflar to WKEN cDNA 5730 

Hs.105053 ESTs 

Hs.74554 K1AA0080 protein 

Hs.130187 Homo sapiens mRNA; cDNA DKFZp43401 214 (( 

Hs.30323 ESTs. Weakly simaar to B34087 hypothefi 

Hs. 124292 Homo sapiens cDNA: FU 23123 fis, clone L 

Hs.332848 SWi/SNF related, matrix associated, acti 

gfcyx13d08.s1 Scares melanocyte 2N5HM Ho 

Hs.41271 Homo sapiens mRNA full length insert cON 

Hs.288036 tRNA isopentenylpyrophosphale transferas 



Hs.23317 hypothetical protein FU14681 

Hs.86022 ESTs 

Hs.98133 ESTs 

Hs.131519 ESTs 

Hs.60171 ESTs 

Hs.136245 ESTs, Weakly similar to T17227 hypotheti 

Hs.38761 Homo sapiens cDNA: RJ21554 fe, done C 

Hs.76918 Niernann-Pick disease, type C1 

Hs.190325 ESTs 

Hs.127699 WAA1603 protein 

Hs.195641 ESTs. Moderately similar to 138022 hypot 

Hs.163425 ESTs 

Hs.33020 Homo sapiens, clone IMAGE:3939163, mRNA, 

Hs.279912 KIAA0419 gene product 

gb:QV1-HT041341020(M)594t03 HT0413 Homo 

Hs.132208 ESTs 

Hs.26912 ESTs 

Hs.54973 cadhemvlike protein VR20 

Hs.283077 centrosomal P4.1 -associated protein; unc 

Hs.224672 ESTs 

Hs.257924 hypothetical protein FU13782 
Hs.69285 neuropilin 1 

Hs.24444 Homo sapiens cDNA: FU 221 65 fis, clone H 
Hs.57735 acetyl LOL receptor; SREC 
Hs.240770 nudear cap binding protein subunil 2, 2 
Hs.90821 ryanodine receptor 2 (cardiac) 

gb^M0-HT0323.151299-12fr*04 HT0323 Homo 
Hs.78277 DKFZP434F2021 protein 
Hs.190596 ESTs 
Hs.171066 ESTs 
Hs.21479 ubinuctein 1 
Hs.7179 RAD1 (S. pombe) homotog 
Hs.160681 ESTs 
Hs.46608 ESTs 

Hs.188691 Homo sapiens c DMA FU 12033 fis, clone HE 
Hs.189496 ESTs 

Hs.56145 thymosin, beta, identified tn neuroblast 

gb:RC3-HN0001-24040(M)12^1 HN0001 Homo 

Hs.44532 dhibiquiSn 

Hs.131793 ESTs 

gb:RC&UM0014-17030O-O22-C05 UM0014 Homo 

Hs.194015 ESTs 

gb:yp07c06.s1 So ares breast 3NbHBst Homo 

Hs.128705 ESTs, Weakly similar to AF1 49422 2 unkno 

Hs.26630 ATP-binding cassette. sub4amBy A (ABC1 

Hs.43157 ESTs 

Hs.107872 hypothetical protein FU20761 
Hs.130277 ESTs 
Hs.189729 ESTs 

gb:601283601F1 NlHJf!GC_44 Homo sapiens c 
Hs.121121 ESTs. Weakly similar to S00755 pleckstri 
Hs.22404 protease, serine, 12 (neurotrypstn. moto 
Hs.75572 carboxypeptidase B2 (plasma) 

Hs.44155 DKFZP586G1517 protein 

Hs. 184786 TBP-tnteracting protein 

Hs.469 succinate dehydrogenase complex, subunil 

Hs.39972 ESTs, Weakly similar to 138588 reverse I 
gb:Human atpha-J spectrin gene, exon 12. 

Hs.125056 ESTs 

Hs.8236 ESTs 

Hs.57664 Homo sapiens mRNA full length insert cON 

Hs.21213 ESTs 

Hs.100826 ESTs 

gbzu86h01.s1 Soares_teslis_NHT Homo sap 

Hs.269347 ESTs, WeaWy similar to 2109260A B cell 

Hs-192245 ESTs 

Hs.70337 immunoglobufin superfamiry, member 4 
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409435 AJ810721 Hs.95424 ESTs 2.8 

442191 W95185 Hs3136 endothelial PAS daman protein 1 2.8 

407305 AA715284 gb:nv35fD3.r1 NCLCGAP.&5 Homo sapiens 2.8 

444381 BE387335 Hs.283713 ESTs, WeaHy similar ta S64054 hypotheti 2.8 

5 412189 R60982 Hs.22581 ESTs 2.8 

420976 AI924940 Hs.108082 ESTs,VV^sWlartoT31636hypolheli 2.8 

448330 AL036449 Hs.207163 ESTs 2.8 

418912 NM 000685 Hs.89472 angiotensin receptor 1 28 

422505 AL120862 Hs.124165 ESTs 2.8 

10 427752 AA470687 Hs.104772 ESTs £8 

433513 AI566356 Hs.171437 ESTs 28 

433703 AA210863 Hs.3532 nemo-Ota kinase 2.8 

448912 083781 Hs.22559 K1AA0197 protein 2.8 

405621 2.8 

15 430687 BE274217 Hs.249247 heterogeneous nudear protein similar to 2.8 

450400 AI694722 Hs.279744 ESTs 2.8 

456844 AJ264155 Hs.152981 COP-diacytglycera! synthase (phosphatide 2.8 

418342 BE002723 Hs.226627 tepfin receptor 2.8 

420756 AA411800 Hs.189900 ESTs 2-8 

20 423532 BE090503 gb:RC&BT07 17-1 1040041 1-F11 BT0717 Homo £8 

440320 AA879294 gb:nw86e09.s1 NCI_CGAP_Pr1 2 Homo sapiens £8 

457314 AA479597 Hs.193669 hypothetical protein DKFZp586J 11 19 2.8 

439831 AW136488 Hs,25545 ESTs £8 

425661 AL133627 Hs.158923 Homo sapiens mRNA; cDNA 0KFZp434KD722 (f 18 

25 407949 W21874 Hs.247057 ESTs, Weakly similar to 21 09260A B cell 2.8 

418658 AW874263 Hs.32468 ESTs 2.8 

409978 D31897 Hs.57714 double C2-Uke domains, alpha 18 

421340 F07783 Hs.1369 decay accelerating factor for complement 2.8 

449071 NMJJ05872 Hs.22960 breasl carcinoma amplified sequence 2 2.8 

30 409241 AF070502 Hs.51649 Homo sapiens clone 24504 mRNA sequence 2.8 

448219 AA228092 Hs.42656 KIAA1 681 protein 28 

408936 AL138043 Hs.293549 ESTs 2.8 

410784 AW803201 ' gb:IL2-UM007747050M80-E0S UW0077 Homo 28 

426471 M22440 Hs.170009 transforming growth factor, alpha 28 

35 454455 AW752710 gb:IL3CT02 19-281 099424^03 CT021 9 Homo 28 

455310 AW893961 gb:RC4-NN0027-Q60400-011-d11 NN0027Homo 28 

401335 27 

436577 W84774 Hs.17643 ESTs 27 

Ar . 409519 AA075368 gbzm86M0.r1 Stratagene ovarian cancer 27 

40 421003 T72080 Hs.95667 F-box protein 30 27 

429593 AK000332 Hs.209927 Homo sapiens cDNA FU20325 fis, clone HE 27 

450434 AA166950 Hs.195870 hypothatica! protein FU 14991 27 

436007 A1247716 Hs.232168 ESTs 27 

408874 AW618091 Hs.252730 ESTs 27 - 

45 418036 Z37976 Hs.83337 latent transforming growth factor beta b 27 

435625 H50654 Hs.113999 ESTs 27 

435766 R11673 Hs.186498 ESTs 27 

410327 T33130 Hs.301746 RAP2A, member of RAS oncogene family 27 

416805 F13271 Hs.79981 Human done 23560 mRNA sequence 2.7 

50 417177 NMJJ04458 Hs.81452 fatty^a^ruymeAtigase.lona^naln 2.7 

423020 AA383092 Hs.1608 replication protein A3 (14kD) 27 

427134 AA398409 Hs.173561 EST 27 

428137 AA421792 Hs.170999 ESTs 27 

429710 AI337113 Hs.146025 hypothetical protein FU23594 27 

55 430844 T94960 gbye38d07.r1 Stratagene lung (937210) H 27 

417576 AA339449 Hs.82285 'phosphortbosytglyclnamide formyltransfer 27 

441928 AI370188 Hs.211454 ESTs 27 

409721 AW887732 Hs.257861 ESTs 27 

_ 427112 232887 Hs.290951 ESTs 27 
60 403776 27 

420159 A1572490 Hs.99785 Homo sapiens cDNA: FU21245 fts, clone C 27 

427839 AA608823 Hs.98244 ESTs 27 

432837 AA310693 Hs*7329 HSPC072 protein 27 

_ 438782 AA828380 Hs.126733 ESTs 27 

65 449396 BE1691Q0 Hs.195029 ESTs 2.7 

458043 AW979009 Hs.326108 ESTs 27 

438171 AW976507 Hs.293515 ESTs 2.7 

452959 A1933416 Hs.189S74 ESTs 27 

439556 AI623752 Hs.163603 ESTs 27 

70 446152 AI292036 Hs.150028 ESTs 2.7 

434803 AW974640 Hs.303413 ESTs 2.7 

407771 AL13B272 Hs.62713 ESTs 27 

411069 AL133092 Hs.68055 hypothetical protein DKFZp434l0428 27 

417543 AA203620 Hs.110153 ESTs 27 
75 401517 2.7 
403677 2.7 

416337 H48713 gb7q78d02r1 Scares fetal Gver spleen 27 

423401 NMJJ01992 Hs, 128087 coagulation factor II (Ihrornbm) recepto 27 

446800 AJ341635 Hs.156486 ESTs 27 

80 457905 AW975939 Hs.153290 Homo sapiens cDNA FU 14318 fis, done PL 27 

452277 AL049013 H<l28783 K1AA1 223 protein 27 

416913 AW934714 gb:RC1«OT0001-031 29941 1*11 OT0001 Homo 27 

416370 N9O470 Hs.203697 ESTs. WeaWy similar to 138022 hypothetj 27 
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408715 


AA768873 




410743 


AA089474 




427138 


N77624 




436260 


BE172762 


5 


427565 


AI287280 




406092 






410008 


AA079552 




438504 


AW665281 


10 


414783 


AW069569 


411479 


AW848047 




418686 


Z36830 




413795 


AL040178 




457528 


AW973791 


15 


444230 


H95537 


403760 






416624 


H69044 




42B904 


AI312526 




446311 


AW007294 


20 


458638 


N78553 


459267 


AJ003531 




424834 


AK001432 




433906 


AI167816 




428966 


AF059214 


25 


446554 


AA151730 


446035 


NM_C06558 




421585 


U95626 




445158 


A1992108 




421175 


A1879099 


30 


401793 




410181 


AI468210 




427038 


NMJH4633 




451343 


AW975057 




455992 


BE179015 


35 


438475 


W03856 


455571 


BE003714 




426298 


AW965058 




407930 


AA045847 




453891 


AB037751 


40 


451487 


AA018072 


418269 


AA806113 




419196 


AF1 10908 




459160 


AI904723 




'441963 


A1733307 


45 


440273 


AI805392 


426902 


AI125334 




414271 


AK000275 




453313 


BE005771 




445265 


AI218295 


50 


422988 


AW673847 


428613 


AB037749 




444619 


BE538082 




457300 


AW297436 
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402800 

425071 NM.013989 

414729 8E466928 

453716 AA037675 

452693 T79153 

439818 AL360137 

443305 AI050693 

416709 R99369 

419077 AA233885 

453878 AW964440 

445660 AI702668 

446817 A1700884 

442137 AA977235 

410406 AI969703 

442242 AV647908 

407830 NMJ3O1086 

415138 C18356 

407055 X89211 

408812 BE397160 

440310 AA878939 

425659 AK000590 

418217 AI910547 

428667 AI375550 

414573 A1821846 

420000 AB036063 

452821 AW471181 

440138 AB033023 

428483 AI908539 

441350 AB020690 
405059 

425178 H16097 



Hs.1 12250 hypothetical protein FU23518 

Hs.272153 ESTs 

Hs.173717 phosphatkftc acid phosphatase type 2B 

Hs.292710 ESTs, WeaWy similar to ALU5_HUMAN ALU S 

Hs.97933 ESTs,Weal<rysinttlartoT46370riypolheti 

gbzm2Gh12s1 Stratagene pancreas (93720 
Hs.224625 ESTs 

Hs.278270 unacfive progesterone receptor, 23 kD 

gb:IL3-CT021 4-29 1 299^)52-A1 2 CT0214 Homo 
Hs.87268' annexing 
Hs.142003 ESTs 
Hs.292784 ESTs 
Hs.146067 ESTs 

gb:yr77h05.s1 Soares fetal liver spleen 

Hs.46640 ESTs 

Hs.149795 ESTs. Moderately similar to ALU 1_HUMAN A 

Hs.282204 nudeosomal binding protein 1 

gbAl 003631 Selected chromosome 21 cONA 

Hs.153408 Homo sapiens cONA RJ10570 fis, clone NT 

Hs.43355 ESTs 

Hs. 194687 cholesterol 25-hydroxytase 

Hs.301789 nudix (nucleoside (fiphosphata linked moi 

Hs.13565 Sam68-Uke phosphotyrosine protein, T-ST 

Hs.302043 chemokine (C-C motif) receptor-Tike 2 

Hs.127206 ESTs 

Hs.102397 GIOT-3 for gonadotropin Inducible transc 

Hs.261285 pteiotropic regulator 1 (PRL1, Arabidops 
Hs.173288 KIAA0155 gene product 
Hs.293353 ESTs 

gb:RC3.HT0612-08050(M)miO HT0612 Homo 
Hs.1 3188 ESTs, Highly similar to Gene product wit 

gfcQV3-BN0096-200400-161-a01 BN0096 Homo 
Hs.1 1 1583 ESTs. Weakly similar to 138022 hypoihefi 
Hs.188361 Homo sapiens cDMA FU 12807 lis, clone NT 
Hs.36353 Homo sapiens mRNA lull length Insert cON 

gbze51g02r1 Soares retina N2MHR Homo 
Hs.189025 ESTs 

Hs.297660 TNF receptor-associated factor 3 

gb:CM-BT066-1 20299-092 BT066 Homo sapien 
Hs.1 28002 ESTs 

Hs.325335 Homo sapiens cONA: FU23523 fis, done L 
Hs.97408 ESTs 

Hs ,75871 protein kinase C binding protein 1 

Hs.153746 hypothetical protein FU22490 

Hs.144942 ESTs 

Hs.97321 ESTs 

Hs.186928 WAA1328 protein 

Hs.8172 ESTs, Moderately simSar to A46010 X-lin 

Hs.158849 Homo sapiens cDNA: FU21663 fis, clone C 

Hs.1 54424 deiodinase, iodothyronine, type II 

Hs.281901 ESTs 

Hs.152675 ESTs 

Hs.48589 zinc finger protein 228 

Hs.1 9934 Homo sapiens mRNA fuU length insert cON 

Hs.133318 ESTs 

Hs.283108 hemoglobin, gamma G 

Hs.164526 ESTs 

Hs.19025 DC32 

Hs.201955 ESTs 

Hs.134166 ESTs 

Hs.128830 ESTs, Weakly similar to Z192.HUMAN ZINC 

Hs.1466 glycerol kinase 

Hs^0424 Homo sapiens cONA: FU23285 fis, done H 

Hs.587 arylacetamWe deacetylase (esterase) 

Hs295944 tissue factor pathway inhibitor 2 

pJb:Ksapiens ONA for endogenous retrovir 

Hs.254763 ESTs, Weakly similar to A42442 integrin 

Hs.125406 ESTs 

Hs.158836 hypothetical protein RJ20583 
Hs.13442 ESTs 

Hs.74407 nucleolar protein p40; homolog of yeast 
Hs.71999 ESTs 

Hs.94262 p53-indudble ribonucleotide reductase s 
Hs.160874 ESTs 

Hs.318127 hypothetical protein FU 10201 
HsJ321444 K1AA0344 gene product 
Hs.7782 paraneoplastic antigen MA2 



Hs.161027 ESTs 
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442952 AI743261 
428692 A1372822 
456179 H75490 
414136 AAB12434 
459456 AA486036 
425527 AL162032 
424711 NM.005795 
417956 AA210704 ' 
420621 AA278808 
425698 NM.016112 
438295 AI394151 
445550 AI242754 
450469 A1955049 
458804 AL157625 
443657 R14973 
429250 H56585 
437906 AA771704 
426775 AA384564 
443372 AI792557 
453785 A1368236 
425465 L18964 
422746 NM.004484 
413450 Z99716 
424527 AW138558 
414180 AIBS3304 
411402 BE297855 
445264 AI218263 
458861 AI630223 
415227 AW821113 
435429 AW592035 
434445 AI349306 
448570 AI923944 
452381 H23329 
422879 AI241409 
409026 AL137554 
425717 X07282 
429127 AA749382 
438298 H23542 
442717 R88362 
443555 N71710 
444517 AI939339 
451813 NM.016117 
452453 A1902519 
455870 AW452631 
437939 AW298600 
430719 AA488988 
452864 AA033714 
432095 AW022273 
431086 A1829692 
407783 AW996872 
423952 AW877787 



453403 
408172 W02488 
430933 AW863635 
420691 AA829433 
429761 AI2767B0 
437958 BE139550 
407494 U10072 
436464 AI016176 
407137 T97307 
446223 BE300091 
438647 AA813118 
438192 A1859055 
417218 AA005247 
440460 K92571 
414612 BE274552 
428170 H05530 
457343 NM.013936 
424020 R76946 
455226 AW902103 
411965 8E467339 
432656 NM_000246 
455488 AA102322 
434340 .AI193043 
404285 

418744 AI887288 
454714 AW815098 
429828 AB019494 
436387 AA714760 
448587 A1539652 
432865 AI753709 
440479 AA886451 
443160 AI457915 



Hs.131860 ESTs 

Hs.110103 RNApolynerasel transcription factor RR 
Hs.271930 ESTs 

Hs.1 19023 SMC2 (structural maintenance of chromoso 
Hs.190124 ESTs 

Hs.158258 HomosepiensmRNA;cDNAOKFZp43481272(l 

Hs.152175 caWtortnreceptor-fike 

Hs,190465 ESTs 

gbzs79c09.r1 NCLCGAP_GCB1 Homo sapiens 

Hs.159241 polycysOc kWney disease 2-lika 1 

Hs.37932 ESTs 

Hs.137306 ESTs 

Hs.281326 ESTs 

gb:DKFZp761L2016j1 761 (synonym: hamy2) 
gb:yf42f10.s1 Soares fetal liver spleen 

Hs.198308 tryptophan rich baste protein 

Hs.194626 ESTs 

Hs.108829 ESTs 

Hs.133107 ESTs 

Hs.283732 ESTs, Moderately similar to ALU1JUJMAN A 
Hs. 1 904 protein kinase C, iota 
Hs.1 19651 gtypican3 
Hs.75372 N-acetytgalactosamintdase, atpha- 
Hs.267158 ESTs, WeaWy similar to 154374 gene NF2 
Hs.1 20905 Homo sapiens cDNA FU1 1448 fis, clone HE 
Hs.69855 NRAS-relaied gene 
Hs.323472 EST 

g bad06g08.r1 Proliferating Erythroid Ce 
ESTs 

Hs.254414 ESTs, WeaWy slmaar to 1805195B RNA-bin 
Hs.1 1782 ESTs 
Hs.30913 ESTs 

Hs.290880 ESTs, WeaWy similar to ALU INHUMAN ALU S 
Hs.188092 ESTs 

Hs.49927 protein kinase NYD-SP15 
Hs.171495 retinae acid receptor, beta 
Hs.1 18797 uKqdfirH»ryugaling enzyme E20 3 (homo 
Hs 181788 ESTs 

Hs!l80591 ESTs, Weakly similar to T23976 hypolheB 
Hs^1398 ESTs, Moderately similar to A Chain A, H 
Hs.146883 ESTs 

Hs.27182 phospholipaseA2-actlvaUng protein 

gb:QV-BT009-101 198451 BT009Homosapien 
Hs.313803 ESTs, Hghty similar to AF157833 1 noncl 
Hs.141840 ESTs, WeaWy similar to S59501 Werfero 
Hs.293796 ESTs 

Hs.287629 hypolhefical protein FU 14260 
Hs.105769 ESTs 
Hs.211561 ESTs 

Hs.172028 a disintegrln and metaBoproteinase doma 
Hs.136102 WAA0853 protein 
Hs.61779 Homo sapiens cDNA FU 13591 fis. clone PL 
phosphoglyceralfl mutase 2 (muscle) 
gb:MR3SN0010-270300-103-h02 SK0010 Homo 
Hs.275343 ESTs 
Hs.135173 ESTs 

Hs.121668 ESTs, Moderately similar to PC4259 feni 

gbiHuman forkhead family (AFX1) mRMA, pa 
Hs,269783 ESTs, WeaWy similar to ALU INHUMAN ALU S 

gb:ye53h05.s1 Soares fetal liver spleen 
Hs.119699 hypothetical protein FU12969 
Hs.163230 ESTs 

Hs.337620 Homo sapiens AFG3L1 feoform 1 mRNA, part 
Hs.2B5754 met prc^o-oncogene {hepatocyte growth fa 
HsJ234478 Homo sapiens cDNA: FU22648 fis, done H 
protein inhibitor of activated STAT3 
ESTs 

ottactory receptor, family 12, subfamily 
ESTs 

gb:CM)-rW1022-12050^22(W)7 NN1022 Homo 
Hs.280115 ESTs 

MHC class 11 transacUvator 
gb2l90t03.r1 Stratagene colon (937204) 
Hs.1 28685 ESTs. Weakly similar toT17226 hypothetl 



Hs.72402 



Hs.46039 



Hs.76578 
Hs.12565 
Hs.247862 
Hs.39738 



Hs.3076 



Hs.1 96379 ESTs. Weakly slmflar to putative p150 [H 

gb:QV4^T0212-091199-023410 ST0212 Homo 

Hs.225767 IDN3 protein 

Hs.240075 Homo sapiens cDNA FU 13234 fis, done OV 

Hs.28338 WAA1546 protein 

Hs.1 52484 ESTs, WeaWy similar to 138022 hypothetl 

Hs-208161 ESTs 

Hs.36053 ESTs 
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428978 AA442784 
444570 H58373 
453459 BE047032 
418122 R42778 
442875 BE623003 
414373 AW162307 
458760 A1498631 
434131 A1858275 
441805 AA285136 
457292 AJ921270 
417351 T90278 
409695 AA296961 
432824 AK001783 
438038 AI732629 
454836 AW833711 
453919 AW959912 
422487 AJ010901 
408727 AL137259 
427491 R43279 
435102 AW899053 
409S17 BE003760 
455866 BE149024 
432887 AJ926047 
407756 AA1 16021 
401078 

410365 AI287518 
425201 AA352111 
457112 AW772449 
455252 AW876627 
444542 AJ161293 
419249 X14767 
428497 BE010877 
457336 AW969657 
427621 BE621182 
423782 A1472209 
430403 AF039390 
429927 NNI001115 
408562 AI436323 
417137 U46265 
436787 AA908554 
440331 AI046412 
429716 R256B5 
417169 R13550 
453020 AL162039 
455286 BE144384 
450654 AJ245587 
400432 AX015809 
415747 AA381209 
446346 AJ290205 
450209 AW008921 
453202 AW085781 
425523 AB007948 
433124 U51712 
408741 M73720 
425657 T89839 
401254 

426604 H53354 
449535 W15267 
433138 AB029496 
425804 BE501698 
429515 AL031228 
437267 AW511443 
454305 BE062633 
455631 BE063031 
• 401878 

450350 T97817 
436532 AA721522 
457460 AI143312 
427304 AA761526 
419721 NNL001650 
431699 NMJJ01173 
446252 A1283125 
421229 A1056590 
434273 AA913143 
456088 BE177320 
434353 AA630863 
436198 AK001125 
452232 AW020603 
433764 AW753676 
412050 K96503 
422342 AA309272 
427510 Z47542 
428336 AA503115 



Hs.1 25445 ESTs 

Hs!332938 hypothetical protein MGC5370 

Hs.257789 ESTs 

Hs.22217 Homo sapiens done 1MAGE:32106. mRNA seq 

Hs.23625 Homo sapiens done TCCCTA00142 mRNA sequ 

Hs.75989 proline-rich protein with nuclear target 

Hs.1 1 1334 ferritin, light polypeptide 

Hs.1 43659 ESTs 

Hs.301914 neuronal spedftc transcription factor D 

Hs.334882 hypothetical protein FU 14251 

Hs.15049 ESTs 

gb:EST1 12514 Adrenal gland tumor Homo sa 

Hs.279012 hypothefical protein FU10921 

Hs.1 94161 ESTs, Weakly similar to TA2R HUMAN, BETA 

gb:QV4-TT0008-251199443-e11 TF0008Homo 

Hs.7076 K1AA1705 protein 

Hs.198267 mutin 4, tracheobronchial 

Hs.47115 hypothetical protein DKFZp434D0513 

Hs.22574 ESTs, Weakly similar to 138022 hypotheti 

Hs.76917 F-box only protein 8 

Hs.55209 Homo sapiens mRNA; cDNA OKFZp434K0514 (f 
gb:CMO-HT0249.291099-084-c04 HT0249 Homo 

Hs.162859 ESTs 

Hs.38260 ubiquitin specific protease 1 8 

Hs.62669 Homo sapiens mRNA; cDNA DKFZp586D0923 (f 

gb:EST6QQ61 Activated T-ceils XX Homo sa 
HsJ268081 ESTs, WeaWy similar to ALU1JHUMAN ALU S 

gb:RC3.PTO028-12020O-Q1£d11 PT0028Homo 
Hs.280380 aminopeptidase 
Hs.89768 garnjna^inobutyricacid{GABA)Arecepto 
HS.9B584 ESTs 
Hs.291029 ESTs 

Hs.179882 hypothetical protein FU12443 
Hs.323117 ESTs 

Hs.241382 tumor necrosis factor (llgand) superfami 
Hs.2522 adenylate cyclase 8 (brain) 
Hs.31 141 Homo sapiens mRNA for KIAA1568 protein, 
Hs.81281 mitochondrial ribosomal protein S21 
Hs.192756 ESTs 
Hs.202151 ESTs 

Hs.211933 ootiagen, type XIII, alpha 1 
Hs.246773 ESTs 

Hs.31422 Homo sapiens mRNA; cDNA OKF2p434M229 (fr 
g£:MR0-HTO166-191199-004-c11 HT0166 Homo 
Hs.25275 KruppeWype zinc finger protein 
Hs.287767 Sequence 8 from Patent WO9950285 

gb:EST94257 Activated T-cells I Homo sap 
Hs.309940 ESTs 

Hs.13138 Homo sapiens, done IMAGE:3448343, mRNA, 
Hs.26270 hypothetical protein FU11588 
Hs.158244 K1AA0479 protein 
Hs.13775 hypothetical protein SMAP31 
Hs.646 carboxypepOdase A3 (mast cell) 
Hs.119471 ESTs 



ESTs, WeaWy similar to hypothetical pro 
tow density lipoprotein receptor-related 
semaphore sem2 
Hs.258189 ESTs 

Hs.204370 DNA segment on chromosome 6 (unique, pse 
Hs^58110 ESTs 

WAA1546 protein 

gb:MRr>BT0265-231199^02^09BT0265 Homo 



Hs.97141 
Hs.23672 
Hs.59729 



Hs.28338 



Hs.174880 ESTs 

gb:nv54h12r1 NCI_CGAP_Ew1 Homo sapiens 

Hs.129206 casein kinase 1, gamma 3 

Hs.163853 ESTs 

Hs.288650 aquaporin4 

Hs.267831 Rho GTPase activating protein 5 

Hs.1 50009 ESTs 

Hs.7086 hypothetical protein MGC12435 

Hs.26303 ESTs 

Hs.156148 hypothetical protein FU13231 

Hs.1 31375 ESTs, Moderately stmDar to ALUBJttJMAN t 

Hs.300922 Homo sapiens cDNA FU102S3 fis, done HE 

Hs.158423 radial spoke protein 3 

Hs.39982 ESTs 

Hs.109087 Homo sapiens cDNA:FU22845 fis. done K 

gb:EST180209 Uver, hepatocellular card 

Hs.1 79312 small nudear RNA activating complex, po 

Hs.183752 microseminoprotein, beta- 
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408813 Al 580090 Hs.48295 RNAheTtcasefanvty 2.5 

414109 BE250744 gbc600943376F1 N1H_MGCJ 7 Homo sapiens c 2.5 

451678 AA374181 Hs.26799 DKFZP564D0764 protein 2.5 

419985 H66373 Hs.1 5973 ESTs,KigWysln^tobA393J16.3[H.sa 2.5 

5 417859 T25453 qIkAB214F6R Infant brrfn, LLNL array of 15 

434334 AA912476 Hs. 11 67 50 Homo sapiens cDNA FU13221 fc, done NT 15 

448015 A1458065 Hs.23196 ESTs 2.5 

454190 AW177821 gb:tL3-HT0O59-18O89W)07-C05 HT0059 Homo 15 

445865 AI2625B4 Hs.145575 ESTs 2.5 

10 451800 AW977435 Hs.323867 ESTs 2.5 

456987 A1557290 Hs.173536 ESTs 2.5 

403568 15 

435209 AW027809 Hs.1 87698 Homo sapiens cytomegalovirus partial fus 2.5 

430371 D87466 Hs.240112 WAA0276 protein 2.5 

15 418033 W68180 Hs.259855 etongafion factor-2 kinase 2.5 

412095 A1624707 Ks.5921 Homo sapiens cDNA: FU21592 fis. dona C ZS 

453619 H87648 Hs.33922 Homo sapiens, done MGC:9084, mRNA, comp 2.5 

431071 AA491379 gb:aa65f05.r1 NQ.0GAP.GC61 Homo sapiens 2.5 

407939 W05608 Hs.312679 ESTs, Weakly similar to A49019 dyneln he 2.5 

20 409045 AA635062 Hs. 50094 Homo sapiens mRNA; cDNA DKFZp434O051 5 (f 15 

444575 AI264847 Hs.22545 Homo sapiens cDNA FU1 2935 fis, done NT 15 

408420 NM.006915 Hs.44766 retinitis pigmentosa 2 {X-Hnked recessi 14 

417318 AW953937 Hs.12891 ESTs 14 

413382 BE090689 gb:RC1-BT0720-28030M11.f08BT0720Homo 14 

25 406748 AW339106 Hs.217493 annexinA2 14 

445898 AF070623 Hs.13423 Homo sapiens done 24468 mRNA sequence 14 

441817 AW969705 Hs.293332 ESTs 14 

450551 AJ010046 Hs.25155 neuroepithelial eel transforming gene 1 14 

457940 AL360159 Hs.306517 Homo sapiens TRIpartite motif protein ps 14 

30 446135 AW13028B Hs.170318 hypothetical protein FU10147 14 

436907 AA737171 Hs.131809 ESTs 14 

429399 AA452244 Hs.16727 ESTs 14 

448782 ALD50295 Hs.22039 KIAA0758 protein 14 

434404 AW445034 Hs.256578 ESTs 14 

35 428571 NrvL006531 Hs^291 Probe hTg737 (poiycysfc kidney disease, 14 

448164 R61680 Hs.26904 ESTs, Moderately similar to Z195_HU WAN Z 14 

442295 AI827248 Hs224398 Homo sapiens cDNA RJ1 1 469 fis, done HE 14 

450705 U90304 Hs.25351 traquob homeobox protein 5 14 

425506 NMJW3666 Hs.158205 basic leucine zipper nuctear factor 1 (J 14 

40 423961 D13666 Hs.136348 osteoblast spetific factor 2 (fasddin 14 

458986 A1802772 Hs^Q8655 ESTs 14 

443881 AW449462 Hs.134743 ESTs 14 

412879 BE092219 gb:IL2^T0734-24040WJ7 1-804 BT0734 Homo 14 

415250 F02614 Hs^7319 ESTs 14 

45 434627 AI221894 Hs.39311 ESTs 14 

443919 AI091284 Hs.135224 ESTs, Weakly similar to A47582 B-cell gr 14 

440400 AA994364 Hs.125594 ESTs, WeaWy similar to T25472 hypotheti 14 

400385 NM.020389 Hs.263104 putative capadtative calcium channel 14 

411322 AW887330 Hs.172405 cell division cyde 27 14 

50 434638 H50758 gb:yp86e06.r1 Scares fetal liver spleen 14 

435559 AF209198 Hs.42636 zinc finger protein 277 14 

447849 AI538147 Hs.164277 ESTs 14 

448005 AW207437 Hs.170378 ESTs 14 

454201 AB023191 Hs.44131 KIAA0974 protein 14 

55 456869 BE467912 Hs.154294 discs, large (Drosophila) homolog 1 14 

449486 AI652715 Hsl270811 ESTs 14 

421516 AI362418 Hs.105379 FT005 protein 14 

412167 AW897230 gb:CM0-NN0057-1 50400-335-al 1 NN0057Homo 14 

426910 AA470023 Hs. 190089 ESTs, Moderately similar to ALU1_HUMAN A 14 

60 429673 AA884407 Hs.211595 protein tyrosine phosphatase, norwecept 14 

400641 14 

430576 AA767125 Hs.293574 ESTs 14 

434423 NM_006769 Hs.3844 UM domain only 4 14 

412104 AW205197 Hs.240951 Homo sapiens, Similar to RIKEN cDNA 221 0 14 

65 441499 AW298235 Hs.101689 ESTs 14 

418113 AI272141 Hs.83484 SRY (sex deterrnining region Y)-box 4 14 

417819 AI253112 Hs.133540 ESTs 14 

* 431728 NMJW7351 Hs.268t07 mulfimerin 14 

_ 425025 AW953168 Hs.12407 ESTs 14 

70 421168 AF182277 Hs.330780 r^tochrome P450, subfamBy I1B {phenobar 14 

409432 049372 Hs.54460 small indudbie cytokine subfamily A (Cy 14 

408867 AA437199 Hs.656 cell division cyde 25C 14 

439446 AI927629 Hs.57873 ESTs 14 

445038 A1635444 Hs.143917 (1J467N1 1.1 protein 14 

75 450682 Z42993 Hs.25320 Homo sapiens done 25142 mRNA sequence 14 

455107 BE154113 gb^M1-HT034O-15129W»3-a08 HT0340 Homo 14 

456624 A1362790 Hs.278639 WAA1 684 protein; Ekely homotogofmous 1'4 

449523 NKL000579 Hs.54443 chemokine (C-C moGf) receptor 5 14 

428784 Y12851 Hs.1 93470 purinergic receptor P2X. Ggano^gaied io 14 

80 453864 AW021407 Hs.21068 hypotheucal protein 14 

426497 AA379913 gb:EST92807 Skin tumor I Homo sapiens cD 14 

418203 X54942 Hs.83753 * COC28 protein kinase 2 14 

426603 AA382291 gb:EST95683 TesGs I Homo sapiens cDNA 5 14 
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447357 

452631 

405041 

405472 

409744 

433888 

437119 

455114 

431613 

434936 

408916 

444106 

416580 

430299 

446659 

418636 

434995 

438005 

444755 

427131 

442039 

448595 

432949 

444314 

417420 

427551 

420057 

434950 

425497 

438214 

416100 

419637 

449432 

454403 

419179 

436391 

449511 

447499 

407244 

412877 



AI375922 



Hs.159367 ESTs 
Hs.87496 ESTs 



AW675258 

AA612960 

A!379921 

AW857121 

AA018515 

AI285970 

BE218503 

AI123922 

T61572 

W28673 

AI335361 

AW749855 

AW974995 

BE151746 

AA431791 

AA448460 

AW276240 

AB014544 

AA570749 

AI140497 

T85150 

T96203 



Hs.56265 
Hs.337300 
Hs.177043 

Hs.264482 
Hs.183817 
HS379708 
Hs.138215 
HS.793B5 
Hs.106747 
Hs.226376 



Hs.113823 
Hs.1 12017 
Hs.128352 
Hs.21572 



440674 
446476 
444100 
435731 
437105 
406091 
457024 
404249 
419556 
424943 
444229 
404860 
432223 
410467 
420843 
434927 
413542 
436998 
441235 
445748 
451018 
409073 
418782 
447870 
437370 
424765 
407385 
424049 



AW974892 

AA524596 

H06076 

H18700 

W27493 

AW451361 

BE065985 

AW275291 

AJ227892 

AI436187 

AW262580 

M10014 

BE011168 

AA703154 

BE561546 

AW294072 

AA383343 

AA699581 

AA744554 



Homo sapiens mRNA; cONA OKFZp586P2321 (f 
ESTs 
ESTs 

gb:RC1-CT0302-04040W)17^12 CT0302 Homo 
Homo sapiens mRNA; cONA 0KFZp761 A041 1 (f 
ESTs 
ESTs 

Homo sapiens cONA FU11400 fis. done HE 
Human done 23574 mRNA sequence 
serine carboxypepfidase 1 precursor prot 
ESTs 

gb:QV4-OT0534-281299-053dJ5 BT0534 Homo 
gb:EST387100 MAGE resequences, MAGN Homo 
gb:PM1-HT030SO6129W)03^06 HT0305 Homo 
dpX (caseinoJyflc protease X, E. cofi) 
GE36gene 
ESTs 

KIAA0644 gene product 
ESTs 

gb:ow76b09.s1 SoaresJetalJrver_spteen_ 
ESTs 

gb:ye48b07.r1 Scares fetal liver spleen 
ESTs 

gb:EST386997 MAGE resequences, MAGN Homo 
gb:nh34b01s 1 NCLCGAP_Pr3 Homo sapiens 
Hs^6320 TRABID protein 
Hs.268799 ESTs 

gb:31h10 Human retina cDNA randomly prim 
Hs.196529 ESTs 

gb:RC3-8T0319-120200-014-a09 BT0319 Homo 
Hs.1 13009 hypothetical protein FU22527 
Hs.146274 ESTs 

Hs.296261 guanine nudeotWe binding protein (G pr 
Hs.147674 protocadherin beta 16 
Hs.75431 fibrinogen, gamma polypeptide 

gb:PM3-BN0218-10050£WJOM08 BN0218 Homo 
Hs.191934 ESTs 

gb:601347208F1 NIH_MGCJ Homo sapiens cO 
Hs.141376 ESTs 

Hs.221 16 COC14 (cell division cycle 14, S. cerevi 
Hs.186811 ESTs 
Hs.222127 ESTs 



Hs.268814 
Hs.184387 



U80766 



430702 
409620 
441675 
430884 
445523 
416972 
443547 
417583 
422182 
404513 
410999 
448506 
434811 



AA397546 Hs.1 19151 ESTs 

U29615 Hs.91093 chlUnase 1 (chitotriosidase) 

AU077260 Hs.153924 deaUvassocialed protein kinase 1 

AV648613 Hs.282397 ESTs 

AA333283 Hs.121001 Homo sapiens, done IMAGE:34602B0, mRNA 

AF102546 Hs.63931 dachshund (Drosophiia) homclog 

H96982 Hs.42321 ESTs 

H46612 Hs.293815 Homo sapiens HSPC285 mRNA, partial cds 

BE154837 gb:PM1-HT0345-121 19W»1-c08 HT0345 Homo 

AA745625 Hs.291414 ESTs, WeaMy similar to ALU8JWMAN ALU S 

Hs.1 35570 Homo sapiens cDNA; FL! 21 268 fis, clone C 

Hs.13252 Human EST done 22453 mariner transposon 

Hs.247324 rrdtochondrtal ribcsomal protein S 14 

AA063458 gbzf71a07.s1 S©ares_pineal_g1and_N3HPG 

AI792648 Hs.14665 ESTs 

BE139479 Hs.161492 ESTs 

AL359567 Hs.161962 Homo sapiens mRNA; cONA DKFZp547D023 (fr 

AA428211 Hs.284256 hypothetical protein FU 14033 similar to 

AA610150 Hs.272072 ESTs, Weakly similar to 138022 hypotheti 

AB014524 Hs.138380 K1AA0824 protein 

AL049689 Hs.1 56369 hypothetical protein simitar to tenasdn 

U56979 Hs.250651 H factor 1 (complement) 

AA076278 Hs.1 3277 hypotnefcal protein FU 22054 

A1914329 Hs.5461 ESTs 

AF053748 Hs.248114 glial cefl derived neurotrophic factor 

Z3011B Hs.293788 ESTs, Moderately similar to unnamed prot 

BE019670 gb:bb28cOU1 NlH_MGCJ5 Homo sapiens cDN 

AW271273 Hs.23767 hypothetical protein FU12665 

AA668782 Hs.191284 ESTs, WeaMy similar to ALU INHUMAN ALU S 

AL043892 Hs.1 80582 Homo sapiens cDNA: FU21836 As, done H 

AW813004 gb:RC35T0186.23030(W)194i02 ST0186 Homo 

AI524673 Hs.38170 ESTs 

AW971205 Hs.114280 ESTs 
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457065 

407945 

419865 

423596 

455807 

435867 

440196 

401213 

407291 

442490 

452943 

438138 

440283 

447039 

412777 

421424 

406673 

440555 

451516 

424890 

421046 

423604 

409029 

444206 

451836 

454784 

423673 

435671 



A1476318 

XS9208 

NNL007020 

AA328195 

BE14114G 

AA954229 

N72847 

AA001464 
AW965078 
BE247449 



Hs.192480 ESTs 

Hs.606 ATPase,Cu*+ transporting, alpha pdypep 

Hs.93502 U1-snRNP birring protein homolog (70xD) 

Hs.234101 ESTs, Weakly simitar to CTL1 protein [rl 

gb:MRO-HT0075421299406-<J07 HT0075 Homo 

Hs.1 14052 ESTs 

Hs.1 25221 ESTs 



452862 
439480 
410606 
426535 
432239 
430217 
417479 
421253 
438180 
439715 
441398 
443055 
413585 
448831 
412953 
430789 
422757 
423003 
428595 
437887 
447720 
452355 
408374 
440381 
425478 
432231 
431757 
417517 
452837 
417426 
423739 
416847 
425876 
457411 
413136 
420313 
421751 
424827 
436331 
439275 
449272 
454352 
428758 
407242 
445326 
423778 
452607 
423161 
418851 
458332 
432565 
437511 
430957 
425898 



gb-ae45b01.f1 Scares retina N2MHR Homo 
thyroid receptor Interacting protein 15 
hypothetical protein FU10525 



AI732892 
AV661798 
AI335773 
AW452690 
M34996 
D31292 
A1800515 
BE538356 
AA810854 
AA486585 
BE087807 
AW301017 
T63573 
AW820626 
BE003054 
AW137159 
AI418055 
AW37B065 
AL038511 
AW418779 
AU077012 
X81334 
N47863 
AI057052 
AI188102 
AA808189 
AA524504 
AA932398 
AV653742 
A1133452 
AL080123 
Z45794 
AA632577 
AI909935 
AL120077 
AB037795 
AA811524 
AL038765 
N54926 
AW025430 
AA917808 
AB007953 
AA339977 
AA196930 
AF001176 
AL121053 
NM.002291 
AA398155 
U3821 
AW005887 
AW085961 
BE066941 
AB023230 
AW813731 
A1057094 
AI239495 
AF086093 
AW137656 
AW389668 
AA433988 
M1B728 
AI220072 
Y09267 
AI160029 
AL049227 
A1417828 
AI000341 
AA553477 
AI807500 
AB37072 
AA365649 



Hs.30212 
Hs.31082 

Hs.177502 ESTs 
Hs.190489 ESTs 
Hs.282915 ESTs 
Hs.270123 ESTs 
Hs.258775 ESTs 

Hs.198253 major histocompatibility complex, class 
Hs.6853 hypothefcal protein FU22167 
Hs.12024 ESTs 

Hs.151777 eukaryotic translation Initiation factor 
Hs.89081 ESTs 
Hs.258901 ESTs 

gb:QV1-BT0681-29040T>181-gO2BT0681 Homo 
Hs.146492 ESTs 
Hs.173220 ESTs 

gfcRCO-ST0299.19Q10(W)12.e10 ST0299 Homo 
Hs.1695 matrix metaBoproteinase 1 2 (macrophage 
Hs.146151 ESTs 
Hs.161160 ESTs 
Hs.8687 ESTs 

Hs. 1 25316 ESTs, Weakly similar to S33990 finger pr 
Hs.1 14889 ESTs 

Hs.288582 ESTs, Weakly similar to ubiquitous TPR m 

Hs.2936 matrix metaBoproteinase 13 (collagenase 

Hs.336901 ribosomal protein S24 

Hs.133554 ESTs, Weakly similar to Z195_HUMAN ZJNC 

Hs,31028 ESTs 

Hs.272151 ESTs 

Hs.4261 2 ESTs. Weakly similar to ALU1_HUMAN ALU S 
Hs.292036 ESTs, WeaWy similar to B34087 hypolheti 
Hs.15536 hypothetical protein DKFZp761J139 
Hs.75431 fibrinogen, gamma polypeptide 
Hs.22182 zinc finger protein 23 (KOX 16) 
Hs.238809 ESTs 

Hs.310235 ESTs, Weakly similar to 178885 serine/th 
Hs.65551 Homo sapiens, Similar to ONA segment Ch 
Hs.122967 ketch (OrosophtlaHike 2 (Mayven) 
Hs.186547 WAA1374 protein 
Hs.29263 hypothetical protein FU11896 
Hs.161304 ESTs 

Hs.29202 G protein-coupled receptor 34 

Hs.155591 fbrkheadboxFI 

Hs.190495 ESTs 

HSJ268840 ESTs 

Hs.274127 CLST 11240 protein 

Hs.268526 Homo sapiens chromosome 21 q2Z1 anonymou 

Hs.82238 POP4 (processing of precursor ,S.cerev 

Hs.5534 Homo sapiens cDNAFU 12951 Hs, clona NT 

Hs.82124 Iaminin.beta1 

Hs.97600 ESTs 

Hs.80261 enhancer of fomentation 1 (cas-lite do 
Hs.234058 ESTs 
Hs 130093 ESTs 

gb:PMT>BT0340-091 2994302^1 1 BT0340 Homo 
Hs.96427 WAA1013 protein 
Hs.159153 ESTs, Moderately similar to S65657 alpha 
Hs.96867 Homo sapiens cDNA: FU23155 fis, clone L 
Hs.120189 ESTs 
Hs.141566 ESTs 
Hs.197645 ESTs 

gb:RC2-ST0168471299413406 ST0168 Homo 
Hs.98502 hypothetical protein FU14303 

gb:Human nonspecific crossreacting anSg 
Hs.165893 ESTs 

Hs.1 32821 flavin containing monooxygenase 2 
Hs.61438 ESTs 

Hs.124776 HomosapiensmRNA;cDNADKF2p564N1116(f 
Hs.192435 ESTs 
Hs^20491 ESTs 
Hs.152428 ESTs 
Hs.125247 ESTs 
Hs.55043 



Homo sapiens cDNA FU 13277 6s, clone OV 
Hs.269478 ESTs. WeaWy similar to PC4259 ferritin 
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428976 
458925 
440348 
436340 
444190 
438462 
411124 
442138 
412505 
418236 
423582 
453901 
418565 
433404 
409517 
439871 
445641 
449276 
436547 
437770 
409064 
442607 
449869 
422108 
418251 
432005 
413638 
415980 
449232 
430882 
454389 
438089 
400238 
404488 
407809 
412303 
420478 
422711 
424073 
426567 
435708 
441417 
445117 
447197 
434228 
445527 
445280 
420653 
419926 
447541 
424408 
411893 
428192 
435634 
437637 
438018 
446164 
450232 
439699 
402745 
434008 
439492 
436853 
417648 
427690 
414217 
450229 
400756 
408447 
403388 
433643 
442078 
455685 
432242 
439920 
432436 
429493 
425555 
450101 



A1476429 
BE31S170 
N57713 
AA248998 
AL037B24 
R15891 
AW015802 
R42246 
AJ878918 
AI624122 
AW196937 
AA445973 
AA974491 
AW994005 
BE000831 
BE065902 
AKO01529 
T32982 
X90780 
R88518 
AI245987 
AW241510 
AJ297351 
M767881 
AA062954 
AA507576 
W57990 
AA297914 
AAB32123 
AA524190 
H71252 
R52414 
AW192780 
BE174240 
AW752571 
W05391 



Hs.19238 
Hs-8087 



Hs.173044 

Hs.194695 

Hs.281587 

Hs.47023 

Hs.21606 

Hs.10526 

Hs.89578 

Hs.53929 

Hs.13303 

Hs^1734 

Hs.337534 

Ks.23837 

Hs.86149 

Hs.102720 

Hs.1 20036 

Hs.46736 

Hs.149442 

Hs.252713 

Hs.30824 

Hs.122897 

Hs.141883 

Ks.288361 

Hs.60059 

Hs.111749 

Hs.177723 

Hs.120777 



Hs.196080 
Hs.79024 

Hs.83623 



AW082279 
AW936336 
AA521259 
D60641 
U03493 
AA381579 
AI362949 
A1733297 
AI208754 
R36075 
Z42047 
W39694 
AW055063 
AI224532 
AW90O992 
AK000288 
AJ754813 
R82845 
AA424051 
T82384 
AJ003029 
AK001160 
AW273539 
BE300815 
AF086534 

AA740878 
AF086310 
8E328074 
R06552 
A1253134 
A1309298 
R1B717 



ESTs 

NAG-5 protein 

ESTs, Moderately similar to ZN91 .HUMAN Z 
ESTs, WeaWy simitar to 138022 hypolhefi 
ras homoiog gene family, member I 
Human (done CTG-A4) mRNA sequence 
ESTs 
ESTs 

cysteine and gfycine-nch protein 2 
general transcription factor HH, polype 
ESTs, Weakly similar to AlUBJWMAN Hit 
Homo sapiens cDNA: FU21784 (is, done H 
ESTs 
ESTs 

Homo sapiens cDNA FU1 1812 fis, clone HE 
gb:RC2-BT0318-150200-011«W9 BT0318 Homo 
phosphohositot 3^hosphate-bInding prot 
ESTs 

troponin I, cardiac 
hypothetical protein FU 23476 
ESTs 
ESTs 

leucine zipper transcription factor-like 

ESTs 

ESTs 

Homo sapiens cONA: RJ 22696 fis. clone H 
Homo sapiens cDNA FU11478 fis, done HE 
postrnetottc segregation increased (S. ce 
ESTs 

ESTs, Weakly simitar to ELL2.HUMAN RNA P 
gb:ys1 2h1 2s1 Scares fetal liver spleen 
gb:yg80b05.r1 Soares infant brain 1MB H 
ESTs 

heterogeneous nuclear ribonudeoprotein 
gb:lL3^T0213.17010r>05Sf02 CT0213 Homo 
nudear receptor subfamily 1, group I, m 



Hs.244108 ESTs 

gb:QV4.OT0021-28129W)70^l1 DT0021 Homo 

Hs.193798 ESTs 

Hs.21739 Homo sapiens mRNA; cDNA DKFZp586l1518 (f 

Hs.138959 gap junction protein, alpha 7, 45kO (con 

Hs.182962 ESTs 

Hs.75169 ESTs 

Hs.144474 ESTs 

Hs.147369 ESTs 

gb:yh88bOU1 Scares placenta Nb2HP Homo 

Hs.283978 Homo sapiens PR02751 mRNA, complete cds 

Hs.83286 ESTs. WeaWy similar to S14747 sphingomy 

Hs.306088 v-crk avian sarcoma virus CT10 oncogene 

Hs.88550 ESTs 

Hs.93796 DKFZP586D2223 protein 

Hs.18800 hypothetical protein FU20281 

Hs.146428 coRagen, type V, alpha 1 

HsJ273789 ESTs 

Hs.304742 ESTs 

gbyc14f05/1 Stratagene lung (937210) H 

Hs.65792 syntroptnn, gamma 2 

Hs.5999 hypothetical protein FU10298 

Hs.288750 hypothetical protein FU23577 

Hs.201326 ESTs 

Hs.187561 ESTs, Moderately similar to AIU1_HUMAN A 



Hs.1 12982 ESTs 

Hs.103159 ESTs 

Hs.148661 ESTs 

gb:yf09e12r1 Soares fetal Bver spleen 

Hs.283410 ESTs 

Hs.279898 Homo sapiens cDNA: FU23165 fis, done L 

Hs.8929 hypothetical protein FU1 1362 

AK0020B9 Hs.45080 Homo sapiens cDNA FU 1 1 227 fis, done PL 



AI821787 Hs.179586 ESTs 

AW268583 Hs.262629 ESTs 

BE066976 gbrf>Mf>BT0340-21 129W)03<:12 BT0340 Homo 

AW022715 rte.162160 ESTs, WeaWy sunflar to ALU4JWJMAN ALU S 

H05430 Hs.288433 neurotrirrrin 

AW300248 Hs.181693 ESTs 

AL134708 Hs.145998 ESTs 

AA359291 Hs.1 30757 Homo sapiens cONA: FU23553 fis, clone L 

AV649989 Hs.24385 Human hbc647 mRNA sequence 
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442757 AI739528 
430212 AA469153 
437146 AA730977 
432101 AI918950 
459644 

453887 8E564037 
431170 AW971246 
428062 AA420683 
443682 AI383061 
400441 M15530 
453874 AW591783 
425810 AI923627 
433037 NMJM158 
407162 N63855 
441826 AW503803 
446901 AI347274 
454766 AW866497 
414221 AW450979 
459608 AL1 19471 
400639 
406149 

424027 AW337575 
427531 AA405097 
448353 BE407125 
417669 T99898 
449650 AF055575 
452335 AW188944 
419216 AU076718 
447748 AI422023 
403534 

410594 AW770778 
438550 AW976002 
439626 N22415 
444540 AI693927 
450024 AA005129 
450221 AA328102 
439443 AF086261 
418824 AW751661 
451273 NNL014811 
430607 AW973521 
432702 AW973953 
414195 BE263293 
425570 AA359558 
414935 C15671 
453153 N53893 
430832 AI073913 
439867 AA847510 
419780 AA713522 
433420 A1674093 
434690 A1867679 
436572 AA723274 
447044 AF030107 
431688 AA513906 
403133 

414885 AA157531 
432111 AW972777 
410073 AW408163 
448869 AI792798 
429525 N92540 
446565 D13757 
422386 AF105374 
406687 M31126 
403378 

431369 BE184455 
438580 AA811262 
409191 AW81B390 
412282 BE160188 
411966 AA099113 
443915 240763 
427785 X81053 
446094 AK001760 
436466 AA742221 
411139 AW819461 
409070 AA063003 
432713 AL118623 
419384 AA490866 
418858 AW961605 
408444 AW661839 
432128 AA127221 
418027 AB037807 
446060 Z42061 
436196 AK001084 
411987 AA375975 



Hs.28345 ESTs 

gb:nc67t04.s1 NCLCGAP_Pr1 Homo sapiens 
gb:rw5Sf05.s1 NCLCGAP_Ew1 Homo sapiens 

Hs.123642 EphA3 



Hs.36237 

Hs^91022 

Hs.98321 

Hs.47248 

Hs.99879 

Hs.36131 

Hs.31903 

Hs.279938 

Hs.142634 

Hs.129915 



hypothetical p 
ESTs 

hypothefcal protein FU14103 
ESTs, Highly stmflar to similar to Cdc14 
B-ceil growth factor 1 (12kD) 
collagen, type XIV, alpha 1 (undutin) 
ESTs 

HSPC067 protein 

zinc finger protein 

phosphotriesterase related 

gb:te05d02jc1 NCI C6AP_Co16 Homo sapiens 

gb:QV4-SN0024-170400-1 76^07 SN0024 Homo 

gb;U!4l-BI3-aIiW-12-0-Ul.s1 NQ_CGAP.Su 

gb:DKFZp761M141_rt 761 (synonym: hamy2) 



Hs.201591 ESTs 

Hs.97957 ESTs 

Hs.231510 ESTs 

gb:ye68g01 .rl Soares fetal liver spleen 

Hs.23838 calcium channel voltage-dependent, L ty 

Hs.61272 ESTs 

Hs.164021 small inducible cytoldne subfamily B (Cy 

Hs.161338 ESTs 



Hs.281238 
Hs^58402 
Hs.189080 
Hs.265165 

Hs.24641 

Hs.127892 

Hs.53542 

Hs.26163 

Hs.247324 

Hs.293744 

Hs.89605 



Hs.24360 

Hs.100686 

Hs.161292 

Hs.87752 

Hs.293961 

Hs.148410 

Hs.279596 

Hs.17165 



ESTs 
ESTs 
ESTs 
ESTs 

gb:zh90hQ8.r1 Soares_fetalJver_spieen_ 
cytosketeton associated protein 2 
ESTs 

choreoacanthocytosis gene; KIAA0986 prot 
KIAA0649 gene product 
mitochondrial ribosomal protein S14 
ESTs 

cholinergic receptor, nicotinic alpha p 
gb:EST68590 Fetal lung II Homo sapiens c 
gb:C15671 Oontech human aorta potyA+mR 
ESTs 

ESTs, Weakly simflar to JE0350 Anterior 

ESTs 

ESTs 

ESTs. Moderately similar to putative DNA 

ESTs 

ESTs 

regulator of &protein signalling 13 
gb:ng67c06.s1 NCLCGAPJJp2 Homo sapiens 



Hs.269276 ESTs, Moderately similar to S65657 alpha 

gb:EST384871 MAGE resequences, MAGL Homo 

Hs. 58488 catenin (cadrternvassodated protein), a 

Hs.12496 ESTs, Weakly similar to ALU4_HUMAN ALU S 

Hs.205353 ectonudeoside triphosphate dlphosphohyd 

Hs.31 1 phosphoribosyl pyrophosphate arradotransf 

Hs.115830 heparan sulfate {glucosamine} 3-Osulfot 

Hs.272620 pregnancy specific beta-1-g!ycoprotein 9 

Hs.251754 secretory leukocyte protease hhfoitor ( 

Hs.299202 ESTs 

Hs.175613 homotog ofXenopus Oaspln 

gb:GV14tt041341020(M)5^05 HT0413 Homo 

Hs.118609 ESTs 

Hs.135292 ESTs 

Hs.180828 collagen, type IV, alpha 4 
Hs.13801 KIAA1685 protein 
Hs.120633 ESTs 

gb:RC5-ST0293O6l 299-031-C03 ST0293 Homo 
Hs.224560 ESTs 
Hs.29494 PR01912 protein 
Hs.39429 ESTs 

Hs.21145 hypothetical protein RG083M05.2 

Hs.253204 ESTs 

Hs.117037 ESTs 

Hs.83293 hypothetical protein 

HsT7004 ESTs 

Hs.333498 Homo sapiens cONA FIJI 0222 fa, clone HE 
Hs.183380 ESTs, Moderately similar to ALU8_HUMAN A 
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443401 AI394067 
424665 AW368576 
416143 A1955550 
426261 AW242243 
414564 M164803 
427897 NM-017413 
419160 AA911342 
420111 AA255652 
442879 AF032922 
430486 BE062109 
453823 AL137967 
432074 AA525248 
431848 AI378857 
447072 D61594 
409723 AW885757 
425627 AF019612 
435090 BE217923 
449369 AA001256 
425514 AF112345 
455821 BE143341 
427224 AL135554 
432284 AA532807 
403457 

436032 AA150797 
404356 

434205 AF119861 
405257 
402103 

456649 R74441 
432985 T92363 
417649 AW239285 
431277 AA5O1806 
454056 A1368836 
401694 

423531 AW752782 
431364 AW971382 
445908 R13560 
448390 AL035414 
449939 T86420 
455678 BE066007 
404555 

418186 BE541042 
419981 AA8975B1 
449581 A1989517 
419229 AI827237 
403691 

423728 AW891294 
443479 AF027219 
425329 AI961644 
453345 AA302862 
424335 AW021508 
451072 AA013451 
417845 AL1 17461 
411571 AA122393 
438035 AA938198 
432374 W6B815 
400241 

408908 8E296227 
409564 AA045857 
411151 AW866497 
446009 AI989885 
456855 AF035528 
416441 BE407197 
414891 R27124 
430172 AA468591 
422109 S73265 
422985 AU076411 
448552 AW973653 
422373 AK001843 
450726 AW204600 
438379 N23018 
412608 AA247995 
451270 AW341392 
412140 AA219691 
415992 C05837 
415533 T74009 
437132 AL049353 
415304 T66079 
450152 A1138635 
421147 AW592167 
421413 A1826128 
451750 AA280851 
417924 AU077231 



Hs.160159 ESTs 

Hs.1398S1 caveofin 2 

Hs.79033 gtowyl-peplide cydoiranslerase (glu 

Hs.168670 peroxisomal famesyiated protein 

Hs.71994 ESTs, Weakly similar to 138022 hypothefi 

Ks.303084 apeTm; peptide ngandfiarAPJ receptor 

Hs.35524 KIAA1559 prolan 

gb2s21h11 j1 NCI_CGAP„GC81 Homo sapiens 

Hs.8813 syntadn binding protein 3 

Hs.241 551 chloride channel, calcium activated, {am 

gb:DKFZp761D2315j1 761 {synonym: hamy2) 

Hs.149723 ESTs 

Hs.126758 ESTs, Highly similar to AF1 75283 1 zinc 

Hs.17279 tyrosylprotein sulfotransferase 1 

Hs.257862 ESTs 

Hs.297007 membrane-bound transcription factor prat 

Hs.149595 ESTs 

Hs.27260 ESTs 

Hs.158237 integrin, alpha 10 

gb:MRO-HT0162-19109WK)2-d04HT0162 Homo 

Hs.101937 sineoculis homeobox (OrosophHa) homolo 

Hs.105822 ESTs 

Hs.109276 latexin protein 

Hs.283032 hypothetical protein PRO2015 

Hs.1 1 7176 poiy(A)-binding protein, nuclear 1 

Hs.178703 ESTs 

Hs.82359 tumor necrosis factor receptor superfami 

Hs.249965 ESTs 

Hs.24808 ESTs. Weakly similar to (38022 hypothefl 

Hs.129750 hypothetical protein FU10546 
Hs.294016 ESTs. Moderately similar to B34087 hypol 
Hs.13436 Homo sapiens clone 24425 mRNA sequence 
Hs.21068 hypothetical protein 
Hs.272139 ESTs 

gb:RC3^T0319-12020(W)14^09BT0319Homo 

Hs.23240 Homo sapiens cDNA: FU21B48 fis, clone H 

Hs.128773 ESTs 

Hs.181605 ESTs 

Hs.282884 ESTs 



Hs.132136 
Hs.9443 
Hs.145444 
Hs.90063 
Hs.28170 
Hs.1 17929 
Hs.82719 
Hs.70811 
Hs.146123 
Hs.301885 

Hs^50822 
Hs.54943 

Hs.231926 
Hs.153863 

Hs.268754 
Hs.161889 
Hs.1473 
Hs.1602 
Hs.20104 
Hs.115700 
Hs.250505 
Hs.171391 
Hs.44898 
Hs.235795 
Hs.73625 
Hs.145807 
Hs.268738 
Hs.297268 
Hs.1 2799 
Hs.22968 
Hs .293299 
Hs.57637 
Hs^26930 
Ks.82932 



solute carrier family 4, sodium bicarbon 

zinc finger protein 202 

Homo sapiens cDNA FU 11494 0s, clone HE 

neurocaldn delta 

ESTs 

ESTs 

Homo sapiens mRNA; cONA DKFZp586F1822 (f 

hypothetical protein FU20516 

poly(A) polymerase gamma 

Homo sapiens cDNA FU11346 fis, clone PL 

serine/threonine kinase 15 
fracture callus 1 (rat) homotog 
gb:QV4-SN0024-17040O-176^07 SN0024 Homo 
ESTs 

MAO (mothers against decapentaplegic, Dr 
gb:601301552F1 NIHJAGC.21 Homo sapiens c 
Homo sapiens cDNA FU11949 fis. done HE 
ESTs 

gastrirweleasing peptide 



hypothetical protein FU00052 
Homo sapiens cDNA: FU23515 fis, clone L 
retinolc add receptor, alpha 
C-termmal binding protein 2 
Homo sapiens done TCCCTA00151 mRNA sequ 
ESTs 

RAB6 toteracfing, Hnesin-fike (rabkines 

hypothetical protein FU 13593 

ESTs, Weakly similar to AIU7.HUMAN ALU S 

ests 

ESTs 

Homo sapiens done IMAGE:451939, mRNA se 
ESTs 

ESTs, Weakly simitar to A49364 59 protei 
ESTs 

cycRn D1 (PRAD1: parathyroid adenomatos 
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430706 
420568 
452759 
408496 
420674 
410358 
450086 
410853 
438607 
422232 
432801 
402490 
446551 
438315 
445261 
401986 
420335 
424698 
435413 
458175 
458433 
417494 
416045 
424181 
445873 
411578 
453116 
425692 
435608 
402102 
458308 
438177 
. 415205 
427244 
441384 
438979 
400285 



NM.003540 

F09247 

AW590773 

AI683802 

NM_000055 

AW975168 

AW016343 

H04588 

AW080237 

D43945 

NM_016260 

AI308176 

R55795 

T79759 

AA258771 

AA164366 

A1267476 

AW296024 

AL135352 

AI369494 

H15990 

AL039482 

AA250970 

AW238524 

AI276680 

090041 

AW183971 

AI828155 

BE327015 

H71616 

AA402400 

AA447849 

AW976218 



407407 
427739 
433584 
448956 
439474 
421755 
454566 
418836 
453108 
447101 
408873 
426226 
401157 
407721 
425646 



Hs,247816 H4 histone ramify, member C 

Hs.247735 potocadherin alpha 10 

Hs.258996 ESTs 

Hs.136182 ESTs 

Hs.1327 butyryfchoSnesterase 

Hs.1 3337 ESTs, Weakly similar b unnamed protein 

Hs.233301 ESTs 

Hs.30469 ESTs 

Hs.252884 ESTs 

Hs.113274 transcription factor EC 

Hs.276963 zinc finger DNA binding protein Helios 

Hs.65636 ESTs 

Hs.82419 ESTs 

Hs.282939 ESTs. Weakly similar to 138022 hypotheti 

Hs.43616 Homo sapiens mRNA (or FU00029 protein, 

Hs.151973 hypothetical protein FU23511 

Hs.46669 ESTs 

Hs.150434 ESTs 

Hs.255883 ESTs. Weakly similar to 138022 hypotheti 

Hs.222137 ESTs 

Hs.31403 ESTs 

Hs.142517 Homo sapiens mRNA; cOMA DKFZp434P0810 (f 

Hs.251946 poly(A>-binding protein, cytoplasmic 1-1 

gb:xp27c05.x1 NO_CGAPJW10 Homo sapiens 

Hs.146066 ESTs 

Hs.155956 N-acetyltransferase 1 (arylamme N-acely 

Hs.250896 ESTs 

Hs.211055 ESTs 

Hs.281391 ESTs 

Hs.135233 ESTs 

Hs.178045 ESTs 

Hs.288660 Homo sapiens cDNA: FU22182 fis, done H 

Hs.32565 ESTs 



419839 
402855 
443644 
445672 
432343 
411941 
430664 
402812 
457434 
448133 
402048 
423347 
423957 
433347 
437373 
439217 
446609 



AF050198 

AW196755 

AW295399 

AK001674 

A1824060 

AW169454 

AW807605 

AS655499 

AI311457 

N72185 

AL046017 

AA769045 

Y12735 
AW167044 
AF201468 
U24577 

A1080491 

AI907438 

NM.002960 

AW876909 

AW969834 

AW628192 
AA723157 

A1660412 

AW978309 

AF023130 

H67505 

AF086O41 



gb:Homo sapiens putative mitochondrial s 
Hs.98105 NYD-SP14 protein 

gb:Ui-H-8l2-ahv-h-03-0-Ul.s1 NQ_CGAP.Su 
Hs.22630 cefaclor required for Sp1 transcriptiona 
Hs^11501 ESTs 

Hs.207422 ESTs. WeaWy similar to S71949 metallopr 

gb:MR4-ST009B-120100-001-b06 ST0098 Homo 
Hs.161712 ESTs 
Hs.99472 ESTs 
HS.441B9 ESTs 

Hs.182278 calmodulin 2 (phosphoryiase kinase, dell 

gb:oa80h07.s1 Na_CGAP_GCB1 Homo sapiens 

Hs.38018 duat-speeirldty tyrosine-{Y)^osphory! 

Hs.1 58512 cydin-dependent kinas*like 2 (COC2-fel 

Hs.49349 beta-site APP-cleaving enzyme 

Hs.93304 phospholipase A2, group VII (ptatelet-ac 

Hs.93270 ESTs, Moderately similar to S65657 alpha 

Hs.282862 ESTs 

Hs.2961 S100 calcium-binding protein A3 

Hs.25201 ESTs, WeaWy similar to FAT DROME CADHER 

Hs.303303 ESTs 

Hs.18851 hypothetical protein FU 10875 

Hs.73769 folate receptor 1 {adult) 

Hs.234557 ESTs 

Hs.136235 Homo sapiens cDNA FU 13542 Gs, clone PL 
gb:Homo sapiens Ras-GRF2 mRNA, partial c 
Hs.191979 K1AA1733 protein 
Hs.42975 ESTs 

Hs.15535 Homo sapiens clone 24582 mRNA sequence 
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TABLE 3B: List of accession numbers for primekeys lacking uragenelD*s for Table 3A. Forsuch such probeset is listed a gene duster number from which truj oRgonudeoto were 
designed. Gene dusters were compiled using sequences derived from Genbank ESTs and mRNAs. These sequences were dustered based on sequence similarity using Clustering 
and Alignment Tools {DoubleTwist, Oakland CaTrfbmia). Genbank accession numbers for sequences comprising each cluster are listed m the 'Accession column. 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT number Accession 
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409029 
409073 
409519 
409595 
410008 
410615 
410672 
410784 
410785 
410888 
410901 

410934 
410945 
410999 
411004 
411018 
411139 
411151 
411479 

411514 

411578 

411745 

411880 

411905 

412167 

412209 

412248 

412282 

412303 

412566 

412877 

412879 

413087 

413138 

413252 

413382 

413488 

413499 

413618 

413638 

413642 

413875 

414109 

414221 

414605 
414935 
415236 
415635 
415747 
415980 
416288 
416337 
416441 
416548 
416624 
416871 
416913 
416972 
417561 
' 417648 
417669 
417859 
418378 
418836 
419546 
419637 
419807 
420111 
420621 
420637 
421065 
422063 
422156 

422342 
422429 
422977 

423121 



107490J 

1095422J 

109851J 

113722.1 

114876 J 

116812.1 

1212203J 

1214882.1 

1221005.1 

1221055J 

1225955J 

1226077J 

1227240J 
1227561.1 
1228809.1 
1228975J 
1229132.1 
1233781.1 
1234022.1 
1247077J 

1248638 1 

125013J 

1256160 1 

1263110J 

1265181J 

1280605 1 

1283610.1 

1265000.1 

1287679.1 

1288130J 

1306469 1 

1333953J 

1334272.1 

1348720.1 

1350379.1 

1355877J 

1365954.1 

1373234.1 

1373910.1 

1380384.1 

1381238.1 

1381386.1 

1396766.1 

1417307J 

142696.1 

1465790.-1 
1509157.1 
1531080.1 
1540853.1 
155189.1 
1564218.1 
1585983.1 
1589299.1 
159480 1 
1600181.1 
1604694.1 
1626761.1 
163001.1 
163568.1 
168747.2 
1691070.1 
1692157.1 
1703724 1 
174656J 
177402.1 
185766.1 
186639.1 
188252.1 
190755 1 
195113.1. 
195241.1 
198936.1 
210852J 
212379.1 

215498.1 
216469.1 
223410.1 

225175.1 



AW864542 AA056567 AW882724 . 
BE087807AW301579 
AA063458 AA063018 AI444822 
AA075368 AA075369 

AA296961 AA296889 AA076945 AA077528 AA077497 
AA0795S2 BE142525 BE142527 
AW772721AW873372 H89212 
AW794600AW794730 
AW803201 BE079700 BE062940 

AW803341 AW803265 AW803403 AW803466 AW803402 AW803413 AW803268 AW803396 AW803334 AW803355 

AVW10001 Avl«1M92 AW8101 70 AW809884AVW09564AW81 0353 AW81 0428 

AW81 0006 AW809572 AW809694 AW81 0552 AW810345 AW81 0432 AW809960 

AW81 1114 AW81 1095 AW81 1087 AW81 1 1 24 AW81 1054 AW81 1094 AW81 1 157 

AW81 1552 AW81 1470 AW81 1523 AW81 1482 AW81 1514 AW81 1456 AW81 1525 

AW81 3004 AW81 2962 AW81 296 1 j 

AW813242 BE146089 AW813195 AWB13173 AW813206 BE145953 BE146212 AW813196 AW854582 AW813241 BE061582 

AW813428 AW813444 AW813367 AW813368 AW81 3429 AW81 3424 

AW819461 AW819478AW819479 AW819559AW819505 

AW8^ AW848632 AW848140AW848571 AW848009 AW848067 AW848069 

AW848905AW848214 

AW850178 AW850233 AW850445 AW850446 

AW238524 AA094059 R59022 

AW867826AW859896 

AW872477BE088101T05990 

BE265067 BE264978 AW875420 

AW897230 AW897252 AW897244 AW897231 AW897263 

AW901456 AW901450 AW901441 

BE1 76480 AW903298 AW903313 

BE160188 AW935785 BE160401 BE160319 BE160313 BE160395 

AW936336AW936339 

AW962574BE073261 

BE01 1 1 68 BE006371 BE01 1 172 BE01 1313 BE01 1 166 
BE092219BE092361 BE006789 
BE064655BE1 53953 

BE066941 BE066911 BE066979 BE066929 BE066925 

BE074910 BE074913 BE07491 1 BE074903 BE074892 BE074935 

BE090689 BE090685 BE090697 BE090580 BE090691 BE090696 BE090698 BE0906B6 

BE144017 BE185527 BE144023 

BE144884H97942 

BE154078 BE154006 BE153891 BE1 53523 BE1 53983 
H71252 BE1 54668 BE154642 

BE154837 BE154879 BE154850BE1 54877 BE154835 BE154849 BE154902 BE154905 BE154867 BE154901 BE154904 BE154899 
BE176776 H85072 
BE250744 BE294770 

AW450979AA1366S3AA138656AW4193B1AA9B43SBAM9Z073BE168W 

BE011362 BE011215 BE011365 BE011363 

BE390440 

C15671 C15333 C15833 D81433 C14657 C14811 

R41400 H06659 Z38637 F02023 T16516 

F13168R21289T77628 

AA381209AA381245AA167683 

R52414 R61681 H12009T74429 

H51299 H44619 H46391 R86024 H51892T72744 

H48713 H83057 H48694 H65247 

BE407197 AA182474 AA180369 BE275628 BE276131 

H62953N76608 N72413 

H69044T47567 H75691T50292 

H98716 N90792 N24283 

AW934714 BE161007 BE162500 AW749902 AW749864 BE162498 BE161005 AA190449 AW513465 BE161006 BE162499 

BE019670 AA191284 AA191255 

AW974345 BE 1 45400 T97088 AA639076 

R05552T98985 R08656 

T99898 TB2080 T91447 R07806 R07779 

T26453 Z44226R20425 

AW962081 AA218925 AA354237 

AW749855 AA225995 AW750208 AW750206 

AA244199 AA244272 H57440 

W27493 AA248063 AA249885 AA429679 

R77402 AA262462 AA250988 RD8794 

AA255652 AA28091 1 AW967920 AA262684 

AA278808 BE082076 BE081812 BE081581 

AW9761 53 AA278945 AA747691 

AA329711AA287436AA283148 

AI334966 W32951 H62656 H53902 R88904 AW835732 
AA309272 AA309312 AW961837 

S^AJ0^AM9^S 
AA319642AW853758H56414 
AW864848 AA322213 AA322209 AW961624 
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423377 

423532 

423735 

423841 

423867 

424872 

425201 

425497 

425570 

426226 

426497 

426603 

427551 

428048 

428579 

430212 

430818 

430844 

430933 

431071 

431169 

431322 

431595 

431688 

432111 

432189 

432222 

432779 

432803 

432669 

433347 

433492 

433584 

433644 

433687 

434138 

434374 

434613 

434638 

434950 

434995 

435079 

435463 

435634 

436532 

437146 

438005 

438458 

438909 

438993 

440320 

440674 

443513 

443657 

444314 

444610 

444910 

446096 

4460)1 

447197 

448404 

449540 

450024 

450458 

450522 

451024 

451487 

452453 

452542 

453823 

453901 

454190 

454193 



454352 
454359 
454389 
454403 



22769J 

229362J 

231498J 

232507.1 

232732J 

244505J 

247933.1 

252499.1 

253248.1 

262918.1 

268121.1 

269825.1 

280163.1 

286394.1 

294049.1 

314437.1 

324239.1 

324570.1 

325757.1 

327550.1 



331543.1 

335512.1 

336609.1 

341618.1 

342819.1 

343347.1 

354024.1 

354267.1 

355475.1 

36388.1 

367934.1 

370400.1 

371919.1 

373061.1 

380572.1 

384889.1 

389550.1 

38990.1 

396061.1 

397210.1 

399783.1 

406582.1 

409239.1 

421802.1 

43371.1 

447553 1 

457837.1 

46684.1 

467651.1 

491930.1 

49997.1 

575391.1 

576685.1 

600667.1 

612257.1 

624951J 

661959.1 

697809.1 

711623.1 

761515.1 

80945.2 

82296.1 

83586.1 

837264.1 

85565.1 

87131.1 

918300.1 

921410.1 

982526.1 

986414.1 

1049996.1 

1050256.1 



1129667.1 
1130674.1 
115682.1 
1170435.1 



AL049377 AL079930 AL047223 AW885968 AA385235 n ^ lt » A A »„ oc 

BE090503 BE090490 BE090483 BE090501 BEO9O500 8E090365 BE090505 BE090509 BE090499 BE090502 BE090504 BE090497 AA327285 

AA330259 AA561 806 AA5Q2431 AW974633 AA649496 

AW753967 AA370795 AA331630 AW962550 

AA331886 AW962659 AW962655 T89841 

AA347923 AA347928 AW961769 . 

AA352111 AW962247 AA429695 

AA524596 AA358494 AA513507 

AA35955B AA359819 AW963122 

AA769045 AA372590 AW963633 

AA379913AA379981 AW963523 

M382291 AA994657 

T96203AA405343 T96121 

AA705745 AA420850 AA420433 

AA431765AA432015 

AA4691 53 AI71B503 AA469225 

AI31 1 928 AA936030 T51931 AA609816 AA487195 AA664207 

T94960AA487679 T95013 

AW863635 BE179901 BE179402 AW863789 AA489179 BE010747 BE010748 
AA491379 H86020AW969148 
AW971240 AA493843 AA493723 

AW970622 AA503009 AA502998 AA502989 AA502805 T921 88 

AA50B196 BE142920 AI280311 AJ205616 D61709 

AA51 3906 AAB47734 AI357044 

AW972777 AA526795 AA52S305 

AA527941 AI810608 AI620190AA635266 

AI204995 AW827539 AW969908 AW440776 AA528756 

AW979241 AA565006 AA847102 

AA565398AW894072 H97930 

AW974094 AA569074 AA602574 

AF023130AF181250 AA984703 AA694303 AA351792 

AW605849 AW262898 N41060 AA594852 

AW295399 AW207772 AW300641 AW070290 BE348854 AW170383 AA600968 AA778832 

AW342028 AA641080 AA603282 

AA743991 AA604852 AW272737 

AA625804AW418787AW074833AI675642AI393368 

AA631439 AI086355 AI 082577 

AI821 826 AA640657 AA658836 AA650055 AI821079 

H50758AF147434 H50666 

AW974892AA654375 

AW974995 AI821880 A1821932 A1791196 M659617 A1821 137 AA658925 

AA664192 H60250 771388 

AA682507AW851124 

T82384 R05307AA693714 

AA721522 AW975443 T 93070 

AA730977 AI261584 AA334473 Z43283 AW875861 AW938044 BE150701 AW936262 AA306862 BE565575 BE567380 AA728920 AA167612 

A1239729A1251752AA485791 BE568425AW98295B 

BE151746 BE336853 D63271 T94955 AA774994 

AW975186AA807807 029548 

AF085839 R59137 AW188788 R69254 

AA828995 AA834879 AI926361 

AA879294 N67538 A1474541 

8E561546 Z25124 AI307139 Z28B0O 

AI079356 W23287 

R14973 R149G7 AK081006 

A1140497 AW749625 AW749626 AW749644 

AI174783 R83569R12271 

AI201 849 BE069007 AW946544 

A1276454AI633717AI275116 

AI347274AW844024 

R36075A1366546 R36167 

BEC89973 AI498612 AW805032 

AA001713H63836 

AA005129AA679084AA694399 

AA009926BE149301 

A1698839 AI909260 AI909259 

AA442176AA259181 

AA018072N46370 R84847 

AI902519 AI902518 AI902516 

AW81 2256 AW812257 AI906423 AI906422 

AL1379S7 BE064160 BE064186 

BE065902 AW749032 AW003637 

mlmkm^mimiMimXBS AW178172 AW845893 AW178159 AW178222 AW178213 AW178215 AW178090 AW1TO091 
AW178161 AW178207 AW178210 AW178214 AW178212 BE140918 BE140917 AW178135 AW178205 AW178209AW178223AW1 78220 
AW17B206AW178203AW178165AW178168AW178160AW178136W 

AW845810AW845828AW178216 AW178112AW178211 AW178224 BE1 4091 5 AW1 78221 AW178130AW178134 AW178096 
AW178imW8164 AW178218 AW178171 AW17N^ 

AW178104 AW178163 AW178093 AW178208 AW178137 AW178140 AW178219 BE141592 AW845901 BE141580 AW178155 BE141598 BE140957 

AW389668 AW389657 AW609198 AW389649 

N71277AW390764 

AW752571 AW847602 AA077979 

E066083BE06609 
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454455 
454566 



454574 
454600 

454678 
454693 
454714 
454766 
454784 
454790 
454836 
454S62 
455047 
455092 
455100 
455107 
455114 
455170 
455201 
455226 
455252 
455286 
455310 
455431 
455488 
455511 
455512 



455571 
455631 
455678 
455685 
455807 
455821 
455866 
455992 
455995 
456034 

458804 
458861 
459160 
459201 
459267 



1206965.1 
1224432J 



1225636,1 
1226077J 

1228915 1 
1229132 1 
1230493.1 
1234022.1 
1234630 J 
1234752.1 
1236509J 
1246750.1 
1250536.1 
1252971.1 
1253334.1 
1253874.1 
1254106.1 
1255906J 
1259748.1 
1262534.1 
1266222J 
1273576 1 
1278158.1 
1289854.1 
129372^-1 
1321229.1 
1321443.1 



1331885.1 
1347545.1 
1349716J 
1350393.1 
1370914.1 
1372714.1 
1377119.1 
1398552J 
1398903.1 
142696.1 

75803.1 

798085.1 

920051.1 

925883.1 

966605.1 



AMOTG05 AVwK M807B39 AW807752 AWB07673 AW807667 AW807955 AW807760 AW80761 5 AWB07898 AW807849 AWB07821 

AW807678 AW807687 AW807918 AW807921 AW807596 AWBD7602 AW807588 AW807609 AW807684 AW807770 AW807593 AW807754 
S^S^A^^AVTO0n63 AVV807902AVm7840AW807819AVV807836AW807769AVV807685AW807847A 
AW807686 AW807670 AW8079 17 AW807677 AW807680 AW807900 AW807569 AW807952 AW807907 AW807846 AW807755 

AW807835AW807608 AW807753AW807601 AW807956 A « IOflfM « 
AW809109 AW8091 12 AW809122 AW809126 AW8091 28 AW809133 AW809131 AW8091 13 AW8091 11 AW809132 

AW81 0006 AW809672 AW809694 AW81 0552 AW810345 AW810432 AW809960 
AW813089 W28102 

AW813428 AW813444 AW813367 AW81 3368 AW81 3429 AW81 3424 

AW815098 BE154843 BE154831 

AW866497 AW819775 AW819868 AW866502 AW866561 

AW820626 AW820621 AW820608 

AW820852 AW820773 AW821088 

AW83371 1 AW833620 AW833699 

AW847645 AW847791 AWB54083 AW853945 

AW852530 AW852527 AW852526 

BE152428 AW8S5572 AW855607 

BE1601 98 AW935898 T1 1 520 AW935930 AW856Q73 AW861 034 
BE154113 AW856797 AW856847 AW861 128 AW856817 
AW857121 AW857123AW861238 



AW947884AW947918AW947888AW947883AVV947897AW947910AVV947905AW864751A^^ 
AW902103 AW869012 AW869139 
AW876627 AW876630 AW876631 AW876625 
BE144384 AW887474 AW887403 BE1 44386 
AW893961 AW893998 AW894034AW894019 
AW938484BE001245BE001190 
AA102322 

SaS AW983610 AW983688 AW983601 AW983645 AW983607 AW983640 AW983625 AW983512 AW983542 AW983687 

AW983641 AW983621 AW983603 AW983609 AW983623 AW983544 AW983618 AW983615 AW983611 AW983604 AW9836B6 AW983622 
AW98361 9 AW983S33 AW983589 AW9B3605 AW983626 AW983643 AW983531 AW983627 AW98361 3 AW983614 AW983685 AW983593 
AW983590 AW983594 AW983820 AW983638 AW983592 AW983588 
BE003714 BE003721 BE003720 BE003716 

BE063031 BE063002 BE063008 BE063024 BE063040 BE063006 BE063072 

BE066007BE066017BE066074 

BE066976 BE066928 BE066927 

BE141140 BE141139 BE141105 BE141143BE141127 BE141202 BE141108 

BE143341 BE143344 BE143378 BE143358 m 

BE149024 BE149056 BE152826 BE149025 BE149057 BE152819 BE149030 BE149062 BE149023 BE 49055 

BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178964 BE179012 BE179011 BE178963 BE178997 

BP179408 BE1797Q8 BE179980 

AW45S79 M1 36653 AA136656 AW419381 AA984358 AA492073 BE168945 AA809054 AW238038 BE01 1212 BE01 1359 BE011367 BE011368 
BE011362 BE011215 BE011365 BE011363 
AL157625 N72696BE622492 
AI630223A1630470 

AI904723 AI904725 AI904729 A1904722 A1904758 AI904736 

AW391177 W45021 

AJ003631AJ003650AJ003651 



TABLE 29C 

human chromosome 22." Dunham I. el a!., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Ptey 


Ref 


Strand 


Ntpositicn 


400451 


8113550 


Minus 


82189-82320 


400462 


9929659 


Minus 


197610-197785 


400608 


9887666 


Minus 


96756-97558 


400639 


9887597 


Plus 


23150-23580 


400641 


8117693 


Phis 


47864992 


400756 


8119084 


Minus 


38734-38857 


400859 


9757499 


Minus 


91888-92018.98131-98294,99474-99570 


400880 


9931121 


Plus 


29235-29336.38363-38580 


400889 


9958234 


Minus 


169782-170036 


400983 


6081198 


Plus 


107903-108832 


401045 


8117619 


Phis 


90044-90184.91111-91345 


401049 


7232177 


Plus 


149157-150692 


401078 


3687273 


Plus 


105052-105171 


401094 


9965511 


Plus 


137130-137302.139283-139506 


401103 


8568122 


Minus 


98330-98449 


401157 


9438289 


Minus 


114133-114247,114567-114645 


401189 


9690246 


Minus 


90815-90929 
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401200 9743387 Minus 111586-111806.114791-114916.11^ 

401213 9858408 Plus 98243-98380.98489-98619 

401254 9796309 Plus 152209-152383 

401323 9212516 Plus 213509-214450 

401335 9884881 Plus 15736-16352 

401497 7381770 Rus 92607-92813 

401517 7677912 Plus 29278-29770 

401526 7770561 Plus 91570-93177 

401575 7229804 Minus 76253-76364 

401694 3540172 Minus 64056-64168 

401793 7263888 Minus 102945-103083 

401862 7770606 Minus 55839-55993.59145-59293 

401878 8099802 Minus 162268-162474,163089-163195 

401986 4406829 Minus 31137-31293 

402046 8072415 Plus 166394-1 66556.1 68 16M 68395 

402048 8072512 Plus 4393644078 

402102 8117771 Minus 174566-174740 

402103 7249203 Plus 14453-15414 
402230 9966312 Minus 29782-29932 
402318 7582559 Minus 12843-13403 
402490 9797648 Pius 149982-150929 
402745 9212200 Minus 76516-76690 

402800 6010175 Rus 43921-44049,46181-46273 

402812 6010110 Rus 25026-25091,25844-25920 

402820 6456853 Minus 82274-82443 

402855 9662953 Minus 59763-59909 

403133 7331427 Rus 38314-38634 

403271 7230852 Rus 134283-134485 

, 403277 8072597 Minus 27494-27642 
403310 8139936 Minus 183883-184026 
403329 8516120 Rus 96450-96598 
403356 8569930 Rus 92839-93036 
403378 9438244 Minus 4426444443 
403388 9438331 Pius 112733-113001,114599-114735' 
403467 9929556 Minus 73431-73602 
403515 7656757 Minus 173358-179553 
403525 7950440 Plus 152431-153243 
403534 8076917 Minus 4665247332 
403568 8101145 Minus 85509-85658 
403574 8101156 Rus 5542-6176 
403637 8671936 Minus 142647-1 42771, 14553M45762 
403677 7331517 Minus 55008-55083,62860-63051 
403691 7387384 Minus 88280-88463 
403760 7712202 Minus 4591046260,4756347824 
403776 7770611 Minus 1414-1513.1624-1756 
403895 7381715 Minus 35024002,40704308 
403937 7711761 Minus 12609-12773 
404043 9558573 Plus 29042-29135,4659746699 
404097 7770701 Rus 55512-55781 
404200 6010176 Minus 7066-7210 
404249 8655533 Rus 64270-64633 



404274 


9885189 


Rus 


104127-104318 


404285 


2326514 


Rus 


32282-32416 


404286 


2769644 


Plus 


3512-3691 


404356 


7630858 


Minus 


126433-126623 


404443 


7579073 


Minus 


8719&87441 


404476 


8080699 


Rus 


101841-102043 


404488 


8113286 


Minus 


64835-64934 


404513 


8151941 


Minus 


112837-113339 


404548 


8570305 


Minus 


83896-84162 


404555 


7243881 


Minus 


63963-64157 


404561 


9795980 


Minus 


69039-70100 


404588 


6456728 


Minus 


4005940210 


404593 


9944086 


Minus 


74922-75788 


404599 


8705107 


Rus 


110443-110733 


404860 


8979555 


Rus 


65852-66081 


404916 


7341826 


Rus 


91057-91188 


404957 


7407927 


Plus 


147512-148011 


405041 


7547195 


Rus 


121230-121714 


405059 


7656683 


Rus 


349-822 


405090 


8072525 


Minus 


38552-39202 


405257 


7329310 


Rus 


73121-73273 


405336 


6094635 


Rus 


33267-33563 


405472 


8439781 


Rus 


106297-106447.10B462-108596 


405494 


8050952 


Minus 


70284-70518 


405547 


1054740 


Rus 


124361-124520,124914-125050 


405621 


5523811 


Rus 


59362-59607 


405534 


5306288 


Rus 


17856-17957.1830*1841*18837-18927,22790-22989 


405654 


4895155 


Minus 


53624-53759 


405692 


4314424 


Rus 


61379-62562 


405759 


3288022 


Minus 


18283-18399 


405829 


7109593 


Minus 


15628-16127 


405848 


7651809 


Minus 


28135-28244 
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405966 


8247788 


Minus 


51762-51978 


405970 


8247789 


Minus 


45795-46295 


406018 


6758904 


Minus 


3779S-38158 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Plus 


251370.251797,252168-252882 


406149 


7144791 


Minus 


4446445164 


406195 


7289992 


Minus 


3629346827 


406333 


9213235 


Plus 


64689*64798 


406468 


9795553 


Plus 


43734616,8870-9046,11366-11509,11625-11880 


406506 


7711374 


Minus 


6843-8077 


406554 


7711566 


Plus 


106956-107121 


406603 


8272659 


Minus 


39506-39694 



TABLE 30A: ABOUT 1840 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (tPF) COMPARED TO HYPERSENSITIVITY PNEUMONITIS (HP) 

Table 30A lists about 1840 genes that are up regulated In Idiopathic pulmonary fibrosis (tPF) samples as compared with hypersensitivity pneumonitis (HP) samples. These were _ 
selected from about 59680 probesets on an Anymetrbc/Eos Hu03 Gene Chip array such that the ratio of "average" idiopathic pulmonary fibrosis sample expression level to "average 
hypersensitivity pneumonitis sample expression was greater than or equal to about 2.0. The "average" idiopathic pulmonary fibrosis level was set to the 90=" percentile amongst 
Idiopathic pulmonary fibrosis samples. The "average" hypersensitivity pneumonitis level was set to the 90* percentile amongst hypersensitivity pneumonitis samples. 

Pkey: Unique Eos probeset identifier number 

ExAccrc Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of IPF (idiopathic pulmonary fibrosis) to HP {hypersensitivity pneumonitis) 



Pkey ExAccn 

450478 AW451709 
432365 AK001106 
405654 

440209 H05049 
407811 AW190902 
439606 W79123 
425259 AL049280 
426230 AA387019 
416653 AA768553 
420481 U50525 
403574 

415817 U88967 
419519 AI198719 
435256 AF193766 
423017 AW178761 
429629 BE501732 
405443 

428766 AA477989 
441802 AA968636 
453649 Y07494 
447410 AI470235 
442353 BE379594 
405494 

442377 AA993807 
409928 AL137163 
420407 AA814732 
415236 R41400 
451562 H04150 
403310 

445189 A1936450 
409632 W74001 
439760 AL109688 
402076 

415025 AW207091 
406690 M29540 
438557 AW364104 
428042 AA419529 
418007 M13509 
409545 BE296182 
446619 AU076643 
411966 AA099113 
440274 R24595 
442879 AF032922 
419236 AA330447 
420185 AL044056 
415672 N53097 
455488 AA102322 
420026 AI831190 
446868 AV660737 
431622 AW979271 
407266 AJ235664 
421300 AW297398 
416045 H15990 



Unigene ID Unigene Title 

Hs.271200 ESTs 

Hs.274419 hypothetical protein FU10244 

Hs.22269 neurexin 3 

Hs.40098 cysteine knot superfamBy 1. BMP antagon 

Hs.58561 G protein-coupled receptor 87 

Hs.155397 Homo sapiens mRNA; cDNA DKFZp564K143 (fr 

Hs.241395 protease, serine, 1 (trypsin 1) 

Hs.74170 metaflothionein 1E (functional) 

Hs.98201 Human BRCA2 region, mRNA sequence CG029 

Hs.78887 protein tyrosine phosphatase, receptor-t 

Hs.176376 ESTs 

Hs.13872 cytokine-fike protein C1 7 

Hs.227948 serine (or cysteine) proteinase inhibit© 

Hs.30622 Homo sapiens cDNA FU13010 fis, done NT 

Hs.98800 ESTs 

Hs.127877 ESTs 

Hs.341 1 4 ATPase, Na+/K* transporting, alpha 2 (+) 

Hs.172698 EST 

Hs.49136 ESTs. Moderately similar to ALU7.HUMAN A 

Hs.1 67367 ESTs 

Hs.57549 hypothetical protein OM473B4 

Hs.145010 Dpopdysaccarlde-specific response 54i 

gb:yf94b12j>1 Soares infant brain 1NIB H 

Hs.107708 ESTs 

Hs.147482 ESTs 

Hs.55279 serine (or cysteine) proteinase inMbita 

gb:Homo sapiens mRNA full length Insert 

Hs.72307 ESTs 

Hs.220529 carcrnoemb^onic anOgerwelated ceil ad 

Hs. 143509 hypothetical protein FU21 924 

Hs J6391 myxovirus (influenza) resistance 1 , homo 

Ks.83169 matrix metafloprateinase 1 (mterstiaal 

Hs.1 9002 hypothetical protein MGC4675 

Hs.313 secreted phosphoprotein 1 (osteopomin, 

Hs,1 18609 ESTs 

Hs.71 22 scrapie responsive protein 1 

Hs.8813 syntaxin binding protein 3 

Hs.135159 Homo sapiens cDNA FU11481 6s, clone HE 

Hs.158047 ESTs 

Hs.193579 ESTs 

gb2l90f03.r1 Stratagene colon (937204) 

Hs.166676 ESTs 

Hs.135100 ESTs 

Hs.293184 ESTs 

gb:Homo sapiens mRNA tor ImrnunoglobuSn 

Hs.96617 ESTs 

Hs.31403 ESTs 
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414175 AI308876 Hs. 103849 'typomefcal protein 0KF2p781D1 12 6.0 

424693 BE169810 Hs.47557 ESTs 60 

436397 AA715013 Hs.169835 ESTs 6-0 

_ 440504 A1948966 Hs.130017 ESTs, V\feakly similar to JN0908 H+-transp 6.0 

5 409718 D86640 Hs.55045 src homology three (SH3) and cysteine ri 6.0 

403625 6.0 

418985 A1123555 Hs.81796 ESTs , 5.9 

416035 H42314 gbyjOSeOZsl Soares adult bran N2b5HB5 5.9 

400292 AA250737 Hs.72472 ESTs 5.9 

10 442849 R10099 Hs.269805 ESTs 5.9 

440887 AI799488 Hs.135905 ESTs 5.8 

427535 R29543 Hs.2164 pro-plateiet basic protein (includes pla 5.7 

410934 AW811114 gb:MR2-ST0 131 -111 199-01 8-a04ST01 31 Homo 5.7 

431374 BE258532 Hs.251871 CTP synthase 5.7 

15 444963 A1916973 Hs.213603 ESTs 5.7 

447530 AW192063 Hs.248865 ESTs, Moderately simflar to JC5238galac 5.6 

444992 R37658 Hs.21375 ESTs 5.6 

416575 W02414 Hs.38383 ESTs 5.5 

431211 M86849 Hs.323733 gap junction protein, beta 2, 26kO(oonn 5.5 

20 451830 H18433 Hs^1542 WAA1035 protein 5.5 

446466 H38026 Hs.308 anestin 3, retinal (X-arrestin) 5.5 

404043 5.5 

423454 AL1 10456 Hs.469 succinate dehydrogenase complex, subunit 5.5 

455540 BE080231 gb:RC4-BT0629-12020OO12-f11 BT0629Homo 5.5 

25 434683 AW298724 Hs.202639 ESTs 5.5 

445898 AF070623 Hs.13423 Homo sapiens clone 24468 mRNA sequence 5.5 

422306 8E044325 Hs.227280 U6 snRNA-associated Sm-like protein 5.5 

428895 AA437124 Hs.187247 ESTs 5.4 

450018 AA421642 Hs.24309 hypothetical proteInFU11106 5.4 

30 419249 X14767 Hs.89768 ganwamlnobutyne acid (GABA) A recepto 5.4 

455047 AW852530 p£PM1-CT0243-071099-001-g06 CT0243 Homo 5.4 

454039 AW079064 HsJ245540 ESTs 5.3 

403637 5.3 

414725 AA769791 Hs.125300 ring finger protein 21 , interferon-respo 5.3 

35 409073 AA063458 gb:zf71a07.s1 Soares_pineal_gland_N3HPG 5.3 

403329 5.3 

434001 AW950905 Hs.3697 serine (or cysteine) proteinase inhibito 5.3 

459664 5.3 

401497 5.3 

40 410797 AW857191 gb;RC2-CT0304O8010(M)11-b12CT0304Homo 5.2 

411402 BE297855 Hs.698S5 NRAS^elated gene 5.2 

448844 AI581519 Hs.177164 ESTs 5.2 

435202 A1971313 Hs.170204 WAA0551 protein 5.1 

439418 AI282149 Hs.56213 ESTs, Highly similar to FXD3_HUMAN FORKH 5.1 

45 443584 AI807036 Hs.267245 hypothetical protein FU 14803 5.1 

434352 AF129505 Hs.86492 small musda protein, X-Onked 5.1 

430838 N46664 Hs.169395 hypothetical protein FU 1201 5 5.1 

430882 BE174240 Hs.79024 heterogeneous nuclear nbonucleoprotein 5.1 

440129 AA665818 Hs.174936 ESTs, Weakly similar to S71886 Ste20-lik 5.0 

50 437636 AA764781 Hs,291844 ESTs 5.0 

455747 BE074910 gb:RC5-BT0580-1 70300-02 1-F 12 BT0580 Homo 5.0 

455464 AW9B3901 gb:RC1-HN00O3-22030O^11-f10HN00O3Homo 5.0 

418771 AA807881 Hs.25329 ESTs 5.0 

_ _ 434820 AI821863 gb:ns901D5.x5 NCLCGAP_Pr3 Homo sapiens 5.0 

55 440615 AI733055 Hs.130806 ESTs > 5.0 

454482 BE147919 Qb:RC34ff0230-160200^016-a08HT0230Homo 4.9 

400432 AX015809 Hs.287767 Sequence 8 from Patent WO9950285 4.9 

436508 AW604381 Hs.121121 ESTs, Weakly similar to S00755 pleckstri 4.9 

423607 AA328329 Hs.6591 ESTs " " 4.9 

60 407415 AF073328 gfcHomo sapiens tetracaine transporter- 4.9 

401878 4.9 

443162 T49951 Hs.9029 DKFZP434G032 protein 4.9 

451325 AA021283 Hs.59788 ESTs 4.9 

440515 AJ131245 Hs.7239 SHC24 (S. cerevisiae) related gene famil 4.9 

65 406333 4.9 

409105 AW467539 Hs.255877 ESTs 4.8 

408000 L11690 Hs.620 bullous pemphigoid antigen 1 (230/240kD) 4.8 

421482 AL135462 Hs.104715 inversin 4.8 

442757 A1739528 Hs.28345 ESTs 4.8 

70 459717 4.8 

436637 AI783629 Hs.26766 ESTs 4.8 

412222 AA528283 Hs.292737 ESTs 4.8 

450101 AV649989 Hs.24385 Human hbc647 mRNA sequence 4.8 

410901 AW810001 gbiAR4-ST01 24-2703004)05*11 ST0124Homo 4.8 

75 426217 AW131888 Hs.172792 ESTs, Weakly similar to hypothetical pro 4.8 

441640 A1733345 Hs.144104 ESTs 4.8 

422977 AA631498 Q b:np83h04.s1 NCI_CGAP_Trty1 Homo sapiens 4.8 

425361 AA355933 Hs. 132221 hypothetical protein FU12401 4.8 

414955 C15506 gb:C1 5506 Oontech human aorta polyA* mR 4.8 

80 411965 BE467339 Hs.280115 ESTs 4.7 

403341 M 

411726 AW858612 gb:CM3-CT0341 -1 90400-1 52-h1 2 CT0341 Homo 4.7 

443271 BE568568 Hs. 195704 ESTs 4.7 
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417181 110123 
425097 BE327369 
439199 R40373 
440728 AWQ86077 
43438V AA631&34 
417428 N87579 
431291 N25521 
431242 AA987742 
426985 BE394849 
442360 AI374621 
452171 A1853302 
440801 AA906366 
411738 AW8S9353 
431447 AA505138 
433485 A1493076 
401365 

408281 BE141183 
411657 AW855583 
423065 R96158 
428528 AKXM034 
454036 AA374756 
417252 M195014 
417135 AA422067 
403089 

420691 AA829433 
412147 AW895984 
425578 U65652 
430403 AF039390 
454438 AA224053 
435434 AA680387 
420828 AA280778 
435586 AI279137 
452393 H87398 
416170 H42454 
408691 AW250525 
428912 AW103117 
455511 BE144762 
413849 BE173561 
401189 

425733 F13287 
447863 ALQ47611 
422654 AA314316 
435463 AA682507 
417919 AS928203 
405784 

431853 AA521034 
409629 AW4495B9 
403281 

427173 BE255017 
433717 AF063536 
406777 T23625 
410481 R34107 
419511 AA429750 
452291 AF015592 
449762 N93057 
421106 AA877124 
439382 BE247684 
404957 

436332 AL049679 
446393 AW014174 
452728 A1915676 
456386 W28481 
406288 AWD68311 
416972 BEO19670 
427099 AB032953 
403344 

438993 AA828995 
444922 AI921750 
401596 AA172106 
418693 AI750878 
414299 AA142989 
452744 A1267652 
458552 AW136139 
421065 AA329711 
439294 AW975328 
441201 AW118822 
434377 AW137148 
440472 AA886169 
418379 AA216940 
435878 R0833O 
437263 AA747822 
444087 AV647899 
411745 AW867826 



Hs.1071 surfactant protein A trircfing protein 
Hs.112238 ESTs 
Hs.26299 ESTs 

Hs.153272 Homo sapiens cDMA: FU22715 fis. done H 
gbmp77h05.s1 NCt_CGAP.Pr2 Homo sapiens 
gb:ll2030F Human fetal heart. Lambda ZAP 

Hs.25275 KwppeMype zinc finger protein 

Hs.251278 KIAA1201 protein 

Hs.131905 ESTs. Moderately similar to Z195.HUMAN Z 

Hs.29055 ESTs 

Hs.211930 EST 

Hs.190535 ESTs 

gb:MR1-CT0353-150300-102-a12 CT0353 Homo 

Hs.291341 ESTs 

Hs.201967 aldo-keto reductase family 1 . member C2 

gb:MRO-HT0071.191199^O1-bO4HT0O71 Homo 
gb:CM4-CT0278-221099-027-(07 CT0278 Homo 

Hs.267130 Homo sapiens, done MGG54Q6, mRNA, comp 

Hs.98638 ESTs 

Hs.93560 HomosapiensmRNAforKIAA1771 protein, 
Hs.85971 ESTs 
Hs.50547 ESTs 

Hs.275343 ESTs 

gb:QV4-NN003WM0500-197-e08 NN0039 Homo 
Hs.158313 chromosome 17 open reading frame 1A 
Hs.241382 tumor necrosis factor (Bgand) superfami 
Hs.172405 cell division cycle 27 
Hs.187B50 ESTs 
Hs.186878 ESTs 
Hs.151498 ESTs 
Hs.99858 ribosoma! protein L7a 
Hs.220645 ESTs 

gb:2821626.5prime NIH.MGC_7 Homo sapiens 
Hs.98949 ESTs, Weakty similar to MEA6 [Hxapiens] 

gb:CM0.rffl)180-Q41Q99-06&W>4 HT0180 Homo 
Hs.15384 AP1 gamma subunit binding protein 1 

Hs.159388 Homo sapiens done 23578 mRNA sequence 
Hs.288885 Homo sapiens cDNA FU14246 fis, done OV 
Hs.163725 ESTs 

gb2j1Bf08^1 SoaresJetalJiver_spIeen_ 
Hs.86379 ESTs 

Hs.70834 ESTs 
Hs.279724 ESTs 

Hs.97540 ESTs 

gb:AF063536 Homo sapiens library (Yu Y) 
Hs.150680 putative translation initiation factor 
Hs.321450 pregnancy specific beta-1-gtycoproteln 2 
Hs.751 13 general transcription factor IIIA 
Hs.28853 COC7 (ceU division cyde 7, S. cerevisl 
Hs.54888 ESTs 
Hs.172844 ESTs 
Hs.103070 ESTs 

Hs.82302 Homo sapiens cDNA FU14814 fis, done NT 
Hs.301956 zinc finger protein 
Hs.239708 ESTs 

gb:47e1 Human retina cDNA randomly prime 
Hs.31 1054 Homo sapiens mRNA full length insert cDN 

gb:bb28c01jc1 NIH.MGC.5 Homo sapiens cDN 
Hs.173560 odd Oz/teiwn homotog 2 (Drosophila, mens 

gb:od77b0ls1 NCt_CGAP_Ov2 Homo sapiens 
Hs.144871 Homo sapiens cDNA RJ13752 fis, clone PL 
Hs.1 10950 Rag C protein 
Hs.87409 tnrombosporufn 1 
Hs.71730 ESTs 

Hs.30504 Homo sapiens mRNA; cDNA DKFZp434E082 (fr 
Hs.245856 ESTs 

gb:ESTO382 Embryo, 12 week n Homo sapi 
Hs.6523 chromosome 1 open reading frame 12 
Hs.128757 ESTs 

Hs.306593 Homo sapiens cDNA FU1 1382 fis, done HE 
Hs.169071 ESTs 
Hs.137516 fidgetin4ke1 
Hs.20152 ESTs 

gb;nx97a04.s1 NCI_CGAP_GCB1 Homo sapiens 
Hs.282375 ESTs 

gb:MRO^^039-30030OO01-c02 SK0039 Homo 
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438660 U95740 
405521 

411597 AW852925 
415655 W05433 
404622 

441107 AA917075 
404834 

412768 AW996044 
428102 AA968441 
436511 AA721252 
441247 AW118681 
453098 Z25935 
410811 AW805687 
425048 H05468 
431071 AA491379 
436298 AW293496 
440356 A19331B4 
452768 AW069459 
455241 AW876249 
409070 AA063003 
409044 A1129566 
419091 T85332 
422591 107648 
403188 

418857 010216 
413585 A1133452 
436149 AI7543Q8 
443682 A1383061 
437916 BE566249 
439818 AL360137 
43B361 AA805666 
451221 AI949701 
455475 AW948126 
433197 AB040889 
429881 T80112 
41559B AI433165 
431220 N52937 
433132 AB026264 
424029 AB014594 
404443 

407340 AA810168 
410318 AA084050 
412400 AW948066 
427167 A1239607 
438090 AA777534 
407938 AA905097 
440454 A1733037 
417706 T90797 
426692 AI372822 
407762 AW235638 
420727 H75701 
417508 BE163512 
413525 BE145899 
425798 AA364002 
459429 AA278779 
430205 AB025904 
437458 AL390131 
451073 AI758905 
452786 R61362 
429846 AB023021 
444414 AW293214 
402615 

410585 AW770523 
425168 R96366 
449729 R72032 
459359 N99545 
456443 AW967500 
439001 AF075068 
443657 R14973 
404193 

416379 N38857 
422511 AU076442 
426603 AA382291 
412589 R28560 
421037 At 684808 
427088 AA398085 
429927 NNL001115 
453375 AI990114 
435451 AF195420 
451882 AJ821324 
419983 W55956 
405001 U58196 
422182 AL043892 



Hs.6349 Homo sapiens, done lMAGEi3010666.mRNA, 

gb:PM0^T0248-13109W)01-f10 CT0248 Homo 
Hs.49890 ESTs 



Hs.190520 ESTs 

Hs.25239 Human DNA sequence bom done RP1 1-43882 

Hs.126885 ESTs 

Hs.291502 ESTs 

Hs.128051 Homo sapiens thymic stroma! lymphopoieli 

Hs.86379 ESTs 

Hs.300648 ESTs 

Hs.164502 ESTs 

gb:aa65f05.r1 NCI_CGAP_GC81 Homo sapiens 

Hs.180138 ESTs 

Hs.127922 ESTs, Moderately simaar to S65657 alpha 
Hs.61539 ESTs 

gb:PM4-PT0019.131299406-B05 PT0019 Homo 
Hs.224560 ESTs 

Hs.33033 hypothetical protein FU14623 

Hs.178294 ESTs 

Hs.118630 MAX-interacfing protein 1 

Hs.89394 POU domain, dassl. transcription facto 

Hs.75431 fibrinogen, gamma potypeptida 

Hs.159452 ESTs 

Hs.47248 ESTs, Highly similar to similar to Cdc14 

Hs.20999 hypothetical protein FU23142 

Hs.1 9934 Homo sapiens mRNA full length Insert cDN 

Hs.146217 Homo sapiens cDNA: FU23077 fis, clone L 

Hs.210589 ESTs 

gb:RCO-MT0013-280300-031-a12 MT0Q13 Homo 

Hs.281022 KLAA1456 protein 

Hs.192245 ESTs 

Hs.9856 ESTs 

Hs.102679 ESTs 

Hs.284245 hypothetical protein IMPACT 

Hs.1 37579 KIAA0694 gene product 

Hs.284289 vifilio/HBSodated protein VIT-1 

Hs.269259 ESTs, Weakly similar to S23650 retroviru 

gb:RCO.MT0012-29030(M31-h10 MT0012 Homo 

Hs.991 96 hypothetical protein MGC1 1 324 

Hs.191992 ESTs 

Hs.85050 phospholamban 

Hs.129990 ESTs 

Hs.268623 ESTs 

Hs.1 10103 RNA polymerase I transcription factor RR 

Hs.29475 ESTs 

Hs.99886 complement component 4-binding protein, 

Hs.1 80877 H3 histone. family 38 (H3.3B) 

gb:MROKTO208-221299.204-b10HT0208 Homo 
gkEST74529 Pineal gland II Homo sapiens 

Hs.335696 EST 

Hs.235168 carbonic anhydrase XIV 

Hs.1 28751 Homo sapiens cDNA FU12235 fis, clone MA 

Hs.206063 ESTs 

Hs.106642 ESTs, WeaWy similar to T09052 hypotheti 

Hs.225945 rucosyltransferase 9 (alpha (1 ,3) fucosy 

Hs.8752 transmembrane protein 4 

Hs.337501 ESTs 

gb:yq37d04.s1 Scares fetal Gver spleen 
Hs.29235 ESTs 

gb:za4Qa05.r1 Scares fetal liver spteen 
Hs.133543 ESTs 

gb:Homo sapiens full length insert cDNA 

gb:yf42f10.s1 Scares fetal fiver spleen 

Hs.203933 ESTs 

Hs.1 17938 collagen, type XvTI. alpha 1 

gb:EST95683 TesOs I Homo sapiens cDNA 5 

Hs.24305 ESTs 

Hs.197653 ESTs 

Hs.142390 ESTs 

Hs^522 adenylate cyclase 8 (brain) 

Hs.240091 ESTs 

Hs.303006 ESTs. WeaWy simaar to gainma-heregufin 

Hs.100445 ESTs 

Hs.94030 Homo sapiens mRNA; cDNA DKFZp586E1 624 (f 

Hs.296281 interteukin enhancer binding factor 1 

Hs.180582 Homo sapiens cONA: FU21836 6s. done H 
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451917 AW391351 Hs£0820 Homo sapiens unknown mRNA 17 

432781 NVL014133 Hs.278940 PRO0618 protein 3.7 

443773 AVS45452 Hs.30941 cafchim channel, vdtage-dependent. beta 3.7 

_ 408964 M21305 gb:Human alpha satellite and satellite 3 17 

5 430682 AW971949 Hs.291252 ESTs, Weakly similar to ZN91 JftJMAN ZINC 3,7 

449804 A1535663 Hs.39379 ESTs 3.7 

411505 AF155659 Ks.70565 molybdenum cefaclor synthesis 2 3.7 

430503 AA533574 Hs.152274 ESTs 3.7 

1 _ 443305 AI050693 Hs.1 33318 ESTs 3.7 

10 415076 NMJM)0857 Hs.77890 guanylate cyclase 1, soluble, beta 3 17 

452280 AI911410 Hs.167224 ESTs 3.6 

432189 AA527941 gb:nh30cO4.s1 NCI_CGAP^Pr3 Homo sapiens » 16 

406992 S82472 gb:beta -potDNA polymerase beta {axon a 16 

441416 AI990139 Hs.148609 ESTs 16 

15 448776 BE302464 Hs.30057 MRS2 (S. cerevlslaeHIke, magnesium hom 16 

413998 AW103807 Hs.243933 ESTs 3.6 

440385 AA884283 Hs.192136 ESTs 16 

431673 AW971302 Hs.293233 ESTs 16 

401887 16 

20 404793 3.6 

422054 AA3225G6 gb:EST25146 Cerebellum 11 Homo sapiens c 3.6 

432030 AI908400 Hs.143789 ESTs 3.6 

449645 AI961092 Hs.196155 ESTs 16 

404476 3.6 

25 449336 AL119995 Hs.15260 ESTs, Highly similar to ACC07228 2 BC372 3.6 

401200 3.6 

403937 16 

437918 A1761449 Hs.121629 ESTs 16 

443394 AI055865 Hs.133485 ESTs 16 

30 439107 AL046134 Hs.13944 adrenergic, beta receplor kinase 2 16 

417229 AA975096 Hs.19522 hypothetical protein PR02849 16 

425403 AU023753 Hs.156406 Human DNA sequence from done 1198H6 on 16 

436269 AA707472 Hs.190760 ESTs 16 

453823 AL137967 gb:DKFZp76 1 0231 5_r1 761 {synonym: hamy2) 16 

35 416394 H64111 gb:yr57f03.r1 Soares fetal liver spleen 16 

432779 AW979241 gb:EST391351 MAGE resequences, MAGP Homo 16 

439326 W07140 Hs.54721 ESTs 16 

423035 AW449679 Hs.1 56739 KsapiensXG mRNA (done PEP11) 3.6 

435766 R11673 Hs.1B6498 ESTs 16 

40 448067 R68568 Hs.1B3373 sre homology 3 domaiivcontainlng protein 16 

441605 AA984647 Hs.128801 ESTs 3.5 

414400 X06948 Hs.897 Fc fragment of IgE, high affinity I, rec 15 

418405 AI86B282 Hs.11898 ESTs, Highly similar to KIAA1 370 protein 15 

437642 AL079309 gb:Homo sapiens mRNA Ml length insert 3.5 

45 450350 T97817 Hs.174880 ESTs 15 

451704 A1755209 Hs,205616 ESTs, WeaWy simflartoAW1_HUMANALUS 15 

459037 AW439497 Hs.290656 EST 15 

419247 S65791 Hs,89764 fragile X mental retartetion 1 15 

„ 423121 AW864848 gb:PM2^N0018-290m00lcWSNQ018Horno 15 

50 426724 AA383623 Hs.293616 ESTs 15 

434273 AA913143 Hs.26303 ESTs 15 

438042 AW296971 Hs.255593 ESTs 3.5 

410500 R09442 gb:yf26c09.ri Soares fetal Ever spleen 3.5 

416154 Z46122 gb:HSC0VB031 normalized Infant brain cDN 3.5 

55 418432 M14156 Hs.85112 insufMce growth factor 1 (somatornedl 15 

454447 BE163567 gb:QV3-HT0460-230200-101-bC8 HT0460 Homo 3.5 

458067 AA393603 Hs.35752 protein kinase anchoring protein GKAP42 15 

444338 AI937026 Hs.146642 ESTs 3.5 

427687 AW003867 Hs,1570 rnstarrune receptor HI 15 

60 415929 AA724373 Hs.49344 hypothetical protein FU 11 006 15 

416009 Z43062 gb:H$C12£041 rranrcfced Wanl brain cON 15 

421515 Y11339 Hs.105352 GalNAc alpha-2, 6.siaryttransferase 1.1 15 

403515 15 

_ 435793 AB037734 Hs.4993 WAA1313 protein 15 

65 439953 AA918129 Hs.124638 ESTs 15 

457620 AA602711 Hs.336753 EST 3.5 

442008 AW975183 Hs.292663 ESTs,WealuyslrnaartoS72482hypotheti 15 

453931 AI121278 Hs.25144 ESTs 15 

453128 AW026516 Hs.31791 acytjihosphatase 2, musde type 15 

70 413468 BE504766 gbiiz40g01 jc1 NCLCGAP_GC6 Homo sapiens 15 

454600 AW810001 gb:MR4^T0124-270300>005-b11 ST0124Homo 3.5 

451065 AW295132 Hs.222231 ESTs, Weakly similar to granule cell mar 15 

444493 R59410 Hs282094 ESTs, Moderately simfiar to 138022 hypol 3.5 

426447 AV655843 Hs.169919 electron-transfer-fiavoprotein, alpha po 15 

75 410908 AA121686 Hs.10592 ESTs 15 

440364 AA910460 Hs.128626 ESTs 15 

406190 15 

430762 A1343652 Hs.1 05667 ESTs 15 

0 _ 451182 052562 Hs.296317 WAA1789 protein 14 

80 432437 W07O88 Hs.293685 ESTs 14 

442137 AA977235 Hs.1 28830 ESTs, WeaKy similar to Z192J4UMAN ZINC 14 

405970 14 

407676 AW064111 Hs.279823 ESTs 14 
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413141 BE166323 
431418 X68242 
431954 AK001974 
459371 R20991 
428062 AA420683 
423841 AW753967 
420430 AJ703192 
443921 A1091310 
444453 AW379394 
443475 A106647C 
414138 AA812434 
453263 R91778 
410888 AW851207 
456303 AA224872 
431474 AL133990 
439702 AW085525 
458797 AW001835 
430140 AW296771 
423871 AA331906 
459278 AW294659 
446672 T05514 
431548 AI834273 
416182 NM_004354 
422899 D16471 
417663 R07483 
405455 

426235 AI631964 
439567 AI056618 
444848 AW451176 
451426 AW205003 
408172 W02488 
401526 
405760 

417991 AA731452 
443212 AW269515 
403356 

404518 AI815601 
413581 BE150618 
426701 AI968103 
445510 AA946676 
418663 AK001100 
447617 AI400762 
448150 A1472167 
410140 AL134435 
443283 BE568610 
454777 AW820027 
410767 AJ001873 
433183 AF231338 
436168 AK000883 
438456 M913381 
411186 AW821257 
411880 AW872477 
433567 AF073299 
433805 AA706910 
409434 AF278761 
440184 AB002297 
456555 AW592167 
419189 T95862 
428648 AF052728 
407995 A1094748 
413200 AA127395 
416421 AA134006 
416737 AF154335 
428356 AL046991 
429216 A1369472 
432488 AA551010 
433386 AW360833 
400889 

416294 086980 
446190 AI279S9 
417801 AM17383 
418122 R42778 
418375 NM_003081 
443367 AW071349 
446645 A1336595 
434294 AJ271379 
452372 AI885742 
414241 AA425085 
436982 AB018305 
430548 AW450575 
427119 AW880562 
437073 A1S85608 
437845 AA769578 



gb:QV4-HT0492.27010OO8&«12 HT0492 Homo 
Hs.252722 Hin-1 

Hs.272242 hypothetical protein FU11 1 12 

gb:yg06h01.r1 Soares infant brain 1NIB H 

Hs.98321 hypothetical protein FU14103 

gb:RC2-CT0304-08010(W1 t-ti12 CT0304 Homo 
gbwd92h04jt1 NCI_CGAP_Lu24 Homo sapiens 

Hs.134848 ESTs 

Hs.145126 ESTs 

Hs.134482 ESTs 

Hs.1 19023 SMC2 (strxtural maintenance of chromoso 
Hs.99369 ESTs 

gb:RC1-CT0302-120200-O1 W04 CT0302 Homo 
Hs.115088 ESTs 
Hs.190642 ESTs 
Hs.134182 ESTs 

Hs.13323 hypothetical protein FU22059 
Hs.221999 ESTs 

gb:EST35805 Embryo, 8 week I Homo sapten 
Hs.34054 Homo sapiens cDNA: FU22488 fis. done H 

gb:EST03403 Fetal brain, Stratagene (cat 
Hs.9711 novel protein 
Hs.79069 cycDn G2 
Hs.121571 Human mRNA, Xq terminal portion 
Hs.180461 ESTs 

Hs.34447 ESTs 

Hs.134314 ESTs 

Hs.195954 ESTs 

Hs.20B063 ESTs 

Hs.46039 phosphogiycerale mutase 2 (muscle) 



Hs.190008 ESTs 

Hs.102500 hypothetical protein FU20481 

Hs.79197 CD83 antigen (activated B lymphocytes, i 

gb:RC3-HT0272-11010(H)13<fl6 HT0272 Homo 

Hs.209461 Homo sapiens cDNA FU12836 fis, clone NT 

Hs.282824 ESTs 

Hs.41690 desmocoinn 3 

Hs.176675 ESTs 

Hs.302739 ESTs 

Hs.22269 neurexln 3 

gb:601342622F1 N1H MGC.53 Homo sapiens c 
" gb:OV0^T0294-24O300-173^04 ST0294 Homo 

Hs.66185 Homo Sapiens mRNA, partial cDNA sequence 

Hs.222024 transcription factor BMAL2 

Hs.301645 Homo sapiens cDNA FU10021 fis, clone HE 

Hs.190513 ESTs 

gb:PM3-ST0307-231299401-b11 ST0307Homo 
gb:hm30f03j(1 NCLCGAP_Thy4 Homo sapiens 

Hs. 1 031 32 solute carrier family 9 (sodium/hydrogen 

Hs.112742 ESTs 

Hs.131581 Homo sapiens testis transcript Y 7 (TTY7 

Hs.7022 dedicator of cyto-klnesis 3 

Hs.293299 ESTs 

Hs.1 12318 6.2 kd protein 

Hs. 1 88021 potassium voltage-gated channel, subfami 

Hs.100134 hypothefcal protein FU12787 

Hs.222414 ESTs 

Hs.79306 eukaryotic translation initiation factor 
Hs.79691 UM domain protein 
Hs.10338 ESTs 
Hs.65407 ESTs 
Hs.216640 ESTs 

gb:PM1^T024:W01099404<J08 CT0243 Homo 

Hs.79170 K1AA0227 protein 
H&256564 ESTs 

Hs.82582 integrtn, beta-See 1 (with EGF-flce rep 

Hs.22217 Homo sapiens clone IMAG&32106, mRNA seq 

Hs.84389 synaptosorral-assodated protein, 25kO 

Hs.215937 ESTs 

Hs.156294 ESTs 

Hs.76194 ribosomal protein S5 

Hs.228474 ESTs 

Hs.40O7 S^cdemrna^assoctated protein 
Hs.5378 spondin 1, (Upondin) extracellular mat 
Hs.163203 ESTs. Weakly similar to B34087 hypotheti 
Hs.114574 ESTs 
Hs.94122 ESTs 
Hs.90488 ESTs 
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425178 

402145 

410685 

449238 

456737 

438214 

436250 

411622 

418454 

449357 

418950 

431508 

405090 

445409 

452778 

455577 

408235 

436194 

452073 

427050 

427244 

448405 

433767 

421376 

441519 

404367 

453502 

421948 
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400608 
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405229 
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430371 

447048 
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429014 

405605 

400227 
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427533 

418355 

433536 

448446 

449623 

445568 

440448 

428201 

444148 

447972 
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428398 
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413252 

400335 
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436938 

437980 

455955 
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403786 

430187 
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455866 

445900 
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451664 
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408408 

423119 

424152 
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AA428229 
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AY004867 

A1807894 

AA315308 
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AI949081 

R71338 

BE006341 

AA053381 

AK001074 

AA625150 

AA397789 

AA402400 

AW207634 

AA609245 

AA287948 

AA972740 

AL039786 

142583 

AA779344 



AA345241 

F09134 

D87466 

AA326187 

BE146879 

AI800518 



AF075084 

AI741816 

R36022 

L42563 

AI732163 

AI521251 

C00719 

H00918 

AA885428 

AA424158 

AW003204 
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AA928829 
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AI249368 
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AI799909 

AI470262 

BE149024 

AFO70526 

AA399018 

N59294 

AI761322 

AA889081 
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Hs.161027 ESTs 

Hs.1 29600 ESTs, Moderately similar to ALU1.HUMAN A 

Hs.33 1 561 muscle-specific RING-finger protein 3 

Hs.124831 CGJ-67 protein 

Hs.26320 TRABID protein 

Hs.85844 neurotrophic tyrosine kinase, receptor, 

Hs.47274 Homo sapiens mRNA; cDNA DKF2p564Bl76 (fr 

Hs.195870 hypothetical protein FU14991 

Hs.288806 Homo sapiens cDNA aJ11778 fis. done HE 

Hs.13941 ESTs 

Hs.182979 ribosomal protein L12 

Hs.147862 ESTs 

Hs.5921 Homo sapiens cDNA: FU21592 fis, done C 

gb:RC2-BN0127-24030tW)11-b05 BN0127 Homo 

Hs.75969 pro! ine- rich protein with nuclear target 

Hs.333435 Homo sapiens cDNA FU10212 fis, done HE 

Hs.82098 ESTs 

HS.161B03 ESTs 

Hs.17B045 ESTs 

Hs.170849 ESTs 

gb:af13a1U1 SoaresJestis.MHT Homo sap 

Hs.134110 ESTs 

Hs.127092 ESTs 

Hs.21 273 transcription factor NYD-sp1 0 

Hs.334309 keratin 6A 

Hs.138136 ESTs, WeaMy similar to 1510254AL1 repe 



Hs.55950 ESTs, WeaWy similar to KIAA1 330 protein 
Hs.12839 ESTs 
Hs.240112 KIAA0276 protein 
Hs.17170 G protein-coupled receptor 4 

gb:OV4-HT0222.261099414-c11 HT0222Homo 
Hs.118158 ESTs 



gb:Homo sapiens full length insert cDNA 
HS.125B97 ESTs 

Hs.179566 hypothetical protein FU22624 

Hs.1 1 65 ATPase, H+/K+ transporting, nongastric, 

Hs.1 88909 ESTs, Weakly similar to alternatively sp 

Hs.171030 ESTs 

Hs.120440 EST 

Hs.268744 KIAA1 796 protein 

Hs.125646 ESTs 

Hs.206461 ESTs 

Hs.151167 ESTs 

Hs.20137 hypothetical protein DKFZp434P01 16 
Hs.47099 hypothetical protein FU21212 
Hs.130419 ESTs 
Hs.98558 ESTs 

gb:yr95f07.r1 Soares fetal Over spleen 
Hs.83577 cysteine and glydne-rich protein 3 (car 

gfcRC5^T0580-170300-021-F12 BT0580 Homo 
Hs.248067 Homo sapiens dmd gene, intron 1 1 

gb*.EST82261 Prostata gland I Homo sapien 
Hs.161393 ESTs 
Hs.278436 KIAA1474 protein 

gb:P^4fr0451-170100ma08 KT0451 Homo 
Hs.36288 ESTs 



ESTs 
Hs.29553 ESTs 

gb:(MWffQ249-29109W»4-c04 HT0249 Homo 
Hs.1 3429 Homo sapiens done 24787 mRNA sequence 
Hs.250835 ESTs 

Hs.1 79662 nudeosome assembly protein 1-Gke 1 
Hs.1 15285 dihydrdipoarnJde S-acetyltransferase (E2 
Hs.153952 5* nucleotidase (CD73) 
Hs.75431 fibrinogen, gamma polypeptide 

gb:RC3-PT0028-1901(XW)12-bC5 PT0028 Homo 
Hs.2316 SRY (sex determining region Y)-box 9 (ca 
Hs.1 37011 Homo sapiens mRNA; cDNA OKFZp547P134 (fr 

Hs.247924 Homo sapiens endogenous HiV-1 related se 
Hs.44690 Homo sapiens done 24739 mRNA sequence 
Hs.131976 ESTs 

Hs.141480 Homo sapiens mRNA: cONA OKFZp434N079 (fr 
HsJ24507 hypothetical protein FU20986 
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425793 AA383946 Hs.20969 ESTs 2.9 

401462 . 2.9 

458817 AI522129 Hs.173119 ESTs 2.9 

_ 422163 AF027208 Hs.1 12360 prornran (rnouseHfce 1 2.9 

5 419875 AA853410 Hs.93557 proenkephalin 2.9 

423047 NMJW5323 Hs.1 23064 H1 histone family t member TtfesBs-spec 2.9 

425349 AA425234 Hs.79888 ribose 5-phcsphate isomerase A (ribose 5 29 

401368 2.9 

418531 R96760 Hs.183758 ESTs 2.9 

10 447290 A1476732 Hs.263912 ESTs 2.9 

441143 AI027604 Hs.1 59650 ESTs 2.9 

431292 AA370141 Hs.2281 chromogranb B (secretogranin 1) 2.9 

405783 2.9 

444459 AI680624 Hs.14B676 ESTs 2.9 

15 402112 R58624 Hs.2186 eukaryofc translation elongation factor 29 

425745 U44060 Hs.14427 Homo sapiens cDNA: RJ21800 6s, done H 29 

444827 R09764 Hs.20416 ESTs 2.9 

451195 U10492 Hs.438 mesenchyme homeo box 1 2.9 

„ 411417 AW845481 gb:MR1-CT0056-2011»^JOS^04CT0056 Homo 29 

20 418343 AA216372 Hs.159501 ESTs 2.9 

431595 AA508196 gb:nh60f07.s1 NCI_CGAP_Pr8 Homo sapiens 2.9 

436187 AK000998 Hs.297221 Homo sapiens cDNA FU10136 fis, done HE 2.9 

455699 BE068121 gb:CM1-BT036W6129W)60.a02BT0368Homo 2.9 

„ 459440 BE048054 gb:tz45c03.y1 NCJ_C6AP_Brn52 Homo sapien 29 

25 428832 AA578229 Hs.324239 ESTs, Moderately similar to ZN91_HUMAN Z 29 

423492 AF020761 Hs.129683 ubiquitin-conjugating enzyme E2D 1 (homo 29 

424235 NM.003181 Hs.143507 T brachyury (mouse) homolog 29 

437913 AI140825 Hs.121623 ESTs 29 

_ 443185 NMJI05134 Hs.284142 chromosome 21 open reading frame 4 29 

30 443458 R05385 Hs.143509 hypothetical protein FU21 924 29 

426803 AA362568 Hs.179747 ecotropfc viral integrafion site 5 29 

437183 AI928184 Hs.122011 ESTs 29 

420879 N31165 Hs.238837 ESTs, Weakly similar to S43603 RMA bind] 29 

442726 AW136066 Hs.19145 ESTs 29 

35 456189 H91010 Hs.44940 ESTs 29 

441115 R69910 Hs.29041 HomosapienscONAFU14177fis,doneNT 29 

435563 AF210317 Hs.95497 solute carrier family 2 (facilitated gtu 29 

415628 F13080 gb:HSC3IO041 normalized infant brain cDN 29 

423637 AL137279 Hs.1 30187 HomosapieiTsmRr^cDNADKFZp43401214(f 29 

40 443246 T75157 Hs.337603 ESTs, Weakly simaar to T08680 hypotheli 29 

450877 AI799608 Hs.29178 ESTs 29 

439063 AF085922 Hs.1 13968 ESTs 29 

401526 29 

408751 N91553 Hs.258343 ESTs 29 

45 417320 AA195667 Hs.86022 ESTs 29 

442927 AI024347 Hs.131519 ESTs 29 

444125 A1124882 Hs.118121 ESTs 29 

452148 AF007143 Hs.28205 Homo sapiens done 23738 mRNA sequence 29 

453901 BE065902 gb:RC2-BT0318-150200-011-b09BT0318Homo 29 

50 452589 BE159915 Hs.61406 ESTs, Weakly similar to 2004399A chromos 28 

403011 28 

436154 AA764950 Hs.119898 ESTs 28 

408221 AA912183 Hs.47447 ESTs 28 

430345 AK000282 Hs.239681 hypothetical protein FU 20275 28 

55 415399 T26994 Hs,177198 ESTs 28 

441817 AW969705 Hs.293332 ESTs 28 

443556 AA256769 Hs.94949 methylmalonyl-CoAepimerase 28 

455092 BE152428 gb:CmrrT0323.151299.126*04HT0323Homo 28 

439703 AF086538 Hs.196245 ESTs 28 

60 411024 8E062590 gb:QV1-BT0260-281099423-f05 BT0260 Homo 28 

414546 BE379492 gb:601 23621 5F 1 NIH_MGC_44 Homo sapiens c 28 

434715 BE005346 Hs.116410 ESTs 28 

407594 AW057584 Hs.160681 ESTs 28 

_ 439235 N45513 Hs.46608 ESTs 28 

65 453736 AL118674 Hs.34871 zinc finger homeoboxlB 28 

404967 28 

437783 A1683150 Hs.201550 ESTs. Weatty similar to AIU1JWMAN ALU S 28 

412887 BE007420 gb:PM3-BN0142-20030(W)01-c04BN0142Homo 2.8 

426942 AA393551 Hs.97450 ESTs 28 

70 403513 28 

419077 AA233885 Hs.164526 ESTs 28 

421823 N40850 Ks.28625 ESTs 28 

425664 AJ006276 Hs.159003 transient receptor potential channel 6 28 

451007 H38108 Hs.32759 ESTs 2B 

75 407803 AW081681 Hs^69064 ESTs, WeaMy sirriar to T426S9 hypctheti 28 

409642 AW450809 Hs.257347 ESTs 28 

439492 AF086310 Hs.103159 ESTs 28 

420814 AA721156 Hs.190440 ESTs 28 

OA 449508 AK001566 Hs.23618 hypothetical protein FU 10704 28 

oO 42B350 AW873520 Hs.112017 GE36gene 28 

405456 28 

442459 AJ264628 Hs.1 25428 ESTs 28 

415763 24228S Hs.5t81 prrfifieratkjn-asscdated 2G4. 38kO 28 
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428532 AF157326 Hs.184786 TBP-cnleracting protein 28 

436720 AW975902 gb:EST388011 MAGE resequences, MAGN Homo 28 

449539 W80363 Hs.58446 ESTs 28 

_. 415533 T74009 Hs.2S8738 ESTs, WeakJy slmflar to ALU7..HUMAN ALU S 28 

5 408749 H65489 Hs.250659 ESTs 2.8 

404652 2.8 

423130 AW897586 Hs.21213 ESTs 2.8 

424960 BE245380 Hs.1 53952 5 nucleotidase {CD73) 28 

402131 2,8 

10 419530 X98330 Hs.90821 ryanodine receptor 2 (cardiac) 2.8 

45611B AA380267 Hs.78277 DKFZP434F2021 protein 28 

444217 AV648751 Hs.282395 ESTs 2.8 

449579 AW207260 Hs.134014 ESTs, WeaWy similar to T46425 hypotheti 2.8 

412323 AW937143 gb:PM1-OT0041-28129W01-f01 DT0041 Homo 2.8 

15 418912 NM_000S85 Hs.89472 angiotensin receptor 1 2.B 

433513 AI566356 Hs.171437 ESTs 2.8 

448912 D83781 Hs.22559 KIAA01 97 protein 2.8 

451496 AW503407 gb:UVHF^N0^wMj-11^UU1 NIH_MGC_50 2.8 

_ _ 420273 A1652864 Hs.197257 ESTs 28 

20 451949 U03884 Hs.463 potassium inwardly-recfifying channel, s 28 

420756 AA411B00 Hs.189900 ESTs 28 

423532 BE090503 gb^C8^T0717«1 10400-01 1-F1 1 BT0717 Homo 28 

425012 T77666 Hs.92414 Homo sapiens cDNA: FU22030 fis, clone H 28 

441609 AA946764 Hs.133460 ESTs 28 

25 448870 BE181783 Hs.175358 ESTs, Weakly similar to A47582 B-cetl gr 28 

451206 H86228 Hs.271780 ESTs, Weakly similar to 138022 hypotheti 28 

457314 AA479597 Hs.193669 hypothetical protein DKFZp586Jt119 28 

416192 NM_005035 Hs.998 peroxisome pro! iferafive activated recep 28 

418888 AU076801 Hs.89436 cadherin 17, U cadherin {liver-lntestin 28 

30 455310 AW893961 gb:RC4-NN0027^6040(M)11-d11 NN0027Homo 28 

459450 AA426429 Hs.98463 EST 2.8 

424188 AW954552 Hs.142634 zinc linger protein 27 

423575 C18863 Hs.163443 Homo sapiens cDNA FU 1 1576 fis, done HE 27 

427443 AA402713 Hs.97872 ESTs 27 

35 452092 BE245374 Hs.27842 hypothetical protein FU1 1210 27 

413091 BE065063 9 b:RC1-8T0313-11050£W)17-e02BT0313Homo 27 

421003 T72080 Hs.95667 F-bra protein 30 27 

429593 AK000332 Hs.209927 Homo sapiens cDNA FU 20325 fis, clone HE 27 

445611 AW418497 Hs.145583 ESTs 27 

40 412494 AL133900 Hs.792 ADP-flbosylation factor domain protein! 27 

408243 Y00787 Hs.624 interleutdn8 27 

40730B H67394 Hs.331325 ESTs, Weakly similar to 138022 hypotheti 27 

42372B AW891294 Hs.132136 solute carrier family 4, sodium bicarbon 2.7 

404587 M99587 Hs.104134 homeo box (H6 family) 1 27 

45 4104B3 BE163567 gb.-OV3W0460-230200-101-b08 HT0450 Homo 27 

416431 AW384459 Hs.172004 tiCn 27 

416805 F13271 Hs.79981 Human clone 23560 mRNA sequence 2.7 

417177 NMJJ04458 Hs.81452 fatty-acid-Coenzyme A Bgase, tono/chain 27 

427134 AA398409 Hs.173561 EST 27 

50 428137 AA421792 Hs.170999 ESTs 27 

430844 T94960 gb.7e38d07.r1 Stratagene lung (937210) H 27 

441218 BE327561 Hs.202345 ESTs 27 

440911 AA909535 Hs.143562 ESTs 27 

411131 AW819212 gb:CM1-ST028S4)71299461-c07 ST0283 Homo 27 

55 438602 AI167149 Hs.123374 ESTs, Weakly sinter to mariner transpos 27 

441191 A1693930 Hs.148816 ESTs 27 
403776 27 

420159 AI572490 Hs.99785 Homo sapiens cDNA: FU21245 lis, clone C 27 

427839 AA608823 Hs.98244 ESTs 27 

60 429905 AL0B0128 Hs.225998 DKFZP434C153 protein 27 

449396 BE169100 Hs.195029 ESTs 27 

450777 AA255646 Hs.60478 ESTs, Moderately similar to S47073 finge 27 

458043 AW979009 Hs.326108 ESTs 27 
_ 405523 27 

65 434849 AW292765 Hs.8053 ESTs 27 

452755 AW138937 Hs.213436 ESTs, WeaWy similar to A34087 hypotheti 27 

438055 AA776655 Hs.270942 ESTs 27 

420908 AL049974 Hs. 100261 Homo sapiens mRNA; cDNA DKFZp564B222 ((r 27 
405738 27 

70 417806 AI867277 Hs.183733 ESTs 27 

430698 AA492071 gb:ne97b04.s1 NCI_CGAPJ<!d1 Homo sapiens 27 

441969 AI733386 Hs.129194 ESTs, WeaWy simlar to ALU1_HUMAN ALU S 27 

446092 N33522 Hs.145894 ESTs 27 

456869 BE487912 Hs. 154 294 discs, targe (Drosophila) homotog 1 27 

75 413617 BE155373 Hs.279518 amytoid beta (A4) precursor-ike protein 27 

444931 AV6S2066 Hs.75113 general transcripts factor 11 IA 27 

412238 AW902583 gbK2V34W 1024-260400-1 7 1-f 10 NN1 024 Homo 27 

453264 AA034137 Hs.271955 ESTs 27 

„ 438370 AA843242 Hs.48523 ESTs 27 
80 406092 27 

454874 AW836407 Hs.270143 extracellular glycoprotein EMIUN-2 prec 27 

455880 BE153208 gb:P^)-HT033SO5040(WO7-Fl0 HT0335 Homo 27 

459275 AI808913 Hs.339352 Homo sapiens brother of COO (BOC) mRNA. 27 
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AF154846 
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411162 


AW819944 




420621 


AA278808 




435113 


AA665469 


Hs.117136 


438188 
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4382S5 


AI394151 


Hs.37932 


450181 


H05254 


Hs^011S8 


433764 
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433229 
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443718 A1083580 Hs^21373 

418246 AI472179 Hs.121276 

453930 AA419466 Hs.36727 

400365 Y10259 Hs.274501 

419318 AW969742 Hs.291005 

428527 A1902398 Hs.34492 
404414 

446444 AI743737 Hs.24370 

411354 AW992424 Hs.288141 

417918 AA209205 Hs.163754 

418310 AA814100 Ks.86693 

454481 AW794878 Hs^14230 

/41216 BE299830 Hs. 192908 

438257 AW474419 Hsl224794 

442264 A1278777 Hs.263455 

419505 AA243660 Hs.143061 

417596 R07343 Hs.228823 

443555 N71710 Hs.21398 

444517 AJ939339 Hs.146883 

454867 AW835924 

455870 AW452631 Hs.313803 



ESTs. Moderately simflar to ALU8.HUMAN A 
ESTs 

gb7g45c03.r1 Scares Want brain 1MB H 
EST-YD1 protein 

signal sequence receptor, gamma (transto 

Wneski family member 13A 

Homo sapiens cDNA FU 1 4890 fis, clone PL 

ESTs 

gbai07e05.r1 Soaresjetal Jve r„spleen_ 

pteiotropfc regulator 1 (PRL1, Arabidops 
keratin 12 (Meesmann corneal dystrophy) 
ESTs 
ESTs 

Homo sapiens heat shock transcription fa 
ESTs, Weakly similar to unnamed protein 
gb:RC3-HTO612-080500-013-MQ HT0612 Homo 
solute carrier family 26 {sulfate transp 
ESTs 

gb:RC1-ST0278-14&00-016405 ST0278 Homo 
gb:RC1-BT0720-2803(KW)1 1-ID8 BT0720 Homo 
gb:RC3-CN0056-1 70300-01 5-f08 CN0056 Homo 
ESTs 

ESTs 

gb:HSPD22980 HM3 Homo sapiens cDNA clone 
NAG1 9 protein 

gb:iL3-CT0219-27109W22-H12 CT0219 Homo 
ESTs 

UM protein {similar to rat protein kina 
UDP giycosyitransf erase 1 family, polype 
ESTs 
ESTs 

ESTs, Weakly similar io A43932 mucin 2 p 

ESTs 

ESTs 

KIAA0802 protein 

gb:MR3-CT017&O81099-002-d01 CT0176Homo 

ESTs 

ESTs 

Homo sapiens mRNA; cDNA DKFZp761 A041 1 (f 
ESTs, WeaWy similar to A42442 integrfn 
ESTs 
ESTs 

hypothetical protein FU20583 

hypothefcal protein FU10242 

ESTs. WeaWy similar to S1 8946 ultra hig 

gb:RC3-BN0034-24040r>017-d09 BN0034 Homo 

gb:Human forkhead family (AFX1) mRNA, pa 

ESTs 

Homo sapiens PR02591 mRNA, complete cds 
ribosomai protein L4 
zinc finger protein 

gb:QVO^T029^24030O-172-e03 ST0294 Homo 

gb2s79c09.r1 Na.CGAP^6CB1 Homo sapiens 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

KIAA1492 protein 
ESTs 

ESTs, Weakly similar to R5HU7A ribosomai 
hypothetical protein FU 10903 
Rsapiens ACTH receptor mRNA 3UTR 
ESTs 

Cyt19 protein 
ESTs 

hypothetical protein MGC3156 
hypothetical protein FU 12608 
ESTs 

ESTs, Highly similar to clock (Rsapiens 

ESTs 

ESTs 

ESTs, Weakly similar to ALU1JJUMAN ALU S 
ESTs 

ESTs, Moderately similar to 154374 gene 
ESTs, Moderately similar to A Chain A, H 
ESTs 

gb:PMUT0018-25020W}02-e09 LT0018 Homo 
ESTs, Highly similar to AF1 57833 1 noncl 
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457630 A1680803 Hs.112627 ESTs 2.6 

424210 T71397 Hs.222707 WAA1718 protein 2.6 

447748 AM22023 Hs. 161338 ESTs 2.6 

_ 411970 AA099142 Hs. 13804 hypothetical protein (1)462023.2 2.6 

5 441233 AA972955 Hs. 135568 ESTs 2.6 

400705 26 

436033 H75391 Hs.255748 ESTs 26 

440836 AW370882 Hs. 222080 ESTs 2.6 

431086 AI829692 Hs.211561 ESTs 26 

10 455110 BE154505 gb'PM0-HT0343-28 1 299-003-e06 HT0343 Homo 26 

455678 BE066007 gb:RC3^T0319.12020W14^09BT0319Homo 2.6 

413088 BE064962 gb:Ra-BT0313-13040W)16<02BT0313Hoino 2.6 

436196 AK001084 Hs.333498 Homo sapiens cDNA RJ 10222 fis, clone HE 16 

437396 BE140396 Hs.21621 hypothetical protein DKFZp762O076 16 

15 432374 W68815 Hs.301885 Homo sapiens cONA FIJ1 1346 fis, clone PL 26 

442690 AKI14727 Hs.160047 ESTs, Weakly similar ta B28096 fine-1 pr 16 

441700 AA233556 Hs.126908 hypothetical protein FU 12994 26 

410286 AI739159 Hs.61898 DKFZP586N2124 protein 26 

403271 26 

20 429761 A1276780 Hs.135173 ESTs 26 

437085 AA743935 Hs.202329 ESTs 26 

450822 AW771860 Hs.205130 ESTs 26 

457508 AF131757 Hs.274533 Homo sapiens clone 24926 mRNA sequence 26 

416585 X54162 Hs.79386 tetomodin 1 (smooth muscle) 26 

25 430357 AW976789 Hs.165607 ESTs 26 

417249 N58198 Hs.182898 ESTs 26 

423554 M90516 Hs.1674 glutamine-fructose6-phosphatetransamin 26 

440400 AA994364 Hs.125594 ESTs, Weakly similar to T25472 hypothec 26 

„ 440460 H92571 Hs.234478 Homo sapiens cDNA: FU22648 fis, done H 26 

30 446302 A1285848 Hs.149757 ESTs 26 

424012 AW368377 Hs.137569 tumor protein 63 kDawith strong homolog 26 

428944 AA780181 Hs.41182 Homo sapiens DC47 mRNA, complete cds 26 

419647 AA348947 Hs.91816 hypothetical protein 26 

. _ 455500 AW963582 gb:EST375655 MAGE resequences, MAGH Homo 26 

35 419435 A1200540 Hs.14877 ESTs, WeaWy similar to (defline not ava 26 

452450 AW854891 Hs.194720 ATP-bmdrng cassette, sub-famiiy 6 (WHIT 26 

434699 AA643687 Hs.149425 Homo sapiens cONAFU 11 980 lis, done HE 26 

436421 A167B031 Hs.122813 ESTs, WeaWy similar to 2!N22_HUMAN ZINC 26 

447505 AUW9268 Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 26 

40 419758 U31973 Hs.93173 phaphoaesterase6(;c<5^peci{ic,con 26 

426698 AA394104 Hs.97489 ESTs 26 

446861 A1696519 Hs.14427 Homo sapiens cDMA: FU21800 fis, done H 26 

423025 AA831267 Hs.12244 hypothetical protein FU20097 15 

447624 A1640326 Hs.62713 ESTs 25 

45 411736 AW859089 gb:MR1«CT035f>1502(KW02-d02CT0350Homo 25 

416334 H53139 Hs.36271 ESTs 25 

446818 A1342668 Hs.279765 ESTs 25 

454836 AW833711 gb:GV4-TT0M8-251199443-e11 n0008Homo 25 

„ 442278 A1733477 Hs.166313 ESTs 25 

50 453393 AW956392 Hs.1 10376 ESTs 25 

420854 AW296927 gb:U^W0^47-0-UU1 NCLCGAP_Su 25 

408729 AA195764 Hs.72639 ESTs 25 

455675 BE065984 gb:RC«T0319-120200414^BTQ319Hcmo 25 

411660 AW855718 gb:RC1-CT0279.07010O-021-a06 CT0279 Homo 25 

55 455252 AW876627 gb:RC3-PT0028-12020CW)13<i11 PT0028Homo 25 

409156 N76186 Hs.173518 M-phase phosphoproteln homolog 25 

423175 W27595 Hs.18653 hypothetical protein FU 14627 25 

430291 AV660345 Hs.238126 CGI49 protein 25 
401785 25 
60 402369 25 

439079 AF085937 Hs.38348 ESTs 25 
412566 AW982574 gb:EST374647 MAGE resequences, MAGG Homo 25 

411463 AW847645 gb:ILMTO2l3.280100456-A04 CT0213 Homo 25 

413758 BE162391 gb:PM2-HT0451-090100402-f04 HT0451 Homo 25 

65 404988 25 

409446 A1561173 Hs.67688 ESTs 25 

412613 AA653507 Hs^85711 hypothetical protein FU 13089 25 
417909 R35614 gfcyg66e08.r1 Soares infant brain INiB H 25 

454743 AW818456 Hs.79347 WAA0211 gene product 25 
70 406364 25 
404108 25 
411934 AW876538 gb:RC3-PT0028-1901(KM)12^R0028Hofno 25 

415747 AA381209 gb:EST94257 Activated T-ceOs I Homo sap 25 

443526 AW792804 Hs.134002 ESTs 25 

75 415319 AA659823 Hs.34955 Homo sapiens cDNA FU13485 fis, clone PL 25 
454864 AW835775 gb:QV4-LT0016-2402ffl)-110^04LTC016Horno 25 

458771 AW295151 Hs.163612 ESTs 25 
414349 BE512968 gtx601172296F1 NIH_MGCJ 5 Homo sapiens c 25 

426589 AW954460 gb£ST366530 MAGE resequences, MAGC Homo 25 

bO 429515 AL031228 Hs.204370 DMA segment on chromosome 6 (unique, pse 25 

443614 AV655386 Hs.7645 fibrinogen, B beta polypeptide 25 
411772 BE170301 gb:QV4-HTO536-O4050£M9:W05 HT0536 Homo 25 

434784 AA649051 Hs.164007 ESTs 25 
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429322 D86984 
446252 AI283125 
453361 AA035197 
455275 AW977806 
449410 AA001356 
451403 AA885569 
458861 AI630223 
416944 N22809 
423010 W25436 
412505 AA9744S1 
446399 Ai 298405 
412139 BE044976 
403691 

424025 AI701852 
420352 BE258835 
422342 AA309272 
447343 AA256641 
457770 BE065030 
427731 AA411750 
426920 AA393351 
427794 AA709186 
429903 AL134197 
454190 AW177821 
414550 BE379808 
436391 AJ227892 
401989 

423346 A1267677 
444905 AW135863 
424539 L02911 
400861 

458426 AI084514 
429520 AA160H2 
403568 

430692 X80240 
451078 AI927694 
424560 AA158727 
427888 AA417088 
425541 AA359119 
422840 U44059 
404708 
405008 

453772 BE281431 
411036 AA85721B 
444575 A1264847 
449311 AI657014 
454277 AW295069 
454566 AW807605 
454597 AW809648 
416208 AW291168 
407851 NNL014496 
446554 AA151730 
452850 H23230 
406468 

407300 AA102616 
408617 R61736 
409627 AW997628 
416665 K72974 
417404 NM.007350 
418994 AA296520 
428709 BE268717 
429654 A1435046 
432253 AW090822 
439785 AV652707 
445432 AV653771 
453052 R63050 
454137 AW500340 
459608 AL119471 
452843 AI796769 
433222 AW514472 
449695 AA164569 
431532 AI537817 
425967 NMJXJ7159 
400641 

430982 R17432 
432808 NM.015985 
410845 AW807182 
411561 H81164 
421083 AA283628 
423513 AF035S60 
434627 AI221894 
435663 A1023707 
455879 BE153275 
451797 AW663858 



Hs.199243 KIAA0231 protein 
Hs. 150009 ESTs 
Hs.107375 ESTs 

gb:EST389810 MAGE resequences. MAGO Homo 
Hs.18159 ESTs 

Hs.40919 Homo sapiens cDNA FU14511 fis, clone NT 
gb:ad06g0&r 1 Proliferating Eryto'd Ce 
gb:yw41e07j>1 Weizmarm Olfactory Epfthel 

Hs.90725 ESTs, Moderately similar to 138022 hypot 

Hs.21734 ESTs 

Hs.150080 ESTs 

gb:hn25b10j<1 NO.CGAP_Thy7 Homo sapiens 

Hs.301 296 Homo sapiens cDNA: FLJ231 31 fis, clone L 

gb:601117374F1 N1H.MGCJ6 Homo sapiens c 
gb:EST1 80209 Liver, hepatocellular card 

Hs.235894 ESTs, Highly similar to S02392 alpha-2-m 

Hs.124179 ESTs 

Hs.20943 ESTs 

Hs.132121 ESTs 

Hs.282963 ESTs 

Hs.93597 cyclirwtependent kinase 5, regulatory su 

gb:lL34HT0059-180899-007-C05 HT0059 Homo 
gb:601159567T1 NIH_MGC_53 Homo sapiens c 

Hs.146274 ESTs 

Hs.127416 synaptojanm 1 

Hs^09228 ESTs 

Hs.1 50402 acfivin A receptor, type I 

Hs.249587 ESTs 

Hs.205058 hypothetical protein FU20075 

gb:H.sapiens endogenous retrovirus HERV- 
Ks.204470 ESTs 

Hs . 1 50555 protein predicted by clone 23733 
Hs.137598 ESTs 

gb:EST68172 Fetal lung II Homo sapiens c 
Hs.121481 thyrotropic embryonic factor 



Hs. 16323 Homo sapiens, Similar to G antigen 8, cJ 
Ks.297007 membrane-bound transcription factor prot 
Hs.22545 Homo sapiens cDNA FU 12935 fis, clone NT 

gb:tt49a12x1 Na.CGAP.GC6 Homo sapiens 
Hs.31743 ESTs, WeaWy similar to Z157.HUMAN ZINC 

gb:MR4ST0098-120100^001-b06 ST0098 Homo 
gb:MR4ST0124-26109941 W01 ST0124 Homo 
Hs.41295 ESTs, WeaWy similar to MUC2JWMAN MUCIN 
Hs.40434 ribosornaJ protein S6 kinase, 90kD, polyp 
Hs.301789 nudix {nucleoside diphosphate Bnked moi 
Hs.22481 ESTs. Moderately similar to A46010 XJin 

gb:zn43e07.s1 Stratagene HeLa cell s3 93 
Hs.124128 ESTs 
Hs.313637 ESTs 

gb:yu28a10,s1 Scares fetal liver spleen 
Hs.82101 pieckstrin hornology-Bce domain, family 
Hs.89546 selectmE {endothelial adhesion molecul 
Hs.104916 hypothetica) protein FU21940 
Hs.164318 ESTs 

Hs^741 74 transcription elongation factor (Sill) e 
Hs.33756 Homo sapiens mRNA full length insert cON 

gbiAV653771 GLC Homo sapiens cDNA clone 
Hs.223813 ESTs 

Hs.313876 ESTs. WeaWy similar to 138022 hypotheti 

gb:DKFZp761M14U1 761 (synonym: hamy2) 
Hs.208320 ESTs 

Hs.238415 ESTs, Moderately similar to ALU8.HUMAN A 
Hs.34550 ESTs 

Hs.27031 1 ESTs, WeaWy similar to ALU1 .HUMAN ALU S 
Hs.4007 Sarcdemmatesociated protein 

Hs^2217 Homo sapiens done IMAGE32106, mRNA seq 
Ks.278973 angtopoieSn-3 

gb:MR4-ST0062-18020(H)01-b04 ST0062 Homo 
Hs.285017 hypothetical protein FU21799 
Hs.298016 ESTs, Weakly similar to 138022 hypotheti 
Hs.129719 transglutaminases 
Hs.39311 ESTs 
Hs.134273 ESTs 

gb:PM0-HT0335-1 8O40f>0G8-e1 1 HT0335 Homo 
Hs.333513 small inducible cytokine subfamoy E. me 
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403041 AB033025 
423244 AL039379 
453874 AW991783 
448889 BE140902 
439481 AF086294 
412074 S74683 
403053 R58624 
409298 AA070211 
411322 AW887330 
447640 A1417187 
447849 AI538147 
458763 AI693417 
404638 

413986 Z43567 
407721 Y12735 
422321 AA906427 
408238 W95901 
436747 AW977192 
437048 M743240 
413143 BE067232 
404561 

444009 AI380792 

400250 

403891 

417002 T79613 
439446 AI927629 
441227 AW295407 
445038 A1635444 
455107 8E154113 
458624 A1362790 
459344 AW499533 
452605 AW968557 
457652 AF116656 
450068 AW207212 
444750 AW2426B4 
414591 AI888490 
407264 L34727 
443169 AKJ38687 
426536 A1949749 
449752 AI668626 
459592 AL037421 
429504 X99133 
429063 AW363845 
430484 D82880 
423673 BE003054 
447375 A1376660 
444230 H95537 
439911 AA854024 
421296 NMJ02666 
449385 A1650471 
430044 AA464510 
427131 AA448460 
409103 AF251237 
421354 AA766485 
423740 Y07701 
440048 AA897461 
441358 AW173212 
453857 AL080235 
414290 A1568B01 
427342 AL1 10150 
459459 AA460445 
434638 H50758 
442717 R88362 
419637 W27493 
431169 AW971240 
449432 AW451361 
458734 A1554946 
449529 A1990559 
426088 AF038007 
420195 N44348 
418105 AW937488 
430957 AI937072 
418188 AW139413 
424103 NM.001918 
454324 AW608930 
437359 AA765230 
453211 W84829 
451099 R52795 
400462 

413697 AA131315 
421755 AW169454 
424195 U50536 
434163 AW974720 



Hs.50081 KIAA1199 protein 

Hs.209602 ESTs. WeaWy similar to ubiquitous TPR m 

Hs.36131 coflagen. type XIV, alpha 1 (undulin) 

gb:IL1-HTOO28-240699401-C11 HT0028Komo 
Hs.125844 ESTs 
Hs.73139 ADP-fibosyltransferase 1 
Hs.2186 eukaryotic translation elongation factor 

gbzm68c04.s1 Stratagene neuroepithelium 
Hs.172405 cefl division cycle 27 

gb.1g75g11.x1 Soares_NhHMPu_S1 Homosapi 
Hs-164277 ESTs 
Hs.293309 ESTs 

gb:HSC1FC021 normalized Intent brain cOM 
Hs.3801 8 dual-specificity tyrostrio-fO-phosphoryl 
Hs.181035 hypolheuca) protein M6C1 1296 

gb:ze43d11.r1 Soares retina N2MHR Homo 
Hs.291343 ESTs 
Hs.91582 ESTs 

gb:PM3-BTO347-17020O-O01-bQ5 BT0347 Homo 

Hs.135104 ESTs 



Hs.14613 
Hs.57873 
Hs.1 28833 
Hs.143917 

Hs.278639 

Hs.257976 

Hs.90012 

Hs.273809 

Hs^80925 

Hs.243623 

Hs.55902 

Hs.133338 

Hs44441 

Hs.61773 

Hs.208746 

Hs.204238 

Hs.122142 

Hs.241548 

Hs.1695 

Hs.257822 

Hs.146067 

Hs.189110 

Hs.103253 

Hs.270370 

Hs.152812 

Hs.1 12017 

Hs.112208 

Hs.269664 

Hs.293007 

Hs.328737 

Hs.129041 

Hs.35861 

Hs.71721 

Hs.176680 



Hs.180591 



Hs.1 96529 

Hs.158794 

Hs.232033 

Hs.166196 

Hs.26243 

Hs.178000 

Hs.55043 

Hs.151880 

Hs.139410 

Hs.52184 

Hs.121742 

Hs.25954 



ESTs 
ESTs 
ESTs 

(IJ467N1 1.1 protein 

gb:PM1-HT0340-15129W)Q3-a08 HT0340 Homo 
KIAA1684 protein; likely homolog of mous 
ESTs 

hypothetical protein FU 23441 

Homo sapiens PR01167 mRNA, complete cds 

ESTs 

ESTs 

ESTs. Weakly similar to ALU8JHUMAN ALU S 
gb:Homo sapiens T-cell receptor beta (TC 
ESTs 
ESTs 

Homo sapiens cDNA FU 1 1 648 fis, done HE 

ESTs, Moderately similar to pot ORF I [ 

lipocaiin 2 (oncogene 24p3) 

ESTs, Weakly similar to A46010 XJinked 

RAS p21 protein activator 2 

matrix metalkiproteinase 12 (macrophage 

ESTs 

ESTs 

ESTs 

periRpin 

ESTs 

ESTs 

GE36gene 
XAGE-1 protein 
ESTs 

amino peptidase puromycin sensitive 
ESTs. Weakly similar to envelope protein 
ESTs 

DKFZPS86E1621 protein 
ESTs 

Homo sapiens mRNA; cDNA DKFZp586D0724 (f 
gbzx66h11.r1 Soares_totai_fetus_Nb2HF8_ 
gb.7p86e06j1 Soares fetal Over spleen 
ESTs, WeaWy similar to T23976 hypolheti 
gb:31h10 Human retina cDNA randomly prim 
gb£ST383329 MAGE resequences, MAGL Homo 
ESTs 
ESTs 
ESTs 

ATPase, aass I, type 8B, member 1 
Homo sapiens cOMA FU1 1 177 fis, clone PL 
ESTs. WeaWy simitar to FV1 MOUSE FRIEND 
Homo sapiens cONAFU 13277 fis, clone 0v* 
ESTs 

cfihydrollpoamlde branched chain transacy 

hypothetical protein FU 20618 

ESTs 

gb:zh53f04/1 Soares Jetaljver_$pleen_ 
interteukin 13 receptor, alpha 2 



Hs.47144 DKFZP586N0819 protein 
Hs^07422 ESTs. Weakly simter to S71949 metatlcpr 
Hs.142907 Human BRCA2 region. mRNA sequence CG01 1 
Hs .25206 group XII secreted phosphofipase A2 
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435985 AA703154 Hs.191934 ESTs 2.4 

449916 T60525 Hs.299221 pyruvate dehydrogenase kinase, Isoenzyme 2.4 

458561 A1299789 Hs.166999 ESTs, Moderately similar to 138344 titm 2.4 

459023 AW968226 Hs.60798 ESTs 2.4 

5 406005 2.4 

456561 AI868634 Hs.246358 ESTs,WeaWysirraartoT32250hypolhelj 2.4 

452161 R43077 Hs^21747 ESTs 2.4 

436590 AI393115 Hs.127655 ESTs 2.4 

f _ 430151 AW9S8203 gb:EST380398 MAGE resequences, MAGJ Homo 24 

10 445535 AI769774 Hs^09831 ESTs, WeaWy similar to ALU 1 .HUMAN ALUS 2.4 

433479 AW511459 Hs.249972 ESTs 2.4 

441676 BE564206 Hs.49889 ESTs 2.4 

407965 W21483 Hs.41707 heal shock 27kD protein 3 2.4 

450682 Z42993 Hs.25320 Homo sapiens clone 25142 mRNA sequence , 2.4 

15 452958 AA883929 Hs.40527 ESTs 2.4 

454032 W31790 Hs.194293 ESTs, WeaWy simaar to 154374 gene NF2 2.4 

405347 2.4 

440577 AA889945 Hs.326381 EST 2.4 

_ 455780 BE0B8828 gb^-BT0693-230300-129-g09BT0693Homo 2.4 

20 457024 AA397546 Hs.119151 ESTs 2.4 

404249 24 

437511 A1807500 Hs.125247 ESTs 2-4 

421338 AA287443 gb:zs52c10.r1 NCLCGAP_6C81 Homo sapiens 24 

425146 AW954627 gb:EST366697 MAGE resequences, MAGC Homo 2.4 

25 428277 AA425220 Hs.179203 ESTs 2.4 

444870 A1200621 Hs.148504 ESTs 2.4 

402090 2.4 

458507 AI185703 Hs.206957 ESTs 2.4 

443054 A1745185 Hs.8939 yes-associated protein 65 kDa 2.4 

30 446534 AI307356 Hs.175225 ESTs 2.4 

453111 AB014598 Hs.31720 hephaeslin 24 

405230 2.4 

405935 2.4 

413642 BE154837 gb:PM1-HT0345-121199^301^08HT0345Homo 2.4 

35 420724 AA279694 Hs.191540 ESTs 2.4 

436998 AA745625 Hs^91414 ESTs, WeaWy similar to ALU8.HUMAN ALU S 2.4 

445748 U80766 Hs.13252 Human EST clone 22453 mariner transposon 2.4 

434283 AW235341 Hs.S8715 thiamine pyrophosphatase 23 

. . 407404 AF040257 gbrHomo sapiens TNF receptor homotog mRN 2.3 

40 440621 AW296024 Hs.150434 ESTs 2.3 

423417 AP000355 Hs.128342 potassium large conductance calciunvacti 2.3 

424131 AA335714 Ks.199665 ESTs 2.3 

450737 AW007152 Hs.203330 ESTs 2.3 

453687 T55674 Hs.283108 hemoglobin, gamma G 2.3 

45 442704 A1015453 Hs.130987 ESTs 2.3 

457756 AA126136 Hs.38125 irrterteron-lnduced protein 75, 52kD 2.3 

412732 AW993300 gb:RC2^N0033-18020(W)15^06BN0033Homo 23 

418998 F13215 Hs387849 ESTs, WeaWy similar to T22074 hypoiheti 23 

419751 AW195581 Hs.93121 WAA0761 protein 2.3 

50 429485 AW197086 Hs.99338 ESTs 2.3 

433377 A1752713 Hs.43845 ESTs 2.3 

434895 AW022054 Hs.136591 ESTs 2.3 

441675 AI914329 Hs.5461 ESTs 2.3 

444711 AI188739 Hs. 148488 ESTs 2.3 

55 445621 A1733818 Hs.145549 ESTs 2.3 

449182 AW292381 Hs.224150 ESTs 23 

430987 Y08564 Hs.248190 UDP4J-acety1-a5pr^C^a!adosamir^ol^ 23 

404068 2.3 

414366 BE549143 gb:601076456F1 NIHJ/tGC J 2 Homo sapiens c 2.3 

60 438315 R56795 Hs.82419 ESTs 2.3 

423161 AL049227 Hs.124776 Homo sapiens mRNA; cDNA OKFZp564N1 1 1 6 (f ZZ 

447998 AI768289 Hs.304389 ESTs 2.3 

410150 AW382942 Hs.6774 ESTs 2.3 

432792 AA448114 Hs.278950 protocadherin beta 1 . 2.3 

65 443363 AI792629 Hs.133293 ESTs 2.3 

440729 M904739 Hs.128204 ESTs 2.3 

411045 AW854691 Hs.115325 RAB7, member RAS oncogene famfly-Gke 1 23 

459207 AW138410 Hs.45051 ESTs 2.3 

„ 459124 AW301478 Hs. 184592 protein kinase, lysine deficient 1 2.3 

70 458684 BE281115 Hs.98855 hypothetical protefn FU20909 2.3 

427982 AA946582 Hs.8700 deleted in Dver cancer 1 2.3 

401899 2.3 

432116 AA902953 Hs.308538 ESTs 2.3 

404196 2.3 

75 410999 AW813004 gb:RC3-ST01 88-2303004 19-h02 ST0186 Homo ZZ 

413308 W28131 gb:42f7 Human refina cDNA randomly prime 23 

430264 AA470519 gbnc71f10s1 NCLCGAP_Pr1 Homo sapiens 23 

443482 AW1B8093 Hs.250385 ESTs 23 

453305 R39224 Ks.267997 EHM2gene 23 

80 451963 A1825440 Hs.224952 ESTs 23 

453043 AW136440 Hs.224277 ESTs 23 

435559 AF209198 Hs.42636 zinc finger protein 277 23 

440727 AW73991 Hs.134268 ESTs, WeaWy similar to 2109260A B cell 23 
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434120 AI436050 Hs.143937 ESTs 2.3 

429768 AA805719 Hs.192154 ESTs 2.3 

425292 NMJJ05824 Hs.1 55545 37 kDa leudne-rich repeat (LRR) protein 13 

_ 455841 BE145836 gb:MR04fT0208-101299-202-b08 HTD208 Homo 23 

5 411093 BE067650 gb:MR4^TG35849030O403-e01 BT0358 Homo 2.3 

430706 NMJXB540 Hs.247816 H4 histone family, member C Z3 

428268 AA424957 Hs.294132 ESTs 23 

458833 AW236702 Hs.171431 ESTs, Weakly similar to A46010 X«Gnked 23 

452215 AK002043 Hs.28472 hypothetical protein RJ1 1181 2.3 

10 444109 AI124553 Hs.48965 Homo sapiens cDNA: FU21693 fis, done C 2.3 

428411 AW291464 Hs.10338 ESTs 2.3 

433098 AW190593 Hs.151143 ESTs 2.3 

424882 AI379461 Hs.153636 far upstream element (FUSE) binding prot 2.3 

453178 AMS6086 Hs.61648 ESTs 2.3 

1 5 404569 2.3 

413841 M34276 Hs.75576 plasminogen 2.3 

424068 U50531 Hs.138751 Hurnan BRCA2 region, mRNA sequence CG030 13 

433532 AW975367 gb:EST387475 MAGE resequences, MAGN Homo 23 

442710 A1015631 Hs.23210 ESTs 2.3 

20 444206 AW301017 Hs.146492 ESTs 2.3 

451264 A1768235 gb:wg82g03.x1 Soares_NSF_F8_9W_OT_P/LP_S 23 

454784 AW820626 gb:RCO-ST0299-190100-012-e10ST0299Homo 23 

4290BO AA446228 Hs.99057 ESTs 23 

404166 23 

25 416327 R99822 Hs.36172 ESTs 23 

400631 AF173937 Hs.109494 secreted protein ot unknown function 23 

438504 AW665261 Hs.224625 ESTs 23 

435325 AI038388 Hs.1 19309 ESTs 23 

421253 A1188102 Hs.31028 ESTs 23 

30 427046 8E246180 Hs.121385 ESTs 23 

432711 AA563785 Hs.152465 ESTs, Weakly similar to 138022 hypotheti 23 

439715 AA524504 Hs.42612 ESTs. Weakly similar to ALU INHUMAN ALUS 23 

441398 AA932398 Hs.292036 ESTs, Weakly similar to B34087 hypotheti 23 

448458 AW614367 Hs.171054 ESTs 23 

35 452542 AW812256 gb:RCO£T0174191099.031«07ST0174Homo 23 

417768 R24732 Hs.175139 ESTs 23 

427374 A1150033 Hs.143688 ESTs 23 

446847 T51454 Hs.82845 Homo sapiens cDNA: FU21930 fis, done H 23 

423600 A1633559 Hs.310359 ESTs 23 

40 413006 W03857 Hs.34298 ESTs 23 

434698 BE044674 gb:hm46f02j(1 Na.CGAP.RDF1 Homo sapiens 23 

407639 AW205369 Hs.312830 ESTs 23 

455121 BE156459 gb:QV0-HT0368^4010O4)82-fl)6 HT0368 Homo 23 

448117 H49129 Hs.172982 ESTs 23 

45 443931 H23213 Hs.22657 ESTs 23 

450795 AW173371 Hs.60435 ESTs 23 

418632 AW118745 Hs.9460 Homo sapiens mRNA; cDNA DKFZp547C244 (fr 23 

419441 AW023731 Hs.274368 MSTP032 protein 23 

455067 1 AW854538 , gb:RC^CT025S-20010W)24-b02 CT0255 Homo 23 

50 418291 BE300369 Hs.289038 hypothetical protein MGC4126 23 

455964 BE166924 gb:CM4-HT0501 -240300-51 9-f01 HT0501 Homo 23 

445944 H06336 Hs.13480 Homo sapiens done 24875 mRNA sequence 23 

424827 A1057094 Hs.96867 Homo sapiens cDNA: FU23155 fis, done L 23 

449272 AW137656 Hs.197645 ESTs 23 

55 445292 AV653264 Hs.13982 Homo sapiens cONA FU 14666 fis, clone NT 23 

415131 D61119 gb:HUM158C11BCtontech human fetai brain 23 

444715 AV650947 Hs.282454 ESTs 23 

439560 BE565647 Hs.74899 hypothetical protein FU 12820 23 

444140 AV648089 Hs.282383 ESTs 23 

60 423949 A1014546 Hs.130912 ESTs 23 

428434 AW363590 Hs.65551 Homo sapiens, Similar to DNA segment Ch 23 

445711 T79611 Hs.193691 ESTs 23 

424565 AW102723 Hs.75295 guanytate cyclase 1, soluble, alpha 3 23 

Jf _ 455201 AW947884 gb:PM1-MT001l).2D03004MJ1^MMTfX10rto 23 

65 429180 AA806287 Ks.58893 ESTs 23 

418849 AW474547 Hs.53565 Homo sapiens PI G-M mRNA for mannosyltran 23 

425523 AB007948 Hs.1 58244 K1AA0479 protein 23 

416509 N57713 Hs.260899 ESTs, Moderately stmilar to ZN91 .HUMAN I 23 

„ 419337 AW291112 Hs.209978 ESTs 23 

70 419699 AA248998 Hs.173044 ESTs, WeaJdy similar to 138022 hypotheti 23 

428976 AL037824 Hs.1 94695 ras homotog gene family, member I 23 

436294 AA708310 gb:zg07b07.s1 Soares_plneaUland_N3HPG 23 

458925 R15891 Hs.281587 Human {done CT&A4) mRNA sequence 23 

_ _ 433939 AL133887 Hs.254122 hypothetical protein 23 

75 450048 AI693269 Hs.202273 ESTs 23 

451640 AA195601 Hsl26771 Human DNA sequence from done 747H23 on 23 

416677 T83470 Hs.334840 ESTs, Moderately similar to 178885 serin 23 

405920 23 

405747 23 

oO 412105 H07971 Hs^4319 VPS 10 domain receptor protein 23 

420457 AA482280 Hs.191656 ESTs 23 

407726 AA435679 Hs.88594 ESTs 23 

423720 AL044191 Hs.23388 hypothetical protein OKFZp434F0318 23 
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409517 
435352 
439871 
444098 
449276 
417712 
449015 
411377 
429276 
411816 
455280 
407809 
420478 
424073 
445117 
459390 
420230 
411517 
403878 
457003 
404531 
423045 
409427 
434745 



X90780 Ks. 120036 troponin I. cardiac 

Al 056599 Hs.1 20893 ESTs 

R88518 Hs.46736 hypothetical protein FU23476 

AV547969 Hs.109694 K1AA1451 protein 

AW241510 Hs.252713 ESTs 

AA205S69 Hs.194193 ESTs, Moderately similar to ALU1_HUMAN A 

AL038958 Hs.22868 protein tyrosine phosphatase, ncrnecept 

AYV841462 gb:RC6.CN0014^)8030OO12^09 CN0014 Homo 

AF056085 Hs.198612 G protein-coupled receptor 51 

AW864509 gb:PM35N0017-24030tW01-h03 SN0017 Homo 

AW886156 gb:RCSOT0078-1 5030OO21-E08 OT0078 Homo 

AW082279 Hs.244106 ESTs 

AA521259 Hs.193796 ESTs 

U03493 Hs.1 38959 gap junction protein, alpha 7, 45kD (con 

AI208754 Hs.147369 ESTs 

BE385725 gb:601276347F1 NIH.MGC.20 Homo sapiens c 

AL034344 Hs.264186 fiorkhead box CI 

AW850267 gML3£T0219.161199431,A09 CT0219 Homo 

S78234 Hs. 172405 cell division cycle 27 

Z25884 Hs.121463 chloride channel 1 , skeletal muscle (Th 

AW967472 Hs.183302 PCTA1RE protein kinase 2 

AW389668 gb:RC2-ST01 68-071 299-01 3406 ST0168 Homo 

AW974445 Hs.185155 ESTs, Weakly similar to T1 2482 hypolheli 



407259 

411893 

428192 

435634 

438018 

458303 

405692 

403572 

415380 

433014 

417859 

456472 

444106 

428231 

454086 

425071 

416348 

403760 

414262 

419423 

442078 

452975 

419216 

416588 

425368 

425686 

441638 

446845 

422563 

436574 

424584 

456347 

446901 

459364 

430686 

414831 

425707 

403525 

453343 

421574 

449327 

454769 

420493 

401614 

404767 

403534 

410594 

436193 

439626 

456481 

4414S3 

424946 

437332 

454419 

416225 

450579 

400664 

447613 



L02256 

R82845 

AA424051 

T82384 

AK001160 

A1264628 



F07953 

NM_014711 

T26453 

AK001714 

AI123922 

U17989 

AW885909 

NMJJ13989 

H65887 

AW975616 

D26488 

AW268583 

M85521 

AU076718 

H66558 

AB014595 

M73531 

AW293202 

AI343645 

BE299342 

AW293527 

H10692 

U00803 

A1347274 

W69284 

NM.001942 

M31158 

AF115402 

AA905353 

AJ00O152 

AJ638743 

AW819848 

A1635113 



AW770778 

AA706059 

N22415 

AA258033 

AW176106 

M64572 

AA814943 

AA 082211 

AA577730 

AW136774 

ALO41057 





gb:Human Fab fragment binding syncytial 


Hs.273789 


ESTs 


Hs.304742 


ESTs 




gb:yc14f05.r1 Stratagene lung (937210) H 


Hs.5999 


hypothetical protein FU 10298 


Hs,125428 


ESTs 


Hs.16085 


putative G-proteln coupled receptor 


Hs.279912 


KIAA0419 gene product 




gbAB214F6R Infant brain, LLML array of 


Hs.95744 


hypothetical protein similar to ankyrin 


Hs.138215 


Homo sapiens cDNA FU11400 Ms, done HE 


Hs.183105 


nuclear autoantigen 


Hs.6975 


PR01 073 protein 


Hs.154424 


deiodinase, iodolhyronine, type It 


Hs.272163 


ESTs 


Hs.291469 


ESTs 


Hs.90315 


WAA0007 protein 


Hs.262629 


ESTs 


Hs.244482 


Homo sapiens, done 1MAGE3611719, mRNA, 


Hs.164021 


smaJ Inducible cytokine subfamily B (Cy 




gb:yu16e04.r1 Scares fetal liver spleen 


Hs.155976 


culQn46 


Hs.1937 


retina] degeneration, slow (retinitis pi 


Hs.133451 


ESTs 


Hs.156108 


ESTs 


Hs.19348 


hypothetical protein FU13119 


Hs.126465 


ESTs 


Hs.13310 


ESTs 


Hs.89426 


fyrwelated kinase 



gbte05d02x1 NCLCGAP_Co16 Homo sapiens 
gb2d46c03.r1 SoaresJetaI_hearLNbHH19W 
Hs.2633 desmogtein 1 
Hs.77439 protein kinase, cAMP-dependent. regulato 
Hs.11713 E74-Gke factor 5 (ets domain transcript 

Hs.121622 ESTs 

Hs. 105924 defensin,beta2 

HJL224672 ESTs 

gb:QV0-ST0294-O7O30O-151-bO4 ST0294 Homo 
HsJ270366 ESTs, Weakly simaar to 178885 serine/lh 



Hs.281238 ESTs 

Hs.255286 ESTs 

Hs.189080 ESTs 

Hs.108110 DKFZP547E21 10 protein 

Hs.285459 ESTs 

Hs. 1 53932 protein tyrosine phosphatase, non-recept 

gb:ocQ7d0&s1 NCLCGAP.GCB1 Homo sapiens 

Hs.233936 myosin, Bghl porypepOde, regulatory, n 

Hs.188684 ESTs, Weakly similar to PC4259 ferritin 

Hs.48614 ESTs 



Hs33363 DKFZP434N093 protein 
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402689 AK0O1334 Hs. 15470 putative ring arc finger protein NY-REN 12 

430884 AF053748 Hs.248114 glial cell derived neurotrophic factor 12 

432797 AAS65264 Hs.136443 ESTs 2.2 

405608 2-2 

5 426365 AA376667 Hs. 10283 RNA binding motif protein 86 2.2 

405634 2.2 

423646 H02364 gb:yj35dQ5.r1 Soares placenta Nb2HP Homo 2.2 

434690 AI867679 Hs.148410 ESTs 2.2 

_ 436572 AA723274 Hs.279596 ESTs 2.2 

10 447044 AF030107 Hs.17165 regulator of G-proteh signalling 13 2.2 

448828 A1580296 Hs.174782 ESTs, Weakly similar to K1AA1 437 protein 2.2 

457802 T78013 Hs. 167279 FYVE-finger-containing Rab5 effector pro 2.2 

4445B5 AW170015 Hs.6594 ESTs 2.2 

433781 AA609379 Hs.192083 ESTs 2.2 

15 450587 AI828854 Hs.258538 striafin, calmoduBn-blncfing protein 2.2 

434077 AF116659 Hs.321151 Homo sapiens PR01412mRNA, complete cds 2.2 

448756 AI739241 Hs.171480 ESTs 2.2 

430388 AA356923 Hs.240770 nudear cap binding protein subunit 2, 2 2.2 

454471 AW902125 gb:aV0-NN1022-120500-22{Wi12NN1022Homo 12 

20 419107 AW085152 Hs.292987 ESTs 22 

455114 AW857121 gb:RC1-CT0302-04040(W17^12CT0302Homo 2.2 

416548 H62953 gb:yr47f06j1 Soares fetal liver spleen 2.2 

454117 BE410100 Hs.40368 adaptor-related protein complex l.sigma 2.2 

456056 AA463550 Hs.337532 ESTs, Weakly similar b A47582 B-cell gr 2.2 

25 409998 M78345 Hs.98265 KIAA1 877 protein 2.2 

422352 AA766296 Hs.99200 ESTs 2.2 

409191 AW818390 Ks. 175613 homoiog of Xenopus Cfaspin 2.2 

433919 AA746311 gb:oa56d11r1 NCt_CGAP_GCB1 Homo sapiens 12 

455771 BE084820 Hs. 186711 hypothetical protein RJ20O70 12 

30 431632 AK000992 Hs.333144 Homo sapiens cDNA RJ 10130 fts, done HE 2.2 

454716 AWB50684 gb:IL3CT0219-160200^83^12CT0219Homo 2.2 

413752 BE161807 gb:MR3-HT(WS^003CO-203-h01 HT0446 Homo 12 

458037 AF074982 Hs.226031 ESTs, Highly similar to KIAA0535 protein 12 

434239 AF1 19910 Hs.283047 hypothetical protein PR02964 12 

35 435133 AJ010482 Hs.31412 Homo sapiens cDNA FU1 1422 fis, clone HE 12 

442772 AW503680 Hs.5957 Homo sapiens clone 24416 mRNA sequence 2.2 

400697 12 

455685 BE066976 gb:PM0-BT034O-21 1299403*1 2 BT0340 Homo 12 

A ^ 447039 AV661798 Hs.282915 ESTs 12 

40 404593 12 

422728 AW937826 Hs.103262 ESTs, Weakly similar to ZN91_HUMAN ZINC 12 

421976 AL138443 Hs.23450 mitochondrial ribosomal protein S25 12 

401673 12 

425001 U55184 Hs.154145 hypothetical protein FU 11 585 12 

45 447816 NM_007233 Hs.274329 TP53 target gene 1 12 

416143 AI955650 Hs.79033 giutamirryi-peptide cydotransferase (gtu 12 

419118 AA234223 Hs.139204 ESTs 12 

426261 AW242243 Hs.168670 peroxisomal farnesyiated protein 12 

449808 AA694220 Hs.15403 ESTs, Moderately similar to ALU7_HUMAN A 12 

50 454749 AW818649 gb^C1-STQ2784404(MH)18€02ST0278Horno 12 

456933 AA363946 Hs.20969 ESTs 12 

402942 12 

437064 A1023264 gb:ov64h0as1 SoaresJeslis.NHT Homo sap 12 

458623 AI305223 Hs.148056 ESTs 12 

55 415257 F03016 Hs.27513 ESTs 12 

426269 H15302 Hs.168950 Homo sapiens mRNA; cDNA DKFZp566A1046 (f 12 

442783 AI017586 Hs.131181 ESTs 12 

444313 A1140494 Hs.197955 WAA0704 protein 12 

453444 AL036531 gb:DKFZp564l1162j1 564 (synonym: hfbr2) 12 

60 422757 AI909935 Hs.65551 Homo sapiens, Similar to DNA segment, Ch 12 

430013 AA463833 Hs.1 51275 ESTs, Weakly similar to TRHY.HU WAN TRICH 12 

437138 AI935622 Hs.271245 ESTs 12 

406298 12 

409723 AW885757 Hs.257882 ESTs 12 

65 414481 AW451956 Hs.8383 bromodomain adjacent to zinc finger doma 12 

433266 A1B63224 Hs.31476 Homo sapiens cDNA FU 13872 fis, done TH 12 

435090 BE217923 Hs.149595 ESTs 12 

457187 AA443927 Hs.144360 EST 12 

445061 AI253094 Hs.145227 ESTs 12 

70 442617 AW340093 Hs.130538 ESTs 12 

438298 H23542 Hs.181788 ESTs 12 

454916 BE067246 gfcPM1-8T0348-15129W»1-d04 BT0348 Homo 12 

428017 AA424983 Hs.983t2 ESTs 12 

__ 451149 AL047586 Hs.10283 RNA binding motif protein 8B 12 

75 418076 R61388 Hs.6724 ESTs 12 

403305 NM.006825 Hs.74368 tnrcrnembrane protein (63kO), endcdasmi 12 

441811 AI073548 Hs.164597 ESTs 12 

434763 AA648618 gb:ns07a11.r1 NCLCGAP_Ew1 Homo sapiens 12 

OA 447453 AW608645 Hs.1880O hypothetical protein FU20281 12 

80 420931 AF044197 Hs.100431 small indudble cytokine B subfamily (Cy 12 

415424 Z44766 gb:HSC28G081 normafized infant brain cON 12 

408332 H91230 Hs.234794 Homo sapiens mRNA; cONA DKFZp564B083 (fr 12 

421216 AV649282 Hs. 102654 veslcie-ssscdaied membrane protein 4 12 
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429509 AF002246 Hs.210863 ceH adhesion molecule with homology to 12 

448700 BE614182 Hs.123075 ESTs 12 

457741 BE044740 gb:hm55g10.x1 NC1_CGAP_RDF1 Homo sapiens 12 

437927 A1039789 Hs.25982 hypothetical protein FU21 031 22 

5 401694 2.2 

423531 AW752782 Hs. 129750 hypothetical protein FU 10546 2.2 

424419 AKQ01563 Hs.146589 hypolhellcal protein FU 10701 12 

436640 AA724411 Hs.156065 ESTs 2.2 

_ 438290 AA843719 Hs.122341 ESTs 2.2 

10 445908 R13580 Hs.13436 Homo sapiens done 24425 mRNA sequence 2.2 

455735 BE161124 gb:PM04fT0425-141299^0U06HT0425Homo 12 

458455 AV648310 Hs.213488 ESTs 2.2 

430680 AW138724 Hs.168974 ESTs, Highly similar to ALU7_HUMAN ALU S 21 

447147 AA910353 Hs.292815 ESTs, WeaMy simBar to T23482 hypotheti 12 

15 424063 NMJ302019 Hs.138671 fms-retaied tyrosine kinase 1 {vascular 2.2 

441874 AA970389 Hs.128055 ESTs 2.2 

448045 AJ297436 Hs.20166 prostate stem ceR antigen 2.2 

433629 R13140 Hs.13359 ESTs 2.2 

415266 AA164199 Hs.270152 ESTs 2.2 

20 440633 A1140686 Hs.263320 ESTs 2.2 

442789 AW904361 Hs.131191 ESTs, Weakly similar to ALU7_HUMAN ALU S 2.2 

417563 AA203701 gb2x52a10.r1 Scares Jetaljiver_spleen_ 2.2 

407788 BE514982 Hs.38991 SlOOcalciurr^nding protein A2 2.2 

401240 2.2 

25 408908 BE296227 Hs.250822 serine/threonine kinase 15 2.2 

411151 AW866497 gb:QV4-SN0024-170400-17&<07SN0024Homo 12 

' 414275 AW970254 Hs.889 Charot-leyden crystal protein 2.2 

436992 AA741074 Hs.120750 ESTs 2.2 

439634 W79377 Hs.167 rrticrotubute-assccialed protein 2 2.2 

30 411770 NNL014278 Hs.71992 heat shock protein (hspl 10 ramfly) 2.1 

400040 2.1 

458762 AW802754 gb:IL2-UM0076430400461-H01 UM0076 Homo 2.1 

424736 AF230877 Hs.152701 rracrotubule-interacting protein that ass 2.1 

419953 BE267154 Hs.125752 ESTs 2.1 

35 410648 AW792909 gb:CM0-UM0001-010300-25&o05UM0001 Homo 2.1 

423717 AA330036 Hs.152003 ESTs 2.1 

436683 AW991278 Hs.57787 ESTs 2.1 

445225 A1216555 Hs.202398 ESTs 2.1 

410991 AW812790 gb:RC3^0186-141299414fl08ST0186Hcroo 2.1 

40 412639 AW961284 Hs.296235 ESTs 2.1 

447777 A1424223 gbte95a05j(1 NCLCGAP_Pr28 Homo sapiens 2.1 

451270 AW341392 Hs.235795 ESTs 2.1 

404526 AI912555 Hs.157195 pep^eYY,2{seminalp1asmin) 2.1 

452492 BE063096 gfcCM4-BT026«)91 19W)39-a02 BT0266 Homo 2.1 

45 417154 AI674701 Hs.21388 ESTs 2.1 

428152 AA422030 gfczv26h05.r1 Soares_NhHMPu_S1 Homosapi 2.1 

442312 AI820617 Hs.129216 ESTs, Weakly simBar to ALU1_HUMAN ALUS 2.1 

456513 AA279143 Hs.88561 ESTs 2.1 

430712 AW044647 Hs.196284 ESTs 2.1 

50 441445 A1221959 Hs.1B7937 ESTs 2.1 

420288 AW071225 Hs.245556 ESTs 2.1 

412329 AW937445 gb:QV3-DT0043^)9020O^c09 DT0O43 Homo 11 

447033 AI357412 Hs.157601 ESTs 2.1 

436853 BE328074 Hs.148661 ESTs 2.1 

55 455189 AW864176 gb:PMO-SN0014-260400-002-b08 SN0014 Homo 2.1 

430899 BE018217 Hs.183528 hypothetical protein FU 14906 2.1 

458356 AI024855 Hs.131575 ESTs 2.1 

457040 N77624 Hs.173717 phosphatide add phosphatase type 2B 2.1 

424480 AA341442 Hs.205299 ESTs 2.1 

60 403317 U02687 Hs.385 tms^etated tyrosine kinase 3 11 

406018 2.1 

410566 AA373210 Hs.43047 Homo sapiens cONAFUl 3585 fe, clone PL 2.1 

41 3801 M62246 Hs.35406 ESTs, Highly similar to unnamed protein 2.1 

415871 R55995 Hs.283309 ESTs, Moderately similar to ALU1_HUMAN A 2.1 

65 416747 AW876523 Hs.15929 hypothetical protein FU 12910 2.1 

417725 R25257 Hs.21503 ESTs 2.1 

424856 AA347746 Hs.9521 ESTs, Weakly similar to ZN43JWMAN ZINC 2.1 

439474 AI824060 Hs.211501 ESTs 2.1 

446895 AA166655 Hs.282803 ESTs 2.1 

70 448582 AI538880 Hs.94812 ESTs 2.1 

452783 AA028167 Hs.61486 ESTs 2.1 

442430 R89164 Hs.48320 double ring-anger protein, Dorfin 2.1 

428908 AW303529 Hs.144955 ESTs 2.1 

427335 AA448542 Hs.251677 GanBgen7B 2.1 

75 428336 AA503115 Hs.183752 mfcroseminoprotein, beta- 11 

419290 AI128114 Hs.1 12885 spinal conMertved growth factor-8 11 

416951 AA190926 Hs.1 90785 ESTs, Moderately similar to S65657 alpha 11 

439950 AW937417 Hs.293561 ESTs 2.1 

458227 Z40670 Hs.1 8 1340 ESTs 11 

80 447179 AW015633 Hs.157299 ESTs 11 

454950 AW847460 gb:RC3-CT0208-27099M21^04 CT0208 Homo 11 

404453 H 

420844 AA595522 gb:nh22c09ls1 Na_CGAP_Pr1 Homo sapiens 11 
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426456 

428822 

430879 

444584 

446295 

453853 

414083 

401645 

436577 

427469 

409168 

410276 

443372 

422093 

402333 

409374 

412011 

412798 

416085 

418378 

437846 

452374 

450061 

450180 

405120 

407378 

458890 

435600 

440964 

417455 

436461 

436777 

427521 

413646 

413231 

423969 

411518 

443777 

416148 

402528 

431215 

436820 

446209 

453362 

417430 



454078 



447124 
449939 
411693 
438005 
443486 
407884 
404694 
406668 
441092 
454643 
426646 
431605 
414452 
401991 
457176 
436464 



445049 
419116 
427894 



424323 
404582 
418631 
424872 
452539 
454658 
440310 
433297 
410900 
419386 
402451 
447842 
453880 
425189 



AA580748 Hs.130658 ESTs 

W28418 Hs.30715 potassium voUag^ated channel, Isk-rel 

BE149423 Hs.10554 hypothetical protein FU 12761 

Al 168422 gb:ok3Qe1U1 Soares_NSF_F8_9W_OT_PA_P_S 

AA985662 Hs.63131 Homo sapiens cDNA FU13155 fts, done NT 

AL040600 Hs.188083 ESTs 

AL121282 Hs.257786 ESTs 

W84774 Hs.17643 ESTs 

AA403084 Hs.269347 ESTs, Weakly similar to 2109260AB cell 

N94037 Hs.31 2938 ESTs. Weakly similar to ALU1JWMAN ALU S 

AI554545 Hs.68301 ESTs 

A1792557 Hs.133107 ESTs 

AF151852 Hs.111449 001-94 protein 

R87083 Hs.19081 ESTs 

NM 000406 Hs.73064 gonadotropiiweleaslng hormone receptor 

AW998657 Hs.119120 E3 ubiquitin Rgase SMURF1 

H18072 Hs.92576 ESTs 

AW962081 gb:EST374154 MAGE resequences, MAGG Homo 

AA773866 Hs.244569 esophagus cancer-related gene-2 

AL037405 Hs.339639 ESTs 

AI797034 Hs.201115 ESTs 

AW449644 Hs.257182 ESTs 

AA299264 Hs.57776 ESTs, Moderately similar to I38022 hypot 

AW865523 gb:PM4-SN002(MJ1 040<W09-b05 SN0020 Homo 

AL047034 Hs.119747 ESTs 

A1733106 Hs.130218 ESTs 

AW007066 Hs.18949 ESTs, Weakly similar to CA28_HUMAN COLLA 

AW511956 Hs.293261 ESTs 

AA731199 Hs.293130 ESTs 

AW973352 Hs.290585 ESTs 

BE155042 gb:PMO-HT0349-101299-002-E04 HT0349 Homo 

D87461 Hs.75244 BCL2-like2 

AI830571 Hs.331633 hypothetical protein DKFZp566N034 

AW850246 gb:IL3-CT0219-291099-021.E07 CT0219 Homo 

AV646510 Hs.41185 Homo sapiens mRNA; cDNA DKF2p56401262 {f 

H22453 Hs.169187 ESTs 

AA496078 Hs.1 21554 Human ONA sequence from done RP1 1-218C1 

A1684535 Hs.200811 ESTs 

AI375025 Hs.1 53368 ESTs 

H14988 Hs.107375 ESTs 

AA984546 gb:am88e08.s1 Stralagene schizo brain S1 

AA601518 Hs.22209 secreted modular caldurn-bindiRg protein 

AW812088 gb:RC4-ST0173-191Q994>32-a07 ST0173 Homo 

AW976438 Hs.17428 RBPI-fike protein 

T86420 Hs.272139 ESTs 

AW857271 gb:CMO-CT0307-2101Q{M58-g09 CT0307 Homo 

BE151746 gb:PM1-HT0305O61299-003-aG6 HT0305 Homo 

NMJJ03428 Hs.9450 zinc finger protein 84 (HPF2) 

BE075316 Hs.9501 1 syntrophin, beta 1 (dystrophin-associate 

T62745 Hs.184411 albumin 

T99289 Hs.126556 EST 

BE006345 gb:RC2-8N0127-24030(W)11-d05 BN0127 Homo 

AA382787 Hs.122713 ESTs 

AW972407 gb:EST384498 MAGE resequences. MAGI Homo 

AA454038 Hs.29032 ESTs 

AA436837 gb:zv57g07.s1 Soares Jestis_NHT Homo sap 

AI016176 Hs.269783 ESTs, Weakly slmflar to ALU1.HUMAN ALUS 

AA442327 Hs.104854 ESTs 

AV652718 gfcAV652718 GLC Homo sapiens cDNA done 

AF292402 Hs.283093 neuromedin U receptor 2 

AL135709 Hs.28921 zinc finger protein 

AI631874 Hs.155140 casein kinase 2, alpha 1 polypeptide 

AA338791 Hs.177788 ESTs 

AA225921 Hs.1 15105 ESTs 

AA347923 gb:EST54302 Fetal heart II Homo sapiens 

AW105321 Hs.49367 ESTs 

AW812330 Hs.1 1123 DKFZP564G092 protein 

AA878939 Hs.125406 ESTs 

AV658581 Hs 282633 ESTs 

AW810169 gfcMR4-ST0124-O4O50O<)07-h07 ST0124 Homo 

AA236867 Hs.143868 ESTs.Weakrysin«lartol38W2hypotheti 

AW160804 Hs.247302 twisted gastrulatbn 

A1803166 Hs.28462 ESTs. Weakly simflar to I38022 hypotheti 

H16622 gfcym26c07.r1 Soares infant brain 1N1BH 
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457225 AW820035 Hs.278879 a dlsintegrin and melaibproteinase doma 2.1 

400612 2.1 

402318 2.1 

410534 AW905138 gb:QV0-NN1O71-28O40O.2O7-g07NN 1071 Homo 2.1 

5 410878 AW809201 Hs.314248 ESTs. WeaWy similar to ALU4_HUMAN ALU S 21 

412029 AW88S238 gb^C5^)T0078-28030(W)22-F01 OT0078 Homo 2.1 

414494 AA768491 Hs.6783 hypothetical protein FU22724 2.1 

427027 AI924294 Hs.1732S9 uncharacterized bone marrow protein BM03 21 

444498 A1151413 Hs.26330 ESTs 2.1 

10 435191 R15912 Hs.4817 Homo sapiens clone 24461 mRNA sequence 2.1 

425324 M89470 Hs.155544 paired box gene 2 2.1 

430719 AA488988 Hs.293796 ESTs 2,1 

432577 BE208545 Hs.317590 hypothetical protein FU 14640 2.1 

407593 AW044083 Hs.237008 ESTs 21 

15 401098 2.1 

440299 AI871778 Hs.250112 ESTs 2.1 

414146 BE549372 Hs.317596 Homo sapiens cONA FU1 2927 Rs, done NT 2.1 

4286Z7 BE002993 Hs.187660 putative Rab5 GDP/GTP exchange factor ho 2.1 

451806 NM 003729 Hs.27076 RNA terminal phosphate cyclase 2.1 

20 431912 A1660552 Hs.154903 ESTs, Weakly similar to A561 54 Ablsubst 2.1 

439831 AW136488 Hs.25545 ESTs 2.1 

451829 AW964081 Hs.247377 ESTs 2.1 

404595 2.1 

421498 AA292084 Hs.191575 ESTs,r^deraterysirraiartoALU^HUMANA 2.1 

25 456083 U46922 Hs.77252 fragile histidme triad gene 2.1 

440527 AV657117 Hs.184164 ESTs, Moderately similar to S65657 alpha 2.1 

406413 2.1 

439483 T69980 Hs.58323 Homo sapiens cONAFU 11 61 3 lis, clone HE 21 

446242 N66336 Hs.7360 ESTs 2.1 

30 449625 NMJJ14253 Hs.23796 odz (odd Oz/terwn, Orosophila) homotog 1 Z\ 

457938 AI373638 Hs.133900 ESTs 2.1 

413101 BE065215 gb:RC1 -BT031 4-310300-01 5-f01 BT03 14 Homo 21 

408350 AW183350 Hs.250127 ESTs 2.1 

419812 NH4.00Q562 Hs.93210 complement cornponentB. alpha potypepCd 2.1 

35 430881 NMJJ00809 Hs.248112 gamma-aminobutyric add (GABA) A recepto 2.1 

429682 Nr4_006306 Hs.211602 SMC1 (structural maintenance of chromoso 21 

409955 U50665 Hs.57692 chromosome 6 open reading frame 10 21 

435579 A1332373 Hs.1 56924 ESTs 21 

436088 AA704687 Hs.191294 ESTs 21 

40 430223 NNL002514 Hs235935 nephroblastoma cverexpressed gene 21 

416100 H18700 Hs.268799 ESTs 21 

403218 AL134878 Hs.119500 rfoosomat protein, large P2 21 

409747 H60964 Hs.331250 ESTs 21 

428764 W21550 gbzb52f12.r1 Soares_fetalJung_NbHL19W 21 

45 425075 AA506324 Hs.1852 acid phosphatase, prostate 21 

409432 D49372 Hs.54460 small Indudble cytokine stibtamBy A (Cy 21 

428299 AL038004 Hs29419 ESTs 21 

406817 A1936028 gb:wo47a09.xt NCI_CGAP_Gas4 Homo sapiens 21 

411940 AW876686 gb:CM4-PT0031-18020(W07-e05 PT0031 Homo 21 

50 412446 AI768015 Hs.92127 ESTs . 21 

414012 AW452334 Hs.128148 ESTs 21 

421966 AA904519 Hs.130710 ESTs 21 

430566 AA481282 Hs.190149 ESTs 21 

456606 AA292862 Hs.275369 ESTs 21 

55 451604 T65365 Hs.172851 arginase, type II 20 

440926 AW196772 Hs.131323 ESTs 20 

420687 AA279392 Hs.88605 Homo sapiens cONAFU 13427 lis. clone PL 20 

459082 BE551721 Hs.282149 ESTs 20 

413241 BE073771 Hs.302414 Homo sapiens clone FLB8945 PR0241 1 mRNA, 20 

60 426917 AA913814 Hs.172854 DKFZP586B0923 protein 20 

447552 AI394125 Hs.160413 ESTs 20 

420905 AA521307 Hs.186651 ESTs 20 

428052 AA420477 Hs.26993 ESTs 20 

424308 AW975531 Hs. 154443 mlnicrjomosome maintenance defident (S. 20 

65 432527 AW975028 Hs.102754 ESTs 20 

430202 T85775 gb:yd60g02j1 Scares feial liver spleen 20 

446610 AV659433 Hs.282984 ESTs, Weakly similar to 138022 hypotheti 20 

427961 AW293165 Hs.143134 ESTs 20 

455290 U75810 gb:HSU75810 Human Homo sapiens cONAdon 20 

70 445564 AB028957 Hs. 12896 KIAA1 034 protein 20 

412811 K06382 Hs.21400 ESTs 20 

413783 AA314337 Hs. 30 1547 nbosomal protein S7 20 

423867 AA331886 gb:EST35757 Embryo. 8 week I Homo sapien 20 

__ 429418 A1381028 Hs.118769 ESTs 20 

75 431511 NMJJ12386 Hs.258581 Homo sapiens p95 paxiDin4dnase linker 20 

44583 A1452457 Hs.145526 ESTs 20 

452366 AK000464 Hs.29276 hypothetical protein FU20457 20 

453123 AI953718 Hs.221849 ESTs 20 

455401 AW936369 gbrQV4-DT0021^0129M71-d07 OT0021 Homo 20 

oO 406666 V00495 Hs.1 84411 albumin 20 

445688 AI248205 Hs.1 53244 ESTs 20 

446131 NM.000929 Hs.290 phospholipase A2, group V 20 

440388 AI693520 Hs.223000 ESTs 20 
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457128 A1932995 Ks.183475 Homo sapiens done 25061 mRNA sequence ZO 

404416 2.0 

444187 AW138466 Hs.151274 ESTs 2.0 

431552 AI815863 Hs.259873 aronal transport of synaptic vesicles 2.0 

5 455814 BE141689 gb:CM1-HT0092.220999-O16-b09 HT0092 Homo 2.0 

454759 AW819455 gb:RC53T0293421299-03M04 ST0293 Homo 20 

426497 AA379913 gb:EST92807 Skin tumor I Homo sapiens cO 2.0 

404420 2.0 

408112 AW451982 Hs.248613 ESTs 2.0 

10 432702 AW973953 Hs.293744 ESTs 2.0 

448587 A1539652 Hs.28338 K1AA1 546 protein 2.0 

446854 BE268103 Hs.20B914 hypothetical protein MGC1 0999 Z0 

410569 AA766825 Hs.205675 ESTs 2.0 

432596 AJ224741 Hs.278461 matrilin3 2.0 

15 402341 2.0 

452919 AW962167 gb:EST374240 MAGE resequences, MAGG Homo Z0 

433632 AA649921 Hs.112553 ESTs 2.0 

435079 AA664192 gb:ac05b03.s1 Stratagene lung (937210) H ZO 

451927 AL355687 Hs. 27261 Homo sapiens mRNA full length insert cON ZO 

20 432839 AA579465 Hs.45207 hypothetical protein KIM 1335 ZO 

450895 N66727 Hs.10957 ESTs ZO 

408459 H09701 Hs.278366 ESTs, WeaHy similar to 1 38022 nypolheti ZO 

400842 ZO 

455797 BE091833 gb:IL2-BT0731-26040{W)76-F04 BT0731 Homo ZO 

25 400859 ZO 

405829 2.0 

411863 BE075244 Hs.12420 ESTs ZO 

415258 AW752247 Hs.293853 ESTs ZO 

416093 R60685 Hs.268698 ESTs, Moderately similar to ALUC_HUMAN I ZO 

30 420314 H81671 1 Hs.320921 ESTs, WeaWy similar to T22688 hypotheO ZO 

428002 AA418703 gb:zv98c0ls1 Soares_NhHMPu_S1 Homo sapi ZO 

437733 AI792574 Hs.122876 ESTs 2.0 

453118 AW195849 Hs.252757 ESTs ZO 

457039 H29990 Hs.101937 sine oculis homeobox (Drosophna) homolo ZO 

35 454578 AW809178 gb:MR4^T0118-261099^12-c07ST0118Homo 2.0 

411565 AW851728 gb:MR2^T0222^)11199^07-d06CT0222Homo ZO 

419986 AI345455 Hs.78915 GA-binding protein transcription factor, ZO 

415173 AW501735 Hs.253015 ESTs ZO 

449011 A1655376 Hs.192693 ESTs ZO 

40 410365 AI287518 Hs.62669 Homo sapiens mRNA; cDNA DKFZp586D0923 (f ZO 

416057 A1927382 Hs.29857 ESTs ZO 

455688 BE067238 gb:PM1-BT034e-151299^X)1-at2 BT0348 Homo ZO 

408531 AW207553 Hs.253639 ESTs ZO 

434663 AA641972 Hs.130O58 ESTs ZO 

45 428085 AA421081 Hs.12388 ESTs ZO 

425006 R38685 Hs.332622 ESTs ZO 

446139 H77395 Hs.39749 ESTs ZO 

400049 . - ZO 

428333 AW972668 Hs.293044 ESTs ZO 

50 429458 BE161832 Hs.292689 ESTs ZO 

4250B7 R62424 Hs.126059 ESTs ZO 

457122 A1026157 Hs.33728 ESTs, Weakly similar to ALULHUMAN ALUS ZO 

400310 X63966 Hs.135631 H^apiens synthetic gene for platelet-de ZO 

451805 AJ968300 Hs.208220 ESTs ZO 

55 401986 ZO 

415318 T06544 gb:EST04433 Fetal brain, Stratagene (cat ZO 

417756 Z43056 gb:HSC12B021 normalized infant brain cON ZO 

418301 AW976201 Hs.53913 rrypothefical protein FU10252 ZO 

„ 424698 AA164366 Hs.151973 hypotnetical protein FU 23511 ZO 

60 429110 129301 Hs.2353 opioid receptor, mu 1 ZO 

433755 AW085934 Hs. 120868 ESTs ZO 

434118 AF116715 Hs.256256 Homo sapiens PR02829 mRNA, complete cds ZO 

435413 AJ267476 Hs.46669 . ESTs ZO 

443748 AW206447 gb:UUi-BI1^9-o r 02-O-UU1 NCl_CGAP_Su ZO 

65 445205 D83776 Hs.12413 WAAQ1 91 protein ZO 

458175 AW296024 Hs.150434 ESTs ZO 

446419 AW576760 Hs.160726 Honio sapiens cONAFU 11 680 fe, done HE ZO 

441627 AA947552 Hs.58086 ESTs ZO 

457653 A1820719 Hs. 154662 DnaJ (Hsp40] homolog. siibfamOy A, membe ZO 

70 455614 AI693369 Hs.202274 ESTs ZO 

449899 AI610700 Hs.103280 ESTs ZO 

420111 AA255652 gbzs21M1.r1 NCi_CGAP_GC81 Homo sapiens ZO 

437354 AA749215 Hs.291886 ESTs ZO 

__ 412228 AW503785 Hs.73792 complement component (3oVEpstein Ban vi ZO 

75 419691 W0329B Hs.193521 ESTs 2.0 

439724 AF086565 Hs.60351 EST ZO 

413362 8E088812 $:CM2^T0693-230300-129-d08 BT0693 Homo ZO 

453652 AW009640 Hs.28368 ESTs, Moderately similar to S65657 alpha ZO 

ori 434361 AF129755 Hs.1 17772 ESTs ZO 

80 442479 AF069484 gb'AF089484 Homo sapiens astrocytoma lb ZO 

413554 AA319146 Hs.75426 seaetogranin II (chromogrartn Q ZO 

459323 AW062490 Gb:V,RO-CTQ065-100899-001-d01 CT0065Homo ZO 

449438 AA927317 Hs.554 Sjogren syrxirome antigen A2 (60kD, rtbon ZO 
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400285 






gb:Homo sapiens putative mitochondrial s 


407407 


AF050198 




411459 


8E142707 




gb:Mra)-HTO157-191199-0O2-g12 HT0157 Homo 


417383 


W02642 


Kb. 136102 


K1AAQ8S3 protein 


447153 






ESTs 


447313 


U92981 


Hs.18081 


Homo sapiens done DT1P1B6 mRNA, CAG rep 


455596 


RFflfi7A7n 




gb:R(MT0362-021 299-031 -b06 BT0362 Homo 


456510 


AK001652 


Ms 99423 


ATP-dependent RNA heficase 


443815 


AlS71Q0n 




ESTs 


425398 




no. i joocw 


hypothetical protein similar to tenasdn 


400238 








451678 


AA374181 


Hs.26799 


DKFZP564D0764 protein 


445073 


MV*£9 1 JO? 


rU>. IOU3Q 


hvnnihpf terf nrolfiin FLJ 1 3920 


455221 


AW867751 




gb:MRO-SN0038-290300-001-a03 SN0038 Homo 


413174 


AA7915R4 


ns>. is 


ESTs 


435810 


BE349853 


Hs.2785 


keratin 17 


418687 


R61650 


Hs.22581 


ESTs 


438563 


AA810665 


Hs 134746 


ESTs, Weakly similar to A46010 X-Tmked 


431750 


AA514986 


Hs.283705 


ESTs 


453242 


T98327 


Hs.18343 


ESTs 


437074 


AI286235 


Hs 128905 


hypothetical protein FU 13204 


459411 






gb:yv34h09.s1 Soaies fetal liver spleen 


424834 


AK001432 


Ks.153408 


Homo sapiens cDNA FU 10570 (is, clone NT 




R38772 


Hs 172619 


myelin transcription factor 1-fiKe 


406378 








459208 


RF9fitt14 

DClU i«j ih 


Hs 149039 


ESTs. WeaWy similar to 138022 hypotheti 


445260 


r\l£.\Q 1 


H<; 147617 
rid. iHru i r 


ESTs 


4IO* i HJ 


UQQ1 CQ 




mifftrhnnririal rihnsnmfll nrotein S25 


445020 




Hs. 147221 


ESTs 








c^:PM^HN0011-220300-002-c05HN0011 Homo 


412695 






416408 


R94725 


Hs.35354 


ESTs 


423347 


AJ660412 


Hs.234557 


ESTs 


427836 


AA416642 


Hs.116176 


ESTs 


433347 


AF023130 




gfcHomo sapiens Ras-GRF2 mRNA, partial c 


436902 


AW247145 


Hs.192729 


ESTs 


440122 


AI733011 


Hs.127678 


ESTs 


442901 


A1023654 


Hs.1 14191 


ESTs 


444097 


AW517412 


Hs.150757 


ESTs 


447278 


A1934935 


Hs.158669 


ESTs 


451361 


AA053854 




gb:zf52fOZr1 Scares retina N2MHR Homo 


451813 


NM-016117 


Hs.271B2 


phosphoGpase A2-adivating protein 


454423 


AW603985 




gb:RC4-CN0048-1 401 00-01 1-e04 CN0048 Homo 


458801 


N98S48 


Hs.276860 


ESTs. Weakly similar to C Chain C, Human 
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TABIE30B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 

407593 1003161 1 AW044083 AW044094 AW370634 

407594 1003220J AW057584 AW057585 AW0441 53 R34370 
407639 1006924 J AW205369 AW058599 AW207608 

407721 lOlofl" 1 Y1^ 1 NlvL003582 AW238970 R38268 R41411 R41419 T16717 AA002193 H62028 AI359545 AW1 05201 AW087158 AA699728 A1095264 

AA002055 H62029 AJ289101 AA884804 AA904950 AA609672 AI139874 H77896 
407726 101126 1 AA435679 AA470655 H22526 AA044031 AA876426W63767A1421140AI418990 H42329 H889^^ 

W94167 AW9S2568 AM 19553 AA335501 AA393841 AA044353 H41626 H22525 R58582 AW297645 C75230 AW368034 AW468904 A1272755 
407762 101439 1 AW235638 AA346882 AW866803 AA361281 AW953163 AA044373 AA136755 
407764 1014849 1 BB008347 BE008320 BE083307 BE08331 1 AW075968 

407788 10163 f BE514982 BE614814 AW393078 AW238480 AA0S5637 N27644 AA641 158 M87068 AA161019 AA161003 AA587315 AA716746 AA593632 

A1354870 AW183492 Y07755 NM.005978 AW872948 A1608987 H64656 AF086003 AA643149 Al 81 9402 H64555 AA85839B AA594885 AM36747 
BE122811 AA587026 AW857106 A1950679 AA596012 AA654004 AW238238 AI971395 AA459074 AA458884 A1608591 BE181995 BE181970 
AW195797C00271 BE182043 

407803 1017498J AW081681 N36967 N36959 

407811 lOIBO 8 ^ AY^O^aW^^ 

AW044602 AB032372 AF045800 AJ621183 A1750578 AA376403 AI910477 AA373348 AA373673 AJ752124 AL359O60 W48619 AA3732M AA373975 
AW604409 AW604404 AW368603 AA545734 AW361415 AA373557 AW956164 AW853798 A1750595 AU59059 ^^^^^}}J^!^^JqJ 
N27040AA071138 AI753050 AA599801 W48852 AA669811 AA112124A1940705 W52686 AA084001 C01826 AI940729AA373^A^491 
AW383224 AW383164 AW3831 92 AW3831 25 AW383194 AW842507 A1940795 H80042 AW631 119 W47324 W42884 AI750594 AI754387 ^753734 
AA372833 AW069006 AI750577 AW473821 A1888605 AA600082 A1041803 W51909 W25447 Al 52 167 3 AJ087351 AA670070W47325 AA071381 
W42791 AI090390 AJ08S102 AI302125 AA788723 AW069430 AW069485 AJ754608 AA373014 BE14O150 BE140166 BE1 40102 BEt 401 43 
BE140157 BE140117 BE1 40098 AW005943 BE140108 BE140176 BE140171 BE140144 BE140175 BE140160BE14O152 BE140099 BE140m 
BE140167 BE140145 BE140109 BE 1401 63 BE1 40172 BE140161 BE140179 BE140147 BE140107 BE140146 BE140155 BE140173 BE140148 
BE140174 BE140158 BE140149 BE140116 BE140156 BE140105 BE1401 03 BE140164 AW138508 BE140153 AW806557BE140121 BE1^162 
C01953 AW806500 BE140124 AA32921 9 AW955642 AW069165 AI968107 N21 1 13 A1754594 AW069264 AI754660 BE551937 AA5430K AA703927 
AW130486 AI814434 A1924946 AA789056 AW173567 AW069841 A1022286 A1753523 AI753558 AJ753482 AW068940 AI753002 AA669866 
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10 

15 

20 

25 

30 

35 

40 
45 
50 
55 
60 
65 



407834 
407851 
407684 
407938 

407965 



407995 
408000 



408112 
408172 
408221 



408235 
408238 
408243 



1020170J 
10212.1 
1023626J 
102759.1 

10298J 



103177J 
1031J 



75 
80 



408332 
408334 
408350 
408408 
408459 
408531 
408617 
408691 
408729 
408749 
408751 
408812 
408908 



1039850.1 
1O44105J 
104826J 



104868.-1 
104872.1 
1048.1 



408281 1050256.1 



409044 

409070 
409073 
409103 



1052056 1 

1052079J 

1052676.1 

10566.1 

1059830.1 

1064578.1 

1070070.1 

1074933.1 

107722.1 

1078708J 

1078907.1 

1083877.1 

10893.2 



70 409041 10962.2 



109648.1 

109839.1 
109851.1 
109.1 



409105 1100052.1 



AI753593 A1753469 AJ753506 AW008360 AI753255 AI9491 1 1 AI752123 W19275 AI679005 A1888455 AI677772 AI589279 AI968546 AW059588 
AJ754028 N20040 AI754354 AI752B78 AAB36970 AW631283 AI440410 AW01 6646 AI801326 AI610424 A1521659 A14461 71 A1453455 AI753087 
AAS70052AA599853AI753621 AI802571 AI537325 AAS69978 A1921732 AI81 1571 AI309543 H80043AI623845AI623852A1075634 AI919521 
AA729459 C01795 AA577421 AA668620 AA600003 AA653400 AI445339 AW468974 AW130343 AA6001O4 AW970482 AW806615 BE1401 22 
AW084991 R54179 N6448S 
NM.014496 AF184955 H82836 H82897 
BEO75316AW090150AW589417H47391 061911 BE173252 

AA905097 A1734242 BE044545 N86431 AA34404 1 C03245 AW963097 A1567324 AA045934 AW079233 R58274 A1744425 A! 167427 R58176 
R58598 AI969945 A192 1 684 AW01 3864 AI204559 AA909648 N84115 AA897468 A1668637 8E221753 AI355307 AI139542 N80934 
W21483 U15590 NM 006308 N56314 AA126678 AA426507 Y 17782 W24740 W05052 W21042 AA649552 AA093507 AA092088 AA476830 N88299 
AA429090 AA095643AI224915 AA443775 A1204315 A1333690 AA586584 A1275037 AI193915 AA659647 T82641 AA136048 T82643 T82647 
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AW578479 AW369106 AW361242 AW361190 N79183 
75669.1 N98648 A14581 57 BE041652 6E218014 BE622355 AA369340 AA369515 AW962780 AW962704 
764459.1 AJS221 29 T56009 RS3849 
777505.1 AW235702A1 5661 05 240396 

798085.1 A1630223A1630470 

812733.2 AW885523 AW865128 AW865467 AW865127 AW865466 

82655.1 R15891 R61471 R61469 N69765AI014624AA007214AW592075H09780AA709038A]335898H11055AJ559229F09750^ 

AA988654 AA826438 AI002431 AJ299721 
86727.1 AW988226 Al 139249 AI701692 AA017303 AW469622 AA2591 48 AA81 1 690 AA807996 AA744260 AAB24494 AA73171 0 T25332 AA258101 

AA970687 

87417.1 AW439497 AJ826059 AA01 8402 AAB37392 

889533.1 BE551721 H51878 AJ823338 C01488 AW813562 
916575.1 AW301478 AW301560 AI889207 
926704.1 AW138410 AI912712 N40186 
92717.1 BE261314 AI243406 AA027322 

97318.1 A1808913AW028342 W81290 AJ571379 AI382808 AA037071 W79688 R48751 N31808AJ870233 R4B752AW024895AI333754 
9751.1 AW2946S9 AI204928 AA351653 H51220 R86843 AA993182 079298 R15294 F05089 Z42963 R17818 T77498 AA332319 W56049 AA3315B6 

AW881873 AW881865 AW881876 R52345 AI652070 AA400044 AA40151 2 T081 51 W05486 N68378 T33846 AI190920 R43021 A1949980 Z39084 
T63413 W37269 F01343 R86669 A1621055 AW1 17593 Al 19321 1 AW297932 AI500709 AA400056 



457176 
457187 
457225 



457314 
457460 
457506 
457620 
457630 
457652 
457653 
457741 
457756 



457770 
457802 
457900 
457938 
458023 
458037 
458043 
458067 



458175 
458227 
458257 
458303 
458356 
458426 
458455 
458507 
458552 
458623 
458624 
458661 
458684 
458734 
458762 
458763 
458771 
458797 

458801 
458817 
458833 



458925 

459023 

459037 
459082 
459124 
459207 
459208 
459275 
459278 



296527.1 
298994.1 
30546.1 



318637.1 

340038.1 

34672.1 

371514.1 

373784.1 

3797*J 

37979.2 

395767 1 

3.1 



402530.1 

410073.1 

434051.1 

439837.1 

463717.1 

46627.1 

46695^1 

46875.2 



498744 1 
517913.1 
526854.1 
543175 1 
555234 1 
579269 1 
59100.1 
614471 1 
633259.1 
662297 1 



Table 30C 

Ptey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7<figil numbers In this cdurrii are Gerfoank Identifier (GQ Dunham I. ei al." refers to the publication entitled The DMA sequence of 

human chromosome 22.' Dunham I. et al. Nature (1999) 402:489495. 

Strand: Indicates OKA strand from which exons were predicted. 

NLposiOon: Indicates nucleotide positions of predicted exons. 

Ptey Ref Strand NLposifon 
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400462 


9929659 


Minus 


197610,197785 


400608 


9887666 


Minus 


96756-97558 


400612 


9929646 


Minus 


151513-151662 


400531 


8247025 


Minus 


56203^13,55424-56482.5707357185.5751347593,57747-57941 


400641 


8117693 


Plus 


4786-4992 


400664 


8118496 


Plus 


13558.13721,13942.14090,14554.14679 


400696 


8118812 


Minus 


77737-77899 


400697 


8118812 


Minus 


79073-79198 


400706 


7249204 


Minus 


78299-78686 


400816 


8569993 


Plus 


161221-162078 


400842 


1927148 


Plus 


90462-90673 


400859 


9757499 


Minus 


9188&-92018.98131-98294.99474-99570 


400861 


9757506 


Plus 


163855-164015 


400889 


9958234 


Minus 


169782-170036 


401069 


3927852 


Minus 


45682-45631 


401098 


9965518 


Minus 


8563246174 


401132 


8705350 


Minus 


8567945795 


401189 


9690246 


Minus 


90815-90929 


401200 


9743387 


Minus 


111586-111806,114791-114916,115419-115583,116351-116446.116847-116907.122853-1230 


401240 


3355450 


Plus 


77433-77636 


401324 


9863791 


Plus 


234057-234174 


401365 


9796180 


Minus 


119572-119672 


401368 


8670914 


Minus 


6550845662 


401459 


9212270 


Minus 


182001-183323 


401462 


6682291 


Plus 


112763-112909 


401497 


7381770 


Plus 


92607-92813 


401526 


7770561 


Plus 


91570-93177 


401598 


3293210 


Rus 


6363943890 


401614 


7839924 


Plus 


17350-17735 


401626 


8575943 


Minus 


238100-238432 


401645 


7657839 


Minus 


3498645133 


401673 


7689903 


Minus 


122587-122705,122765-123047 


401694 


3540172 


Minus 


64056-64168 


401785 


7249190 


Minus 


165776-165996.166189-166314,166408-166569.167112-167268,167387-167469,168634-168942 


401878 


8099802 


Minus 


162268-162474,163089-163195 


401887 


7229981 


Plus 


93973-94120 


401699 


7230209 


Minus 


155620-155815 


401986 


4406829 


Minus 


3113741293 


401989 


4309964 


Minus 


118611-118821 


401991 


4156128 


Plus 


2398-2513 


402048 


8072512 


Plus 


43936-44078 


402076 


8117410 


Rus 


128316-128627 


402090 


7249154 


Minus 


104806-104939,106898-107052 


402112 


8139750 


Rus 


10507-10713 


402131 


7704961 


Minus 


3311443209,33496-33678 


402145 


6018280 


Phis 


113086-114800 


402318 


7582559 


Minus 


12843-13403 


402333 


8844110 


Minus 


165693-165856 


402341 


7656696 


Plus 


22583-23699 


402369 


9558577 


Minus 


5041740522 


402451 


9796677 


Minus 


48137-48343 


402528 


7630857 


Minus 


169609-169742 


402603 


9909396 


Minus 


141663-141852 


402615 


9926801 


Rus 


131390-132157 


402689 


8348025 


Minus 


58854209 


402942 


9368398 


Plus 


102152-102386 


403011 


6693597 


Minus 


34684623 


403053 


8748888 


Plus 


146568-146659,147539-147811 


403D89 


8954241 


Plus 


171964-172239 


403188 


9838289 


Minus 


157618-157755 


403218 


7630959 


Rus 


5803948149 


403271 


7230852 


Plus 


134283-134485 


403281 


8072630 


Minus 


7521-7728 


403306 


8099945 


Plus 


127100-127251 


403310 


8139936 


Minus 


183883-184026 


403317 


8318526 


Minus 


5062340834 


403329 


8516120 


Plus 


96450-96598 


403341 


8559175 


Rus 


3069940910 


403344 


8569726 


Rus 


70823-70990 


403356 


8569930 


Rus 


92839-93036 


403513 


7656757 


Minus 


155310-155436,158402.158535 


403515 


7656757 


Minus 


173358-179553 


403525 


7960440 


Rus 


152431-153243 


403534 


8076917 


Minus 


46652-47332 


403568 


8101145 


Minus 


6550945658 


403572 


8101156 


Minus 


1253-1675 


403574 


8101156 


Rus 


55424176 


403623 


8569879 


Minus 


35194426 


403625 


8569879 


Plus 


6551-7111 


403637 


8671936 


Minus 


142647-142771.145531-145762 


403678 


7331517 


Minus 


119573-120430 


403691 


7387384 


Minus 


8828048463 
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403776 


7770611 


MHUIS 


403780 


807RQRQ 
W/ Q303 


Plus 


403786 


8083636 


Minus 


403891 


7331467 


Minus 


403937 


7711761 


Minus 


404042 


33OO0/0 


nus 


404043 


30000/ O 


nus 


404Q68 


OlOOQtl 


Minus 


404108 


R747fl74 


Minus 


404166 


7596822 


Plus 


404193 


300)330 


Minus 


404196 


oouoyi/ 


Minus 


404249 


ocecco'3 
000OD0J 


Plus 


*H/*WQ/ 




Minus 


404404 


7272262 


Plus 


4A4414 
WWII 


70QO1CC 
/J04103 


Plus 


*H/*W10 


7000X70 

/J074ZU 


Minus 


AfXAAOPl 


/4U/331 


Minus 


A{\AAA1 


7«T7afY71 

/orau/j 


Minus 


Af)AA K1 
«W«W30 


7657714 


Plus 




OflfinCQQ 

ououoyy 


Plus 


404518 


fli i;iQfln 
010 1300 


Plus 


404526 


A1 R9flfi7 


Plus 


404531 


0047000, 

0<*# / 3U3 


Plus 


404561 


Q7qcq(in 

0/ 30J0U 


Minus 


404569 


7249169 


Minus 


404582 


3/ 03i£U 


Plus 


404587 


BfiQftB/jn 

ooaoo^u 


Minus 


404588 




Minus 


404593 


334*4U0O 


Minus 


404595 


33O0£U£ 


Minus 


404638 


9/30/31 


Minus 


404652 


Q7QCQCQ 


Minus 


404694 




Minus 


404708 


30UUOZO 


Plus 


Wild l 




Minus 


404767 


7009007 
too to a 


Minus 


404793 




Minus 


404°99 


00 IU014 


Plus 


404834 


03 1 1 OHO 


Minus 


404957 


7407077 
/W/3*/ 


Plus 


404967 


7C97744 


Minus 


404988 


•tOQ/O// 


Minus 


405001 


ou 1 01 DO 


Minus 


40 5008 


ouaou iy 


Minus 


405090 


OUr £3£) 


Minus 


405120 


ousyyiu 


nus 


405229 


774Q01Q 


Pius 


405230 


7040010 
//13U0£ 


Minus 


405302 


OO704CO 
AI/WM 


Minus 




i3/30U^ 


Minus 


www 


/4U0 l4d 


Plus 




/ODOD/0 


Plus 


WONOO 


/oOoo/b 


Phis 


WO**3** 


rocoqco 
BUOUsoi 


Minus 


*HJ 031 1 


34o4o4o 


Plus 




b4o4o4o 


Phis 


405605 


0000130 


Minus 


d/iRfinp. 

WOOUO 


001 MS9 


Minus 






Phis 


405654 


SO 30 100 


Minus 


405592 




riUS 


405738 


33*403 30 


rflJS 


405747 


PJfiQOfiQ 
OTD3U03 


Minus 


405780 


704000? 


Minus 


405783 


C7 OQ43A 


Minus 


405704 


7417368 


Minus 


405829 


7109593 


Minus 


405920 


C7C07QC 
Of 00/33 


Plus 


*»U03JO 


0/00/33 


Minus 


W33/U 


09477 on 
0*4/ f 03 


Minus 


406005 


6247801 


Minus 


406018 


6758904 


Minus 


406076 


9123123 


Plus 


406092 


9123919 


Phis 


406190 


7289992 


Minus 


406288 


7549620 


Plus 


406298 


5686278 


Minus 


406333 


9213235 


Phis 


406364 


9256114 


Mmus 


406378 


9256142 


Mmus 


406413 


9256407 


Phis 


406468 


9795553 


Plus 



1414-1513.1624-1756 

93160-93409 

73028-73217 

191508-193220 

12609-12773 

5140-5208.6633-8763 

29042-29135,46597-46699 

18123-18766 

63603-64942 

86147-86509 

94185-94322 

67928-68109 

6427064633 

114391-114628 

82112-82244 

143127-143398 

143042-143216,144704-144853.145800-146048 

129817-130586 

8719847441 

27768-29179 

101841-102043 

84494-84603 

121918-122123.125198-125348 

20152-20362 

69039-70100 

104257-104348.104822-104970 

53230-53424 

69781-70096 

40059-40210 

74922-75788 

16764-16900 

99433-99528.100035-100161 
108172-108296 
128092-128227 
77522-77658 

16860SM68781.182951-183081 

23244-23759 

61087-61590 

7541-6132 

37948-38226 

147512-148011 

89944-90729 

72406-72600.72779-72856 

104646-104819 

64091-64267 

38552-39202 

140176-140340 

51081-51701 

97493-97632 

121688-121840 

977-1116 

90716-90887,101420-101577 
134112-134671 
150052-150208 
70284-70518 

6a96^47,7750^77637.8124241364.84246^84395 

114550.114688.117265-117407.119490-119599.123237-123395.131140-131217 

117070-117270 



17856-1 7957, 18302-1841 2,1 8837-1 8927,22790-22989 

53624-53759 

61379-62562 

4437045410 

153933-154060 

4820448371 

27238-27885 

77798-78000 

15628-16127 

120621-120971 

163112-163652 

4579*46295 

39912-40220 

3779538168 

89972-90319 

251370-251797,252168-252882 

22395-22901 

111718-112008 

30084-30770 

64689-64798 

5071S50833 

126408-126800 

4385844003.4699347136 

43734616.8870-9046\11366-11509.11625-11880 
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TABLE 31A: ABOUT 1884 GENES UP-REGULATED IN IPF COMPARED TO NSIP 



Table 31 A fists about 1884 geneswhose expression levels are up regulated in idiopathic pulmonary fibrosis OPF) samples as compared with non-specific interstitial pneumonia (NSIP) 
samples. These were selected from about 59680 probesets on an Affymetrix/Ecs Hu03 GeneChip array such that the rafio of "average* laTopathic pulmonary fibrosis sample 
expression level to •average" non-specific Interstitial pneumonia sample expression was greater than or equal to about 20. The "average* kSopathic pulmonary fibrosis level was set 
to the 90th percentile amongst idiopathic pulmonary fibrosis samples. The "average" non-specific Interstitial pneumonia level was set to the 90th percentile amongst non-specific 
interstitial pneumonia samples. 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 



R1 

20.2 

16.1 

11.9 

11.2 

10.8 

10.4 

10.3 

10.1 

9.3 

9.1 

8.8 

8.4 

8.3 

8.2 

8.1 

8.0 

80 

7.9 

7.8 

7.7 

7.7 

7.5 

7.2 

7.2 

6.9 

89 

6.9 



R1: 


Ratio of IPF (idiopahic putr 


ncey 


ExAccn 


Unigene ID 




AW451709 


Hs.271200 


«JU0004 








AK001106 


Hs 274419 








431040 


AI834273 


Hs.9711 


4U/oli 


AW1 90902 


Hs 40098 


4O30U0 


W79123 


Hs.58561 


41WD/4 






41 DODO 


AA768553 


Hs.74170 


AAiOVi 

44uod 


AA972965 


Hs 135568 


41001 f 


U88967 


Hs.78857 


AnQtitt 
4US0Od 


W74001 


Hs 55279 


A'i'iAn 
4i3/4dr 


W07088 


Hs.293685' 


4U/^00 


AJ 235654 






AW178761 


Hs.227948 


AftllOQ 

*iuoozy 








BE501732 


Hs.30622 


AAiCiQ 
441013 


AA972740 


Hs 127092 




AL1 37967 




4Uooyu 


M29540 


Hs.220529 


4itw/y 


N38857 




AOQQO 
4/000£ 


NMJJ00346 


Hs.2316 


407305 


AA715284 




4346 B3 


AW298724 




441802 


AA96863G 


no. \ti at l 


431242 


AA987743 


i I5»£y IZrO 


442377 


AA9938Q7 


Hs 1fi7*fi7 
no. tor «ju i 


420407 


AA814732 


Hs 14«aiifl 
no. i**3U tu 






ITS. I*H30 j 


440030 


AF070623 


Hs.13423 


457673 


AA551569 


Hs.272034 


458771 


AW295151 


Hs. 1636 12 




AA385085 




AA(VU\A 
44U0U4 


A1948966 


Hs.130017 




AW207091 


Hs.72307 


438557 


AW364104 


Hs.143509 


416128 


AA173632 


Hs.22116 


457242 


AA457011 




423629 


AW021173 


Hs.18612 


404793 






435563 


AF210317 


Hs.95497 


415672 


N53097 


Hs.193579 


455488 


AA102322 




426230 


AA367019 


Hs.241395 


412282 


BE160188 




431622 


AW979271 


Hs.293184 


405523 






424693 


BE169610 


Hs.47557 


436397 


AA715013 


Hs.169835 


456476 


AA256753 




434784 


AA649051 


Hs.164007 


422977 


AA631498 




442849 


R10099 


Hs.269805 


451519 


A1800600 


H*209573 


412474 


AI791451 




457081 


AA916785 


Hs.180610 


444827 


R09764 


Hs.20416 


404822 






402430 






457900 


AW976692 


Hs.291665 


400292 


AA250737 


Hs.72472 


410934 


AW811114 




440172 


AA868584 


Hs.126154 



novel protein 

cysteine knot superfamffy 1 , BMP antagon 
G proteirHcoupled receptor 87 

metaifothfonein 1E (functionaO 
ESTs 

protein tyrosine phosphatase, receptor-t 
serine (or cysteine) proteinase inhibito 
ESTs 

gb:Homo sapiens mRNA for immunoglobulin 
serine (or cysteine) proteinase inhibito 

Homo sapiens cDNA FU13010 fts t done NT 
ESTs 

gb:DKFZp761D2315_r1 761 (synonym: hamy2) 
cardnoembryonic antigen-related cell ad 
ESTs 

SRY (sex determining region Y)«box 9 (ca 
gb:nv35f03/1 NC1_CGAP_Br5 Homo sapiens 
ESTs 
ESTs 

KIAA1201 protein 
ESTs 

DpopoIysaccarUe-spedfic response 5-li 
ESTs 

Homo sapiens clone 24468 mRNA sequence 

hypothetical protein PR02822 

ESTs 

gb:EST98959 Thyroid Homo sapiens cDNA 5* 
ESTs, Weakly similar to JN0908 rWransp 
ESTs 

hypothetical protein FU21924 
C0C14 (cell division cycle 14, S. cerevi 
gb:aa90c11.r1 Stratagene fetal refina 93 
Homo sapiens cDNA FU21 909 fis. clone H 

solute earner family 2 (fadEtated glu 
ESTs 

gb2t90f03.r1 Stratagene colon (937204) 
protease, serine, 1 (trypsin 1) 
gb:QV1-HT0413-01020WJ59-g05 HT0413 Homo 
ESTs 

ESTs 
ESTs 

gbzs22b12.r1 NCLCGAP.GCB1 Homo sapiens 
ESTs 

gtKnp83mXs1 NQ_CGAP_Thy1 Homo sapiens 



gb:ni50c09.y5 NCLCGAP_Ov2 Homo sapiens 
spTidng factor prolme/glutamlne rich ( 
ESTs 



ESTs 

gbAtR2-ST0131-11119W)1&a04ST0131 Homo 



6.8 
6.7 
6.7 
6.6 
6.6 
6.6 
6.5 
6.5 
6.4 
6.3 
6.3 
6.2 
6.2 
6.2 
6.2 
6.1 
61 
6.1 
6.0 
6.0 
6.0 
5.9 
5.9 
5.9 
5.9 
5.8 
iB 
5.8 
5.8 
5.7 
5J 
5.7 
5l7 
5.7 
5.7 
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AT.W7A 


otooooz 


Hs.251871 




AWaOQ954 






AUD41057 


Hs. 33363 


/17Q1Q 

*ti fg la 


A too aim 


Hs.88379 




Al n/QIDA 

AUW9Z8Q 


Hs.1 55397 


4JaUW 


AKJ85922 


Hs.1 13968 


4UbUoJ 






431211 


M86849 


Hs.323733 


451830 


H1B433 


Hs.21542 


416035 


H42314 




413849 


BE173561 


Rs. 15384 


459458 


AW270957 


Hs.254577 


416154 


Z46122 




404561 






428895 


AA437124 


Hs. 187247 


419247 


S65791 


Hs.89764 


455601 


Al 368680 


Hs.816 


440925 


AW511090 


Hs.130419 


419249 


X14767 


Hs.89768 


448477 


BE612572 




454039 


AW079054 


Hs.245540 


459664 






401497 






408493 


BE206854 


Hs.46039 


444931 


AV652066 


Hs.75113 


456680 


AL1 37758 


Hs.1 16072 


452542 


AW812256 




411402 


BE297855 


Hs.69855 


404957 






436445 


M922213 


Hs.121735 


442617 


AW340093 


Hs.130538 


416045 


H 15990 


Hs.31403 


425178 


HI 6097 


Hs.161027 


441918 


AI733373 


Hs.1 281 19 


455464 


AW983901 




420929 


A1594143 


Hs.296251 




A1581519 


Hs.177164 


430686 


Lit g AAi f\ At% 

NM_001942 


Hs.2633 


405229 






417641 


AA205015 


Hs.54617 




AA625334 


Hs.116153 


450438 


AI696071 


Hs.253800 


456394 


W28506 




455747 


BE074910 




417420 


T85150 


Hs.268814 


409545 


BE296182 


Hs.19002 


426750 


AA383950 




440615 


AI733055 


Hs.130806 


408959 


AW89Q878 


Hs.211610 


454482 


BE147919 




436508 


AW604381 


Hs.121121 


452046 


AB018345 


Hs.27657 


407415 


AF073328 




450090 


AW448940 


Hs.202259 


406333 






43418B 


AI765848 


Hs.281680 


403344 






446466 


H38026 


Hs.308 


405455 






411387 


AW842339 


Hs.1 308 15 


426097 


BE327369 


Hs.1 12238 


427768 


T78402 


Hs.1 74880 


411018 


AW813428 




415257 


FO3016 


Hs.27513 


441107 


AA917075 


Hs.190520 


419519 


AI198719 


Hs.176376 


410901 


AW810001 




426217 


AW131888 


Hs.172792 


424188 


AW954552 


Hs.142634 


456987 


AI557290 


Hs.173535 


405303 








CI 5506 




451620 


AW449888 


Hs.257224 


421948 


L42583 


Hs.334309 


424780 


U39576 


Hs.153058 


443271 


8E568568 


Hs.195704 


417181 


110123 


Hs.1071 


402230 






422246 


AA461032 


Hs.5306 


431508 


NM-012481 


Hs.182979 


415236 


R41400 




413101 


BE065215 




444774 


AW052174 


Hs.196030 



CTP synthase 

gb:UW^P0r>^>-12^l.r1 NIH_MGC.5 

OKFZP434N093 protein 

ESTs 

Homo sapiens mRNA; cONA DKFZp564K143 (fr 
ESTs 

gap junction protein, beta 2, 26kO (conn 
KIAA1035 protein 

gb:yo09e02.s1 Scares adult brain N2b5HB5 
AP1 gamma subunit binding protein 1 
ESTs, Weakly similar to B34087 hypotheti 
gb:HSC0VB031 normalized Infant brain cON 

ESTs 

fragile X mental retardation 1 

SRY (sex determining region Y)-box 2 

ESTs 

gamma-arrrinobutyric acid (GABA) A recepto 
gb:601452090F1 NIHJWGC..66 Homo sapiens c 
ESTs 



phosphogrycerate mutase 2 (muscle) 
general transcription factor IllA 
Homo sapiens mRNA; cDMA DKFZp434H245 (fr 
gb:RC0-ST0174-191099-031-a07 ST0174 Homo 
NRAS-related gene 

ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

gb:RC1-HN0003-220300-011-flQ HN0003 Homo 

programmed cell death 4 

ESTs 

in 1 



hypothetical protein FU20060 

ESTs 

ESTs 

gb:48f1 Human retina cDNA randomly prime 
gb:RC5^T0580-17030(«)21-F12 BT0580 Homo 
ESTs 

hypothetical protein MGC4675 
gb:EST97403 Thymus tl Homo sapiens cDNA 
ESTs 

CUG triplet repeat, RNA-binding protein 
gb:RC3-rff0230-16020(H>16-a08 HT0230 Homo 
ESTs, Weakly simBar to S00755 pfeckstri 
WAA0802 protein 

gb:Homo sapiens tetracyfine transporter- 
ESTs 

peroxisomal trans 2-enoyl CoA reductase; 

arrestin 3, retinal (X-arestin) 

hypothetical protein FU21870 

ESTs 

ESTs 

gb:MR3-ST0192-010200.21Oc05 ST0192 Homo 

ESTs 

ESTs 

ESTs 

gb^R4-ST0124-27Q30M05*11 ST0124 Homo 
ESTs, Weakly similar to hypotheficat pro 
zinc finger protein 
ESTs 

gb:C15506 Qontech human aorta polyA+mR 



surfactant protein A binding protein 

hypothetical protein DKFZp586F1 122 simfl 

noosomalr^roteinL12 

gbry»4b1Zs1 Soares Want brain 1 NIB H 

gb:RC1-BT0314-31030CM)1W01 BT0314Homo 
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444414 AW293214 Hs,8752 transmembrane prolan 4 4.6 

431291 N25521 Hs.25275 Kruppei-type zinc finger protein 4.6 

436853 BE328074 Hs.148661 ESTs 4.6 

445334 AI610031 Hs.9475 glucose transporter protein 10 4.6 

5 408172 W02488 . Hs.46039 phosphogtycerate mutase 2 (muscle) 4.6 

426985 BE394849 Hs.131905 ESTs,Moderalerysirnil3rbZ195_HUMANZ 4.6 

404636 4.6 

447617 AM00762 Hs.176675 ESTs 4.6 

422182 AL043892 Hs.180582 Homo sapiens cDNA: RJ21836 fis, clone H 4.6 

10 442360 AI374621 Hs.29055 ESTs 4.6 

411738 AW859353 gb:MR1-CT0353-1 50300- 102-a 12 CT0353 Homo 4.5 

444157 AI125785 Hs.153351 ESTs 4.5 

401365 4.5 

... 459592 AL037421 Hs^08746 ESTs. Moderately similar to pot ORF I { 4.5 

15 436269 M707472 Hs.190760 ESTs 4.5 

45944B AA416773 Hs.275012 EST 4.5 

452090 AA022684 . Hs.124673 Homo sapiens cDNA FU 1 1 477 6s, clone HE 4.5 

414899 AW975433 Hs.36288 ESTs 4.5 

_ 443764 F23283 gb:HSPD22980 HM3 Homo sapiens cDNA clone 4.5 

20 444898 AI201548 Hs.308338 ESTs 4.5 

417428 N87579 gb:LL2030F Human fetal heart, Lambda ZAP 4.5 

428528 AI004034 Hs.98638 ESTs 4.5 

405605 4.5 

457982 AW856093 Hs.183617 ESTs 4.5 

25 427731 AA411750 Hs.20943 ESTs 4.4 

420691 AA829433 Hs.275343 ESTs 4.4 

429927 NWL001115 Hs.2522 adenylate cyclase 8 (brain) 4.4 

453080 AM23056 Hs.23921 hypothetical protein DKFZp547A023 4.4 

„ 412147 AW895984 gb:QV4-NN00394M0500-197-e08 NN0039 Homo 4.4 

30 435747 AI079519 Hs.134398 ESTs 4.4 

453824 AL138012 Hs.183840 ESTs. Moderately simflar to ALU7_HUMAN A 4.4 

458865 T05095 Hs.19597 WAA1 694 protein 4.4 

459037 AW439497 Hs.290656 EST 4.4 

403310 4.4 

35 425578 U65652 Hs.1 58313 chromosome 17 open reading frame 1A 4.4 

427500 AW970017 Hs.293948 ESTs, Weakly similar b S65657 alpha-IC- 4.4 

432020 AJ251509 Hs.272345 phosphodiesterase 1 1A 4.4 

453043 AW136440 Hs.224277 ESTs 4.4 

456293 AW131715 Hs.311561 ESTs, Weakly similar to CYA7_HUMAN ADENY 4.4 

40 447879 BE503405 Hs.170437 ESTs. Weakly similar to PRP4.HUMAN SAUV 4.4 

426646 AA382787 Hs.122713 ESTs 4.4 

454864 AW835775 gb:QV4-tT001&-240200-11W04 LT0016Homo 4.4 

404898 4.4 

435434 AA680387 Hs.187850 ESTs 4.4 

45 443314 AW771701 Hs.54646 ESTs 4.3 

408000 L11690 Hs.620 bullous pemphigoid antigen 1 (2307240kD) 4.3 

441700 AA233556 Hs.126908 hypothetical protein FU 12994 4.3 

455000 AW850283 Hs.324429 Homo sapiens cDNA FU14015 fis, done HE 4.3 

404767 4.3 

50 445189 AI936450 Hs.147482 ESTs 4.3 

452393 H87398 Hs.99858 ribosomal protein L7a ' 4.3 

428740 AA433838 gb:zw53e1Zr1 Soares_totaLfetiJS_Nb2HF8_ 4.3 

426B30 AA385751 Hs.196379 ESTs, Weakly similar to putative pi 50 [H 4.3 

__ 410615 AW772721 gb*l95c01j(1 NCLCGAPJThyS Homo sapiens 4.3 

55 446619 AU076643 Hs.313 secreted phosphoprotein 1 (osteopontin. 4.3 

406073 4.3 

405692 4.3 

436033 H75391 Hs255748 ESTs 4.3 

„ 410733 D84284 Hs.66052 CD38 anBgen (p45) 4.3 

60 4555B7 BE007B29 gb:QVr>BN0147-280400-213<I03BN0147Horno 4.3 

450)84 H01699 Hs.27289 CGM25 protein 4.3 

401189 4.3 

435451 AF195420 Hs^03006 ESTs, Weakly similar to gamma-heregulin 4.3 

456407 AW968614 gb:EST380690 MAGE resequences, MAGJ Homo 4.3 

65 425733 F13287 Hs.159388 Homo sapiens done 23578 mRNA sequence 4.3 

447863 AL047611 Hs.288885 Homo sapiens cDMA FU14246 fis, done OV 4.3 

436659 AI217900 Hs.144464 ESTs 4.3 

435463 AA682507 gb2|18fD8^1 SoaresJetal_liver_sp!een_ 4,3 

455675 BE065984 gb:RC3-BT0319-12020(W)14^)6BT0319Homo 4.3 

70 439481 AF086294 Hs.1 25844 ESTs 4.3 
405287 4.3 
405784 4.3 

436461 AW511956 Hs.293261 ESTs 4.3 

437636 AA764781 Hs.291844 ESTs 4.2 

75 409629 AW449589 Hs.279724 ESTs 4.2 

412999 BE046255 gb:hn38g10jc2 NCLCGAP_RDF2 Homo sapiens 4.2 

403281 4.2 

427531 AA405097 Hs.97957 ESTs 4.2 

451882 AI821324 Hs.1 00445 ESTs 4.2 

oO 418856 AA362858 gb:EST72900 Ovary II Homo sapiens cDNA 5 4.2 

405494 4.2 

456027 BE327387 Hs.13913 WM1 577 protein 4.2 

414539 BE379046 gb£01236646F1 NIH_MGC_44 Homo sapiens c 4.2 
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421106 


AA877124 


Hs.172844 


409076 


M57559 


Hs.82273 


419563 


AA526235 


Hs.193162 


411688 


AW953440 




416614 


T83391 


Hs.111849 


454434 


AA083558 


Hs.261286 


404526 


AI912555 


Hs.157195 


446393 


AW014174 


Hs.301956 


405302 






432669 


AL043482 


Hs.287115 


416972 


BE019670 




423841 


AW753967 




427099 


AB032953 


Hs.173560 


430484 


D82880 


Hs.241548 


403895 






420457 


AA482280 


Hs,191656 


438993 


AA828995 




458421 


AI279978 


Hs32547 


458722 


AA741545 


Hs^82832 


411382 


BE067246 




422373 


AK001843 


Hs.1 15700 


430749 


AJ242956 


Hs.25960 


403625 






401887 






403667 






452744 


AI267652 


Hs.30504 


421065 


AA329711 




439294 


AW975328 


Hs.6523 


432792 


AA448114 


Hs.278950 


405443 






431169 


AW971240 




431822 


AA516049 




432328 


AI572739 


Hs.195471 


448324 


A1571356 


Hs.34174 


456536 


AW135986 


Hs.257859 


415B11 


AA450191 


Hs.172963 


411745 


AWBS7826 




438660 


U95740 


Hs.6349 


449327 


AI638743 


Hs.224672 


426062 


N57014 


Hs.75874 


433485 


AI493076 


Hs.201967 


434849 


AW292765 


Hs.8053 


400268 






422728 


AW937826 


Hs.103262 


445414 


AV653692 


Hs.146105 


406470 






429809 


AL162010 


Hs.223603 


453098 
402867 


Z25935 


Hs.86379 


431071 


AA491379 




436298 


AW293496 


Hs.180138 


440356 


A1933184 


Hs.127922 


419091 


T85332 


Hs.178294 


422591 


L07648 


Hs.118630 


426076 


AW962714 




443682 


AC83061 


Hs.47248 


444461 


R53734 


Hs.25978 


430072 


X13294 


Hs.300592 


413499 


BE144884 




439818 


AL360137 


Hs.19934 


443323 


BE560521 


Hs.9222 


424029 


AB014594 


Hs.137579 


455993 


BE179085 




420111 


AA255652 




403956 


W28077 


Hs.79389 


410318 


AA084050 


Hs.269259 


426497 


AA379913 




430140 


AW296771 


Hs^21999 


457042 


A1382130 


Hs.97703 


450236 


AW162998 


Hs^46B4 


417706 


T90797 


Hs.268623 


428692 


AI372822 


Hs.1 10103 


413071 


BE064O32 




437354 


AA749215 


Hs.291886 


403381 






425798 


AA364002 




459429 


AA278779 


Hs.335696 


426365 


AA376667 


Hs.10283 


430757 


A1458523 




430205 


AB025904 


Ks.235168 


433887 


AW204232 


Hs.279522 


444743 


AA045648 


Hs.301957 


404043 







ESTs 

hypothetical protein 

Homo sapiens cDNA FU11983 Gs, clone HE 
gb:EST365510 MAGE resequences, MAGB Homo 
ESTs 
ESTs 

peptide YY, 2 (seminalplasmin) 
zinc finger protein 

ESTs 

gb:bb28c01 Jtl NlrLMGC_5 Homo sapiens cON 
gb:RC2-CT030448010f>01 U12 CT0304 Homo 
odd Oz/terwn homotog 2 (Drosophfla, mous 
RAS p21 protein activator 2 

ESTs 

gb:od77b08.s1 NCJ CGAP Ov2 Homo sapiens 
ESTs 

ESTs. Weakly similar to T24961 hypotheti 
gkPM1-BTQ348-15129WH)1-d04 BT0348Homo 
Homo sapiens cDNA: FU23515 fis. clone L 
v-myc avian myelocytomatosis viral retat 



Homo sapiens mRNA; cDNA DKFZp434E082 (fr 
gb:EST33382 Embryo, 12 week II Homo sapi 
chromosome 1 open reading frame 12 



gb:EST383329 MAGE resequences, MAGL Homo 
gb:ng65d0U1 NCI_CGAPJjp2 Homo sapiens 
6fhosprKjmjrto-2^ase/rhJctose-2,6^i 
ESTs, Moderately similar to ALU8JWMAN A 
ESTs 

hypothetical protein FL) 14624 
gb:MR0^N0039-30O30(M)01-cO2 SN0039 Homo 
Homo sapiens, clone IMAGE:3010666,mRNA. 
ESTs 

pregnancy •associated plasma protein A 
aldo-keto reductase family 1, member C2 
ESTs 



ESTs 

gb:as65f05j1 NCLCGAP_GCB1 Homo sapiens 
ESTs 

ESTs, Moderately similar to S65657 alpha 
ESTs 

MAX-interacfing protein 1 
gb:EST374787 MAGE resequences, MAGG Homo 
ESTs. Highly similar to similar to Cdc14 
ESTs, WeaWy similar to 2109260A 8 cell 
v-myb avian myeloblastosis viral oncogen 
gb:CMQ-HT0182-O41099465-e1 1 HT0182Homo 
Homo sapiens mRNA fuD length insert cON 
estrogen receptor binding site associate 
WAA0694 gene product 

gfcRCO-HT0613-140300^1405 HT0613Homo 
gb3s21h11/1 NCLCGAP.GCB1 Homo sapiens 
nel {crtfckenHfce 2 

ESTs, Weakly similar to S23650 retrovtru 
gb:EST92807 Skin tumor I Homo sapiens cD 
ESTs 
ESTs 

WAA1 376 protein 
ESTs 

RNA poryrnerase I trarecripBori factor RR 
gb:QV3-BT029W) 1 0300-1 1Vb08 BT0298Homo 
ESTs 

gb:ES774529 Pineal gland II Homo sapiens 
EST 

RNA brrxCng motif protein 88 

gb:tk04g09jc1 Na_CGAP_U24 Homo sapiens 



4.2 
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4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4,0 

4.0 

4.0 

4.0 
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4.0 

3.9 

3.9 

3.9 

3.9 

3.9 
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431333 

451073 

417663 

432363 

436975 

405959 

400631 

425937 

446158 

450375 

416548 

436020 

424989 

426447 

441416 

456443 

402112 

404453 

451421 

421037 

427088 

453375 

453530 

406964 

432291 

449623 

419691 

437587 

403271 

453123 

400462 

449804 

443305 

411186 

424565 

432189 

403296 

417918 

436026 

429864 

418592 

442910 

446304 

441216 

421494 

404476 

416327 

414146 

417401 

401200 

411560 

426306 

437918 

447917 

421328 

447290 

417229 

425403 

403515 

419917 

435554 

420481 

410500 

439326 

426296 

411311 

418019 

417490 

423035 

416575 

414400 

418405 

450350 

451704 

421013 

407404 

423121 

430533 

457141 

411772 

440737 

452728 

423266 



AA708488 Hs. 1201 27 Homo sapiens cDNA: FU22769 fis, done K 

AI758905 Hs.206063 ESTs 

R07483 Hs.180461 ESTs 

AA534489 gb:nf76g1U1 NCLCGAP_Co3 Homo sapiens 

AA740723 Hs.212S44 ESTs 

AF173937 Hs.109494 secreted protein of unknown function 

NMJ013240 Hs.163846 putative N6-ONA^thyttransferase 

AI277603 Hs.145990 ESTs, Weakly similar to 138022 hypotheli 

AA009647 ' Hs.8850 a disintegrin and metanoproternase doma 

H62953 gb.*yr47K)6.r1 Soares fetal Bver spleen 

AA778177 Hs.121724 ESTs 

AA985520 Hs.23575 ESTs 

AV655843 Hs.189919 eJectn^transfer-flavoprotein, alpha po 

AJ990139 Hs.148609 ESTs 

AW957500 Hs.133543 ESTs 

R58624 Hs.2186 eukaryotic translation elongation factor 

W16522 Hs.237689 Homo sapiens cDNA FU 13539 fts. done PL 

AI6B4808 Hs.197653 ESTs 

AA398085 Hs.142390 ESTs 

AJ990114 Hs.240091 ESTs 

AW021633 gb:df26c02.y1 Morton Fetal Cochlea Homo 

305 gb:Human alpha satellite and satellite 3 

AK001 108 Hs.274274 hypothetical protein FU10246 

C00719 Hs.120440 EST 

W03298 Hs.193521 ESTs 

AJ591222 Hs.72325 Human DNA sequence from clone RPM87J1 1 

AI953718 Hs^21849 ESTs 



AI535663 

A1050693 

AW821257 

AW102723 

AA527941 

AA209205 
AI349764 
AA460039 



AI365130 
AW1 04432 
BE299830 
AI763322 

R99822 

BE549372 

AA426026 

AW851186 

AA447310 

AI761449 

AL048037 

BE466506 

AI476732 

AA975096 

AL023753 

AA320068 

AF208502 

U50525 

R09442 

W07140 

R14454 

AW836491 

R68911 

AA203335 

AW449679 

W02414 

X06948 

AI868282 

T97817 

AI755209 

M62397 

AF040257 

AW864848 

AA480895 

AA521410 

BE170301 

AI375167 

AI915S76 

AA323875 



Hs.39379 ESTs 
Hs.133318 ESTs 

gb:PM3-ST0307-231299401.b11 ST0307Homo 
Hs.75295 guanytate cyclase 1 , soluble, alpha 3 

gbmh30c04.s1 NC(_CGAP_Pr3 Homo sapiens 

Hs.163754 hypothetical protein FU 12606 

Hs.217081 ESTs 

Hs.286 ribosomal protein L4 

Hs.284 1 53 Fanconi anemia, complementation group A 

Hs.1 1307 ESTs, WeaMy similar to T1 9326 hypotheli 

Hs.149761 ESTs 

Hs.192908 ESTs 

Hs.152104 ESTs 

Hs.36172 ESTs 

Hs.317596 Homo sapiens cONA FU1 2927 fis, clone NT 

Hs.187615 ESTs 

Hs.179909 hypothetical protein FU22995 

Hs.164059 Homo sapiens cDMA FU1 3338 fis, cions OV 

Hs.121629 ESTs 

Hs.164588 ESTs, Moderately sirnflar to neuronal thr 

Hs.3981 ESTs 

Hs.263912 ESTs 

Hs.19522 hypothetical protein PR02849 

Hs.156406 Human DNA sequence from done 1198H6 on 

Hs.93701 Homo sapiens mRNA; cDNA DKFZp434E232 (fr 

Hs. 185708 early B-cel! factor 

Hs.98201 Human BRCA2 region, mRNA sequence CG029 

gbyf26cC9j1 Soares fetal Bver spleen 
Hs.54721 ESTs 

Hs.5921 Homo sapiens cONA: FU21592 Ms, clone C 

gb^M3-LT0032-281299O02-fO2 LT0032 Homo 

Hs.176275 ESTs 

gbzxSSgOlrl Soares fetaljver spleen. 

Hs.156739 H.sapiens XG mRNA (done PEP11) 

Hs.38383 ESTs 

Hs.897 Fc fjagment of IgE, high affinity ), rec 
Hs.1 1 898 ESTs, Highly similar to WAA1370 protein 
Hs.174880 ESTs 

Hs.205616 ESTs, Weakly similar to ALU1 .HUMAN ALU S 

Hs.1 345 mutated in colorectal cancers 

gb:Homo saptens TNF receptor homotog mRN 
gb:PM2^N0018-290300^X»c09 SN0018 Homo 

Hs.201552 ESTs,WeaWysirriartoT17288hypothefj 

Hs.41371 ESTs 

gb:QV4-HT0538^40500-19M05 HT0536 Homo 

Hs.132221 hypothetical protein FU1 2401 

Hs.239708 ESTs 

Hs.193574 ESTs 
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413543 AA130228 Hs.324611 ESTs, Moderately similar to ALU8.HUMAN A 15 

454447 BE163567 gb:QV3-HT04 60-230200-1 01 -b08 HT0460 Homo 3.5 

458067 AA393603 Hs.36752 protein kinase anchoring protein GKAP42 15 

437608 AA761605 Hs.292308 ESTs, Weakly similar to ALU1_HUMAN ALU S 3.5 

5 415549 F11942 gb:HSC33F061 normalized infant brain cON 3.5 

420910 ALD49437 Hs.1 00292 sapiens rnr^cDN A DKr^86E 11 200 15 

435793 AB037734 Hs.4993 KIAA1313 protein 15 

453211 W84829 gb2h53ID4.r1 SoaresJetaLHver_spteen_ 3.5 

418717 AI334430 Hs.86984 ESTs 3.5 

10 400641 15 

442973 BE567665 Hs.288550 Homo sapiens cONA: FU231 56 fis, done L 15 

418007 M13509 Hs.83169 matrix rnetailoproteinase 1 (intersGGa! 15 

440364 AA910460 Hs.128626 ESTs 15 

458340 AM57102 Hs.6986 Human ghjcose transporter pseudogene 15 

15 412281 AI810054 Hs.14119 ESTs 15 

443204 AW205878 Hs^9643 Homo sapiens cDNA FU 13 103 fis, done NT 15 

416616 H6B270 gbyr81h09.f1 Soares fetal Over spleen 15 

444338 AI937026 Hs.146642 ESTs 3.4 

436946 AW137748 Hs.125956 ESTs 14 

20 431632 AK000992 Hs.333144 Homo sapiens cONA RJ1 01 30 fis, done HE 3.4 

403306 NM.00S825 Hs 74368 transmembrane protein (63kD), endoptasmi 3.4 

422093 AF151852 Hs.1 11449 CGi-94 protein 14 

428816 AA004986 Hs.193852 ATP-binding cassette, sub-family C (CFTR 3.4 

442137 AA977235 Hs.128830 ESTs, WeaWy similar to Z192JJUMAN ZiNC 14 

25 405970 3.4 

409434 AF278761 Hs.131581 Homo sapiens testis transcript Y 7 (TTY7 14 

416100 H18700 Hs.268799 ESTs 14 

431418 X68242 Hs.252722 Hin-1 14 

_ A 431954 AK001974 Hs.272242 hypothetical protein FU1 1 1 12 14 

30 440388 AK93520 Hs.223000 ESTs 14 

421072 A1215069 Hs.89113 ESTs 14 

424578 AK001973 Hs.150890 hypothetic^ protein 14 

436331 A1239495 Hs.120189 ESTs 3.4 

„ 444063 A1122614 gb:qa96b05jc1 Soares JetaLheartNbHH19W 14 

35 444453 AW379394 Hs.145126 ESTs 3.4 

404196 14 

421262 AA286746 Hs.9343 Homo sapiens cONA FU 14265 fis, done PL 14 

409555 AW410788 Hs.256165 ESTs 14 

417669 T99898 gb.ye68g01.r1 Soares fetal t'rver spleen 14 

40 416057 A1927382 Hs.29857 ESTs 3.4 

425206 NMJ102153 Hs.155109 hydroxysterold (17-beta) dehydrogenase 2 3.4 

447738 AI871000 Hs.161330 ESTs 3.4 

430664 AW969834 Hs.303303 ESTs 3.4 

411377 AW841462 gb«C6^0014^0300-012-B09CN0014Homo 3.4 

45 415769 H94186 Hs.5912 F-box only protein 7 3.4 

429382 AI791249 Hs.278054 ESTs, Weakly similar to 138022 hypotheti 3.4 

431474 AL133990 Hs.190642 ESTs 3.4 

456908 AI953671 Hs.220994 hypothetical protein FU 141 29 14 

442826 AI018777 Hs.131241 ESTs 3.4 

50 400608 14 

436111 AI803082 Hs.157212 ESTs 3.4 

452807 AA028933 Hs.162434 ESTs 3.4 

436577 W84774 Hs.17643 ESTs 3.4 

412209 AW901456 gb:ROT>NN1012.27030(W)31^07NN1012Homo 3.4 

55 417153 X57010 Hs.81343 collagen, type li. alpha 1 (primary osts 3.4 

423871 AA331906 gb:EST35805 Embryo, 8 week I Homo sapien 3.4 

447516 W05355 Hs.102971 hypowefical protein FU 14751 3.4 

409623 AW449185 gb:UI^I3^e-05-0-Ul.s1 NQ_CGAP_Su 3.4 

^_ 416182 NMJJ04354 Hs.79069 cycKnG2 3.4 

60 420854 AW296927 gbifl-H-BWf>ajcc^7-0-Ul5l NCLCGAP.Su 14 

422899 D16471 Hs.121571 Human mRNA, Xq terminal portion 3.4 

432404 AA535246 Hs.50852 ESTs 3.4 

458695 AV660159 Hs.282284 ESTs. WeaWy similar to 138022 hypotheti 3.4 

440727 AI073991 Hs.134268 ESTs, WeaWy similar to 2109260A 6 ceU 13 

65 426766 AA477989 Hs.98800 ESTs 13 

439567 A1056618 Hs.134314 ESTs 3.3 

456231 H73183 Hs.1 29885 ESTs, WeaWy similar to 2004399A chromos 13 

454318 AW367764 Hs.7857 erythrocyte membrane protein band 4,1-11 3.3 

411966 AA099113 Hs.118609 ESTs 3.3 

70 443644 AI080491 Hs.93270 ESTs, Moderately similar to S65557 alpha 3.3 

437037 T63804 gbyc21e09/l Stratagene hing (937210) H 3.3 

407664 AW063476 HsJ279080 ESTs 3.3 
405780 3.3 

426567 AA381579 Hs.182962 ESTs 3.3 

75 400432 AX015809 Hs.287767 Sequence 8 &om Patent WO9950285 13 
403356 3.3 

404518 A1815601 Hs.79197 CD83 antigen (activated B lymphocytes, i 3.3 

413581 BE150618 gb:RC3-HT0272- 11010W>1 3*06 HT0272 Homo 3.3 

on 429875 AI091815 gb:qa58b05.s1 Soares_NhHMPu_S1 Homosapi 13 

oU 433785 BE044593 Hs.112704 ESTs 13 

437876 AA770151 Hs.126424 ESTs 13 

444870 AI200621 Hs.148504 ESTs 3.3 

453324 W26592 Hs^32089 ESTs 3.3 
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437963 BE396279 gfc601309785F1 NIH_MG0.44 Homo sapiens c 3.3 

425361 AA355933 Hs. 132221 hypottieficaJ protein FU1 2401 33 

408813 A1580O90 Hs.48295 RNA heJicase family 13 

426692 AK001751 Hs, 17 1835 hypolhefical protein FU 10889 3.3 

5 407456 AJ237589 gb:Homo sapiens mRNA for T-tax transcrip 3.3 

433183 AF231338 Hs.222024 transcription factor BMAL2 13 

436168 AK000883 Ks.301645 Homo sapiens cONA FU10021 fis, clone HE 13 

438456 AA913381 Hs.190513 ESTs 3.3 

453242 T98327 Hs.18343 ESTs 13 

10 415131 D61119 gb:HUM158C11BOontech human fetal brain 13 

412040 D86519 Hs.73086 neuropeptide Y receptor Y6 (psewfogene) 13 

435070 AI821270 Hs.285643 Homo sapiens cONARJ 14364 Gs, done HE 13 

444443 AM 49286 Hs.55099 rab6 GTPase activating protein (GAP and 13 

434001 AW950905 Hs.3697 serine (or cysteine) proteinase inhibito 13 

15 454145 AA046872 Hs.62798 ESTs 13 

405264 13 

411849 AW964970 Hs.18861 ESTs, Moderately similar to K1AA1276 pro 13 

416816 T71168 Hs.119567 ESTs,VVeaMysintfartoA47582B-cetlgr 13 

_ 435325 AJ038388 Hs.1 19309 ESTs 3.3 

20 440184 AB002297 Hs.7022 detf«»torofcyto-kinesis3 13 

428355 AL046991 Hs.10338 ESTs 3.3 

429216 AI369472 Hs.65407 ESTs 3.3 

429106 AA446612 gb:zw85g07.s1 Soares_totai_fetus_Nb2HF8_ 13 

_ _ 405720 13 

25 400889 13 

416294 D86980 Hs.79170 KIAA0227 protein 13 

422094 AF129535 Hs.272027 F-box only protein 5 13 

425374 AI904013 p*:MR6T041-220199.104BT041 Homosapien 13 

_^ 418122 R42778 Hs.22217 Homo sapiens clone IMAG&32106, mRNA seq 13 

30 427374 A1150033 Hs.143686 ESTs 13 

443367 AW071349 Hs.215937 ESTs 13 

446645 A1336596 Hs.156294 ESTs 13 

457604 AI004397 Hs.334552 Homo sapiens cDNA FU14930 6s, done PL 13 

452291 AF015592 Hs.28853 COC7 (cell division cycle 7, S. cerevisi 13 

35 410481 R34107 Hs.321450 pregnancy specific beta-1-glyoopretBin 2 13 

458885 AA41 1303 Hs.30022 ESTs. Weakly similar to NAH6JWMAN SOOIU 13 

429608 U49250 Hs.210862 T-box, brain, 1 12 

437454 AL390159 Hs.269812 Homo sapiens mRrM;cDNAOKFZp761M041 5 (f 12 

. _ 430503 AA533574 Hs.152274 ESTs 3.2 

40 432839 AA579465 Hs.452D7 hypothetical protein K1AA1335 12 

421698 T89677 Hs.324323 ESTs 12 

412321 AW936913 gb:RC1-OT002W)3020fXJ12-fOS OT0029 Homo 3.2 

422219 AW97B073 Hs.1010 regulator of mitotic spindle assembly 1 3.2 

454962 AW847645 gb:IL3^T0213-28010O^A04CT0213Homo 12 

45 441705 At087052 Hs.55993 ESTs 12 

403619 3.2 

435608 AW183971 Hs350896 ESTs 12 

426701 A1968103 Hs.209461 Homo sapiens cONA FU 12836 fis, done NT 12 

401132 12 

50 407764 BE008347 gb:CMO-BN0154^)80400^2Sn04 BN0154 Homo 12 

409425 U40462 Hs.54452 zinc finger protein, subfamily 1A, 1 (Ik 12 

428004 AA449563 Hs.1 51393 glutarnate-cysteine Dgase, catalytic sub 12 

443603 BE502601 Hs.1 34289 ESTs, Weakly similar to WAA1063 protest 12 

__ 419936 AI792788 gb:oI91dQ5.y5 NCL.CGAP.KJd5 Homo sapiens 3.2 

55 455571 BE003714 gb:QV3^N0096-200400-161-a01 BN0095Homo 12 

406592 12 

446530 AV658909 Hs.282642 ESTs 12 

454466 M984138 Hs.1 55101 ATP synthase, transporting, mitochond 12 
rrk 401449 12 

60 431196 AW974436 Hs.154929 ESTs 12 

422183 AA431698 Hs.112794 Human DNA sequence from done 1068E13 on 12 

459459 AA460445 gb:zx66h11.r1 Scares totaijetus Nb2HF8_ 12 

421308 AA687322 Hs.192843 leucine zipper protein FKSG1 4 12 

427335 AA448542 Hs^51677 G anSgen 7B 3.2 

65 455236 AW875972 gb:CM3-PT0014O71^9O51-M5 PT0014 Homo 12 

425156 AA351364 gb:EST59099 Infant brain Homo sapiens cD 12 
404588 3.2 

413087 BE064655 gb^C1^T0313^0im012-c09BT0313Homo 3.2 

„ 444910 AI201849 gfcqs76g04jc1 NCLCGAPJ>r28 Homo sapiens 12 

70 426660 NMJW2719 Hs.171734 protein phosphatase 2, regulatory subuni 12 

438315 R56795 Hs.82419 ESTs 12 

425523 AB007948 Hs.1 58244 KIAA0479 protein 12 

419340 AA235590 Hs.87530 ESTs 3.2 

425636 AK001243 Hs.1 58370 hypothetical protein FU 10381 12 

75 430553 AW392821 gb:CM4-ST0275421 299-O53-h09 ST0275 Homo 12 

457030 AI301740 Hs.1 73381 dihydropyrimidTriase-^ 2 3.2 

447375 AI376660 Hs.257822 ESTs 3.2 

408334 AW514652 Hs.321637 ESTs 12 

OA 410085 AA428482 Hs.58589 gtycogenin2 12 

oO 410536 N39533 gb:yv27d04.s1 Scares fetal Ever spleen 12 

448495 AW136516 Hs.208515 ESTs 3.2 
405634 12 

431098 AW501465 Hs.249230 ribonuctease L (2 , ,5 , -oDgoJsoadenytate 12 

433 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



421581 


U89331 


Ue MRQOO 

rc>. tuoyj/ 


440633 


A) 140686 


H* ocooon 


453264 


AA034137 




411656 


AW855576 




419169 


nllW 1 SOU 


u« oroo/r 


426591 


M431127 


Lie COCOR 

ns .90000 


446966 




u. 0AflC4 4 

HSJUUo I 1 




INm_w» 1 10 


u« oooco 


455170 


AWRRftQ79 

MFVQOLftf/ / 




416208 




nS.4 1 £90 


423657 




Me 1KQ1 
MS. 1091 


400816 






*» iUOUf 


ACAOOtHO 


Ue C04D7 

nS.04lo7 


440046 




Ue R077 

ns.au/ / 


452824 


W27643 


He TTORR 
ITS./ 0909 


400315 


U46120 


He 1O00OO 
rts. I9<u9/ 


411965 




ns.ioui lo 


416316 


H 587 21 


nS.Zflo/o 


400613 






414819 


RP177O0f\ 


We 1RR1/Q 
TO. 1 30 1 10 


434833 


ACICCCXQ 

Mr 100340 


Ue 1QOOCQ 
HS .1 94909 


41 RRQO. 
*» 1 00 j J 


Af7cAQ7Q 


Lie DTjinn 

nS.o/409 


H I OlOO 


MACRR1 


LL, QAA4 4 


4flcnQ0 
*iU0U90 






415273 




Ue OOOOO 


*touoi9 


AAMftflRR. 
/vVUIUUOO 


Ue T5iQ Jo 

r&444o49 




a aoijtuc 


lj„ revile 

Hs.1 63725 


414R0R 


□ boWWU 




400441 


uienn 
IvllOOoU 


ns.yyo/y 


402790 






4OO00O 


A&mnccc 

/vvjiUDOO 


nS,lJ474o 


447524 


D80449 


Ue AR177 


448835 


BF777Qoq 

Dm/ / 9&9 


ns. i luoi 


415979 


H16427 


He 971R/11 


434479 


AJ138213 


Hc.1R9ffK 
n* iqcuoo 


426724 




Ho 9Q.1R1R 


418105 






40<iftftR 






406506 






421216 


AVR4Q9RO 


He 1H9RR4 

ns.iutoo*i 


452755 


tvli 10030 f 


He 91"^11R 


404288 






429878 


AA4RMRR 
nnTOUlOO 


nS.i£f40o 


439834 


At7Rv!R7R 


Ue 1 ox coo 
MS. 1 440^0 


454564 


A\AJHfl7<r7Q 
AVYOU/0 f O 




4*;n4Qi 




Ue onooft< 
HS.2Q23Q1 


4flQQ9n 
4U99ZU 


nC1C07jlC 

btioa/4o 


11 _ 4 OCA 4 

Hs.12504 


dflOCTQ 
4UU0r9 


















*i£009U 


AA0Q01R7 


Hs.41294 


4*17770 
HOI 1 IM 


btuoaUJU 


U» 4 0J4*fA 

HS.124179 


40R477 


DC01 07 AO 


Hs.1 17270 


436391 


rKl&il 094 


Ue AACSVJA 


456083 


IK 6922 


We 77050 

nS.//404 


416421 


AA1340Gfi 


He 7Q0.0R 


430101 


AF1 10002 


He ooooro 


449238 


AA49A99Q 


We 001 CR1 


452605 


rt ¥ VOODOO f 


He Qftftl 0 


456323 




Me R70QR 


429828 


ARMQ4Q4 


Ue 00C7R7 


423454 


Al 11fURfi 


Ue XCQ 

nS,409 


452762 


AU/CAI/Oe 
mVOUIHOO 


Ue 070RQ0 


401344 






455511 


RP1447R0 




455280 


AWRRR1RA 
nWOOOlOO 




ATM 19 


AQAOfiOCX 
ADU40404 


Ue 0Q4OAX 

HS^o4245 


HCOQVX) 


AtRO'itXO 


Ue 01 (VI CO 


407RC7 


At/TVWJTO 

AMlUlZf y 


HS.180171 




AQfVtROOX 




457041 


AA3QQA1R 


Me OR/tROR 


421482 


AL1 35462 


He 104715 


459062 


AA059246 


hs.1 10293 


436475 


R588Q6 


Hs.86149 


411622 


A1807894 


Hs.47274 


417489 


AW953341 


Hs^2573 


416454 


AA315308 


Hs.195870 


409699 


BE154650 




438394 


BE379823 


Hs^7693 


443741 


AW451759 


Hs.145420 


405090 






432267 


AK000872 


Hs.274227 


445409 


AJ949081 


Hs.147862 



short stature homsobox 

ESTs 

ESTs 

gb:CM4^TO278-221099^27-d01 CT0278 Homo 
ESTs. Weakly similar to S72482 hypothec 
ESTs 
ESTs 

tumor necrosis (actor, alpha-induced pro 
gb^VO-CT0387-180300.167W CT0387 Homo 
ESTs, Weakly similar to MUC2_HUMAN MUON 
glucan (1,4-alpha-), branching enzyme 1 

phosphaSdytlnoslto! glycan, class K 
hypothetical protein FU1W83 
splicing factor, arginine/serine-rich 2 
Human expressed unknown mRNA 
ESTs 
ESTs 

hypothetical protein FU 13231 

ESTs. Weakly similar to AT1 AJWMAN POTEN 

thrombospondin 1 

adenylosuccinate synthase 

ESTs 

Homo sapiens cDNA FU12583 lis. done NT 
ESTs 

gb:601283601F1 NIH.MGC_44 Homo sapiens c 
&ceH growth factor 1 (12k0) 

ESTs, Weakly similar to A46010 X-Jinked 
ESTs 

UBX domajrvcontairdng 2 

ESTs, Weakly similar to I54374 gene NF2 

olfactory receptor, family 52, subfamily 

ESTs 

ESTs, WeaWy similar to FV1 MOUSE FRIEND 



gb:MR1-ST0086M)21299WgOl ST0088Homo 
ESTs 

likely orthotog of mouse Arkadia 



ESTs 
ESTs 

hypothetical protein FU14345 
ESTs 

fragie histkfine triad gene 

eukaryotic translation initiation factor 

guanylate cyclase activator 1C 

rnuscte-speciRc RIN&flnger protein 3 

hypolhetteaJ protein FU23441 

Homo sapiens cDNA FU20269 fis, done HE 

IDN3 protein 

sucdnate dehydrogenase complex, subunit 
v-akt murine thymoma viral oncogene homo 

gb:CM0-HT01 6^1099^654)04 HT0180 Homo 
gb:RC5OT0078-150mC21-E08 OT0078 Homo 
hypothetical protein IMPACT 
ESTs 

Homo sapiens cOMA FU10417 fis, done NT 
gb:Homo sapiens mRNA for HRV Fab N6-VH. 
ESTs 

inversin 
ESTs 

phosphdnositol 3-phosphate-blndIng prot 
Homo sapiens mRNA; cDNA DKFZp564B176 (fr 
ESTs, WeaWy similar to ALU1 JWMAN ALU S 
hypothetical protein FU 14991 
gb:PM^0344-071299^)03-c0a HT0344 Homo 
pepfidylprciyi feomerase (cydophiflnH 
ESTs 
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404513 

412074 

407762 

403396 

436938 

458090 

400706 

432779 

444600 

403786 

430187 

451700 

456649 

457503 

446251 

406327 

434671 

430175 

454186 

449459 

435934 

400325 

408408 

414514 

423717 

424152 

430982 

424726 

456186 

412222 

459201 

422511 

435579 

417027 

415533 

445909 

418343 

459440 

403341 

445635 

453830 

455866 

407676 

437913 

443458 

457049 

400491 

456189 

441874 

416483 



AV64974B Hs.295901 KIAA0493 protein 

AW628666 Hs.98440 ESTs, WeaWy sirnflar to 138022 hypotheli 

AA219332 Hs.120869 ESTs,VV^simaartoR107_HU!WANH-REV 

AA397789 Hs.161803 ESTs 

AL080276 Hs.268562 regulator of G-protein signalling 1 7 

AW207634 Hs.170849 ESTs 

ABQ23021 Hs .225945 fucosyl transferase 9 (alpha (1 ,3) fucosy 

AA779344 Hs.138136 ESTs, Weakly similar to 1510254A L1 rape 

AU076801 Hs.89436 eadherin 17. U cadherin flSver-intestin 

M14156 Ks.85112 insufln-tike growth factor 1 (scmatomedl 

8E081745 Hs.272188 Homo sapiens cDNAFU 12090 fis, clone HE 

AA243660 Hs.143061 ESTs 

F09134 Hs.12839 ESTs 

NM.005756 Hs.184942 G protein-coupled receptor 64 

AA3261B7 Hs.17170 G protein-coupled receptor 4 

BE146B79 gb:QV44iT0222-261 09941 4c11 HT0222 Homo 

AK001695 Hs.146589 hypothetical protein FU10701 

AF075084 gb:Homo sapiens full length insert cDNA 

A1741816 Hs.125897 ESTs 

AA370141 Hs.2281 chrorru>granin B (secretogranin 1) 

U44060 Hs.14427 Homo sapiens cDNA: FU21800 fis, done H 

AI733011 Hs.1 27678 ESTs 

A1521251 Hs.171030 ESTs 

BE299342 Hs.19348 hypothetical protein FU1 31 19 

AW271635 Hs.170717 ESTs 

AW071225 Hs.245556 ESTs 

AA424158 Hs.206461 ESTs 

AA757626 Hs.10941 ESTs, Weakly similar to IPP1_HUMAN PROTE 

AW372914 Hs.86149 phospholnosltol 3^>hosphate-blnding prot 

S74683 Hs.73139 AOP-ribosyltransferase 1 

AW235638 Hs.29475 ESTs 

AW1395BO Hs.161393 ESTs 

AI282149 Hs.56213 ESTs, Highly similar to FXD3_HUMAN FORKH 

AW979241 gb:EST391351 MAGE resequences, MAGP Homo 

R41398 Hs.6996 ESTs 

AI799909 Hs.158989 ESTs 

A1470262 Hs.29553 ESTs 

R74441 Hs.117176 pcly(A}-binQing protein, nuclear 1 

AW970244 Hs.162188 ESTs 

AW8S7156 Hs.282589 ESTs, Weakly similar to 138022 hypothec 

R34758 gb:yg61g02r1 Scares Infant brain 1N!B H 

AA468724 gfcneQ9a06.s1 NCLCGAP_Co3 Homo sapiens 

BE141030 gb:MrWfT0067-20109W)02-h11 HT0067 Homo 

BE546846 Hs.195048 ESTs 

R19382 Hs.1 17869 ESTs 

M85292 Hs.247924 Homo sapiens endogenous HIV-1 related se 

AF070571 Hs.44690 Homo sapiens clone 24739 mRNA sequence 

BE327365 Hs.2801B7 ESTs 

AA330036 Hs. 152003 ESTs 

AL133591 Hs.141480 Homo sapiens mRNA; cONA DKFZp434N079 (tr 

R17432 Hs.22217 Homo sapiens done I MAGE: 32 106, mRNA seq 
AK001007 Hs.138760 Homo sapiens cONA RJ10145 fis, clone HE 

W26642 gb:34b8 Human retina cDNA randomly prime 
AA528283 Hs.292737 ESTs 

AW391 177 gb:MR3-ST02O3-221299^2^d05 ST0203 Homo 

AU076442 Hs.1 17938 ooilagen, type XVII, alpha 1 
AJ332373 Hs.156924 ESTs 
AA192306 Hs.23926 Hadto 

T74009 Hs.268738 ESTs, Weakly similar to ALU7_HUMAN ALU S 
BE262656 Hs.32603 hypothetical protein MGC3279 similar to 
AA216372 Hs.159501 ESTs 

BE048054 gb:tz46c03.y 1 NCLCGAP_Bm52 Homo sapten 

AI769774 Hs.209831 ESTs, Weakly similar to ALU LHUMAN ALUS 
AA534296 Hs.20953 ESTs 

BE149024 gb:CMO-HT0249-291099484-c04 HT0249 Homo 

AW064111 Hs.279823 ESTs 

AI140825 Hs.121623 ESTs 

R05385 Hs.143509 hypothetical protein FU2 1924 

AW631495 Hs.27135 B-ceH receptor-associated protein BAP29 

H25530 Hs.50868 solute carrier family 22 (organic cation 

H91010 Hs.44940 ESTs 

AA970389 Hs.1 28055 ESTs 

H58311 Hs.165077 ESTs 
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420879 N31165 Hs.238837 ESTs. WeaHy sirrrilar to S43603 RNAbindi 29 

446447 AI300402 Hs.2O2250 ESTs 2.9 

439953 AA918129 Hs.124638 ESTs 2.9 

r 400643 2.9 

5 438594 AI419982 Hs.156189 ESTs 29 

438402 D16902 Hs.42915 ARP2 (adirxelaled protein 2, yeast) ho 2.9 

451353 N21Q43 Hs.42932 ESTs 2.9 

419791 AI579909 Hs.105104 ESTs 2.9 

415628 F13080 gb:HSC31D041 normalized infant brain cON 19 

10 423637 AL 137279 Hs.130187 Homo sapiens mRNA; cONA DKFZp43401 21 4 (f 29 

454747 AW818535 gb:RC1 ^T0278-1 4030041 6-f05 STM78 Homo 2.9 

452778 R71338 Hs£921 Homo sapiens cDNA: FU21 592 lis, done C 29 

457178 AL039101 Hs.194625 dynein, cytoplasmic, fight Intermediate 2.9 

401526 2,9 

15 408751 N91553 Hs.258343 ESTs 2.9 

414140 AA281279 Hs.23317 hypothetteai protein FU 14681 29 

417320 AA195667 Hs.86022 ESTs 29 

442927 AI024347 Hs.131519 ESTs 29 

„ 444125 AI124882 Hs.118121 ESTs 29 

20 453901 BE065902 gb:RC2-BT0318-15020(W)11-b09ffT0318Homo 29 

421847 NM_014717 Hs.108884 KIM0390 gene product 28 

434424 AI811202 Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 28 

422225 BE245652 Hs.1 18281 zinc finger protein 266 28 

403011 2.8 

25 405170 28 

435878 R08330 Hs^0152 ESTs 2.8 

436194 AK001074 Hs.333435 HomosapfenscDNAFU10212fe.donaHE 28 

400394 AF040257 Hs.283818 Homo sapiens TNF receptor homolog mRNA, 28 

411244 AW833768 gb:QV4-TT0008.13010f>077^06TT0008 Homo 28 

30 441817 AW969708 Hs.293332 ESTs 28 

456118 AA380267 HsJ8277 DKFZP434F2021 protein 28 

417801 AA417383 Hs.82582 integrin, beta-like 1 (with EGF-fike rep 28 

442717 R88362 Hs.180591 ESTs, Weakly similar to T23976 hypotheli 28 

402131 28 

35 428959 AF100779 Hs.194680 WNT1 inducible signaKng pathway protein 28 

438160 AA779332 Hs.122671 ESTs 28 

407594 AW057584 Hs.160681 ESTs 28 

417877 A1025829 Hs.86320 ESTs 28 

439235 N45513 Hs.46608 ESTs 28 

40 451257 AA016255 Hs^1856 ESTs. WeaWy similar to KIAA1 453 protein 28 

437113 AA744693 gb:ny 26c 10.s1 Nd_CGAP^GC61 Homo sapiens 28 

430882 BE174240 Hs.79024 heterogeneous nuclear ribonucteoprotein 28 

409978 031897 Hs.57714 double C2-iike domains, alpha 28 

. _ 410672 AW794600 gb:RC6-UW01 4-1 70300422^5 UM001 4 Homo 28 

45 412236 AW902583 gb^NN1024-260400-171-f10NN1024Homo 28 

417827 T79366 Hs.108258 actin binding protein; macrophln (microf 28 

420206 M91463 Hs.95958 solute carrier family 2 (facilitated glu 28 

449676 AW380579 Hs.209657 ESTs 28 

454778 AW820199 gb:QV2-ST0296-190100-029-a07 ST0296 Homo 28 

50 451203 AW070604 Hs.46517 ESTs 28 

450180 AW449644 Hs.257182 ESTs 28 

409432 D49372 Hs.54460 smafl inducible cytokine subfamily A (Cy 28 

442264 A1278777 Hs.263455 ESTs, Weakly similar to ALU1 .HUMAN ALUS 28 

450003 AA777809 Hs.191995 ESTs 28 

55 401602 28 

413986 Z43567 gb:HSC1FC021 normalized Infant brain cDN 28 

436187 AK000998 Hs.297221 Homo sapiens cONA FU10136 fis, clone HE 28 

415652 T79213 Hs.272073 ESTs 28 

404076 '28 

60 409416 AW388359 Hs.10667 ESTs 28 

420814 AA721156 Hs.1 90440 ESTs 28 

426960 AA393713 gb:zf71h04.r1 SoaresJestis_NHT Homo sap 28 

419227 BE537383 Hs.89739 choiinergic receptor, nicotinic, beta po 28 

448597 BE613250 Hs.98265 WAA1 877 protein 28 

65 409928 AL137163 Hs.57549 hypothetical protein dJ473B4 28 

433077 AA314262 Hs.301917 YDD19 protein 28 

436720 AW975902 gb:EST388011 MAGE resequences, MAGN Homo 28 

447410 AI470235 Hs.172698 EST 28 

„ 414652 A1620599 Hs.72068 ESTs 28 

70 430454 AW469011 Hs.105635 ESTs 2.8 

412417 AA102268 Hs.158622 ESTs 26 

423130 AW897586 Hs.21213 ESTs 2.8 

430660 R11884 Hs.100826 ESTs 28 

401098 28 

75 454036 AA374756 Hs.93560 Homo sapiens mRNA for K1AA1771 protein, 28 

403549 28 

414394 AI904738 Hs.76053 DEAQ/H (Asp-Glu-Ala-Asp/His) box porypep 28 

412323 AW937143 gb:PM1-DT0041-281299401-f01 DT0041 Homo 28 

433513 A1566356 Hs.171437 ESTs 2.8 

80 446677 AI800311 Hs. 156291 ESTs 28 

457756 AA126136 Hs.38125 interferon-induced protein 75. 52kD 28 

450895 N66727 Hs.1 0957 ESTs 28 

434352 AF129505 Hs.86492 small musde protein, X-Onked 28 
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449358 
422816 
420756 
423532 
448870 
451206 
457314 
458023 
422260 
429638 
408936 
411762 
416192 
455310 
406992 
421003 
429593 
445611 
445747 
445017 
411726 
451917 
416805 
423020 
427134 
435689 
429282 
435731 
426682 
421274 
403776 
409526 
410201 
427839 
447884 
449396 
422988 
442772 
434890 
412400 
413998 
403677 
423401 



432591 

446800 

454938 

456869 

445233 

448756 

418379 

435068 

406092 

422036 

441541 

451395 

455880 

459275 

423949 

435420 

439418 

454790 

447453 

454767 

413252 

402429 

403760 

433128 

435448 

445706 

422171 

459023 

443246 

404569 

410181 

422897 

427038 

449880 

455992 

415268 

445554 

452512 

440728 



AA001229 

AA323586 

M411800 

BE090503 

BE1817S3 

H86228 

AA479597 

AW978161 

AA315993 

AI916662 

AL138043 

AW860972 

NM.0O5O36 

AW893961 

S82472 

T72080 

AK000332 

AW418497 

AI820863 

A1205493 

AW858612 

AW391351 

F13271 

AA383092 

AA398409 

AA694284 

N27596 

AA699581 

AV660038 

BE160327 

BE298751 

AA126129 

M608823 

H29505 

BE169100 

AW673847 

AW503680 

AF161345 

AW948066 

AW103807 

NMJJ01992 

AA492071 

M643238 

A1341635 

AW846134 

BE467912 

AV653034 

AI739241 

AA218940 

H16262 

AA302647 

AA938663 

A1082419 

BE153208 

AI808913 

A1014546 

AI928513 

A1282149 

AW820852 

AW608645 

BE069199 

BE074910 



Hs.131436 ESTs 
Hs.93235 ESTs 
Hs.189900 ESTs 

gb:RC6^T0717-11040W)11-F11 BT0717 Homo 
Hs.175358 ESTs, WeaWy similar to A47582 B-cett gr 
Hs.2717B0 ESTs, Weakly similar to (38022 hypotheti 
Hs.193669 hypothetical protein DKF2p586J 1119 
Hs.26B555 S*-^ exoribonuclease 2 
Hs. 105484 regenerating gene type IV 
Hs.21 1 577 kinecOn 1 (tanesfo receptor) 
Hs.293549 ESTs 

gb:QVO-CT0387-18030(M67-h07 CT0387 Homo 
peroxisome proliferative activated recep 
gb«C4-NN0027-06040(W11-d1 1 NN0027 Homo 
gb:beta -poMJNA polymerase beta {exon a 
Hs.95667 F-box protein 30 
Hs.209927 Homo sapiens cDNA FU20325 fis. done HE 
Hs.145583 ESTs 

Hs.145328 ESTs, Weakly simaar to ALU1_HUMAN ALUS 
Hs.176860 ESTs 

gb^M3-CT0341-190400-1524i12CT0341 Homo 
Hs.50820 Homo sapiens unknown mRNA 
Hs.79981 Human done 23560 mRNA sequence 
Hs.1608 replication protein A3 (14kD) 
Hs.173561 EST 

gb:zi35c02.s1 SoaresJeiaiJiver.spteen_ 
Hs.21342 ESTs 
Hs.186811 ESTs 

Hs.2056 UOP grycosyftransferase 1 family, polype 
Hs.104572 ESTs 



Hs.55014 



Hs.98244 



Hs.97321 
Hs.5957 



hypothetical protein FU 10206 
gb2m78cQ7.r1 Stratagene neuroepithelium 
ESTs 

gb:ym60d10.r1 Soares infant brain 1NIB H 
Hs.195029 ESTs 
ESTs 

Homo sapiens clone 24416 mRNA sequence 
Hs.283930 Homo sapiens HSPC082 mRNA, partial cds 

gb:RC0-MT0012-29030(W)31.h10 MT0012 Homo 
Hs.243933 ESTs 

Hs. 1 28087 coagulation factor II {thrombin) recepto 

gb:ne97b04.s1 NCI_CGAP_Kid1 Homo sapiens 

Hs.146144 ESTs 

Hs.156486 ESTS 

gb:GVO-CT0179-091 19WJ49402 CT0179 Homo 

Hs.1 54294 discs, targe (Drosophila) homolog 1 

Hs.297559 ESTs 

Hs.171480 ESTs 

Hs.137516 fkigetin-tikel 

Hs^1415 ESTs 

Hs.271891 ESTs, Weakly similar to ZN91 JWMAN ZINC 
Hs,199828 ESTs 
Hs.1 14761 ESTs 

gb:PM0^033545MO&007-F10 HT0335 Homo 
Hs.339352 Homo sapiens brother of COO (BOC) mRNA, 
Hs.130912 ESTs 
Hs.59203 ESTs 

Hs.56213 ESTs, Highly similar to FXD3_HUMAN FORKH 
gb:RC2-ST0301-12020(M)11-f12ST0301 Homo 

Hs.1 8800 hypothetical protein FU20281 

gb:QV3-BT0379^)10300-105fl03 BT0379 Homo 
gb:RC5*T0580-17030(H)21-F12 BT0580 Homo 



AB021923 Hs.23367 EST-YD1 protein 

H17132 Hs.27085 ESTs 

AA305520 Hs.1 088 12 hypothetical protein FU22004 

U50529 Hs.1 1 2434 Novel human gene mapping to chomosome 1 3 

AW968226 Hs.60798 ESTs 

T75157 Hs.337603 ESTs, Weakry similar to T08680 hypolheti 

AI458210 Hs.261285 pteiotropic regulator 1 {PRL1, Arabtfops 

AA679784 Hs.4290 ESTs 

NIWL014633 Hs.173288 WAA0155 gene product 

A1673006 Hs.231948 ESTs 

BE179015 gb:RC3-HT06 1 2-080500-01 3-h 10 HT0612 Homo 

R53935 H*l287827 ESTs, Highly sfrnOar to MDR3_HUMAN MULTI 

AA151730 Hs.301789 nudix (nucleoside diphosphate finked moi 

AW363486 Hs.337635 ESTs 

AW086077 Hs.1 53272 Homo sapiens cDNA: FU227 15 fis, clone H 
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419481 AI879195 Hs.90605 15 kDa selenoprotein 17 

454352 AW389668 gb:RC2-ST01 684)71 29W)1M)6ST01 68 Homo 2.7 

422831 R02504 Hs.332943 ESTs 2.7 

413646 BE155042 gb:PM0-HT0349-1 012994)02-604 HT0349 Homo 2.7 

5 426872 AA410446 Hs.1 12011 ESTs, WeaJdy similar b unknown [H.sapie 2.7 

459160 AI904723 gb:C^T066.1202994)92BT0S5Homosaplen 17 

421338 AA287443 gb:zs52c10j1 NQ^CGAP^GCBI Homo sapiens 17 

446002 AI346468 Ks. 145789 ESTs 2.7 

454716 AW850684 gbiLSCT0219-1602(KW)634)12CT0219Komo 2.7 

10 406664 L34041 Hs.9739 gtvcerol^-phosphate dehydrogenase 1 (so 2.7 

453128 AW026516 Hs.31791 ^phosphatase 2. muscle type 17 

408691 AW250525 gb:2821626.5prime NIH_MGC_7 Homo sapiens 17 

454754 AW819191 gb:CM1-STOm071299-061-d08 ST0283 Homo Z7 

439451 AF08627O Hs.278554 helerocrmjmatin-tike protein 1 2.7 

15 445225 AI216555 Hs.202398 ESTs 17 

427175 H0S924 Hs.23782 hypothetical protein FU 12847 17 

411816 AW864609 gb:PM3-SN0017-2403(XWM)1-h03SN0017 Homo 2.7 

438135 A1253025 Hs.190426 ESTs 2.7 

405981 2.7 

20 406005 17 

430762 A1343652 Hs.1 05667 ESTs 17 

438361 AA805666 Hs.146217 Homo sapiens cDNA: FU23077 fis, clone L 17 

412105 H07971 H&94319 VPS10 domain receptor protein 2.7 

434684 AA737282 Hs.190911 ESTs 2.7 

25 445660 AI702668 Hs.201955 ESTs 2.7 

400844 16 

415725 BE219771 Hs.237146 hypothetical protein FU 12752 16 

420159 A1572490 Hs.99785 Homo sapiens cDNA: FU21245 rKdone C 2.6 

408812 BE397160 Hs.254763 ESTs, Weakly similar to A42442 integrin 2.6 

30 430052 AF102850 Hs.227933 Akj5, S. cerevisiae, homolog of IS 

440310 AA878939 Hs.125406 ESTs 16 

425659 AKO0O590 Hs.158836 hypothetical prolein FU20583 16 

417252 AA195014 Hs.85971 ESTs 16 

427167 AI239607 Hs.99196 hypothetical protein M6C1 1 324 16 

35 431613 AA018615 Hs.264482 HomosapteremRNA;cONAOKFZp761A0411 (f 16 

414546 BE379492 gb:601 23621 5F1 NIHJAGCjW Homo sapiens c 16 

407494 U10072 gb:Human forkhead family (AFX1) mRNA, pa 16 

429643 AA455889 Hs.167279 FYVE^ger-containing Rab5 effector pro 16 

442240 AI791883 Hs.292719 ESTs 16 

40 452821 AW471181 Hs.160874 ESTs 16 

410238 N94320 Hs.144225 ESTs 16 

419236 AA330447 Hs.135159 Homo sapiens cDNAFU 11481 fis, done HE 16 

440801 AA906366 Hs.190535 ESTs 16 

. _ 440274 R24595 Hs.7122 scrapie responsive protein 1 16 

45 411597 AW852925 gb:PWW>T0248-131099401410CT0248Homo 16 

417956 AA210704 Hs.190465 ESTs 16 

420621 AA278808 gb2s79c09.r1 NCI_CGAPJ3CB1 Homo sapiens 16 

425176 AW015644 Hs.155005 TEA domain family member 1 {SV40transcr 16 

425492 AL021918 Hs.158174 zinc finger protein 184 (KruppeMike) 16 

50 425698 NM_016112 Hs.159241 potycystic kidney disease 2J8ce 1 16 

426098 NM-014906 Hs.166351 K1AA1 072 protein 16 

435113 AA665469 Hs.117136 ESTs 16 

438188 AA779975 Hs.128859 ESTs 16 

445550 A1242754 Hs.137306 ESTs 16 

55 458804 AL157625 gb:DKFZp761L2016_r1 761 (synonym: hamy2) 16 

448299 AA497044 Hs.20887 hypothetical protein FU 10392 16 

436407 T88803 Hs.271507 ESTs, Weakly similar to TIMJWMAN PROBAB 16 

425195 AA352026 Hs.94319 VPS 10 domain receptor protein 16 

418282 AA215535 Hs.98133 ESTs 16 

60 442757 AT739528 Hs.28345 ESTs 16 

413470 N20934 gb:yx54c1 1.s1 Soares melanocyte 2NbHM Ho 16 

428527 AI902398 Hs.34492 Cyl19 protein 16 

441209 AA922939 Hs.135742 ESTs 16 

458679 AW975460 Hs.143563 ESTs 16 

65 442279 AW867008 Hs.159970 ESTs 16 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 16 

411880 AW872477 gb:hrn30f03jc1 NCI_CGAP_Thy4 Hcmo sapiens 16 

404845 " 16 

411693 AW857271 gb:CmCT0307.210100-15&fl09CT0307Homo 16 

70 438298 H23542 Hs.1 81788 ESTs 16 

444517 AI939339 Hs.146883 ESTs 16 

455870 AW452631 Hs.313803 ESTs, Highly similar to AF157833 1 nond 16 

457630 AI680803 Hs.1 12627 ESTs 2.6 

„ 424015 N95695 Hs.166361 Homo sapiens mRNA; cDNA DKF2p564F1 12 (fr 16 

75 417563 AA203701 gbzx52a10.r1 SoaxesJelaUiverjipteen. 16 

413174 AA723564 Hs.191343 ESTs 16 

438675 AA827640 Hs.1 89059 ESTs 16 

440700 AW952281 Hs.296184 guanine nucleotide binding protein (G pr 16 

423257 AW161039 Hs.125878 synapslnlll 16 

80 431086 AI829692 Hs.211561 ESTs 16 

409337 H71289 Hs.220535 ESTs 16 

442818 AK001741 Hs.8739 hypothetical protein FU10879 16 

410014 A1298027 Hs.5057 carboxypep&Iase D 16 
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455935 BE158687 gb:CM0-HTO395-280100.16W)09HT0395Homo 16 

403273 16 

445955 AA332209 Hs.158196 fransoipfionaJ adaptor 3 (ADA3. yeast h 2.6 

425526 AI537536 Hs.173519 ESTs 16 

5 451531 AA018311 Hs.114762 ESTs 2.6 

428085 AA421081 Hs, 12388 ESTs 2.6 

429761 AI276780 Hs.135173 ESTs 16 

437958 BE139550 Hs.1 21668 ESTs, Moderately similar to PC4259 ferri 2.6 

442666 W74633 Hs.303720 ESTs Z6 

10 413088 BE084962 gb:RC1-BT0313-13040(W16<02BT0313Homo 16 

419107 AW085152 Hs.292987 ESTs 2.6 

435766 R11673 Hs.186498 ESTs 2.6 

452879 AW90S328 Hs.180842 ribosomal protein L1 3 2.6 

_ 440400 AA994364 Hs.125594 ESTs, Weakly similar to T25472 hypotheti 2.6 

15 440460 H92571 Hs.234478 Homo sapiens cDNA: FU22648 its, clone H 2.6 

424146 AA705092 Hs.202368 ESTs 2.6 

439950 AW937417 Hs.293561 ESTs 2.6 

410366 AI267589 Hs.302689 hypothetical protein 2.6 

417485 AA203304 Hs.32826 CGM30 protein 2.6 

20 412568 AW962574 gb:EST374647 MAGE resequences, MAGG Homo 2.6 

416498 U33632 Hs.79351 potassium channel, subfamily K, member 1 2.6 

440397 AA884448 Hs.157239 ESTs 2.6 

451236 AI767406 Hs.207026 ESTs, Weakly similar to B56205 transcrip 2.6 

411819 AW947884 gb:PM1-MT001 0-200300401-0,08 MT0010 Homo 2.6 

25 430357 AW976789 Hs.165607 ESTs 2.6 

432869 AW974094 gb:EST3B6197 MAGE resequences, MAGM Homo 16 

427506 AK000134 Hs.1791X hypothetical protein FU201 27 16 

401614 16 

„ 404531 Z25884 Hs.121483 chloride channel 1 . skeletal muscte (Th 2.6 

30 426698 AA394104 Hs.97489 ESTs 2.6 

440479 AA886461 Hs.208161 ESTs 16 

443160 AI467915 Hs.36053 ESTs 2.6 

419323 AI092379 Hs.135275 ESTs 15 

442813 AI018435 Hs.270970 ESTs 2.5 

35 435196 AK001084 Hs.333498 Homo sapiens cDNA FU 10222 lis, clone HE 15 

433561 BE540937 Hs.20104 hypothetical protein FU00052 15 

434059 AA649162 Hs.236456 ESTs 15 

454836 AW833711 gb:QV4-TT0008-251 19944^11 n0008Homo 15 

458589 AV654623 Hs.288141 hypothetical protein MGC31 56 15 

40 459716 15 

436340 R42246 Hs.21606 ESTs 15 

428020 L19058 Hs.181581 glutamate receptor, ionotropic, kainate 15 

416951 AA190926 Hs.1 90785 ESTs, Moderately similar to S65657 alpha 15 

401078 15 

45 410644 AW902125 gb:QV(WJN1022-120500-22(Wi12NN1022Homo 15 

411660 AW855718 gb:RC1-CT0279O7010(H)21-e06 CT0279 Homo 15 

425201 AA352111 gb:EST60081 Activated T-cells XX Homo sa 15 

455252 AW876627 gb:RC3-PT0028-1 20200-013^1 1 PT0028 Homo 15 

_ A 439096 AA830185 Hs.269680 ESTs 15 

50 442627 AI027990 Hs.132303 ESTs 2.5 

457799 AF220188 Hsl36510 uncharacterized hypothalamus protein HTM 15 

428799 AI47B619 Hs.104677 ESTs 2.5 

450402 BE218027 Hs.89969 ESTs 15 

411156 AW819939 Hs.273629 ESTs 15 

55 431673 AW971302 Hs.293233 ESTs 15 

415706 BE182587 Hs.57485 ESTs 15 

412882 BE006919 Hs.134106 ESTs 15 

441300 R35063 Hs.181536 ESTs 15 

413257 BE075035 gb:PM3-BT05B4-26030tMK)2^05 BT0584 Homo 15 

60 434662 AA641957 gbm$18d08.r1 NCI.CGAP.GCBI Homo sapiens 15 

455255 AW877139 gb:QV2-PT0010-1 60400-133^01 PT0010 Homo 15 

417137 U46265 Hs.81261 mitochondrial ribosomal protein S21 15 

417909 R35614 gb.7g66eO8.rl Scares infant brain 1NIB H 15 

rc 458043 AW979009 Hs.326108 ESTs 15 

65 417006 AW673606 Hs.80758 aspartyHRNA synthetase 15 

442006 AW975183 Hs.292663 ESTs. Weakly simBar to S72482 hypotheti 15 

455756 BE079307 , pj>:RC1.BT0623-120200-01H09BT0823Homo 15 

454032 W31790 Hs.194293 ESTs, Weakly similar to 154374 gene NF2 15 

444963 AI916973 Hs.213603 ESTs 15 

70 443526 AW792804 Hs.134002 ESTs 15 

454532 AA344685 Hs.58831 regulalor of Fas-induced apoptosis 15 

428832 AA578229 Hs.324239 ESTs, Moderately similar to ZN91_HUMAN Z 15 

442003 AW297497 Hs.201891 ESTs 15 

452768 AW069459 Hs.61539 ESTs 15 

/5 411355 AW838479 Hs.22692 ESTs 15 

458890 AW865523 gb:PM4-SN00KM)1040(W)09*05 SN0020Homo 15 

400074 15 

405241 15 

„ 413096 BE065209 gb:RC1-BT031«1030r>015*12BT0314Homo 15 

80 414349 BE512S68 gtr601 172296F1 NiH MGC 15 Homo sapiens c 15 

422884 AW860975 Hs.13256 ESTs 15 

429515 AL031228 Hs.204370 DMA segment on chromosome 6 {unique, pse 15 

431925 AK000890 gb:Homo sapiens cONA RJ 10028 5s, done 15 
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442553 


BE2S9247 




gb:60118548SF1 MIH_MGC_8 Homo sapiens cO 


401882 






458257 


U46351 


H&.201219 


ESTs, WeaWy similar b SI 8946 uHra hlg 


405338 








439492 


AF086310 


Hs.103159 


ESTs 


459390 


BE385725 




gb:601 276347F1 NlH_M6C_20 Homo sapiens c 


436359 


Z83806 




gbiRsapiens mRNA for axonemal dynein he 


429322 


D86984 


Hs. 199243 


K1AA0231 protein 


431699 


NM_001173 


Hs.267831 


Rho GTPase activating protein 5 


437107 


AA745598 


Hs.291840 


ESTs, Weakly similar b 178885 serine/ih 


441953 


H11695 


Hs.322901 


disrupter of silencing 10 


442777 


AW341541 


Hs.271153 


ESTs 


453361 


AA035197 


Hs. 107375 


ESTs 


455275 


AW977806 




gb:EST389810 MAGE resequences, MAGO Homo 


457824 


R84938 




gb:yt65fl)4.r1 Soares retina N2b4HR Homo 


428550 


AW297880 


Ks.98661 


ESTs 


445900 


AF070526 


Hs.13429 


Homo sapiens done 24787 mRNA sequence 


456359 


A1967991 


Hs.93574 


homeo box D3 


414366 


BE549143 




gb:601076456F1 N1HJ4GCJ 2 Homo sapiens c 


452528 


AA742457 


Hs.291479 


ESTs 


40S444 


AW661839 


Hs.253204 


ESTs 


440327 


R12581 


Hs.191146 


ESTs 


410406 


AI969703 


Hs.1466 


glycerol kinase 


457021 


AW958934 


Hs.173108 


Homo sapiens cDNA: FU21897 fis, done H 


41B948 


AI217097 




gb:qd43h07jc1 SoaresJetaLr*art_NbHH19W 


435427 


AA682573 


Hs.188982 


ESTs. Weakly similar ta organic anion tr 


427791 


AA412446 


Hs.98138 


ESTs 


403509 


AF231919 


Hs.18759 


K1AA0539 gene product 


436590 


AI393115 


Hs.127655 


ESTs 


455556 


AW995423 




gb:QV04N0042~010400-18Sg08 BN0042 Homo 


405869 








408274 


R17315 




gfcyg12g1 1.r1 Soares infant brain 1NIB H 


448015 


A1458065 


Hs.23196 


ESTs 


454190 


AW1 77821 




gb:lL3-HT0059-180899-007-C05 HT0059 Homo 


436154 


AA764950 


Hs.1 19898 


ESTs 


406377 








437030 


AA742577 


Hs.303781 


EST 


420815 


AA280684 


Hs.270584 


ESTs 


418421 


R58620 


Hs.85050 


phosphdamban 


423638 


AI003521 


Ks.130310 


Homo sapiens mRNA for cyclin B3 isofarm 


415425 


F08365 




gb:HSCZSA121 normalized infant brain cON 


404577 






403568 








425967 


NM.007159 


Hs.4007 


Sarcotemm al-as sociated protein 


449899 


AI610700 


Hs.103280 


ESTs 


451078 


AI927694 


Hs.204470 


ESTs 


453343 


AA905353 


Hs.121622 


ESTs 


428728 


NMJM6625 


Hs.191381 


hypothetical protein 


409642 


AW450809 


Hs.257347 


ESTs 


426235 


AI631954 


Hs.34447 


ESTs 


452043 


H86231 




gb:yt03f02.r1 Soares retina N2b5HR Homo 


401992 







419910 
411036 
444575 
449311 
454566 
454597 
413875 
421583 
426237 
454437 
419187 
444493 
405547 
454086 
417508 
416277 
420976 
406468 
408617 
418994 
445432 
454137 
455328 
409500 
434138 
419511 
437980 
439999 
403501 
446845 
401775 



AA662913 

AA857218 

AJ264847 

A1657014 

AW807605 

AW809648 

BE176776 

AA293333 

AK001104 

AI248173 

AA234852 

R59410 

AW885909 
BE163512 
W78765 
AJ924940 

R61736 

AA296520 

AV653771 

AW500340 

AW896438 

U08098 

AA625804 

AA429750 

R50393 

AA1 15811 



Hs.190173 
Hs.297007 
Hs.22S45 



Hs.168241 
Hs.191460 
Hs.44693 
Hs.282094 



ESTs, Weakly similar to A46010 X-flnked 
membrane-bound transcription factor prot 
Homo sapiens cDNA FU 12935 fis. done NT 
gb:tt49a12x1 NCICGAP_GC6 Homo sapiens 
gb:MR4-ST0098-1201(XW)01-b06 ST0098 Homo 
gb:MR4-ST0124-26109941 W01 ST0124 Homo 
gb:RC3-HT0588-110m011^09 HT0586 Homo 
gbzt53c09.r1 Soares ovary tumor NbHOT H 
hypothetical protein FU 10242 
hypothetical protein MGC1 2936 
ESTs 

ESTs. Moderately stm3ar to 138022 hypot 



Hs.6975 PRO1073 protein 

Hs.1 80877 H3 Nstone, family 3B (H3.3B) 

Hs.180145 HSPC030 protein 

Hs.108082 ESTs,WeaWysirniartoT31636rryrJ0theti 

Hs.124128 ESTs 

ns.D3o4o seiecun t (enaotneuai aunesion moiecui 

gbAV653771 GLC Homo sapiens cONA done 

Hs.31 3876 ESTs, Weakly similar to 136022 hypotheU 

gb:PM1-NN0047440400401-d09 NN0047 Homo 

Hs34576 sutfotransferase, estrogen-preferring 

gbzu86h01.s1 Scares Jestis_NHT Homo sap 

Hs.75113 general transcription factor HtA 

Hs^78436 WAA1474 protein 

Hs.6838 rashomotog gene famfly, member E 



AI343645 Hs.1 56108 ESTs 
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410845 AW807182 gtuMR«T0062-18020CM)01-b04ST0062Homo 24 

411836 AW901879 Hs.314453 ESTs 2.4 

412879 BE092219 gb:IU^T0734-240400471-B04BT0734Homo 24 

421083 AA283628 Hs.298016 ESTs, WeaWy similar to 138022 hypotheti Z4 

5 423513 AF035960 Hs.129719 transglutaminase 5 2.4 

428882 AA436915 Hs.131748 ESTs, Moderately similar to AIU7_8UMAN A 2.4 

426945 AW192803 Hs.98974 ESTs, Weakly similar to S55824 reverse t 24 

434627 A1221894 Hs.39311 ESTs 24 

, _ 435256 AF193766 Hs.13872 cytokine-^© protein C17 Z4 

10 435079 AA664192 gb:ac05b03.s1 Stratagene iung (937210} H 2.4 

458239 BE439877 Hs.283389 ESTs 24 

414093 BE544857 Hs.283077 centrosomal P4.1^ssociated protein; unc 2.4 

441262 A!809130 Hs.176906 ESTs 2.4 

402076 24 

15 427962 AA946582 Hs.6700 deleted in liver cancer 1 2.4 

400587 2.4 

403053 R58624 Hs.2166 eukaryofic translation elongation factor 2.4 

411203 AW872430 Hs.273743 ESTs 2.4 

_ 447849 AI538147 Hs.164277 ESTs 2.4 

20 454201 AB023191 Hs.44131 KIAA0974 protein 2.4 

424131 AA335714 Hs.199665 ESTs 14 

425921 NM.007231 Hs, 162211 sorute carrier farrtiy 6 {neurotransmitte 2.4 

440385 AA884283 Hs.192136 ESTs 2.4 

- _ 417976 BE565892 Hs^3077 interteukin 18C^8rferor^anirna^ducin 2.4 

25 447179 AW015633 Hs.157299 ESTs 24 

41377 AA125910 Hs.191461 ESTs 24 

436958 AA740322 Hs.293539 Homo sapiens mRNA for K1AA1758 protein, 24 

401361 24 

„ n 403891 24 

30 408419 AW250092 Hs.305953 zinc finger protein 83 (HPF1) 24 

417002 T79613 Hs.14613 ESTs 24 

439446 A1927629 Hs.57873 ESTs 24 

458570 AW971698 Hs.12627 TJ6 protein 24 

_ _ 458624 AI362790 Hs.278639 WAA1684 protein; likely homotog of mous 24 

35 459344 AW499533 Hs.257976 ESTs 24 

413488 BE144017 gb;MF«Wrr0165-191 19WHH409 HT0165 Homo 24 

412114 AW893891 Hs.240833 ESTs, Weakly similar to 138022 hypotheti 24 
423296 AW957193 Hs.3327 Homo sapiens cDMA: FU22219 fis, done H 24 

419983 W55956 Hs^4Q30 Homo sapiens mRNA; cDNA DKFZp586E1624 (f 24 
40 428268 AA424957 Hs.294132 ESTs 24 
450947 AI745400 Hs.204662 ESTs 24 
423073 BE252922 Hs.123119 MAD (mothers against decapentaplegic, Or 2.4 
438142 T90309 Hs.269651 ESTs 24 
Ap 409239 AA740875 Hs.44307 ESTs, Moderately similar to 138022 hy pot 24 
45 424235 NMJJ03181 Hs.143507 T brachyury (mouse) homolog 24 
429063 AW3S3845 Hs.122142 ESTs, Weakly similar to A46010 X-Bnked 24 
433868 AA612960 Hs.3373O0 ESTs 24 
401645 24 
432149 AW614326 Hs.157022 ESTs, Weakly similar to T34549 probable 24 
50 453393 AW956392 Hs.110376 ESTs 24 
436054 AI076262 Hs.119813 ESTs 24 
425433 AA357471 gb;EST66274 LNCAP ceRs I Homo sapiens c 24 

417712 AA205569 Hs.194193 ESTs, Moderately similar to AIU1.KUMAN A 24 
420639 A1683116 Hs.25328 ESTs. Moderately similar to ALU7.HUMAN A 24 
55 453369 BE551550 Hs332630 ESTs 24 
405017 24 
405385 24 
435633 AI248152 Hs.270047 ESTs 24 
„ 457128 AI932995 Hs.183475 Homo sapiens done 25061 mRNA sequence 24 
60 430535 AW968485 gb:EST380561 MAGE resequences, MAGJ Homo 24 

434544 C05875 Hs.91575 ESTs 24 
449432 AW451361 Hs.196529 ESTs 24 
455219 AW879403 gb:PM0OT0019.15030(V002^01 OT0019Homo 24 

458734 A1554946 Hs.158794 ESTs 24 
65 442179 AA983842 Hs.333555 chromosome 2 open reading frame 2 24 
444313 AI140494 Hs.197955 KIAA0704 protein 24 
440448 AAB85428 Hs.125646 ESTs 24 
441498 AI379248 Hs,58742 ESTs 24 
438205 AA780365 Hs.122161 ESTs 24 
70 402615 24 
425707 AF115402 Hs.11713 E74-Eke factor 5 (ets domain transcript 24 
422306 BE044325 Hs^27280 US snRNA-assodated Sm-fike protein 24 
413697 AA131315 Hs.47144 DKFZP586N0819 protein 24 
421755 AW169454 Hs.207422 ESTs,WeaWyslrnnartoS7l949rnetatlopr 24 
75 449007 A1620433 Hs.193201 EST, Weakly similar to NIP£_HUMAN BCL2/A 24 
449916 T60525 Hs.299221 pyruvate dehydrogenase kinase, isoenzyme 24 
418857 D10216 Hs.89394 POU domain, class 1, transcription facto 24 
422486 BE514492 Hs. 117487 gene near HD on 4p1 6.3 viM homology to 24 
458914 BE327696 Hs.280922 ESTs 24 
80 435061 A1651474 Hs.163944 ESTs 24 
416458 AA180511 gb^p53fD3j-1 Stratagene NT2 neuronal pr 24 

453785 AI368236 Hs.283732 ESTs, Moderately similar to ALU LHUMAN A 24 
421515 Y11339 Hs.105352 GalNAc a!pha-2 ^slalyttransferase 1,1 24 
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403003 
405347 
406091 
428402 
438762 
455780 
457024 
404249 
443921 
407055 
417154 
419720 
405230 
405935 
436998 
445748 
419233 
414277 
452092 
453736 
410888 
434239 
434098 
414195 
445688 
451656 
423956 
413445 
436149 
405629 
432702 
433377 
444711 
445621 
456432 
449236 
459024 
441037 
431577 
438782 
412329 
410999 
429044 
431655 
439642 
441721 
443482 
403416 
416443 
419714 
41S511 
412344 
449264 
451664 
441269 
402333 
453649 
430680 
404367 
403696 
441622 
411004 
411093 
428548 
404059 
446861 
413640 
423554 
435338 
442710 
444206 
451250 
454784 
458455 
458521 
407938 
439546 
441274 
454314 
409660 
428532 
411384 
453687 



AA758751 

AI732617 

AW938384 

AI637649 

AA889081 

AW015206 

Y07494 
AW138724 



AW450957 
AW813242 
BE067650 
AA430058 

AI696519 

BE158118 

MS0516 

AA678071 

AIQ15631 

AW301017 

AA491275 

AW820626 

AV648310 

AI651039 

AA905097 

AF088056 

AW593781 

AW364844 

AW452065 

AF 157326 

AW842115 

T55674 



AW237531 Hs.326876 Horio sapiens SOX6 mRNA. complete ais 

AW844412 Hs.65450 reCculoM 

BE088828 gb:CM2-8TO693-23030O-129-g09 BT0593 Homo 

AA397546 Hs.119151 ESTs 

A1091310 Hs.13484B ESTs 

X8921 1 gb:H.sapiens DNA for endogenous retrovir 

AI674701 Hs.21388 ESTs 

AA249131 Hs.337778 hypothetical protein FU1 1068 



AA745625 Hs.291414 ESTs, WeaWy similar to ALU8.HUMAN ALU S 

U 80756 Hs.13252 Human EST done 22453 mariner transposon 

AA458873 Hs.178306 ESTs 

BE269910 gb:601186291F1 NIH_MGC_8 HomosapienscD 

BE245374 Hs.27842 hypothetical protein FU1 1210 

AL1 18674 Hs.34871 zinc finger homeobox 1B 

AW861207 gb:RCl-CT0302-120200-01 *d04 CT0302 Homo 

AF119910 Hs.283047 hypothetical protein PR02964 

AA625499 gb:af69g08.r1 Soares_NhHMPu_S1 Homo sapi 

BE263293 Hs.89605 cholinergic receptor, nicotinic alpha p 

AI248205 Hs.1 53244 ESTs 

BE327088 Hs.212752 ESTs 

W28203 Hs.136169 Homo sapiens done 2521 5 mRNA sequence, 

BE141022 gb:MRO-HT0067-20109W)02-d10 HT0067 Homo 

AI754308 Hs.159452 ESTs 

AW973953 Hs.293744 ESTs 

A1752713 Hs.43845 ESTs 

AI188739 Hs.148488 ESTs 

AI733818 Hs.145549 ESTs 

AW966931 Hs.179662 nudeosome assembly protein 1-fike 1 

AJ403126 Hs.26373 Homo sapiens cDNA: FU23449 lis, done H 

AA020799 HsJ262859 plasminogen-like 

AA913360 Hs.126468 ESTs 

T34523 Hs.302040 Homo sapiens DNA sequence from PAC 43401 

AA828380 Hs.126733 ESTs 

AW937445 gb:QV3-DT0O4^09020O-08O^09 DT0043 Homo 

AW813C04 gb:R(3-ST01B6-230300-01 9*02 ST0188 Homo 

AI261490 Hs.145527 ESTs 

AW971 119 gb:EST383206 MAGE resequences, MAGL Homo 

W81441 Hs.153967 ESTs 

AI288259 Hs.127652 ESTs 

AW188093 Hs.250385 ESTs 

AI744626 Hs.151385 WAA0564 protein 

Hs.194225 ESTs 

Hs.98216 ESTs 

Hs.182362 ESTs 

Hs .2641 90 vacuolar protein sorting 35 (yeast homol 

Hs.196105 ESTs 

Hs.153952 5* nucteoGdase (CD73) 

Hs.178784 ESTs 

Hs.34114 ATPase, NaWK+ transporting, alpha2H 

Hs.168974 ESTs,rfigWysirnIiartoALU7_HUMANAUJS 



Hs.224864 ESTs 

gb:MR3-ST0191420200-207-g10 ST0191 Homo 
gb:MR4-BT0358-09030O003-e01 BT0358 Homo 
Hs,98649 EST 



Hs.14427 Homo sapiens cONA: FU21800 fis, clone H 

gb:MR2.HT0378-240200-20S<J09 HT0378 Homo 
Hs.1674 glutan^fructose-6-phosphate trsnsamin 
Hs.194300 ESTs. Weakly similar to I38022 hypolheti 
Hs.23210 ESTs 
Hs.146492 ESTs 

Hs.236940 hypothetical protein FU1 2542 

gb:RC03T0299-190100-012He10 ST0299 Homo 
Hs.213488 ESTs 
Hs.148559 ESTs 
Ks.85050 phospholamban 

gb:Homo sapiens fuO length insert cDNA 
Hs.131357 ESTs 

gb:QV3.OT0044-221299Wc03 DT0044 Homo 
Hs.258905 ESTs 
Hs.1 84786 TBP4nter acting protein 

gb:ROM^rj02&09020(W31-e1 1 CN0026 Homo 
Hs.283108 hemoglobin, gamma G 
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410140 
422443 
409071 
421253 
441398 
448458 
457225 
443718 
445568 
400582 
411262 
401145 
407440 
455121 
459077 
448117 
453331 
443751 
402038 
402176 



AL134435 Hs.22269 neurexin3 

NMJM4707 Hs.1 16753 histone deacetyiase 7B 

AW316932 Hs.181982 ESTs 

A1188102 Hs.31028 ESTs 

AA932338 Hs.292036 ESTs, Weakly similar to B34087 hypothefi 

AW814367 Hs.171054 ESTs 

AW820035 HS.27B679 a disintegrin and meiafioprotelnase doma 

A1083580 Hs.221373 ESTs 

H00918 Hs.268744 K1AA1 796 protein 

AWB34480 gb:MR2-TT0014-151 199^)1 1*07 TT0014 Homo 

Af 2271 35 gb:Homo sapiens candidate taste receptor 

BE155459 gb:QV04fT0368^010r>082-K>6 HT0368 Homo 

N20370 Hs.235883 ESTs 

H49129 Hs.172982 ESTs 

AI240665 Hs.8895 ESTs 

A1285839 Hs.153324 EST 



ESTs 

katanin P 80 (WD40containing) subunit B 
ESTs 

gb:OV1-8T0260.281Q99-O23-f05 BT0260 Homo 
gb:aM-BN0220-08050O-17O-fD3 BN0220 Homo 
ESTs 

proenkephann 
ESTs 

Homo sapiens clone 24528 mRNA sequence 
ESTs 

Homo sapiens cONA RJ14890 fis, clone PL 
nuclear cap binding protein subunit 2, 2 
ESTs, Moderately similar to 2N91 .HUMAN Z 
ESTs 

ESTs. Weakly similar to 138022 hypothefi 
gb:IL3-CT022O-15020f>068-H08 CT0220 Homo 
gb:IL3-ST0143-29099M19.O05 ST0143 Homo 
ESTs 

Human (done CTG-A4J mRNA sequence 
mfcroseminoprotein, beta- 
9b:MR0.rn0165^6fJ200^K)fre02 KT0165 Homo 
Homo sapiens cDMA FU 1 2166 fis, done MA 
mosaic serine protease 
ESTs 

ESTs, Weakly similar to 178885 serine/th 
ESTs 

Homo sapiens clone 23738 mRNA sequence 

ESTs 

ESTs 

ESTs 

WAA1451 protein 

ESTs 

ESTs 

ESTs, Moderately similar to A475B2 8-cel 
OnaJ (Hsp40) homolog. subfamily A, membe 
ESTs 

ESTs, Weakly similar to ALU1 HUMAN ALUS 
ESTs 

8bsz49b05.y1 NCLCGAP_Bm52 Homosapien 
Homo sapiens cDNA: FU 22845 fis, clone K 
ESTs. Weakly similar to YC01 .HUMAN HYPOT 
ESTs 

ESTs. Weakly similar to A Chain A, Cryst 



ESTs 

gb:QV4-OT0021-281 29W57f>g1 1 DT0021 Homo 

ESTs 

ESTs 

ESTs 

gfcEST383268 MAGE resequences, MAGL Homo 
ESTs 

gb3W-HT0222-21109«)14-f06 HT0222 Homo 
ESTs 

gtr.Homo sapiens mRNA full length insert 
ESTs 

Homo sapiens mRNA for KIAA1737 protein, 



456605 


AI827786 


Hs.259044 


432479 


AL042844 


Hs.275675 


402527 






449272 


AW137656 


Hs.197645 


411024 


BE062590 


455608 


BE011437 




458818 


AI523857 


Hs.232257 


419875 


AA853410 


Hs.93557 


405521 






436517 


BE080932 


Hs.135225 


456801 


AW961886 


Hs.138263 


430444 


AW295421 


Hs.121035 


456208 


AW299698 


Hs.334625 


430388 


AA356923 


Hs.240770 


416509 


N57713 


Hs.260899 


419337 


AW291112 


Hs.209978 


419699 


AA24B998 


Hs. 173044 


454456 


AW850984 




454633 


AW811380 




457028 


AW449B38 


Hs.97562 


458925 


R15891 


Hs.281587 


428336 


AA503115 


Hs.183752 


430850 


8E144152 




408622 


AA056060 


Hs.202577 


421227 


R78581 


Hs.266308 


426902 


AI125334 


Hs.97408 


430789 


AA632577 


Hs.310235 


447475 


AI380797 


Hs.158992 


452148 


AF007143 


Hs.28205 


430712 


AW044647 


Hs.1962B4 


458103 


AW780192 


Hs.267596 


420959 


AA282119 


Hs.88975 


444098 


AV647969 


Hs.109694 


445641 


AI245987 


Hs.149442 


449276 


AW241510 


Hs.252713 


452294 


AI871925 


Hs.117895 


457653 


AI820719 


Hs.154662 


459497 


AA825742 


Hs.87517 


412852 


BE004117 


Hs.37415 


437539 


AA974673 


Hs.121419 


421813 


BE048255 




411994 


R67298 


Hs.109087 


443476 


AW068594 


Hs.133878 


452463 


R36452 


Hs.300817 


404936 






442833 


AA328153 


Hs.88201 


440836 


AW370882 


HSJ222080 


405120 






400238 






407809 


AW082279 


Hs.244106 


412303 


AW936336 




420478 


AA521259 


Hs.193796 


441417 


AI733297 


Hs.144474 


445117 


AI208754 


Hs.147369 


431162 


AW971180 




437036 


AI571514 


Hs.133022 


455849 


BE146866 




447624 


AI640326 


Hs.62713 


439780 


AL109688 




405706 






447732 


AI758398 


Hs.161318 


440625 


8E539853 


Hjl22452 


404257 
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437722 
449133 
456555 
408134 
428192 
435534 
438018 
446096 
448105 
450232 
436134 



420578 

430692 

446453 

423611 

444050 

431532 

422669 

403388 

403780 

419423 

424719 

431453 

442078 

452975 

426197 

427119 

400486 

448482 

402621 

408363 

424584 

445061 

431065 

411908 

441826 

446901 

422677 

455534 

400163 

418882 

409206 

410556 

432584 

439482 

447877 

418297 

403534 

410594 

414000 

432762 

437606 

438550 

439626 

444540 

450024 

456481 

435138 

412887 

454204 

408253 

432887 

448063 

416171 

433098 

409781 

423441 

423646 

436572 

447044 

448828 

444585 

437334 

431917 

400843 



AW292947 

A1631655 

AW592167 

AK000184 

AA424051 

T82384 

AK001160 

AI276454 

AI800470 

BE300815 

AK000618 

AI522109 

AW593288 

X80240 

AV658469 

AB011163 

AW138295 

AI537817 

H12402 



D26488 

H90452 

AW753917 

AW268583 

M85521 

AA004410 

AW880562 



Hs.122872 ESTs. WeaWy similar to JU0033 hypotheii 
Hs.197919 ESTs 
Hs.293299 ESTs 

Hs.42945 a^sphingomyeBnase-Ckephosphodleste 
Hs.304742 ESTs 

gb:yc14f05.r1 Stratagene lung {937210) H 
Hs.5999 hypothetical prolan FU10298 

gb:ql71a1Zx1 Soares_NhHMPu_S1 Homosapt 
Hs.171941 ESTs 
Hs.201326 ESTs 
Hs.123784 ESTs 
Hs.171066 ESTs 

Hs.3530 TLS-assodated serine-arginine protein 2 

gb:Hsapiens endogenous retrovirus HERV- 
Hs.1 88646 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.129908 WAA0591 protein 
Hs.135024 ESTs 

Hs.27031 1 ESTs, Weakly similar to ALU1.HUMAN ALU S 
Hs.1 19122 ribosomal protein L1 3a 



Hs.90315 KIAA0007 protein 

gfoyv01c03.r1 Soares fetal liver spleen 
gb:RC0-CT0299-29119W>31-F02 CT0299 Homo 

Hs.262629 ESTs 

Hs.244482 Homo sapiens, clone IMAGE:361 1719, mRNA. 
Hs.100009 acyl-Coenzyme A oxidase 1 , patmitoyl 
Hs.114574 ESTs 



AW294078 Hs.171092 ESTs 



449560 
408940 
455201 
413617 
459495 
433225 



NM_003389 

H10692 

AI253094 

AA491286 

L27943 

AW503603 

AI347274 

AL046388 

AW991925 

NM.004996 

AW364844 

R32158 

AA928829 

W70045 

AM35184 

R91254 

AW770778 

BE242814 

NWL014099 

AA761594 

AW976002 

N22415 

AI693927 

AA005129 

AA258033 

BE314734 

BE007420 

AW816498 

AW807475 

A1926047 

A1459108 

H23896 

AW190593 

AW812266 

R68649 

H02364 

AA723274 

AF030107 

A1580296 

AW170015 

AL353947 

016181 

BE067238 
AA001767 



coronln, actin-binding protein, 2A 
ESTs 



Hs.44396 
Hs.13310 
Hs.145227 ESTs 
Hs.128792 ESTs 
Ks.72924 cytMine deaminase 
Hs.129915 phosphotriesterase related 

gb:tc05d02j(1 NO_CGAP_Co16 Homo sapiens 
Hs.208206 hypothetical protein FU21 162 

gb:PM3*N001M3010(W)02-b07BN0011 Homo 

Hs.89433 ATP-binding cassette, sub-family C (CFTR 

gb:QV3-DT0044-221299445^3 DT0044 Homo 
gb:yh67a07.s1 Soares placenta Nb2HP Homo 

Hs.47099 hypothetical protein FU21212 

Hs.58089 ESTs 

Hs.164252 ESTs 

gb:yp94e12*1 Scares fetal liver spleen 



Hs.281238 
Hs.323434 
Hs.278924 
Hs.122440 
Hs.258402 
HS.1890&D 
Ks.265165 

Hs. 1081 10 



Hs.21051 

Hs.162859 

Hs.159818 

Hs.125790 

Hs.151143 

Hs.1 5220 

Hs.278359 

Hs.279596 

Hs.17165 

Hs.174782 

Hs.6594 

Hs.283780 

Hsi868 



ESTs 

ESTs, WeaWy similar to T27544 zinc resi 

PR01768 protein 

ESTs 

ESTs 

ESTs 

ESTs 

gkzh90h08.r1 SoaresJetaU*wer_£pteen_ 

DKFZP547E2110 protein 

gb:601152976F1 NIH_MGCJ9 Homo sapiens c 

gb:Plv&8N0142-20O30WM1-cO4 BN0142 Homo 

gb:GV0-STQ236-171299^J75.b02 ST0236 Homo 

Homo sapiens mRNA for FU 00012 protein, 

ESTs 

ESTs 

leudne-rich repeat-containing 2 
ESTs 

zinc finger protein 106 

absent in melanoma 1 like 

gteyj35d0o\r1 Soares placenta Nb2HP Homo 

ESTs 

regulator of G-protein signalling 13 
ESTs, WeaWy similar to WAA1437 protein 
ESTs 

hypoU^tx^rxoteinDKFZp761N1814 
peripheral myefin protein 2 



AW947884 
BE155373 
BE544158 
AW816515 



gb:PMl-8T0348-151299-001-a12 BT0348 Homo 
Hs.17924 ESTs, Moderately similar to ALU 1_HUMAN A 
Hs.662 cerebeilin 1 precursor 

gb:F^1-MT0010-20030r>001-g08 MT0010 Homo 
Hs.279518 amytcid beta (A4) precursor-like protein 

gb:6O1O76707F1 NiH.MGCJ 2 Homo sapiens c 
Hs.173540 ATPase. Class V, type 10D 
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444547 

417155 

415761 

408867 

406748 

427443 

452843 

427473 

433919 

431058 

428579 

415250 

440253 

434470 

418849 

432453 

400861 

407287 

414817 

416143 

449808 

412314 

442952 

425187 

408221 

411460 

459681 

414784 

442726 

450433 

437642 

406298 

409723 

433266 

435090 

457187 

446534 

403764 

442735 

455221 

405965 

408420 

441679 

432781 

448470 

419637 

443180 

422213 

423119 

450192 

428042 

400734 

430499 

451134 

401694 

423531 

424419 

431364 

436640 

436802 

443994 

445908 

446412 

448390 

449939 

412700 

453125 

422757 

452864 

452441 

402395 

459659 

428186 

438432 

409446 

408764 

408908 

414275 

436992 

439634 

444199 

446009 

435510 



AV550207 


Hs.282437 


ESTs, Weakly similar to 138022 hypotheti 


22 


N49476 


Hs.166563 


repOcafion factor C (activator 1) 1 (14 


12 


H85422 


Hs.108556 


ESTs 


12 


AA437199 


Hs.656 


ceD division cyde 25C 


2.2 


AW339106 


Hs.217493 


annexin A2 


2.2 


AA402713 


Hs.97872 


ESTs 


2.2 


AI796769 


Hs.208320 


ESTs 


12 


AW274439 


Hs.252709 


ESTs 


2.2 


AA746311 




gb:oa56d12.r1 NCLCGAP_GCB1 Homo sapiens 


2.2 


AW968865 




gb:EST380941 MAGE resequences, MAGJ Homo 


2.2 


AA431765 




gb:zw80c03.s1 Scares Jestis.NHT Homo sap 


2.2 


P02614 


Ks.27319 


ESTs 


22 


AI651329 


Hs.160289 


ESTs 


11 


AA634818 


Hs.298138 


ESTs 


12 


AW474547 


Hs.53565 


Homo sapiens PIG-M mRNA for mannosyltran 


22 


AA548518 


Hs.186733 


ESTs 


12 



AI678812 gttu59d08.x1 NC1_CGAP^Gas4 Homo sapiens 

AW902892 Hs.23782 hypothetical protein RJ 12847 

A1955650 Hs.79033 ^utamwyt-pepWe cyctotransferase (ghj 

AA694220 Hs.15403 ESTs, Moderately simBar to ALU7 HUMANA 

AA825247 Hs.250899 heat shock factor binding protein 1 

AI743261 Hs.131860 ESTs 

AW014486 Hs.22509 ESTs 

AA912183 Hs.47447 ESTs 

AWB48022 gb:IL3-CT0214-23129W)53-A09 CT0214 Homo 

NM.000344 Hs.288986 survival of motor neuron Uetorneric 

AW136066 Hs.19145 ESTs 

AW444538 Hs.231863 ESTs 

AL079309 gb:Homo sapiens mRNA full length insert 

AW885757 Hs257852 ESTs 

AI863224 Hs.31476 Homo sapiens cDNA FU 13872 fis, clone TH 

BE217923 Hs.149595 ESTs 

AA443927 Hs.144360 EST 

AI307356 Hs.175225 ESTs 

R91949 gb:yq06h06.s1 Soares fetal liver spleen 

AWB67751 gb:MRO^N0038-29030(W01-a03 SN0038 Homo 

NM.006915 Hs.44766 retinitis pigmentosa 2 (X«ed recessi 

BE502267 Hs.65996 ESTs 

NM_014133 Hs.278940 PRO0618 protein 

AW026226 Hs.309479 ESTs 

W27493 gb:31M0 Human retina cDNA randomly prim 

R15875 Hs.258576 c!audin12 

AA306385 Hs.133160 ESTs 

AA322201 Hs.131976 ESTs 

AA263143 Hs.24596 RAD5 Interacting protein 

AA419529 Hs.76391 myxovlrus (influenza) resistance 1 , homo 

AW969408 Hs.231991 ESTs 

AA318315 Hs^5999 hypothetical protein FU221 95 

AW752782 Hs.1 29750 hypothetical protein FU 10546 

AK001563 Hs.146589 hypothefical protein FU10701 

AW971382 Hs.294016 ESTs, Moderately similar to B34087 hypot 

AA724411 Hs.156065 ESTs 

N34486 Hs.170504 ESTs 

AI094805 Hs.135522 ESTs, Weakly similar b S38038 hypotheti 

R13580 Hs.13438 Homo sapiens clone 24425 mRNA sequence 

AW135313 Hs.150098 ESTs 

AU035414 Hs^1068 hypotheticaJ protein 

T86420 Hs^72139 ESTs 

BE222433 Hs.201262 ESTs, WeaWy similar to 138022 hypotheti 

AW779544 Hs. 11 5497 hypothetical protein FU22655 

AI909935 Hs.65551 Homo sapiens, Simitar to DNA segment, Ch 

AA033714 Hs.287629 hypothetical protein FU 14260 

BE222078 Hs.1 13069 ESTs 



AW504300 Hs.295605 mannosidase, alpha, class 2A. member 2 

AW444990 Hs.258800 ESTs. WeaWy similar to 138022 hypotheti 

AI561173 Hs.67688 ESTs 

BE087164 Hs.302415 ESTs 

BE296227 Hs .250822 serine/threonine kinase 15 

AW970254 Hs.889 Charot-Leyden crystd protein 

AA741074 Hs.120750 ESTs 

W79377 Hs.1 67 microtubule-assodaied protein 2 

A1128931 rte.260681 ESTs, Moderately similar to ALUF..HUMAN I 

A1989885 Hs.231926 ESTs 

BE143837 gb:MR04fT0164-1512»012-b08HT0164Honio 
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403691 

458333 

454560 

439343 

421498 

414428 

406941 

445712 

451270 

451403 

437073 

434789 

430884 

445944 

405233 

446512 

403168 

404443 

433645 

414456 

433479 

455482 

446364 

452004 

405059 

425457 

403317 

413801 

415871 

432774 

436349 

445532 

456313 

412818 

450271 

401521 

422880 

448871 

449233 

408217 

457003 

417448 

402103 

450579 

429597 

456596 

415333 

457353 

434985 

414729 

400510 

420844 

427434 

432188 

446296 

453853 

459108 

430118 

455964 

437981 

439957 

423734 

450721 

429392 

429986 

432919 

434791 

445273 

400514 

412798 

416085 

437846 

439391 

428414 

429430 

449689 

430909 

453116 

416312 

423019 

414007 

459535 

448776 



A1000792 
AW807281 
AF086161 
AA292084 



X58140 

AI458246 

AW341392 

AA885569 

AI885608 

AW292515 

AF053748 

H06336 

H30351 



AI821746 

H74314 

AW511459 

AW948353 

AB006624 

AI827815 

AW964212 

U02687 

M62246 



AA564946 

AJ445255 

BE138944 

AA225741 

NM.003337 

A1693900 

AF228704 

BES16709 

BE048401 

AI433201 

S78234 

AA203135 

AW136774 

NMJX33816 

AA291834 

H24415 

X65633 

M658229 



Hs.108209 ESTs 

Bb:MR4^T0062-24030WX)^g01 ST0062Romo 

Ks.1 14611 hypolheBcal protein FU1 1808 

Hs.191575 ESTs, Moderately shrtlar to ALU^HUMAN A 

Hs.1 82625 VAMP (vesicle-associated membrane protei 

(NONE) 

Hs.167451 ESTs 

Hs.235795 ESTs 

Hs.40919 Homo sapiens cDNA FU14511 fis. clone NT 

Hs.94122 ESTs 

Hs.194317 ESTs, WeaWy simBar to T08680 hypotheti 

Hs.2481 14 glial cell derived neurotrophic factor 

Hs.1 3480 Homo sapiens clone 24875 mRNA sequence 

Hs.207982 ESTs 



Hs.190258 ESTs. Moderately similar to ALU6_HUMAN A 
gb:yu56e1Q.r1 Scares fetal liver spleen 

Hs.249972 ESTs 

gb:RCX^MT0015-1304(KW)31-d07 MT0015 Homo 

Hs.14912 KIAA0286 protein 

Hs.277359 ESTs 

gb:EST376285 MAGE resequences, MAGH Homo 
Hs.385 fms-related tyrosine kinase 3 
Hs.35406 ESTs, Highly similar to unnamed protein 
Hs.283309 ESTs. Moderately similar to AIU1_HUMAN A 
Hs.156280 ESTs 
Hs.1 15315 ESTs 
Hs.146200 ESTs 

gb:nc17b10.s1 NCl_CGAP_Pr1 Homo sapiens 
Hs.81 1 ubiquifin-conjugating enzyme E2B (RAD6 h 
Hs.200920 ESTs 

Hs.1 21 524 glutathione reductase 

Hs.1 59265 kruppeNelated zinc finger protein hcKr 

Hs.196511 ESTs 

Hs.279860 tumor protein, translation ally-conlroile 

Hs.172405 cell division cycle 27 

Hs.130186 ESTs 



Hs.48614 ESTs 

Hs.2442 a dlsinlegrin and melalloproteinase doma 

Hs.78950 branched chain keto acid dehydrogenase E 

Hs.13273 K1AA0592 protein 

Hs.248144 melanocortin 2 receptor (adrenocorticotr 

Hs.291228 ESTs 

Hs.281901 ESTs 



AA595522 gb:nh22e0as1 NCLCGAP_Pr1 Homo sapiens 

BE538374 Hs.301732 hypothetical protein MGC5306 

AI362952 Hs.2928 solute carrier family 7 (catlonlc amino 

AA985662 Hs.63131 Homo sapiens cDNA FU 1 3155 fis, clone NT 

AL040600 Hs.188083 ESTs 

AW084176 Hs.223296 ESTs, Weakly similar to 138022 hypotheti 

AI377255 Hs.1 83287 ESTs 

BE166924 gb:CM4-HT050 1-240300-51 W01 KT0501 Homo 

AA774445 Hs.192095 ESTs, WeaWy similar to K1AA1397 protein 

A1453184 Hs.66357 ESTs 

H02217 gb.*yj38d1 1.M Soares placenta Nb2HP Homo 

A1732271 Hs.25567 ESTs 

AL109712 Hs.296505 Homo sapiens mRNA full length insert cDN 

AF092047 Hs.227277 sins ocufis homeobox (DrosophBa) homoto 

AU079800 gb:DKFZp434O2330_r1 434 (synonym: htes3) 

AA649235 Hs.116457 ESTs, WeaWy sim2ar to N1P3.HUMAN BCL2/ 

AI218441 Hs.1 53846 ESTs 

AW998657 Hs.1 19120 E3 utnqtdQn Dgase SMURF1 

H18072 Hs.92576 ESTs 

AA773866 Hs.244569 esophagus cancer-related gene-2 

AW975638 Hs.293490 ESTs, Weakly similar to 138022 hypothe6 

AL049980 Hs.184216 DKFZP564C1 52 protein 

A1381837 Hs.155335 ESTs 

AF228421 Hs.23889 OKF2P564A032 protein 

AF034632 Hs.248126 G protein-coupled receptor 38 

AJ 276680 Hs.146086 ESTs 

W02540 Hs.16247 ESTs, Weakly simflar to 2004399A chrcmos 

A1640185 Hs.283626 ESTs 

AI733895 Hs.103813 ESTs 

AV654907 gb*AV554907 GLC Homo sapiens cONA done 

BE302464 Hs.30057 MRS2 (S. cerevistaeHBce, magnesium horn 
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421279 AW664878 Hs.106645 ESTs 21 

443167 A1202009 Hs.132087 ESTs 2.1 

459124 AW301478 Hs.184592 protein kinase, lysine deficient 1 21 

448078 AJ450117 Hs,1704$4 ESTs, Highly similar to A53933 myosin I 21 

5 436858 BE545498 gfr601070344F1 N1H_MGCJ2 Homo sapiens c 11 

430521 NM.016383 Hs.242183 HOM-TES-85 tumor antigen 2.1 

431089 BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 2.1 

407401 AF029325 gb:Homo sapiens laminin beta-4 chain pre 21 

426336 AA375802 gb:EST881 35 HSC1 72 cells II Homo sapiens 21 

10 451124 A1186203 Hs.31432 cardiac ankyrin repeal protein 21 

425541 AA3591 19 gb:EST68172 Fetal lung II Homo sapiens c 21 

406504 21 

410626 BE407727 gbc601299771F1 NIH_MGCJ21 Homo sapiens c 21 

415186 AA160945 Hs.14479 Homo sapiens cDNA FU14199 fis, clone NT 21 

15 416175 H24230 Hs.271498 ESTs, Moderately similar to ALU1_HUMAN A 21 

436820 AK84535 Hs.200811 ESTs 21 

442095 AI733162 Hs.128470 ESTs 21 

451878 AI821027 Hs.8429 ESTs 21 

449178 AJ633748 Hs.197597 ESTs 21 

20 427307 AF117947 Hs.174795 POZdornarvconlaWng guanine nucleotide 21 

415857 AA866115 Hs.127797 Homo sapiens cDNA FU11381 fis, done HE 21 

425154 NMJK51851 Hs.154850 collagen, type IX, alpha 1 21 

449746 AI668594 Hs.176588 ESTs, WeaWy similar to CP4Y_HUMAN CYTOC 21 

441543 AI733014 Hs.269715 ESTs 21 

25 403065 21 

428811 AA436052 Hs.99487 ESTs 21 

451803 BE541174 Hs.252058 ESTs, Moderately similar to PC4259 fern 21 

442906 AW296888 Hs.170939 ESTs 21 

ort 409171 R17126 gb7g09c11j1 Soares infant brain 1 NIB H 21 

30 414175 A1308876 Hs.103849 hypothetical protein DKFZp761D1 12 21 

450785 AA852713 Hs.25459 Homo sapiens, alpha-1 (VI) collagen 21 

412039 AW887384 gb:ROW)T0089-13030(M)21-d07 OT0089 Homo 21 

453055 AW291436 Hs-31917 Homo sapiens, clone MGC9658, mRNA, comp 21 

443268 AI800271 Hs.129445 hypotheticaJ protein FU12496 21 

35 455022 AW850845 gb:tL3-CT022f>1 1 1 19W>28-01 1 CT0220Homo 21 

447972 AL137275 Hs.20137 hypothetical protein DKFZp434P01 16 21 

422942 AF054839 Hs.122540 tetraspan2 21 
400451 21 

406668 T62745 Hs.184411 albumin 21 

40 450159 AI702416 Hs.200771 ESTs, Moderately similar to A Chain A, T 21 
404834 21 

448732 BE614063 Hs.334689 K1AA1838 protein 21 

423453 AW450737 Hs.128791 CGWJ9 protein 21 

421447 AB005216 Hs.104481 Nek, Ash and phospholipase C binding pro 21 

45 408774 AW270899 Hs.254569 ESTs, Weakly similar to B34087 hypothec 21 

419986 AI345455 Hs.78915 GA-binding protein transcription factor, 21 
405732 21 

417848 AA206581 Hs.39457 ESTs,WeakrydrrulartoJC5314CX28/cdc 21 

442875 BE623003 Hs.23625 Homo sapiens clone TCCCTA00142 mRNA sequ 21 

50 420344 BE463721 Hs.97101 . putative G protein-coupled receptor 21 

455778 BE088746 gb:CM2-8TG 693-21 0300-1 2S409 BT0593 Homo 21 

426953 A17692B1 Hs.97439 ESTs 21 

440454 AI733037 Hs.129990 ESTs 21 

433917 A1809325 Hs. 122814 Human DMA sequence from done RP5-1 028O1 21 

55 424872 AA347923 gb:EST54302 Fetal heart II Homo sapiens 21 

454658 AW812330 Hs.11123 DKFZP564G092 protein 21 

441963 A1733307 Hs.12B002 ESTs 21 

439498 AA908731 Hs.58297 CLU8 protein 21 

_ 456224 AW292905 Hs.128770 ESTs 21 

60 413525 BE145899 gb:MR&-HT0208-221299-204-b10 HT0208 Homo 21 

444702 AI220122 Hs.326560 rrypothetical protein MGC2780 21 

417787 R14948 Hs.23883 ESTs 21 
400612 21 

410878 AW809201 Hs^14248 ESTs. Weakly similar to ALU4.HUMAN ALU S 21 

65 414494 AA768491 Hs.6783 hypothetical protein FU22724 21 

427027 A1924294 Hs.173259 uncharacterized bone marrow protein BM03 21 

451067 BE172186 gb:MR04fT0559-11030(W)0&-h11 HT0559Homo 21 

455032 AI830890 Hs.192422 ESTs 21 

417945 R29072 gb:F1-101D 22 week old human tetal liver 21 

70 438268 AA782163 Hs.293502 ESTs 21 

424754 R09692 gb:yG3b12r1 Scares fetaJiver spleen 21 
404599 21 
459655 21 
__ 402455 21 

75 459278 AW294659 Hs.34054 Homo sapiens cONA: RJ22488 fis, done H 21 

421987 A1133161 Hs.286131 CGI- 101 protein 21 

400339 X57131 Hs.248209 H2A histone family, member F, pseudogene 21 

438206 AA780385 Hs, 187885 ESTs 21 

0 _ 458451 AW297181 Hs. 195922 ESTs 21 

SO 447534 AW953935 HsJJ0837 ESTs 21 

417687 AI828596 Hs250691 ESTs 21 

412717 W00973 Hs.334728 ESTs 21 
405759 21 
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406945 K01383 
452449 AWUS8658 
436009 H57130 
418637 T86737 
420495 AI338247 
449203 A1634578 
437751 AA767373 
428412 AA428240 
425707 AF115402 
441967 AA972742 
403317 U02S87 
406018 

410566 AA373210 
416747 AW876523 
431229 AA496479 
435148 AI918049 
436349 AI445255 
446895 AA166655 
448582 AI538880 
442762 AF035119 
442738 AW002370 
451874 AW963137 
448076 AJ133123 
443484 AI091458 
430686 NM_001942 
446100 AW967109 
407624 AW1S7431 
435079 M664192 
428923 BE047698 
422496 AA311301 
413385 M34455 
408418 AW963897 
446733 AA863360 
427434 BE538374 
428822 W28418 
459325 AW088369 
416996 W91892 
425638 NM_012337 
408000 L11690 
418894 W73921 
424687 J05070 
437378 A1198B23 
454100 AI693231 
452786 R61362 
437311 AA370041 
400631 AF173937 
440028 AW473675 
426490 NM_001621 
424103 NM.001918 
407995 AI094748 
449911 A1262106 
449509 AA00161S 
452762 AW501435 
422839 A1674784 
435040 A1932350 
401200 

416248 H99169 
442262 8E170651 
449754 H00820 
453908 AW613920 
446965 BE242873 
412798 AW998657 
416085 H18072 
418378 AW962Q81 
455995 BE179408 
422411 AW749443 
410888 AW861207 
446893 A1610818 
442992 A1914699 
407021 U52077 



Hs.173451 metaDothionein 1A (functional) 

Hs.20943 ESTs 

Hs.120925 ESTs 

Hs.193536 ESTs 

Hs.98314 Homo sapiens mRNA; cDMA DKF2p586L01 20 (f 

Hs.282121 ESTs 

Hs.35669 ESTs, Moderately similar to ALU1_HUMAN A 

Hs.126083 ESTs 

Hs.1 1713 E74-like factor 5 {ets domain transcripl 

Hs^09786 ESTs 

Hs.385 fms-related tyrosine kinase 3 



AW139680 

433194 AB040883 

454790 AW820852 

431130 NM_006103 

434739 AA804487 
406468 

457023 AA001732 

416226 N55342 

422306 BE044325 

432810 AA863400 

412894 R09778 

430602 D13752 

436981 AA740891 



Hs.43047 Homo sapiens cDNA FU 13585 fis, done PL 

Hs.15929 hypothetical protein FU12910 

Hs.259929 ESTs 

Hs.124961 ESTs 

Hs.115315 ESTs 

Hs.282803 ESTs 

Hs.94812 ESTs 

Hs.8700 deteted in Dver cancer 1 

Hs.131055 ESTs, Weakly similar to NPM_HUMAN NUCLEO 

Hs.194233 ESTs.KtoderaterysirnflartoALULHUMANA 

Hs,20196 adenylate cyclase 9 

Hs.134559 ESTs 

Hs.2633 desmoglein 1 

Hs.13804 hypothetical protein (U462023.2 

Hs.248941 ESTs 

gb:ac05b03.s1 Stratageneiung (937210) H 
Hs.188785 ESTs 
Hs.278827 ESTs 

Hs.840 inoUearnine-pyrroia 2,3 dioxygenase 

Hs.44743 K1AA1435 protein 

Hs.26040 ESTs, Weakly similar to fatty acid omega 

Hs.301732 hypothetical protein M6C5306 

Hs.30715 potassium voltage-gated channel, Isk-rel 

Hs,282184 ESTs 

Hs.59609 ESTs 

Hs.158450 nasopharyngeal epithelium specific prote 
Hs.620 bullous pemphigoid antigen 1 (23Q/240kO) 
Hs.50743 ESTs 

Hs.151738 matrix metalioproteinase 9 (gelatlnase 8 
Hs.160473 ESTs 

Hs.1 26043 chromosome 21 open reading frame 51 
Hs.106642 ESTs, Weakly similar to T09052 hypolhefi 
Hs.9456 SYWSNF related, matrix associated, acti 
Hs.1 09494 secreted protein of unknown function 
Hs.1 25843 ESTs, Weakly similar to T17227 hypolheb" 
Hs.170087 aryl hydrocarbon receptor 
Hs.139410 dihydroEpoarnide branched chain transacy 
Hs.100134 hypothetical protein FU12787 
Hs.12653 ESTs 
Hs.84561 ESTs 

Hs.278582 v-akt murine thymoma viral oncogene homo 
Hs.298908 ESTs 
Hs.152825 ESTs 

Hs.23450 mitochondrial ribosomal protein S25 

Hs.8700 deleted in liver cancer 1 

Hs.30977 ESTs, Weakly similar to B34087 hypotheli 

Hs.282178 ESTs 

Hs.1 6677 WD repeal domain 15 

Hs.1 19120 E3ufaquSmBgaseSMURF1 

Hs.92576 ESTs 

gbf ST374154 MAGE resequences, MAGG Homo 

gb:IL3-HT061 8460500-1 25-B07 HT0618 Homo 
Hsi2511 ESTs 

gb:RC1^T0302-120mO13^i04 CT0302 Homo 
Hs.7110 ESTs 
Hs.13297 ESTs 

gb:Human marinerl trans posase gene, comp 
Hs.161393 ESTs 
Hs*3243 WAA1450 protein 

gb:RC2-ST0301-120200-011-f12ST0301 Homo 
Hs.2719 epkfityrrus-sperific. whey-acidic protein 
Hs.144130 ESTs 



Hs.173233 hypothetical protein FU 10970 

Hs.34372 ESTs 

Hs, 227280 US snRNA-essodated Sm-tike protein 

Hs.23054 ESTs 

Hs.186510 ESTs 

Hs.1 84927 cytochrome P450, subfamfly XIB (steroid 

Hs.293316 ESTs 
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452501 AB037791 
449838 AB020653 
447160 AA330310 
422156 N34524 
440137 AA866199 
423938 H29138 
436471 AA719813 
414680 AA743331 
426782 R14614 
430027 AB023197 
411562 AL050201 
413252 8E074910 
427115 AW972853 
444610 A1174783 
400451 

435255 W87434 
450159 AI702416 
418375 NWL003081 
442835 AI021989 
400196 

415734 NM.014747 
415189 L34657 
438940 AF075045 
425349 AA425234 
448515 H68441 
410557 AA085803 
442562 BE379584 
413488 BE144017 
419088 AI538323 
447373 AB81922 
457465 AW301344 
413918 AW015898 
402820 

424872 AA347923 
428552 AW274560 
435464 BE548300 
449008 AW578003 
420838 AW118210 
428231 U17989 
434933 R91095 
444870 AI200621 
425354 U62027 
429183 AB014604 
439155 H81076 
442787 W93048 
429864 AA460039 
438563 AA6106&5 
437140 AA312799 
421991 NMJM918 
446534 AI307356 
407881 AW072003 
444838 AV651680 
402318 

410878 AW809201 
414494 M768491 
421306 AA806207 
427027 AI924294 
429088 D61542 
429859 NMJW7050 
428060 AA420616 
419953 BE287154 
443718 A1083580 
444187 AW138466 
428048 AA705745 
420195 N44348 
417404 NM.007350 
442833 AA328153 
430335 D30007 
414618 AI204600 
434029 AA621763 
410945 AW811552 
421247 BE391727 
433374 A1821409 
445644 R77766 
450271 AI693900 
448084 AI467600 
407864 AF069291 
430998 AF 128847 
435542 AA687376 
443544 AI076315 
421103 AI625835 
405759 

446242 N66338 



Hs.29716 hypothetical protein FU 10980 
Hs.24024 WAA0848 prolan 
Hs.24181 ESTs 

gb.-yy56d10.s1 Soares_mulfipi8_sderosis_ 
Hs.171397 ESTs 

Hs.157113 coenzyme a 7 (rat, yeasi) homolog 

Hs.1 17662 ESTs 

Hs.272572 hemoglobin, alpha 2 

Hs.191254 ESTs 

Hs.227743 WAAQ980 protein 

Hs.70769 hypolhelical protein DKFZp58SE1923 

gb:RC5-BT0580-1703004)21-F12 BT0580 Homo 
Hs.112237 ESTs 

gb:HA2501 Human fetal liver cDNA library 

Hs.106015 ESTs, Moderatery similar to AlULHUMAN A 

Hs.200771 ESTs, Moderately similar to A Chain A. T 

Hs.84389 synaptosomal-associaled protein, 25kD 

Hs.131903 ESTs 

Hs.78748 WAA0237 gene product 

Hs.78146 platelet/endothelial cell adhesion molec 

Hs.271609 ESTs 

Hs.79886 ribose 5-phosphate Isomerase A (ribose 5 

Hs. 13528 hypolhelical protein FU14054 

Hs.192997 ESTs, Moderatery similar to 178885 serin 

Hs.34789 (tofchyWiphosphooUgcsaccharide-protei 

gb:MR0-HT0155-191 199-004409 HT0165 Homo 

Hs.52620 tntegrin, beta 8 

Hs.158781 ESTs 
Hs.122908 replication factor 

Hs.71245 ESTs 

gb:EST54302 Fetal heart It Homo sapiens 
Ks.129520 ESTs 

Hs.192999 ESTs, Moderately similar to WAA0961 pro 

Hs.22826 tropomoduRn 3 (ubiquitous) 

Hs.5244 ESTs 

Hs.1 83105 nuclear autoanUgen 

Hs.4276 WAA1701 protein 

Hs.148504 ESTs 

Hs.1 55935 complernent component 3a receptor 1 
Hs.1 97955 K1AA0704 protein 
Hs.269001 ESTs 

Hs.250723 hypothetical protein MGC2747 

Hs.286 ribosomal protein L4 

Hs.134746 ESTs, Weakly similar to A46010 X-Gnked 

Hs.283689 acOvator of CREM in testis 

Hs.1 10488 WAA0990 protein 

Hs.175225 ESTs 

Hs.40968 heparan sulfate (glucosamine) 3-O-sulfot 
Hs.208558 ESTs 

Hs.314248 ESTs > WeaklysimnartoALU4_HUMANALUS 
Hs.6783 hypothetical protein FU22724 
Hs.1 25889 ESTs 

Hs.1 73259 uncharaclerizBd bone marrow protein BM03 

Hs.227716 WAA0934 protein 

Hs.225952 protein tyrosine phosphatase, receptor t 

Hs.249483 ESTs 

Hs.125752 ESTs 

Hs.221373 ESTs 

Hs.151274 ESTs 

gb2f41b1U1 SoaresJetaLtearLNbHH19W 
Hs.26243 Homo sapiens cDNA FU11177 lis, clone PL 
Hs.82101 rieckstrin homotogy-Gke domain, family 
Hs.8B201 ESTs, Weakly similar to A Chain A, Cryst 
Hs.239499 WAA01 85 protein 
Hs.96978 hypothetical protein MGC10764 
Hs.170434 Homo sapiens cDNA FU 14242 fis. clone OV 

gteQV2^0145471299417*10ST0145HomD 
Hs. 1 02910 general transcription (actor UH, polype 
Hs 332789 EST 

Hs.271593 ESTs. Moderately similar to A47582 B-cel 
Hs.200920 ESTs 

Hs.271000 ESTs, Weakly similar to 138022 hypotheti 
Hs .40539 duomosome 8 open reading frame 1 
Hs.204038 (ndolethylamine W^nethyttranslerase 
Hs.269533 ESTs 
Hs.16359 ESTs 

Hs.27104 Homo sapiens mRNA; cOHA DKFZp6670226 (fr 



Hs.7360 ESTs 



Z1 
Z1 
2.1 
Z1 
Z1 
2.1 
2.1 
Z1 
Z1 
Z1 
2.1 
2.1 
Z1 
2.1 

zi 

2.1 

Z1 

2.1 

2.1 

2.1 

2.1 

2.1 

Z1 

Z1 

ZI 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

2.1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

2.1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

2.1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 

Z1 



357 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



457938 


AB73638 


Hs.133900 


433017 


Y15067 


Hs.279914 


436729 


BE621807 


Hs.3337 


432839 


AA579465 


Hs.45207 


439224 


AW471088 


Hs.145950 


410976 


R36207 


Hs.25092 


454574 


AW809109 




411020 


NM_006770 


Hs.67726 


452279 


AA286B44 


Hs.61260 


446891 


AL036877 


Hs.282878 


434294 


AJ271379 


Hs.76194 


449057 


AB037784 


Hs.22941 


432769 


AA620814 


Hs.144959 


441224 


AU076964 


Hs.7753 


407891 


M486620 


Hs.41135 


429017 


M463605 


Hs.66295 


405817 


AI936028 




430566 


AA481282 


Hs.190149 


449208 


AW2S3635 


Hs.48643 


451397 


M017432 


Hs.84529 


452042 


H38857 


Hs.243901 


444779 


AI192105 


Hs.147170 


433572 


BE281165 


Hs.288038 


415954 


AA1 71850 


Hs.42251 


420273 


A1652864 


Hs.197257 


411354 


AW992424 


Hs.288141 


422389 


AF240635 


Hs.115897 


446994 


AV650435 


Hs.16755 


417793 


AW405434 


Hs.82575 


422S54 


AA314316 


Hs.163725 


425999 


AW513051 


Hs.332981 


405634 






451562 


H04150 


Hs.107708 


431958 


X63629 


Hs.2877 


422095 


A186B872 


Hs.282804 


442010 


AI032680 


Hs.132213 


442991 


BE281238 


Hs.8886 


425312 


AA354940 


Hs.145958 


415191 


AA190381 


Hs.120810 


416406 


086961 


Hs.79299 


425316 


AA354977 


Hs.191565 


413753 


U17760 


Hs.75517 


452241 


AL050204 


Hs.28540 


433571 


AA765256 


Hs.135191 


417094 


NM.006895 


Hs.81182 


409190 


AU076536 


Hs.50984 


413783 


AA314337 


Hs.301547 


423867 


AA331888 




429418 


A1381028 


Hs.118769 


445829 


AI452457 


Hs.145526 


452366 


AK000464 


Hs^9276 


425704 


U79293 


Hs.159264 


446593 


W79572 


Hs.13277 


400462 






422003 


AA361760 


Hs.296326 


444585 


AW170015 


Hs.6594 


444898 


AI201548 


Hs.308338 


403525 






443031 


AW134696 


Hs.49418 


430818 


AI311928 




423690 


AA329648 


Hs.23804 


440941 


BE268362 


Hs.7535 


409627 


AW997628 


Hs.313637 


433258 


AI806626 


Hs.207300 


4.1 9Rftt 
<HloOJ 


AA101C77 


Hs.59757 


436476 


AA326108 


Hs.33829 


430259 


BE550182 


Hs.127826 


417280 


AW173116 


Hs.262208 


423528 


AB011137 


Hs.300938 


424800 


AL035588 


Hs.153203 


446019 


A1362520 


HS.2797B9 


435472 


AW972330 


Hs.283022 


424882 


AI379461 


Hs.153636 


430473 


AW130690 


Hs.59962 


431363 


M86528 


Hs.266902 


438118 
400859 


AW753311 


Hs^59415 


405829 






415258 


AW752247 


Hs.293853 


420314 


HB1671 


Hs.320921 


437733 


AI792574 


HS.122B76 


452019 


AL157503 


Hs.27552 


453118 


AW195849 


Hs.252757 



ESTs 

zinc finger protein 232 

transmembrane 4 superfamily member 1 

hypothetical protein K1AA1335 

ESTs, Highly similar to T08692 hypothefi 

hypothec protein MGC10744 

gb:MR4-ST0117-0701(KW27.a04 ST0117 Homo 

macrophage receptor with collagenous str 

hypothetical protein FU13164 

ESTs 

ribosorricl protein S5 
KIAA1363 protein 
ESTs 
calumenin 
endomucin-2 

rnuJO-POZ-domain-contalning protein 
gb:wo47a09.x1 KCLCGAP.Gas4 Homo sapiens 
ESTs 
ESTs 

ESTs. Weakly similar to Z202_HUMAN ZINC 
Homo sapiens cDNA FU20738 fts, done HE 
ESTs 

TIS-associated serine-arginine protein 1 

ESTs 

ESTs 

hypothetical protein MGC3156 
protocadherin 12 
MBIP protein 

small nuclear ribonucteoprotein polype pt 
ESTs 

ESTs, Weakly similar to 138022 hypothet! 
ESTs 

cadherin 3, type 1, P-cadherin (placenta 
hypothetical protein FU22704 
ESTs 

hypothetical protein FU20424 

ESTs 

ESTs 

lipoma HMG1C fusion partner-like 2 
ESTs, Moderately similar to T14342 NSD1 
tammin, beta 3 (nJoebi {125kO}, kafinln 
Homo sapiens mRNA; cDNA DKFZp586F1223 (f 
ESTs, Weakly simQar to unnamed protein 
histamine N-melhyi transferase 
sarcoma amplified sequence 
ribosoma] protein S7 

gb:EST35757 Embryo, 8 week I Homo saplen 

ESTs 

ESTs 

hypothetical protein FU20457 
Human done 23948 mRNA sequence 
hypothetical protein FU22054 

ESTs 
ESTs 
ESTs 

ESTs 

gb:qo89h04jc1 NCLCGAPJGdS Homo sapiens 
ESTs, Weakly similar to PN0099 son3 prot 
COBW^e protein 
ESTs 

ESTs, WeaWy similar to ALUB_HUMAN Ull 

2inc finger protein 281 

bHLH protein OEC2 

RalGEF-Jike protein 3, mouse homotog 

ESTs 

WAA0565 gene product 
MycD family inhibitor 



triggering receptor expressed on myeloid 
far upstream element (FUSE) binding prot 
ESTs 

neurotrophic 5 (neurctraphin 4/5} 
ESTs 



Homo sapiens mRNA; cDNA DKFZp586N2424 (f 
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406413 




442081 


AA401863 


457933 


A1373638 


420687 


AA279392 


428822 


W28418 


415635 


F13168 


411421 


BE272110 


437825 


AA769123 


437083 


AW082597 


409466 


AA43S207 


433523 


H29882 


446868 


AV660737 


445882 


AI948717 


438005 


DC 1311 HQ 


406817 




410486 




411940 


AWR7RGRR 


H 1 <*»«tO 


/\SfOOUIO 


457289 


rVVtof 0£V* 


400335 


Y13187 


435959 




448188 


AWD01B35 


418339 


AA63Q902 


420430 


AJ703192 


445717 


AW664658 

/ATI U\n Uw 


451862 


H09260 


459686 




441996 


BE349537 


412194 




444229 


AV648613 


441635 




421387 




414373 


AW1fi?QfY7 






443520 




409248 




444518 




422237 


M13149 


40931 6 


U28251 


402725 




413783 


AA314337 


423867 


AA331R8fi 




AWfi7R7fi4 


427271 




444102 




445829 


AI452457 


452366 


AK000464 


457652 


AF1 16656 


429540 


MRC77fi 


459456 








dam?*; 


A A 0100 DTI 

rJVJ 1 000U 




T7RM^ 
1 / QU IJ 


445627 


A urn 1047c 


440299 


A 107 177R 
MJOf If f 0 


401236 


H24185 


429996 


N90822 


455135 


AWB57989 


411537 


BE073250 


433449 


AW772282 


454197 


BE140966 


445297 


BE544163 


403977 




458948 


AI695359 


418663 


AK001100 


411479 


AW848047 


426536 


AI949749 


442765 


BE567353 



411863 
415258 
416093 
416184 
437733 
453118 
457039 
444292 
431360 
407644 
412029 
438522 
422634 



Hs.22380 ESTs 
Hs.133900 ESTs 

Hs.88605 Homo sapiens cONA FU13427 6s, clone PL 
Hs.3071 5 potassium voltage-gated channel tsk-rd 

gb:HSC3JF101 rormalized infant bran cON 
Hs.21177 ESTs 
Hs.291947 ESTs 
Hs.244862 ESTs 

Hs.226666 ESTs, Moderately similar to 154374 gene 
Hs.162614 ESTs 
Hs.135100 ESTs 

Hs.225155 ESTs, Weakly similar to A46302 PTB^assoc 

gb:PM1-HT030S06129WM)3^06 HT0305 Homo 
gb:wo47a09.x1 NCLCGAP_Gas4 Homo sapiens 

Hs.69233 zinc finger protein 

gb:CM4.PTO031-18020r>5O7-e05 PT0031 Homo 

Hs.92127 ESTs 

Hs.137078 ESTs 

Hs.248067 Homo sapiens dmd gene, intron 1 1 
Hs.118375 ESTs 

Hs.13323 hypotheficai protein FU22059 

Hs. 1 04215 ESTs. Moderately similar to SPCN.HUMAN S 

gbwd92h04j(1 NCLCGAP_lu24 Homo sapiens 
Hs.149332 ESTs 
Hs.32333 ESTs 

Hs.38383 ESTs 

Hs.115412 hypothetical protein FU13881 

Hs.282397 ESTs 

Hs.133000 ESTs, Weakly similar to S26689 hypotheti 

Hs. 1 03983 solute carrier family 5 (sodium iodide s 

Hs.75969 praline-rich protein with nuclear target 

Hs.98947 ESTs, Weakly similar to S33496 trypsin [ 

Hs.186809 ESTs, Highly simitar to LCT2JWMAN LEUKO 

Hs.51965 KIAA1209 protein 

Hs.146884 ESTs 

Hs.1498 histidtne-rich glycoprotein 

Hs.53237 ESTs, Highly similar to Z169.HUMAN ZINC 

Hs.301547 ribosomal protein S7 

gb:EST35757 Embryo, 8 week I Homo sapien 
Hs.174248 ESTs 
Hs.188758 connexln 59 

Hs.83077 interJeukin 18 Gnterferon^amma-inducin 
Hs.145526 ESTs 

Hs.29276 hypothetical protein FU20457 

Hs.273809 Homo sapiens PR01 1 67 mRNA, complete cds 

gb:EST02297 Fetal brain, Stratagene (cat 
Hs.190124 ESTs 

gb:Ui-HF-8R0p-a]r-&WWJm NIH_MGC_5 
Hs.176379 ESTs 

Hs.1 67279 FYVE-finger-containing Rab5 effector pro 

Hs.7363 ESTs 

Hs.250112 ESTs 

Hs.92918 hypothetical protein 

Ks.48969 ESTs 

gb:PM2-CT032S-281 299-C03-e04 CT0328 Homo 
gb:MRO-BT0551-060300-102-e05 BT0551 Homo 
gb:hn71b05jc1 NCLCGAPJCdU Homo sapien 
gb:MR0-HT0065-081 199-002-b06 HT0055 Homo 

Hs.87128 hypothetical protein FU23309 

Hs.280943 ESTs 
Hs.41690 desmocoflin3 

gb:iL&CT0214-291299-052,A12 CT0214 Homo 
Hs.44441 ESTs 
Hs.99480 ESTs 



BE075244 Hs.12420 ESTs 

AW752247 Hs.293853 ESTs 

R60685 Hs.268698 ESTs. Moderately similar to ALUC_HUMAN ! 

R48481 Hil269177 ESTs. WeaHy similar to ALU8.HUMAN ALUS 

AJ792574 Hs.122876 ESTs 

AW195849 Hs.252757 ESTs 

H 29990 Hs. 101937 sine ocufis homeobox {Drosophila) homolo 

AJ139794 Hs.146569 ESTs 

NM.000427 Hs.251680 toncrtn 

D16815 Hs.37288 nuclear receptor subfamily 1, group 0, m 

AW866238 gb:R(S-OTOO78-28O30W)22-FO1 OT0O78 Homo 

AA809431 Hs.258886 ESTs 

NM.016010 Hs.118821 CG1-62 protein 

448 



2.1 
2,1 
2.1 
2.1 
21 
21 

2.1 
2.1 
21 
21 
2.1 
21 
2.1 
21 
21 
2.1 
11 
2.1 
2.1 
Z0 
ZQ 
2.0 
ZQ 
ZQ 
2.0 
2.0 
2.0 
2.0 
ZQ 
2.0 
2.0 

20 

2.0 

20 

2.0 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

2.0 

ZQ 

ZQ 

2.0 

20 

2.0 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

ZQ 

2.0 

2.0 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

20 

2.0 

20 

20 

20 

20 

20 

20 

20 

20 

20 



WO 03/042661 



PCTAJS02/36810 



418790 H95693 gfcyt95d11.s1 Scares_pnea!_gland_N3HPG ZO 

442950 AI50O417 Hs.46764 ESTs 2.0 

457040 N77624 Hs.173717 phosphatide acid phosphatase type 2B 2.0 

436464 AI016176 Hs.269783 ESTs. Weakly similar to ALU 1.HUMAN ALUS Z0 

5 402674 2.0 

408733 AW264812 Hs.254290 ESTs 2.0 

408767 AA057279 Hs.211928 ESTs 2.0 

432801 NNL016260 Hs.278363 zinc ringer DNA binding protein Helios 2.0 

418205 L21715 Hs.83760 troponin I, skeletal, fast 2.0 

10 404604 2-0 

413627 BE182082 Hs.246973 ESTs 2.0 

402341 2.0 

438090 AA777534 Hs.191992 ESTs ZO 

421303 T06464 gb:EST043S3 Fetal brain, Stratagene (cat 2.0 

15 411417 AW845481 gb:MR1^0056-201199^08^CT0056Horno ZO 

401986 ZO 

415318 T06544 gb:EST04433 Fetal brain, Stratagene (cat ZO 

417756 243056 gb:HSC12B021 norniatlzed Want brain cDN ZO 

418301 AW976201 Hs.53913 hypothec protein FU 10252 ZO 

20 433755 AW085934 Hs.120868 ESTs ZO 

435413 A1267476 Hs.46669 ESTs ZO 

435648 H24347 Hs.27524 ESTs ZO 

447555 AI391662 Hs.160963 Homo sapiens, done MGC12318, mRNA com ZO 

458175 AW296024 Hs.150434 ESTs ZO 

25 458433 AL135352 Hs.255883 ESTs, WeaWy simBar to 138022 hypothefl ZO 

446595 T57448 Hs.15467 hypothetical protein FU20725 ZO 

447678 BE385257 Hs.336457 Homo sapiens dopamine receptor interacti ZO 

448150 AI472167 Hs.302739 ESTs ' ZO 

453445 AL036532 Hs.91453 ESTs ZO 

30 444420 A1148157 Hs.146766 ESTs ZO 

431956 AK002032 Hs.272245 Homo sapiens cONAFUl 1170 lis. done PL ZO 

413758 BE162391 gb:PM2-HT0451 -0901 00-002404 HT0451 Homo ZO 

428231 U17989 Hs.183105 nuclear autoantigen ZO 

455873 BE152239 gb:QV4-HT03164)9119^02W12HT0316Homo ZO 

35 430970 AI018210 Hs.144083 ESTs ZO 

412277 BE277592 Hs.73799 guanine nucleotide binding protein (G pr ZO 

413025 AA805265 Hs.291646 ESTs ZO 

424083 AF055018 Hs.139137 Homo sapiens done 24442 mRNA sequence ZO 

427654 AA410183 Hs.137475 ESTs ZO 

40 410483 BE163567 gb:QV3-HTO46O-23020O-101-bO8 HT0460 Homo ZO 

423942 AF209704 Hs.135723 glycolipid transfer protein ZO 

430340 AA476777 gbxw94g11.r1 SoaresJotaLfetus_Nb2HF8_ ZO 

425686 M73531 Hs.1937 retinal degeneration, slow {refinitis pi ZO 

425075 AA5C6324 Hs.1852 add phosphatase, prostate ZO 

45 400285 ZO 

405966 ZO 

407407 AF050198 gb:Homo sapiens putative mitochondrial s ZO 

411459 BE142707 go:MR0-HT0157-191199^02-g12HT0157Homo ZO 

415105 D50166 gbtHUM089G11BOontech human fetal brain ZO 

50 434531 AA642007 Hs.1 16369 ESTs 2.0 

447153 AA805202 Hs.315562 ESTs ZO 

447185 AW377092 Hs.99601 hypothetical protein FU 12553 ZO 

455696 BE067870 gb:RCO^T0362-021299431-b06 BT0362 Homo ZO 

456510 AKD01652 Hs.99423 ATP-dependent RNA heGcase ZO 

55 400617 AF151064 Hs.36069 hypothetical protein ZO 

418647 AA226198 gb:nc26a07.s1 NCLCGAP_Pr1 Homo sapiens ZO 

401785 ZO 

433417 AA587773 Hs.8859 Homo sapiens, Similar to RJKEN cONA 5830 ZO 

420777 AA280223 Hs.130865 ESTs ZO 

60 439509 AF086332 Hs.58314 ESTs ZO 

430203 L36140 Hs.235059 RecQ protein-like {DNA heBcase Q1-Cke) ZO 

450382 AA397658 Hs.60257 Homo sapiens cDNA FU1 3598 fe, clone PL ZO 

455540 BE080231 gb:RC4-BT0829-1 20200-01 2-f 1 1 BT0629 Homo ZO 

437620 AW976930 Hs.128760 ESTs ZO 

65 407528 X64990 gb:risapiens mRNA HTPCRX16 tor olfactory ZO 

402048 ZO 

403623 ZO 

411518 AW850246 gb:IL3CT0219-291099^21-E07CTO219Homo ZO 

417531 NMJ303157 Hs.1087 serineAhreonhe kinase 2 ZO 

70 422600 BE143586 Hs.87 reSnoblastoma^e 1 (p107) ZO 

423347 AI660412 Hs.234557 ESTs 2.0 

424560 AA158727 Hs. 150555 protein predicted by done 23733 ZO 

433153 ' AA578512 gb:nh22e1U1 NCLCGAPJYi Homo sapiens ZO 

__ 433347 AFO23130 gb:Homo sapiens RavGRF2 mRNA. partial c ZO 

75 435373 AW665538 Hs.1 17689 ESTs ZO 

442988 A1026130 Hs.131683 ESTs ZO 

447505 AL049266 Hs.1 8724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr ZO 

454423 AW603985 gb:RC4-CN0048-14010W11-a04CN0048H<jmo ZO 
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Table 31B 



Pkey: Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey 


CAT number 


Accession 


407764 


1014849J 


BE008347 BE008320 BE083307 BE08331 1 AW075968 


408274 


104999J 


R17315 243964 AA053547 


408691 


1074933.1 


AW250525BE265117 


409171 


1104879.1 


R17126R38456 H02771 


409206 


1108161J 


AW364844 AW364847 AW937534 AW937593 AW937659 


409623 


1144047.1 


AW449185 AW449665 BE220971 


409699 


1149033J 


BE154650 BE154785 AW468343 BE154816 BE154667 


409816 


1155396,1 


AW500954 AW5011 1 1 AW501394 


409840 


1156071J 


AW502122 AW502125 AW501663 AW501720 


410201 


118365J 


AA126129 AA126033 AA082561 


410483 


1204995J 


8E1 63567 BE073689 BE073747 BE073780 BE073739 BE073748 BE1 63495 AW7501 78 BE1 63491 BE073763 BE073671 


410500 


1206323J 


R09442 AW8461 1 5 AW846108 AW751967 AW846083 AW846C87 AW846090 


410536 


1207322.1 


N39533 AW753094 AW753093 


410556 


1208157J 


R32158 AW754055 AW754054 AW754053 AW754045 AW857320 


410615 


1212203.1 


AW772721 AW873372 H89212 


410626 


1212621.-1 


BE407727 


410644 


1213795J 


AW9021 25 AW792853 AW837703 AW83771 0 


410672 


1214882L1 


AW794600AW794730 


410845 


1223881.1 


AW807182 AW807328 AW807063 AW807183 AW807192 AW807033 AW807061 AW807286 AW807097 AW807270 AW807372 AW807280 






AWB07283 


410888 


1225955.1 


AW861207AW809508 


410901 


1226077.1 


AW810001 AW810092 AW810170 AW809884 AW809664 AW810353 AW810428 AW810209 AW810429 AW810154 AW810168 AW809786 






AW810006 AW809672 AW809694 AW810552 AW810345 AW810432 AW80996Q 


410934 


1227240 1 


AW811114AVV811095AVW11(»7AW811124AVW11054AW811094AW811157 


410999 


1228809 1 


AW813004 AW812962 AW812961 


411004 


1228975 1 


AW813242 BE146089 AW813195 AW813173 AW313206 BE145953 BE1 46212 AW813196 AW854582 AW813241 BE061582 


411018 


1229132J 


AW813428 AW813444 AW813367 AW813368 AW813429 AW813424 


411024 


1229310.1 


8E062590 AW813565 BE147101 


411093 


1231970 1 


BE067650AW817053 


411186 


1235090J 


AW821257 AW821267 AW821283 


411244 


1236407.2 


AW833768 AW833631 AW833435 AW833533 AW833554 AW833543 AW833557 


411262 


1236998.1 


AW834480 AW834531 AW834637 AW834618 AW834653 AW834487 


411311 


1238530.1 


AW836491 AW836461 AW836673 


411377 


1242238 1 


AW841462 BE156657 BE156668 BE092475 


411382 


1242594.1 


BE067246 BE067241 BE067254 BE067249 AW841960 


411384 


1242702.1 


AW842115AW842111 AW842103 


411417 


1245075.1 


AW845481 AW845474 AW850849 


411459 


1245724 1 


BE142707 BE142852 BE142723 BE142905 AW847712 AW847792 AW847858 AW847852 AW847654 AW847608 BE1 42961 


411479 


1247077.1 


AW348047 AW848202 AW848631 AW848142 AW848702 AW848121 AW848632AW848140 AW848571 AW848009 AW848067 AW848069 






AW848905AW848214 


411480 


1247089 1 


AW848022 AW848704 AW848168 AW848959 AW848476 AW848699 AW848700 AW848761 


411518 


1248692.1 


AW85O246AW850251 AW850302 


411537 


1248899.1 


BE073250 BE073378 BE073379 AW850533 AW850529 


411597 


1250843.1 


AW852925AW852922 


411656 


1252973 1 


AW655576 AW855650 AW855578 AW855577 AW855642 AW855619 AW855624 AW655621 


411660 


1253078 1 


AW855718 AW855740 AW855748 


411688 


1254076 1 


AW953440 T08189 AW857085 


411693 


1254206 t 


AW857271 AW857308 AW857296 AW857258 


411726 


1255048.1 


AW858612AW861964 AW858600AW861945 AW858445 AW861901 AW858546AW861921 AW858395AW861968 AW858394 AW858401 






AW858404AW858399 


411738 


1255755.1 


AW859353 AW859365 AWB59362 AW859356 AW859351 AW859354 AW859355 AW859361 AW859348 AW859364 AW859372 AW859352 






AW859349 AW859367 AWB59360 AW859374 AW859350 


411745 


1256160.1 


AW867826AW859896 


411762 


1256906 1 


AW860972 AW862598 AW882599 AW860988 AW860983 AW860898 AW860925 AW860922 AW860988 AW860984 AW860989 


411772 


1257386.1 


BE170301 AW861539 AW904851 BE1 54336 BE1 54090 BE154275 


411816 


1259632.1 


AW884609 AW864592 AW864594 


411819 


1259748.1 


AW947884 AW947918 AW947888 AW947883 AW947897 AW94791 0 AW947905 AW884751 AW947878 


411880 


1263110 1 


AW8724778E088101 T05990 


411940 


1266262J 


AW876686 AW87671 7 AW877215 AW876691 AW876722 AW87721 8 AW876694 AWB76725 


412029 


1272597.1 


AW886238 AW886229 AW886244 AW887891 AW886289 AW886146 


412039 


1273497 1 


AW887384 AW887372 AW887461 AW887315 


412147 


1279411.1 


AW895984 AW895982 AW895983 AW89591 8 AW895772 AW895843 AW895847 AW895653 AW895652 AW895648 AW896054 M85583 


412209 


1283610 1 


AW901456 AW90145O AW901441 


412236 


1284501 1 


AW902583 AW902585 AW902695 AW902568 AW902580 AW902692 AW902684 AW902595 AW902573 AW902681 


412282 


1287679 1 


BE160188 AW935785 BE160401 BE 1 50319 BE160313 BE 160395 


412303 


1288130.1 


AW935336AW936339 


412321 


1268508 1 


AW936913 AW936959 AW936916 AW936909 


412323 


1288770.1 


AW937143 AW937150AW937141 AW937151 AW937132 AW937160AW937191 AW937174 AW937195AW937173AW937159AW937139 


412329 




AW937171 AW937142 AW937145 AW937165 AW937163 AW937164 AW937137 AW937179 AW937156 AW937140 AW937135 AW937170 


1288943.1 


AW937445 AW937457 AW937364 AW937374 AW937395 


412400 


1292900.1 


AW948066 AW948106 AW948020 AW948047 AW94801 1 AW948033 AW948034 AW948041 AW948028 AW948048 AW948046 AW948056 






AW948025 AW948053 AW94B043 AW948032 AW948037 AW948050 AW948060 AW948059 AW948051 AW948027 AW948038 AW948052 






AW948036 AW948031 AW948030 AW948035 AW948039 AW948026 AW948044 AW948049 AW948042 AW948054 AW948055 AW94801 3 






AW948058 AW948045 AW948057 AW948029 AW948003 AW948016 AW9481 23 AW948008 AW948001 AW948022 AW948014 AW948023 






AW948004AW948000AW948018 
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412474 


129869 1 


AI791451 AI791288 BE019234 BE296601 AA1 11939 


412566 


1306469.1 


AW962574BE073261 


412879 


1334272.1 


BE092219 BE092361 BE006789 


412887 


1334741 1 


BE007420 BE007419 8E007421 BE007422 


412999 


1343220*1 


BE046255 BE046611 BE046716 BE046732 BE046273 


413071 


1348162J 


BE084032 BE064039 BE064027 BE064040 BE064045 BE063868 BE063890 


413087 


1348720 1 


BE064655 BE1 53953 


413088 


1348732J 


BE064962 BE064979 BE064853 BE064857 BE064856 BE064977 BE064960 BE064860 BE064815 BE064957 BE064804 BE064816 BE064850 
BE064808 BE064796 BE064818 BE064975 BE064819 BE064810 BE064668 BE065059 


413096 


1349078 1 


BE065209 BE065364 BE0651 1 0 BE0651 1 1 


413101 


13491 54~1 


BE065215 BE155544 BE1 55541 BE 155540 BE 155542 BE155543 


413252 


1355877 1 


BE074910 BE074913 BE074911 BE0749O3 BE074892 BE074935 


413257 


1355963 1 


BE075035 BE074999 BEO75006 BE075005 BE075032 BE075008 8E075O37 


413445 


1370833 J 


BEU1022 BE141513BE141532BE14148B BE141481 BE141526 BE141516BE141471 BE141478 BE141476BE141475 BE141021 BE141533 
BE141464 BE141490 BE141472 BE141480 


413470 


1371600 1 


N20934 BE141875 BE1 41877 


413488 


1373234 J 


BE144017 BE1 85527 BE144023 


413499 


1373910 1 


BE144884 H97942 


413525 


1374635 J 


BE145899 BE145848 BE14S849 BE145853 BE145927 BE145925 


413581 


1378335 J 


BE150618 BE150616 BE150626 


413640 


1381 286 J 


BE158118 BE1 58034 BE154709 8E154825 


413646 


1381 488J 


BE155042 BE155040 BE154987 BE155012 


413758 


1386900^-1 


BE162391 


413675 


1396766 1 


BE176776 HB5072 


413986 


140720.7 


Z43567 H24159AA134240 


414277 


14321 22 J 


BE269910 BE296510 BE295925 BE269325 


414349 


1437515*1 


BE512968 


414366 


1438636 1 


8E549143 BE390613 8E277344 


414456 


1447655J 


H74314BE299593 


414539 


1460320 1 


BE379046 BE395459 


414546 


1460704~1 


BE379492 BE391967 


414605 


1455790 -1 


BE390440 


414955 


1509869 1 


C15506D80541 080506 


415105 


1522674 1 


D601 66 060893 D60101 


415131 


1523680 1 


D61119D81508D81734 


415236 


1531080J 


R41400 H06659 Z38637 F02023 T1 6516 


415318 


1533859 J 


T06544 Z44549 F05465 R61 128 


415425 


1536408 J 


F08365 243395 R54298 


415549 


1539692*1 


F11942T78047R13266 


415628 


1540769 J 


F13080R34751 T75411 


415635 


1540853 J 


F1 31 68 R21 289 T77628 


416035 


1567254 J 


H42314 H43080 H45217 H15384 


416154 


1573965 J 


Z461 22 H23303 R56554 H23055 T80310 R13090 Z45524 


416458 


159583.1 


AA180511 AA649022AW974566 


416548 


16001 8? J 


H62953 N76608 M72413 


416616 


160411 


H68270 H68271 R07781 


416972 


163658 J 


BE01 9670 AA1 91 284 Ml 91 255 


417428 


1 67951 9.1 


N87579 T93706 


417490 


168397 J 


AA203335R11393 


417563 


168749 1 


AA203701 R86895 


417659 


1692157 1 


T99898 T92080 T91447 R07806 R07779 


417756 


16971 54 J 


Z43056R13398 T80474 


417909 


1707657 1 


R35614 R24837 R52440 


417945 


1711126~1 


R29072 R29717 R29699 R29709 R29751 R29609 R29050 R29718 R29057 R29591 R29683 R29575 R28913 R28910 


418297 


1736343~1 


R91254 T97156R58711 


418647 


177521 T 


AA226198 AA226513 AA383773 


418790 


179028~1 


H95693 W02322 AA228140 H95692 


418856 


179649 J 


AA362858AW863761 AA229428 


416948 


180808 1 


AJ21 7097 AW886090 W38035 W38792 AA232835 AW936043 


419637 


186639J 


W27493 AA248063 AA249685 AA429679 


419936 


189181.1 


AI792788 BE142230 AA252019 


420111 


19Q755J 


AA255652 AA28091 1 AW967920 AA262684 


420430 


193538 1 


AI703192 AW901 259 AA278523 AA262062 


420621 


1951 13~1 


AA278808 BE082076 BE081812 6E081581 


420844 


196986 1 


AA595522AA280981 BE464358 


420854 


197072J 


AW296927 AI684514 A1263168 AA281079 


421065 


198936 1 


AA32971 1 AA287436 AA283148 


421303 


201039~*1 


T06464C17931 


421338 


201378 1 


AA287443 AA419385 BE084078 A147B347 


421583 


204220 1 


AA293333 AJ 8209 10 AA293403 


421813 


207654J 


BE048255 AA313083 AA298419 


422977 


223410 J 


AA531 498 A101 71 91 AA491 21 1 AA761 823 AA714555 AA768099 AA808286 A1934059 AA570223 AA574389 AA582438 AJ745346 AW96451 0 
AA319642AW853758K56414 


423121 


225175.1 


AW864848 AA322213 AA322209 AW961624 


423532 


229362J 


BE090503 BE09O49O BE090483 BE090501 BE090500 BE090365 BE090505 BE090509 BE090499 BE090502 BEO905O4 BE090497 AA327285 


423646 


230597.1 


H02364 AA329065 AW9581 11 AW961436 


423734 


231479.1 


H02217 AA330235 AW955673 


423841 


232507.1 


AW753967 AA370795 AA331630 AW962550 


423867 


232732.1 


AA331 886 AW962659 AW962655 T89841 


423871 


232749.1 


AA331906AA332484 


424719 


242889.1 


H90452 AA345767 AW964302 H90399 


424754 


243305.1 


R09692R09414AA346353 


424872 


244505.1 


AA347923 AA347928 AW961769 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



4/01 


247338_1 


AA351364 H19138R12960 




247933.1 


AA3521 1 1 AW962247 AA429695 


4Z3J/4 


250946.1 


AI904013 AI904015 AA356332 


AfKATk 
413400 


251775.1 


AA357471 AA360564 AW962961 




252038.1 


AW964212 AA357832 AA357831 


*}£30<H 


252945_1 


AA3591 19 AW963014 D7S884 


A9C7QO 


OCCCOC i 

fiJoiob.i 


AA354002 AJ522307 


4tOU/D 


260504_1 


AW962714 AA369277 AA369278 


426336 


265003.1 


AA375802 AA375642 AW96381 5 


A'JRACTt 


268121.1 


AA37991 3 AA379981 AW963523 


440/3U 


271252.1 


AA383950 AA383958 AW966432 


426800 


272088J 


AA385085 AW966617 T87798 


426960 


273843.1 


AA393713AA400726 


428879 


294049.1 


AA431765AA432015 


428740 


294655.1 


M433838 AA450385 AA683244 


429106 


299886.1 


AA446612 AA456438 AA476655 


429540 


305828.1 


M85776 AA454535 AA456208 H 90 189 


429875 


310034.1 


A109181 5 AA4601 62 AA460761 


430175 


314040.1 


AA468724 AA468772 AA468643 AW969231 


430340 


316229.1 


AA476777 T86049 


430535 


319643.1 


AW968485 AW968670 AA480922 BE350425 


4oUDDJ 


319868.1 


AW392821 AW392809 AW843258 AW843049 AW6031 56 BE1 65656 AW821728 


4oUoy^ 


32200.1 


X80240 AI0S4750 AI133594 


430698 


322100.1 


AA492071 AA484229 AW969850 


430757 


322947.1 


AJ458623 AA639708 AA485409 R22065 AA485570 




324651.1 


BE1441 52 AA937952 AA487799 


431058 


327401.1 


AW966865 AA491 199 C17148 


431071 


327550.1 


AA491379 H86020 AW969148 


431162 


328726.1 


AW971 1 80 AA551515 AA49361 0 AW089533 


431169 


328799.1 


AW971240 AA493843 AA493723 


431453 


333457.1 


AW753917 BE152926 AA505333 BE155673 


431655 


3361 89 J 


AW971 119 AA574265 AA513268 


431822 


338082.1 


AA515049AW004922 


431925 


33905.1 


AK000890 BE182413 AW890890 AW844179 BE178834 


432189 


342819.1 


AA527941 A1810608A1620190 AA635266 


432363 


345459.1 


AA534489 AW970240 AW970323 


432779 


354024.1 


AW979241 AA565006 AA847102 


432869 


355475J 


AW974094 AA569074 AA602574 


432919 


356290.1 


AL079800 AA570294 L25459 


433190 


359936.1 


AA578512 AA595535 BE177533 


433347 


35388.1 


AF023130 AF181250 M984703 AA694303 AA351792 


433449 


355532.1 


AW772282AA592974 


433919 


377243.1 


AA74631 1 M927492 AA617995 


434098 


380006.1 


AA625499 AA625269 AA625184 


434138 


380572.1 


AA625804 AW418787 AW074833 AJ675642 AI393368 


434662 


390415.1 


AA641957 AW749897 AW749866 AW749887 AW749890 


434671 


390655.1 


R34758AA642317 


435079 


399783.1 


AA664192 H60250 T71388 


435138 


401159J 


BE314734AA666393 


435463 


406582.1 


AA682507AW851124 


435510 


407286.1 


BE143837 AW749652 AA683327 


435634 


409239.1 


T82384 R05307AA693714 


435689 


409755.1 


AA694284H68267H68264 


436359 


41847.1 


Z83806AJ132091 AJ132090 


436720 


425676.1 


AW975902 AA729344 Al 557342 


436658 


428095.1 


BE545498 AA830720 AI87301 5 AA732679 


437037 


431828.1 


T63804 T63768 AA742849 


437113 


433234.1 


AA744693AW750059 


437642 


43997.1 


AL079309 AA281819 


437963 


44635.-1 


BE396279 


4O0UU0 


447553.1 


BE1 51746 BE336853 D63271 T94955 AA774994 


4ooyyj 


467651.1 


AA828995 AA834879 AI926361 


A30fM7 


48803.1 


AF075084 H53157 Hi 3054 


40934b 


47360.1 


AF088056 W76297 W72448 


A1Q7Q(\ 
409/ ou 


47673.1 


AL1 09688 R23665 R26578 


442653 


54812.1 


BE269247 BE270032 BE270800 BE566840 


44Z735 


550247.1 


R91949 A1016237 BE072329 


443764 


579650.1 


F23283AI084941F35774 


444063 


590989.1 


AI122614AW869134 


444910 


624951.1 


AI201849 BE069007 AW946544 


445432 


63943.1 


AV653771 BE089370 


i *40USD 


001959.1 


Al 276454 A1633717 AI2751 16 


446901 


697809.1 


AI347274AW844024 


447884 


740749 1 


H29505 R18575 Z43580 T48738 AI435454 BE004683 


448477 


76475J 


BE612572ALO40190FO8514 


449311 


804513 1 


AI657014 AW594035 AI657036 A1638390 


450024 


82296 T 


AA0051 29 AA679084 AA694399 


451067 


85759 1 


BE1721 86 AA059279 AA02081 5 AA013437 


452043 


89532J 


H86231 AA021632H38271 


452542 


921410 1 


AW812256 AW812257 Al 906423 AI906422 


453211 


95527 T 


W84829 AA033900 AW573557 


453530 


97021J 


AW021633 AA036730 Al 866854 


453823 


982526.1 


AL137967 BE064160BE084186 
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453901 
454186 



454190 
454197 



986414.1 
1049791.1 



1049996J 
1050392.1 



454204 1050597J 



454314 
454352 
454423 
454447 
454456 
454482 
454560 
454564 
454566 



454597 

454633 
454716 
454747 
454754 



454778 
454784 
454790 
454836 
454864 
454938 

454962 
455022 
455121 
455135 
455170 
455201 
455219 
455221 
455236 
455252 
455255 
455275 
455280 
455310 
455328 
455464 
455482 
455488 
455511 
455534 
455540 
455556 
455571 
455587 
455608 
455675 



455747 
455756 
455778 
455780 
455849 
455851 
455866 
455873 
455880 
455935 
455964 
455992 



1108161.1 
1129667 1 
1183079 1 
1204995 J 
1207088.1 
1215087.1 
1223940.1 
1224407.1 
1224432.1 



1226059.1 

1227504.1 
1230503.1 
1233006.1 
1233580.1 



454767 1234028.1 



1234343.1 
1234630.1 
123475^1 
1236509.1 
1237929.1 
1245635.1 

1246750.1 

1249160.1 

1254339.1 

1254729.1 

1256906.1 

1259748.1 

1261640.1 

1261678.1 

126566^1 

1266222J 

1266482.1 

1272255J 

1272607.1 

1278158.1 

1280063.1 

1292643.1 

12931 83 J 

129372.-1 

1321229.1 

1322942.1 

1323701.1 

1325658.1 

1331885.1 

1335046.1 

1337389 J 

1349659.1 

1350606.1 

1351077.1 

1355B77J 

1358603.1 

1364506J 

1364580.-1 

1375441.1 

1375451.1 

1377119.1 

1379498.1 

1380022.1 

1384144.1 

1389912.1 

1398552.1 



BE065902 AW749032 AW003637 

BE141030 BEU1474 BE141467 BE141753 BE141024 BE141761 AW177583 AW177579 AW1 77582 AW177585 AW1 77587 AW807582 AW177581 
BE141477 BE141520 BE141456 BE141492 BE141028 BE141775 BE141489 BE141751 AW177599 BE141750 AW177597 BE141512 BE141460 
BE141749AW177598 
AW177821 AW177896 AW177867 

BE140966 BE140961 BE140967 BE141005 BE140985 BE14097O BE141669 BE141653 BE141664 BE141655 BE141661 BE141660 BE140969 

BE141673 BE141650 BE141674 BE141550 BE 141688 AW178241 BE140994 BE141666 BE140998 BE141008 BE140988 BE14101 1 6E140975 

BE141667 BE141675 BE141657 BE141681 BE141656 BE141672 BE141680 AW178237 BE141012 BE140990 BE141658 BE141648 BE141013 

BE141668 BE140973 BE141004 BE140963 BE140984 BE141009 AW178232 BE141007 BE141649 AW1 78293 BE140993 AW1 78233 BE141646 

BE141005 BE141691 BE141000 BE141652 BE140965 BE141562 BE140960 BE140962 BE141001 BE140978 AW178229 AW178239 BE141871 

AW178230 BE141547 AW178235 BE141663 BE141549 BE140996 BE141003 AW178236 BE141002 BE141556 

AW81 6498 AW808791 AW8085 15 AW808379 AW808532 AW808605 AW808977 AW80881 6 AW178676 AW178486 AW808514 AW178483 

AW178485 AW809007 AW808524 

AW364844 AW364847 AW937534 AW937593 AW937659 

AW389668 AW389657 AW609198 AW389649 

AW6Q3985 AW854350 

BE163567 BE073689 BE073747 BE073780 BE073739 BE073748 BE163495 AW750178 BE163491 BE073763 BE073671 
AW850984 AW752836 MS61 24 
BE147919 AW794884 BE147847 

AW807281 AW807092AW8074SAVV807330AVV807174AW807171 AW807274 AW807278 AW807367 
AW807573 AW807566 AW807572 

AW807605 AW807690 AW807839 AW807752 AW807673 AW807667 AW807955 AW807760 AW80761 5 AW807898 AW807849 AW807821 
AW807832 AW807842 AW807827 AW807822 AW807829 AWB07830 AW807825 AW807603 AW80761 2 AW80790B AW807595 AW80761 7 
AW807678 AW807687 AW807918 AW807921 AW807595 AW807602 AW807688 AW807609 AW807684 AW807770 AW807593 AW807754 
AW807679 AW807957 AW807683 AW807763 AW807902 AW807840 AW807819 AW807838 AW807769 AW807685 AW807847 AW807674 
AW807686 AW807670 AW80791 7 AW807677 AW807680 AW807900 AW807669 AW807952 AW807907 AW807846 AW807756 AW807835 
AW807608 AW807753 AW807601 AW807956 

AW809648 AW809704 AW809643 AW809553 AW809709 AW809949 AW809939 AW810010 AW809705 AW809950 AW809822 AW809667 

AW810093 AW810076 AW809673 AW810349 AW809895 

AW81 1380 AW81 1385 

AW850684AW850150 

AW818535AW818588AW818651 

- AW819191 AW819252 AW819183 AW819175 AW819177 AW819186 AW8191 80 BE158470 AWB19242 AW819269 AW819244 AW819190 
AW819265 AW819268 AW819246 BE 1 52602 AW81 9249 AW81 9251 AW819263AW819194 

BE069199 AW936012 AW877466 AW819782 AW935798 AW835546 AW936042 BE069121 AW835625 AW877536 AW935885 BE069202 
AW820019AW935937BE160180AW935946BE069101 BE069125AW877527BE160316BE160398AW935794AW835701 AW935784 
AW820199 AW820434 BE174743 
AW820626 AW820621 AW820608 
AW820852 AW820773 AW821088 
AW833711 AW833620 AWB33699 

AW835775 AW845768 AW845764 AW845773 AW845757 AW845758 AW845780 

AW846134 AW846467 AW846468 AW846386 AW846461 AW84621 1 AW846179 AW846205 AW846320 AW846379 AW846367 AW846561 
AW846556 

AWB47645 AW847791 AW854083 AW853945 
AW850845 BE144010 AW855164 
BE156459 BE156469 BE156468 AW857447 
AW857989AW858016AW861677 AW861689AW861691 AW858056 

AW860972 AW862598 AW862599 AW860988 AW860983 AW860898 AW860925 AW860922 AWB60986 AW860984 AW860989 
AW947884 AW847918 AW947888 AW947883 AW947897 AW947910 AW947905 AW864751 AW947878 
AW879403AWB67707 
AW867751 AW867770 AW867763 

AW875972 AW875983 AW875974 AW876000 AW875966 AW876050 
AW876627 AW876630 AW876631 AW876625 

AW877139 AW877135 AW877018 AW991835 AW877128 AW877108 AW877017 AW877107 
AW977806 AW887923 AW886321 

AWB86156 AW887926 AW886324 AW886236 AW887906 AW886304 
AW893961 AW893998 AW894034 AW894019 
AW896438 AW896534 AW896500 AW896540 AW896446 
AW9B3901 AW984485 AW947715 

AW948353 AW948351 AW948331 AW948303 AW948336 AW948305 AW948299 AW948346 AW948352 
AA102322 

BE144762AW979091 

AW991925AW991919 

BE080231 AW993284 AW993293 AW993000 

AW995423AW995373 

BE003714 BE003721 BE003720 BE003716 

BE007829 BE007815 BE007822 BE007996 BE007835 BE0O7837 BE007824 BE007836 BE007827 
BE011437 BE011402 BE01 1395 BE01 1428 BE01 1407 BE011421 BE011406 
BE065984 BE065942 BE065955 BE066085 

BE067238 BE067235 BE067240 BE067256 6E067263 BE067236 BE067260 BE067253 BE067248 BE067252 
BE067870 BE067866 BE165133 BE165334 BE165329 BE165332 
BE074910 BE07491 3 BE07491 1 BE074903 BE074892 BE074935 
BE079307BE079309 

BE088746BE088802BE088755BE0888766E088947BE088881 BE088952 



BE146886 BE146855 BE146887 
BE146879 BE146914 BE146918 

BE149Q24 BE149056 BE152826 BE149025 BE149057 BE152819 BE149030 BE149062 BE149023 BE149055 

BE152239 BE152242 BE152230 

BE153208BE153146BE152981 

BE158687BE158688 

BE166924BE166921 BE166925BE166915BE166970BE166968 

BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178954 BE179012 BE179011 BE1 78963 8E176997 
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455593 1338685 1 BE 1 79085 BE1 79084 BE 179088 BE 179264 

456188 1618618J W26642 H88394 

456313 177240.1 AA225741 AI7340S6 AI820965 AI7321 53 AA259201 AA225731 

456394 1843275.-2 W28506 

456407 184988J AW958614AA243209 AA281411 

455476 191761.1 AA256753AW528S80 

457242 307984J AA457011 A1978850 

457824 41515.6 1 R84938 AL0471 51 AA31 0309 AW063200AI 569528 AI307823 N49975 

458804 75803 J AH 57625 N72696 BE522492 

458890 812733.2 AW865523AW865128 AW855467AW8S5127 AW865465 

459160 920051.1 AI904723 AJ904725 AI904729 A1904722 AI904758 AI904736 

459201 925883.1 AW391177W45021 



TABLE 31 C 

Pkoyi UntQuc nurnbsr corrsspondinQ to sn £os pro beset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier {G!) numbers. "Dunham I. et d." refers to the publication entitled The DNA sequence of 

human chromosome 22/ Ounham I. et at, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NtposiQon: indicates nucleotide positions of predicted exons. 



Pkev 


Ref 


Strand 


Nt_positlon 


400451 


8113550 


Minus 


82189-82320 


400462 


9929659 




197610-197785 


400486 


8569885 


Plus 


181108-181605 


400510 


9796540 


Minus 


139833-139910 140469.140979 


400514 


9796594 


Minus 


78844-79025.80850-80991 ,89754-89941 ,93750-93891 


400579 


9887603 


Plus 


21323-21526 


400582 


9887609 


Plus 


88642-88726,89716-89866 


400587 


9887626 


Plus 


25435-25588^25668-25747 


400608 


9887666 


Minus 


96756-97558 


400612 


9929546 


Minus 


151513-151662 


400613 


9864507 


Plus 


92278-92472 


400641 


8117693 


Plus 


47854992 


400543 


8117693 


Plus 


12818-13016 


400706 


7249204 


Minus 


78299-78686 


400734 


8118979 


Plus 


122853-123971 


400816 


8569993 


Plus 


161221-162078 


400843 


9188605 


Plus 
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Table 32A Hsts about 969 genes upreguSated in lung fibrosis relative to norma) body tissues. Types of pulmonary fibrosis samples included In this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonitis (HP), and non-specific Merstffial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative levels of 
mRNA expression. 

Table 33A lists about 800 genes upregulated In lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples included In this analysis were idiopathic pulmonary fibrosis 
(IPF). hypersen^iivity pneumonitis (HP), and non-specific interstitial pneumonitis (NSIP). These genes were selected from 59680 probesets on ffie Eos/Affymetrix Hu03 Genechip 
array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative levels of mRNA 
expression. 

Table 34A lists about 703 genes upregulated In idiopathic pulmonary fibrosis (IPF) relative to hypersensitivity pneumonitis (HP) or non-specific interstitial pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from (his analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 35A Bsts about 323 genes upregulated in hypersensitivity pneumonitis (HP) relative to idiopathic pulmonary fibrosis (IPF) or non-specific kiterstffial pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Bos/Affymeirix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 36A lists about 52 genes unregulated in non-specific Werstifial pneumonias (NSIP) relative to hypersensitivity pneumonitis (HP) or idiopathic pulmonary fibrosis (IPF). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of mRNA expression. 

Table 37A Hsts about 206 genes downregulated in lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples Included in this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonitis (HP), and non-spedfc interstitial pneumonitis (NSIP). These genes were selected from 59680 probesets on the E^Aflyrrretrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al). a normalized value reflecting the relative levels of 
mRNA expression. 
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Table 38A lists about 207 genes unregulated in lung fibrosis relative to normal tissues. Types of pulmonary fibrosis samples Included In this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensifivily pneumonitis (HP), and non-specific intersGGai pneumonitis (NSJP). These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 
Genechlp array. Gene expression data for each probeset obtained from this analysis was expressed as average Intensity (AO. a normalized value reflecting the relative levels of 
mRNA expression. 

TABLE 32A: About 969 genes upregulated in lung fibrosis relative to normal body tissues 

Ptey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene Cue 
R1: 
R2: 



90lh percentile of lung fibrosis Als divided by 90th percentile of normal tissue Als, where the minimum value for the numerator and denominator was set to 50. 
90th percentile of lung fibrosis Als divided by 90th percentile of normal tissue Als, where the 15th percentile of normal tissue Als was subtracted from both the 
numerator and denominator. The minimum value for the numerator and denominator was set to 50. 
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6.89 


ESTs 
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Homo sapiens mRNA; cDNA DKFZp564B2062 (f 


5.48 


5.33 
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5.48 


2.69 


ESTs 


5.45 


199 


intron of hepatocyte nuclear factor-3 a) 


5.38 


3.65 


diubtquiiln 


i5.37 


an 


oxidised low density lipoprotein (lectin 


5.30 


198 


small Inducible cytokine subfamily A (Cy 


5.29 


4.00 


lymphocyte cytosolic protein 2 (SH2 doma 


5.28 


2.48 


ESTs 


5.20 


3.78 


ESTs, Weakly simflar to 2109260A B cell 


5.11 


3.81 


hypothetical protein MGC4309 


5.11 


188 


testes develocmerrkelated MYO-SP22 


5.07 


3.46 


uteroglobin 


5.06 


9.46 


ESTs 


5.04 


4.16 


small Inducible cytokine subfamily A (Cy 


5.04 


3.68 


small inducible cytokine subfamily B (Cy 


5.02 


4.26 


ESTs, Weakly similar to T17227 hypotheti 


4.97 


3.35 


ESTs 


4.92 


3.15 


gban03c03 jc1 Stratagene schizo brain SI 


4.79 


3.05 


ESTs 


4.76 


Z65 


ESTs 


4.76 


4.26 


Homo sapiens cDNA: FU23123 Ms, clone L 


4.73 


3.24 


ESTs 


4.66 


2.92 


hypothebcal protein FU 23049 


4.64 


4.88 


Homo sapiens mRNA full length Insert cON 


4.60 


Z60 


ESTs 


4.54 


Z42 


ESTs 


4.54 


Z54 


solute carrier family 6 (neurotransmitte 


4.48 


4.8S 


AKAP-assodated sperm protein 


4.46 


3.62 


intron of pertosun(OSF-2os) 


4.44 
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429228 

432435 

446332 

403369 

409435 

419490 

452561 

427698 

431433 

446608 

428227 

459702 

445885 

430280 

425259 

427019 

420556 

428467 

432731 

439398 

409153 

412584 

436120 

407910 

421462 

443257 

421659 

424273 

415457 

450656 

429784 

424527 

413385 

452416 

42B434 

452281 

453204 

450696 

422173 

425638 

406672 

457411 

432606 

435260 

414821 

428820 

458079 

419556 

417412 

426174 

408727 

435990 

427621 

425555 

419086 

426116 

419235 

424054 

422667 

406673 

414142 

428330 

430832 

417318 

456034 

415992 

430709 

440273 

424711 

418832 

416847 

448019 

447183 

435299 

425922 

413714 

407361 

436043 

450330 

407756 

410606 

450726 

430573 



AI553633 

BE218886 

AA961459 

R38438 

AI810721 

NK/L006144 

A1692181 

AW972594 

X65018 

M75217 

AA321649 

AI204995 

AI734009 

AA361258 

AL049280 

AA001732 

AA278300 

AKD02121 

R31176 

AA284267 

W03754 

X54870 

A1248193 

AA650274 

AF016495 

AI334040 

NMJ514459 

W40460 

AW081710 

AA010539 

M89796 

AW138558 

M34455 

AA026115 

AW363590 

T93500 

R10799 

AI654223 

BE385828 

NVL012337 

M26041 

AW085961 

NM.002104 

BE172762 

M63835 

AA436187 

AI796870 

U29615 

X16896 

AA547959 

AL137259 

A1015862 

BE621182 

AA359291 

NNL000216 

AA868729 

AW470411 

AA334511 

H25642 

M34996 

AW368397 

L22524 

AI073913 

AW953937 

AW450979 

C05837 

R34356 

AI805392 

NM.005795 

X04011 

L43821 

AW947164 

A1554733 

A1745458 

AL157466 

A1560944 

AA744622 

AW953838 

AW500775 

AA116021 

AW418779 

AW204600 

AA744550 



Hs.282070 
Hs.125644 
Hs.182575 
Hs.95424 
Hs.90708 
Hs.49169 
Hs.335499 
Hs.253495 
Hsl57846 
Hs.2248 

Hs.1 27699 
Ks.237668 
Hs.155397 
Hs.173233 
Hs.124292 
Hs.184465 
Hs.287820 
Hs.221504 
Hs.50813 
Hs.74085 
Hs.1 19860 
Hs.41296 
Hs.104624 
Hs.1 1614 
Hs.106511 
Hs.144442 
Hs.7369 
Hs.18912 
Hs.30 
Hs.334873 
Hs.840 
Hs.114777 
Hs.65551 
Hs.28792 
Hs.191990 
Hs.16026 
Hs.250619 
HS.15B450 
Hs.198253 
Hs.130093 
Hs.3066 
Hs.292710 
Hs.77424 
Hs.172631 
Hs.54277 
Hs.91093 
Hs.82112 
Hs.1 15838 
Hs.47115 
Hs.131793 
Hs.179882 
Hs.130767 
Hs.89591 
Hs.144694 
Hs.288433 
Hs.26638 

Hs.198253 

Hs.334485 

Hs.2256 

Hs.100686 

Hs.240845 

Hs.145807 

Hs.325335 

Hs.152175 

Hs.88974 

Hs.80261 

Hs.1 95641 

Hs.173182 

Hs.343026 

Hs.162751 

Hs.71428 

Hs.292645 

Hs.168830 

Hs^4817 

Hs.38260 

Hs.114889 

Hs.136345 



ESTs 
ESTs 
ESTs 

SLC15A2 Solute carrier family 15 (rWpep 
ESTs 

granzyme A (granzyme 1 , cytotoxic T-rymp 
WAA1634 protein 
ESTs 

surfactant, pulmonary-associated protein 
ESTs 

small inducible cytokine subfamily B (Cy 
gb:an03c03.x1 Stratagene schizo brain S1 
KIAA1603 protein 
intsrteukin 7 receptor 

Homo sapiens mRNA; cDNA DKF2p564K143 (fr 
hypotnefcai protein FU10970 
Homo sapiens cDMA FU23123 fis, clone L 
hypothetical protein FU11259 
fibre nectin 1 
ESTs 

hypotheBca) protein FU20022 
ONA segment on chromosome 12 (unique) 24 
ESTs 

fibronectin leucine rich transmembrane p 
aquaporin 9 
HSPC055 protein 
protocadherin 17 
phospholipase A2, group X 
ESTs, Weakly similar to ALU1.HUMAN ALU S 
ESTs 

membrane-spanning 4-dornains, subfamily A 
ESTs, Weakly similar to 154374 gene NF2 
indoieamlne-pyrrole 2,3 dioxygenase 
ESTs 

Homo sapiens, Similar to ONA segment, Ch 
Homo sapiens cDNA FU11041 fis, done PL 
ESTs 

hypothetical protein FU23191 
pr«)rboarviike protein MDS019{CEM1 5) 
nasopharyngeal epithelium specific prote 
major histocompatibility complex, class 
hoquois-class homeobox protein IRX2 
granzyme K (serine protease, granzyme 3; 
ESTs, Weakly similar to ALU5.HUMAN ALU S 
Fc fragment of IgG, high affinity la, re 
mtegrin, alpha M (complement component 
DNA segment on chromosome X (unique) 992 
chitinase 1 (chitotriosidase) 
mterteukin 1 receptor, type I 
ESTs 

hypothetical protein DKFZp434D0513 
ESTs 

hypothetical protein FU 1 2443 
Homo sapiens cDNA: FU 23553 fis, done L 
Kallmann syndrome 1 sequence 
ESTs 



membrane-spanning 4-domains, subfamily A 
ESTs 

major NstocornpaMity complex, dass 

hernicentin(rlbuOn 6) 

matrix metalloproteinase 7 (matrilysin, 

ESTs. Weakly similar to JE0350 Anterior 

ESTs 

gbUW^I3^Ia*12^UU1 NCt_CGAP_Su 
hypothetical protein FU13593 
gb:yh85d01.8l Soares placenta Nb2HP Homo 
Homo sapiens cDNA: FU23523 fis, clone L 
caidtonin receptor-like 
cytochrome b-245, beta polypeptide (chro 
enhancer of filamentation 1 (cas-fike do 
ESTs, Moderately similar to 138022 hypot 
ESTs 

ESTs, Weakly similar to T20593 hypothstJ 
Homo sapiens mRNA; cONA OKFZp761E2423 (f 
ESTs 

ESTs. Weakly similar to ALU5JWMAN ALU S 
Homo sapiens cONA FU 12136 fis. done MA 
rrypothefical protein FU20136 
ubiqutin spedfic protease 18 
ESTs 

retinoic add receptor, alpha 
ESTs 

458 
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4.00 
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3.96 
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192 
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3.90 
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3.78 
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3.69 
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3.58 

3.56 
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3.42 
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3.13 

3.48 
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3.11 
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3.00 
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136 

4.37 
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3.08 

3.53 
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5.06 
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3.82 
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3.70 

156 
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155 
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7.71 
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193 
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148 
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111 

138 

102 

121 

135 

113 

193 

169 

131 

137 

107 

101 

149 

142 

152 

113 

141 

106 

142 

139 

E35 

134 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



421585 

433858 

454076 

452039 

454024 

430414 

417958 

423001 

443774 

424084 

424238 

429819 

448869 

426083 

451099 

440452 

422109 

430378 

413802 

408761 

438568 

451497 

444034 

446094 

442048 

405685 

430253 

424943 

435805 

412610 

409799 

448140 

420729 

419839 

416580 

451820 

440028 

448030 

437866 

428513 

438607 

445034 

458332 

415083 

407930 

407192 

452960 

425509 

431087 

452235 

449328 

422900 



430250 
437527 
432340 
420495 
445495 
411252 
439981 
420583 
412)95 
410434 
436396 
434194 
435800 
420000 
449057 
413195 
436198 
411492 
444020 
427785 



457675 
414646 
429950 
420394 



U95626 

103678 

AW204712 

AI922988 

AA993527 

AW365665 

AA767382 

AA320014 

AL1 17428 

AI940875 

AA337401 

AL133011 

AI792798 

AW962712 

R52795 

AI925136 

S73265 

Z29572 

AW984490 

AA057264 

R98865 

H83294 

AL161957 

AK001760 

AA974603 
M18728 

AK001514 

AU077260 

AA731533 

X90908 

D11928 

AF146761 

AW964897 

U24577 

T61572 

AW058357 

AW473675 

N30714 

AA156781 

BE220806 

AW080237 

AW293376 

AI000341 

AI632683 

AA045847 

AA609200 

AK001335 

AF079363 

H12723 

AL039743 

A1962493 

AA641201 

AL039185 

NM.016929 

A1241019 

AA534222 

AJ338247 

BE622641 

AB016549 

AJ346408 

AA830168 

AJ624707 

AF051152 

AI683487 

AF119847 

AI248285 

AB036063 

AB037784 

AA127382 

AK001125 

T46848 

R92952 

X81053 

AW023624 

AF1 19917 

AA353776 

AW081608 

AB023161 



Hs.9740 
Hs.20914 



Hs£5150 
Hs.1473 
Hs.2556 
Hs.32241 



Hs.10177 
Hs.13801 



Hs.76845 
Hs.20450 



419038 AW134924 

449765 N92293 

418293 Al 224483 
400880 



Ks.302043 chemokine (OC motif) receptor-like 2( 
Hs.156110 Immunoglobulin kappa constant 
Hs.61957 ESTs 
Hs.172510 ESTs 

Hs^93907 hypothetical protein FU23403 
Hs.120388 ESTs 
Hs.193417 ESTs 
Hs.208603 ESTs 

DKFZP434A236 protein 
hypothetical protein FU 23056 
Hs.137635 ESTs 

Hs.225108 Homo sapiens mRNA; cONA OKFZp434P201 (fr 
Hs.12496 ESTs, Weakly similar to ALU4.HUMAN ALU S 
Hs.126712 ESTs, WeaHy similar to AF191020 1 E21G5 
Hs.25954 mterteukin 1 3 receptor, alpha 2 

ESTs, WeaJdy similar to CAYPJWMAN CALCY 
gastrirweleasing peptide 
tumor necrosis factor receptor superf ami 
ESTs. Weakty simiar to S65657 atpha-IC- 
Hs.238936 ESTs, Weakly similar to (defline not ava 
Hs.11135 major histocompafibiEty complex, dass 
Hs.284122 Wnt inhibitory factor-1 

pieckstrin homology domain Interacting p 
KIAA1685 protein 

gb.-op34f05.s1 Soares_NFLTJ3BC_S1 Homos 
gb:Human nonspecific crossreacting an tig 
Hs.236844 hypothetical protein FU10652 
Hs.153924 death-assxiated protein kinase 1 
Hs.270751 ESTs 

Hs.74126 fatty acid binding protein 6, tteat (gas 
phosphoserine phosphatase-iike 
BCM-Kke membrane protein precursor 
Hs.290825 ESTs 

Hs.93304 phosphofipase A2. group VI! (piateiet-ac 
Hs.79385 Human clone 23574 mRNA sequence 
Hs.199248 ESTs 

ESTs, Weakly similar to T17227 hypotheii 
Hs.325960 membrane-spanning 4-domains, subfamily A 

metaflothionein 1E (functional) 
Hs.184697 plexinCI 
Hs.252884 ESTs 
Hs.143659 ESTs 

ESTs 

Hs.27179 Homo sapiens cDNA FU12933 fis, done NT 
Hs.188361 Homo sapiens cDNA FU 12807 fis, done NT 
gb:af12eOZs1 SoaresJesus.NHT Homo sap 
protein tyrosine phosphatase, receptor t 
sperm assodafed antigen 6 
ESTs 

testes development-related NYD-SP21 
ESTs 

HsZ22Q51 ESTs 

Hs.77558 thyroid hormone receptor EntBractor 7 
Hs.283021 chloride intracellular channel 5 
Hs.145644 ESTs 

gb:nj21dGZs1 NCLCGAPJW Homo sapiens 
Homo sapiens mRNA; cDNA DKFZp586L0120 (f 
ESTs, Weakty similar to 138022 hypotheii 
MD-2 protein 

Hs.124675 ESTs, Weakly slmHar to T14742 hypothefi 
Hs.271305 ESTs 

Homo sapiens cONA FU21592 fis, clone C 
toll-Eke receptor 2 
Hs.152213 wingless-type MMTV integration site rami 

Homo sapiens PR01 550 mRNA, partial cds 
Hs.1 18348 ESTs 

pSl-tnducible ribonucleotide reductase s 
WAA1363 protein 

protease, serine, 12 (neurotrypsin, mo to 
Homo sapiens cDNA FU 10253 6s, done HE 
immunoglobulin strperfamily, member 4 
ESTs 

Hs.1 80828 collagen, type IV, alpha 4 
Hs. 1 62282 potassium channel T ASM; potassium ch an 
Hs.305574 Homo sapiens PRO3098 mRNA, complete cds 
Ks.901 C048 antigen (B-cell membrane protein) 
Hs.105053 ESTs 

WAA0944 protein 

major Mstorarnpatibility complex, dass 
Hs.190325 ESTs 

Hs.205832 ESTs, Moderately similar to ALU8.HUMAN A 
Hs.1 6063 hypothetical protein FU21877 

NM_00081 1 \Homo sapiens C059 antigen p1 8 



Hs.31137 
Hs.158213 
Hs.290791 
Hs.28514 



Hs.98314 
Hs.38489 
Hs.69328 



Hs.5921 



Hs.94262 
Hs^2941 
Hs.22404 

Hs.70337 
Hs.35052 



HSJ7403 
Hs.73931 
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Z48 

Z04 
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Z35 

Z05 

Z45 
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Z67. 

Z04 

Z36 

187 

Z79 

Z30 

Z42 

Z12 

186 

Z99 

Z02 

Z42 

Z27 

Z80 

1.95 

Z18 

1.95 

163 

1.74 

135 

Z09 

Z06 

Z58 

Z26 

101 

Z32 

1.80 

Z11 

Z20 

Z81 

1.87 

1.87 

1.94 

Z12 

Z16 

Z75 

Z41 

Z64 

Z78 

W 

1.99 

Z49 

Z17 

1.78 

Z43 

1.77 

1.95 

Z24 

Z14 

Z13 

Z60 

1.94 

1.81 

1.89 

Z08 

Z18 

Z46 

Z76 

Z16 

Z21 

Z08 

Z40 

Z03 

1.74 

Z40 

Z46 

4.13 

1.72 

Z93 
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430382 AA477908 Hs.282267 ESTs, Moderately similar to 138022 hypot 194 2.12 

419034 NMJJ02110 Hs.89555 hemopoieflc ceB kinase 2.93 125 

439335 AA742697 Hs.62492 NM_0528S3:Homo sapiens secreiogkfcn. fa Z93 3.72 

_ 429597 NM 003816 Hs.2442 a dlstniegrin and mefciloproteinase doma 192 1.91 

5 419981 AA897581 Hs.128773 ESTs 192 2.18 

400419 AF084545 Target 2.92 1.83 

435176 AA744875 Hs.189413 ESTs 191 115 

413283 R78669 Hs.23756 hypothetical protein similar to swine ac 190 125 

444339 T96555 Hs.31562 ESTs 190 3.16 

10 429272 W25140 Hs.1 10667 ESTs 190 143 

435047 AA454985 Hs.54973 cadherin-Oke protein VR20 190 129 

435080 AI831760 Hs.155111 hypothetical protein FU 14428 190 140 

402474 NM_004079:Homo sapiens cathepsin S (CTSS 188 147 . 

, _ 421554 AW137676 Hs.97775 ESTs 188 3.37 

15 422770 AL117544 Hs.120021 DKFZP434I092 protein 188 100 

434658 AI624436 Hs.310288 ESTs 188 106 

440248 AAB76138 ESTs 186 124 

442006 AW975183 ESTs, Weakly similar to S72482 hypotheti 186 4.32 

430515 AA746503 HsJ283313 ESTs 186 196 

20 448063 AI720140 Hs.151079 ESTs 186 147 

438177 BE327015 ESTs 186 1.70 

429083 Y09397 Hs.227817 BCU-related protein A1 185 106 

417105 X60992 Hs.81226 CD6 antigen 185 3.00 

433230 AW136134 Hs.220277 ESTs 184 1.97 

25 438676 AA813745 Hs.123446 ESTs 184 162 

435575 AF213457 Hs.44234 triggering receptor expressed on myeloid 182 4.33 

420252 AW270404 Hs.193161 ESTs 182 3.22 

415788 AW628686 Hs.78851 KIAA0217 protein 182 1.78 

428065 AI634046 Hs.157313 ESTs 2.81 147 

30 434340 AI193043 Hs.128685 ESTs, Weakly smrflar to T17226 hypotheti 181 167 

451558 NM_001089 Hs.26630 ATP-binding cassette, sub-family A (ABC1 178 3.39 

435517 AA928626 Hs.130177 ESTs 178 136 

439883 AL359652 Hs. 171096 Homo sapiens EST from done DKFZp434A041 178 1.82 

434158 T86534 Hs.1 4372 ESTs 178 1.96 

35 428923 BE047698 Hs.188785 ESTs 178 107 

413786 AW613780 Hs.13500 ESTs 178 1.97 

406387 Target Exon 177 4.22 

421168 AF182277 Hs.330780 cytochrome P450, subfamily (IB {phenobar 176 124 

444561 NMJHJ4469 Hs.1 1392 c-fos induced growth factor (vascular en 176 111 

40 427484 N32859 Hs^7288 nuclear receptor subfamily 1, group D,m 176 1.94 

417728 AW138437 Hs.24790 KIAA1573 protein 176 1.78 

435154 AA668764 V ESTs 176 110 

429490 AI971131 Hs.23889 ESTs, Weakly similar to ALU7 HUMAN ALU S 176 121 

423387 AJ012074 vasoactive Intestinal peptide receptor 1 176 136 

45 432060 AW971364 Hs.324775 ESTs 175 102 

434164 AW207019 Hs. 148135 serine/lhreonine kinase 33 174 148 

423706 U95218 Hs.131924 G protein-coupled receptor 65 174 1.93 

442703 AL044949 Ks.116298 ESTs 174 1.89 

450247 AF123303 Hs.24713 hypothetical protein 174 1.73 

50 430998 AF12BB47 Hs.204038 ma^strr/lamine f4-methyitransferase 174 185 

426535 AU077012 Hs^88582 ESTs. Weakly similar to ubiquitous TPRm 174 1.88 

409196 NNL001874 Hs.334873 rarboxypepWase M 173 1.86 

422389 AF240635 Hs.1 15897 protocadherfn 12 172 126 

444324 AI301330 Hs.143838 ESTs 172 1.74 

55 417831 H16423 Hs.82685 C047 antigen (RlHelated antigen, integr 172 140 

428769 AW207175 Hs.106771 ESTs 172 119 

404277 NrA.019111^Ho^TOsaplensn^ajorh^c<»mpa 172 3.12 

409653 AW451693 Hs.220826 ESTs 172 162 

437211 AA382207 Hs.5509 ecotropic viral integration site 2B 172 125 

60 430299 W28673 Hs.106747 serine carboxylase 1 precursor prot 2.72 109 

444381 BE387335 Hs.283713 hypothetical protein BC01 4245 171 2.26 

443547 AW271273 hypothetical protein FU 12666 171 1 1.74 

408741 M73720 Hs.646 carboxypeptidase A3 (mast cell) 170 139 

rr 402674 Target Exon 2.70 1.95 

65 438068 A1927209 Hs.306210 Homo sapiens cONA: FU23133 8s, clone L 170 123 

415075 L27479 Hs.77889 Friedreich ataxia region gene X1 23 169 111 

444314 AI140497 gb:ow76b09.s1 SoaresJeialJver_spieen_ 169 128 

428656 AB037798 Hs.188790 WAA1 377 protein 168 1.91 

_ n 418883 BE387036 Hs.1 211 acid phosphatase 5, tartrate resistant 168 195 

70 443951 F13272 ferritin, light polypepflde 168 166 

427581 NML014766 Hs.179703 WAA0129 gene product 168 1.74 

432639 AW973785 gb:EST385886 MAGE resequences, MAGM Homo 168 1.78 

446423 AW139655 Hs.150120 ESTs 168 129 

407939 W05608 Hs.312679 ESTs, Weakly similar to A49019 dynein he 167 107 

75 431779 AW971178 Hs.268571 apollpoprotein C-l 167 3.00 

458124 AW005548 Hs.124590 ESTs 167 178 

432882 NM_013257 Hs.279696 serum/glucccorfcoid regulated kinase^ 166 1.64 

445745 AB007924 Hs.1 3245 WAA0455 gene product 166 1.64 

ert 425188 AK002052 Hs.1 55071 hypothetical protein FU11190 , 165 1.92 

80 432231 AA339977 Hs.274127 CLST 11 240 protein 164 4.23 

442200 AW590572 Hs£35768 ESTs 164 146 

426828 NM.000020 Hs.1 72670 acfivin A receptor type Il-Gke 1 164 100 

448569 BE382657 Hs^1486 signal transducer and activator cJ trans 163 3.23 
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ESTs 
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Hs.33846 


ESTs 
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Hs.155981 


mesoihefin 
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Hs.161304 


ESTs 


2S9 
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444623 
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ESTs 
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AI249361 
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caspasG 4, apoptos is -related cysteine pr 
arnirto peptidase 
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201 


444542 
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Hs.280380 
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2.31 


439549 


AW937885 


Hs.137314 


ESTs 
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431385 
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Hs. 11090 


membrane-spanning 4-domains, subfamily A 
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417015 


M83772 


Hs.80876 


flavin containing monooxygenase 3 


256 


247 


433308 


AA582718 


Hs. 291 650 


ESTs 
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443885 


H91806 


Hs. 15284 


ESTs 
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1.71 


408170 


AW204516 


Hs.31835 


ESTs 
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1.59 


456644 


AI264155 


Hs.1 52981 


COP-diacytglyceroJ synthase (phosphatida 
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1.63 


412104 


AW205197 


Hs.240951 


Homo sapiens, Similar to TOKEN cDNA 2210 
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428791 


AA435661 


Ks.264750 


ESTs 
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AW972330 


Hs.283022 


triggering receptor expressed on myeloid 


253 


3.91 


447357 


AI375922 


Hs.159367 


ESTs 


252 


283 


431393 


AW971493 


Hs.134269 


ESTs, Highly similar to cytokine recepto 
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1.90 


424105 


A1142336 


Hs.43977 


Human DNA sequence from clone RP1 1-196N1 
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408308 


AL033377 


Hs.44197 


hypothetical protein OKFZp564D0462 
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1.98 
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AW297855 




ESTs, Weakly similar to 138022 hypotheti 
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420991 


AW504814 


Hs.287379 


Homo sapiens mRNA for FU001 1 1 protein, 
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AB014524 


Hs.138380 


KIAA0624 protein 
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AA810141 


Hs.192182 


ESTs 
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NM.000699 


Hs.335493 
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AA382523 


Hs.1 05689 
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ESTs 
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ESTs 
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ESTs, Moderately similar to S65657 alpha 
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gbrys12h12.s1 Soares fetal liver spleen 
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ESTs 
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metaHothtonein 1E (functional) 


249 


1.80 


433102 


A1343966 


Hs.1 58528 


ESTs 
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hypothetical protein FU204O1 
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T79759 
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ESTs, Weakly similar to 138022 hypotheti 
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ESTs 
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ESTs, Weakly simflar to 136022 hypotheti 
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411069 
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hypothetical protein OKFZp434(0428 
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Hs.126036 


ESTs 
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ESTs 
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1.99 
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AA502663 


Hs.1 45037 


ESTs 
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1.80 


438564 


AA381553 


Hs.1 98253 


major histocompatibility complex, class 


248 


280 


439593 


BE073597 


Hs.1 24863 


ESTs 
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1.89 


422355 


AW403724 


Hs.300697 


coagulation factor VII {serum prolhrombi 


247 


3.74 


453134 


AA032211 


Hs.1 18493 


ESTs 
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417169 


R13550 


Hs-21388 


ESTs 
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1.88 


434411 
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ESTs 
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AA917808 
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ESTs 


246 


209 


448782 


AL050295 
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ESTs 
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v-myb avian myeloblastosis viral oncogen 
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1.61 
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ESTs 
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class 1 cytokine receptor 
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tepCn receptor 
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1.70 
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AI823453 
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ESTs 
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AW516704 


Hs.208726 


ESTs 
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1.68 
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N93466 


Hs.121764 


ESTs, Weakly similar to testicular tekS 
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4526S8 


NM.001295 


Hs.301921 


chemokine (C-C motif) receptor 1 
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407904 


W44735 


Hs.9288 


Homo sapiens cDMA: FU21278 fis, done C 
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406973 
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Hs.198253 


major histocompatibility complex, class 
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ESTs 
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retinoic acid induced 3 (RA1G1); metabo 
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Hs.59729 
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ESTs 


242 


202 


438507 


AA809052 




ESTs 
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ESTs 
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1.97 


424027 
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ESTs 
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276 
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Ravin containing monooxygenase 2 
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Hs.135118 


Homo sapiens PR-domain zinc finger prote 
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small inducible cytokine suMamiy A (Cy 


240 


1.76 


416370 


N90470 


Hs.203697 


C038 antigen (p45) 


240 


1.97 


415688 


AA166963 




gb^o86dOU1 Stratagene ovarian cancer 


240 


1.63 
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HsJ164 
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BE245169 
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430413 


AW842182 


Hs.241392 


447033 


AJ357412 


Hs.157601 
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AA453800 
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ESTs, Weakly similar to S26689 hypolheti 

gb:ne26b03.s1 Nd_CGAP_Co3 Homo sapiens 
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ESTs 

ESTs 
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ESTs 
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ESTs 
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ESTs 
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422404 AL133571 Hs.336189 Homo sapiens mRNA; cDNA DKFZp434F 11 35 {f 2.19 1.92 

423526 AB011086 Hs.129739 WAA0514 gene product 2.19 2.85 

436485 X59135 Hs.156110 tmmurBgtobunn kappa constant 2.19 2.01 

_ 426251 M24283 Hs. 168383 Inlercelular adhesbn moJecute 1 {C054) 2-19 153 

5 443441 AW291196 Hs.92195 ESTs 118 1.73 

418458 AA332941 Ks.85226 lipase A, lysosomal acid, cholesterol es 118 2.53 

408705 AA312135 Hs.46967 HSPC034 protein 118 1.54 

419150 T29618 Rs.89640 TEK tyrosine kinase, endothelial (venous 2.18 1.93 

, _ 430915 AA488953 gb:aa55e05.r1 NCI CGAPJ3CB1 Homo sapiens 2.18 1.57 

10 418791 AA935633 Hs,194628 ESTs 2.17 2.05 

432620 M777749 Hs.5978 LIM domain orty 7 117 1.75 

424321 W74048 Hs.1765 tyn^ocyte-sr^ctfic ixotein tyrosine kin 117 101 

406646 M33600 Hs.308026 major Wstocompatibifity complex, class 117 3.12 k 

424450 AL137526 oVnein intennecfiate chain 2 2.17 4.14 

15 426410 BE298446 Hs.305B90 BCL24ika 1 2.16 119 

416975 NM.004131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-lymp 116 1.70 

421077 AK000061 Hs.101590 hypothetical protein 116 1.60 

424563 AA446932 Hs.151428 ret finger protein 2 116 1.83 

405102 C15001220*:gl|4469558lgblAAD21311.1|(AF 116 1.78 

20 452436 BE077546 Hs.31447 ESTs, Moderately similar to A46010 X4in 115 1.87 

416206 AW206248 Hs.1 11092 hypothetical protein FU22332 115 1.65 

418067 AI127958 Hs.83393 cystatinE/M 115 140 

436372 AW972301 Hs.310288 ESTs 115 135 

418728 AW970937 Hs.293843 ESTs 114 158 

25 450400 AI694722 Hs^79744 ESTs 114 106 

409031 AA376836 ESTs 114 114 

435143 R12375 Hs.194600 ESTs 114 1.69 

444805 AB007899 Hs.12017 homolog of yeast ubiquifin-protein Bgas 114 2.03 

453927 AA082465 Hs.125031 chofine/ethanolaminephosphotransferase 114 1.57 

30 418304 AA215702 gb2r97g10j1 Nd_CGAP_GCB1 Homo sapiens 114 1.68 

418299 AA279530 Hs.83968 Integrin, beta 2 (antigen CD18 (p95), ly 114 104 

408996 AI979168 Hs.344096 glycoprotein (transmembrane) nmb 113 1.72 

417018 M16038 Hs.80887 v-yes-1 Yamaguchi sarcoma viral related 113 1.68 

418741 H83265 Hs.8881 ESTs, Weakly similar to S41044 chromosom 113 147 

35 452353 C18825 Hs.29191 epithelial membrane protein 2 112 131 

416918 X07871 Hs.89476 CD2 antigen (pSO), sheep red blood eel) 112 176 

424006 AF054815 Hs.137548 CD84 antigen (leukocyte antigen) 112 111 

437581 N59284 Hs.288010 ESTs 112 185 

410976 R36207 Hs.25092 hypotheticat protein MGC10744 112 2.04 

40 429716 R25685 Hs.211933 coflagen, type XIII, alpha 1 112 100 

423089 W15613 Hs.1613 adenosine A2a receptor 2.12 1.72 

432860 AW974077 Hs.283349 ESTs 112 1.75 

449509 AA001615 Hs.84561 ESTs 112 1.84 

Ar 456062 AI866286 Hs.71962 ESTs, Weakly similar to 836298 profine-r 111 4.42 

45 419216 AU076718 Hs.164021 small indudbte cytokine subfamily B(Cy 111 1.65 

459680 H96982 Hs.42321 ESTs 111 120 

449677 AA002071 gb2h85dOU1 SoaresJetaUver^spteerL HO 112 

443071 ALO 80021 Hs.8986 compien^t component 1, q subcomponent, 110 148 

443021 AA368546 Hs.8904 Ig superfemiry protein 110 142 

50 437838 AI307229 ESTs 110 1.67 

429421 AL031658 Human DNA sequence from done RP1^310O13 110 1.91 

407202 N58172 Hs.109370 ESTs 110 1.68 

443669 AI140462 Hs.134587 ESTs 110 1-64 

411990 AW963624 Hs31707 ESTs, Waakry similar to YEW4_YEAST HYPOT 110 1.71 

55 408410 AA447438 Hs.44697 ATPase, Class V, type 10C 110 105 

436293 AI601188 Hs.120910 ESTs 110 101 

410730 AW368860 DnaJ (Hsp40) homolog. subfamily B, membe 110 1.66 

427876 AI494291 ESTs 110 148 

„ 456672 AK002016 Hs.114727 Homo sapiens, done M6Cr16327, mRNA, com 109 3.11 

60 434987 AW975114 ESTs 109 1.69 

433735 AA608955 Hs.109653 ESTs 109 1.78 

433226 AW503733 Hs.9414 K1AA1488 protein 109 1.62 

425787 AA363867 Hs.155029 ESTs 109 1.85 

452304 AA025386 Hs.61311 ESTs, Weakly similar to S10590 cysteine 108 3.41 

65 442369 AI565071 ESTs 108 1.60 

430478 NM.014349 Hs.241535 apoGpoprotein L, 3 108 139 

434421 A1915927 Hs.34771 ESTs 108 1.66 

415138 CI 8356 Hs.295944 tissue factor pathway inhibitor 2 108 1.72 

431728 NMJJ07351 HsJ>68107 mulflmenri 108 1.51 

70 444929 AI685841 Hs.161354 ESTs 108 3.14 

408873 AL046017 catmoduTm 2 (phosphorylase kinase, delt 108 109 

437634 AW293046 Hs.255158 ESTs 108 1.66 

400277 Eos Control 108 1.46 

443601 AI078554 Hs.42658 ESTs 108 1.87 

75 432212 AW137742 ESTs 108 1B4 

410763 AF279145 Hs.8966 hyrjotheuca! protein FU21 776 107 1.48 

406122 Target Exon 106 175 

430665 BE350122 Hs.157367 ESTs, Weakly similar to I78885 sertne/th 106 1.66 

408788 All 34947 Hs. 21 3956 Homo sapiens BAC done RP11-1 02O5 from Y 106 1.70 

80 421057 T58283 Homo sapiens c DNA: FU 22063 6s, done H 106 1.78 

413936 - AF113676 Hs.297681 serine (or cysteine) proteinase inhibito 106 130 

431924 AK000850 Hs.272203 Homo sapiens cDNA FU20843 fis, clone AD 106 131 

449444 AW818436 solute carrier family 16 (rnonccarboxyfc 106 1.41 
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421464 AA291553 Hs.190086 ESTs 2.06 161 

424831 H61453 ESTs 2.06 2.12 

434542 AA769310 hypoffiefcal protein FU13164 206 1.44 

_ 418323 NM.002118 Hs.1162 m^WstocompaCbOity complex, class 205 161 

5 418836 AI655499 Hs.161712 ESTs 105 1.73 

431315 AW972227 Hs. 163986 Homo sapiens cDNA: FU22765 fis, done K 205 1.99 

400750 Target Exon 2.05 1.75 

406851 AA609784 major histocompatibility complex, class 105 3.94 

, _ 414936 C14774 gb:C14774 Ctontech human aorta poiyA mRN 2.05 2.41 

10 453459 BE047032 Hs.257789 ESTs 204 1.86 

443450 N66045 Hs.133529 ESTs 2.04 146 

430015 AW768399 ESTs 2.04 1.63 

429399 AA452244 Hs.16727 ESTs 104 1.51 . 

411653 AF070578 Hs.71168 Homo sapiens done 24674 mRNA sequence 104 1.73 

15 417916 NMJW6416 Hs.82921 solute carrier famiy 35 (CMP-siafc ad 104 1.46 

421757 220897 Hs.296259 jaraoxonase 3 104 113 

441942 AF182645 Hs.8024 IK cytokine, down-regulator of HLA II 104 1.82 

431843 AA516420 ESTs, WeaWy similar to 138022 hypotheti 104 1.67 

432006 AU37382 Hs.272320 Homo sapiens mRNA; cONA DKFZp434L1226 (f 104 3.23 

20 414154 AW205314 Hs.323060 ESTs 103 2.96 

449987 AW079749 Hs.184719 ESTs, Weakly similar to ALU 1j HUMAN ALUS 103 1.59 

418452 BE379749 Hs.85201 C-(ype (calcium dependent, carbotydrate- 103 101 

406645 M57466 Hs.814 major rustrxorripatMity complex, dass 103 149 

414516 A1307802 ESTs, Weakly similar to T43458 hypotheti 102 1.56 

25 417032 AA192469 Hs.271838 ESTs 102 1.48 

414875 H42679 Hs.77522 major rustrxc^atrtxTiry complex, dass 102 179 

414522 AW518944 Hs.76325 Irnrnunoglobu&n J chain 102 1.84 

410511 AA743475 Hs.285655 ESTs 102 1.87 

_ _ 423533 NW.014339 Hs.129751 InterieuMn 17 receptor 102 126 

30 437259 A1377755 Hs.120695 ESTs 102 134 

426298 AW965058 Hs.111583 ESTs, Weakty similar to 138022 hypotheti 102 1.86 

426722 U53823 Hs.171952 ocdudin 102 1.57 

421229 AI056590 Hs.7086 hypothetical protein MGC1 2435 102 1.79 

410491 AA465131 Hs.64001 Homo sapiens done 25218 mRNA sequence 102 1.97 

35 447232 AW499834 Hs.327 Interteukin 10 receptor, alpha 102 205 

449317 AW293413 Hs.132906 19A24 protein 102 1.84 

439556 A1623752 Hs.163603 ESTs 102 1.62 

443031 AW134696 Hs.49418 ESTs 101 1.58 

444838 AV651680 Hs.208558 ESTs 101 1.69 

40 453108 A1311457 Hs.99472 ESTs . 101 1.64 

432967 AA572949 Hs.207566 ESTs 101 1.83 

441390 AI692560 Hs.131175 ESTs 101 1.63 

448076 AJ133123 Hs.20196 adenylate cydase 9 2.01 1.80 

420256 U84722 Hs.76206 cadherin 5, type 2. VE-cadherin (vascuta 101 132 

45 414629 AA345824 Hs.76688 camoxytesterase 1 (monocyte/macrophage 101 1.90 

418460 M26315 Hs.85258 COS antigen, alpha polypeptide (p32) 101 1.90 

415443 T07353 Hs.7948 ESTs 100 1.54 

424925 NM.002432 Hs.153837 myeloid cdl nudear differentiation ant 100 174 

404394 ENSP00000241075:TRRAP PROTEIN. 100 ,199 

50 459557 , N58315 gbyv68g06.s1 Soares fetal liver spleen ' 100 1.89 

437204 AL110216 ESTs, WeaWy similar to 15521 4 salivary 100 1.46 

429295 AA682377 Hs.99216 ESTs, Moderately similar to ALU8_HUMAN A 100 1.37 

440667 BE076969 Hs.7337 hypothetical protein FU 10936 100 1.51 

431193 AW749505 Hs.296770 K1AA17 19 protein 1.99 101 

55 432485 N90866 Hs.276770 COW52anegen{CAMPATH-1 antigen) 1.99 211 

450293 N36754 Hs.171118 hypothetical protein FU00026 1.98 1.79 

417072 BE243915 Hs.81118 teutotriene A4 hydrolase 1.98 147 

429073 AA446167 Hs.47385 ESTs 1.98 1.92 

448133 AA723157 Hs.73769 folate receptor 1 (adult) 1.98 194 

60 420838 AW118210 Hs.42321 ESTs 1.98 1.67 

435252 A1539519 Hs.120969 Homo sapiens cDNA FU 1 1562 fis, done HE 1.97 110 

430702 U56979 Hs.278568 H factor 1 (complement) 1.97 1.84 

456804 AI421645 Hs.139851 caveoSn2 1.97 1.58 

439195 H89360 gb:yw28d08.s1 Morton Fetal Cochlea Homo 1.97 1.93 

65 459299 BE094291 Hs.155651 hepatocyte nudear factor 3, beta 1.97 128 

413836 W92003 Hs.70614 ESTs 1.97 1.80 

400417 X72475 Target 1.97 1.75 

427814 W28383 Hs. 180900 W2flams-8eiiren syndrome crirarnosome regi 1.96 1.46 

408826 AF216077 Hs.48376 Homo sapiens done HB-2 mRNA sequence 1.96 118 

70 446135 AW130288 Hs. 1703 18 hypothetical protein FU 10147 1.96 106 

455615 BE045344 Hs^74923 ESTs, Moderately similar to unnamed prot 1.96 121 

414572 AU077174 Hjl288181 cathepsinH 1.96 165 

433891 AA613792 gb:no97h0ls1 NCLCGAPJ>r2 Homo sapiens 1.95 1.71 

__. 417370 T28651 Hs.82030 tryptophanyHRNA synthetase 1.95 188 

75 451609 AL046019 Hs39276 ESTs 1.94 a26 

447131 NM.004585 Hs.17466 retinoic acid receptor responder (tazaro 1.94 194 

430887 N66801 HsJ260287 WAA1 841 protein 1.94 1.62 

414700 H63202 Hs.38163 ESTs 1.94 1.72 

417874 BE616160 Hs.82829 protein tyrosine phosphatase, norwecept 1.94 1.56 

80 443907 AU076484 Hs.9983 TYRO protein tyrosine kinase binding pro 1.93 122 

425252 AW391162 catafcufii 1.92 114 

428758 AA433988 Hs.98502 CA125 antigen mucin 16 1.92 119 

425810 A1923627 Hs.31903 ESTs 1.92 1.76 
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433618 AA602539 Hs345494 ESTs 1.92 1.84 

424517 AI539443 Hs.137447 Homo sapiens cDNAFU12169fis,cbne MA 1.92 Z27 

418036 237976 Hs.83337 latent transforming growth factor beta b 1.92 1.76 

_ 450747 A1054821 Hs.318535 EST5,H«hJysmilarto1818357AEWSflen 1.92 1.72 

5 409745 AA077391 gb:7B14E12 Chromosome 7 Fetal Brain cDNA 1.91 1.83 

426780 BE242284 Hs.172199 ederrytate cyclase 7 1.91 1.67 

452386 R12499 Hs.20468 ESTs 1.91 Z64 

438670 AJ275803 Hs.123428 ESTs 1.91 3.12 

414359 M62194 Hs.75929 cadharin 11. type 2. OB^erin (osteob 1.91 1.82 

10 446565 H95741 Hs.17914 membrane-spanning 4-domams, subfamily A 1.90 2.06 

424528 AW073971 Hs.238954 ESTs, Weakly simfiar b KIAA1 2M protein 1.90 1.85 

444745 AF117754 Hs.11861 thyroid hormone receptor-associated prot 1.90 1.65 

428166 AA423849 Hs.79530 M5-14 protein 1.90 1.70. 

, _ 426721 AA383588 Hs.131816 ESTs. Weakly similar to T29012 hypotheti 1.89 3.22 

15 449271 AW338067 Hs.7869 Homo sapiens cONAFUl 1946 fis, done HE 1.88 Z07 

436576 AJ458213 Hs.77542 ESTs 1.88 Z25 

437751 AA767373 ESTs, Moderately similar to ALU1_KUMAN A 1.88 Z41 

449618 A1076459 Hs.15978 K1AA1 272 protein 1.88 1.63 

430634 AJ860651 HsJ6685 caJcyphosine 1.88 3.01 

20 440663 AW452976 Hs.247112 hypothetical protein FU 10902 1.88 1.65 

440099 AL080058 Hs.6909 DKFZPS64G202 protein 1.88 1.76 

414662 AL036058 Hs.76807 major histocompatibility complex, dass 1.88 Z37 

444051 N48373 Hs.10247 activated leucocyte ceD adhesion molecu 1.87 Z07 

414454 A1870175 Hs.13957 ESTs 1.87 Z68 

25 427792 M63928 Ks.180841 tumor necrosis factor receptor superfaml 1.87 2.25 

415801 R24219 Hs.278443 Fc fragment of I gG, low affinity lib, re 1.87 2.05 

430027 AB023197 Hs.227743 KIAA0980 protein 1.87 1.70 

425771 BE561776 Hs.159494 Bruton agammaglobulinemia tyrosine Idnas 1.87 Z18 

412443 AW951103 Hs.130767 Homo sapiens cDNA: FU23553fis, done L 1.86 Z27 

30 408771 AW732573 Hs.47584 potassium voltage^atod channel delayed 1.86 Z31 

420361 N92054 Hs.194718 zinc finger protein 265 1.66 1.63 

413869 NMJJ00878 Hs.75596 InterieuWn 2 receptor, beta 1.86 Z13 

422241 Y00062 Hs.170121 protein tyrosine phosphatase, receptor t 1.85 1.77 

442434 AA995787 Hs.129583 ESTs 1.85 Z15 

35 422735 AA169685 Hs.119529 Niemarin-Pick disease, type C2 gene 1.85 Z77 

444083 AI123195 gfcoo17a10.x1 Soares_NSF_F8_9W_OT_PA_P_S 1.84 1.73 

449679 AJ823951 Hs.129700 toMWikBl 1.84 1.57 

418183 NIWL001772 Hs.83731 C033 antigen (gp67) 1.84 Z02 

An 414776 AA155598 Hs.212839 hypothetical protein FU14195; WAA171 4 1.84 1.72 

40 414803 X03100 Hs.914 Human mRNA for SB dassll histocompatibi 1.84 Z47 

408669 AI493591 Hs.78146 platetel/endothefialcen adhesion molec 1.84 2.29 

455508 AW976165 gb:EST388274 MAGE resequences, MAGN Homo 1.84 1.69 

410290 AA402307 Hs.322844 hypothetical protein DKFZp564A1 76 1.83 Z12 

. _ 426457 AW894667 HsZ2660 cWmerin (chirnaerin) 1 1.83 1.59 

45 459247 N46243 Hs.110373 ESTs, Highly similar to T42626 secreted 1.83 1.57 

417086 AA194446 ESTs, Weakly similar to S55024 nebulin, 1.83 1.45 

425175 AF020202 Hs.155001 UNC13(aetegansHike 1.83 Z18 

429952 AF080158 Hs.226573 WiMtor of kappa Bght polypeptide gen 1.83 1.75 

438596 AA829427 Hs.243081 ESTs 1.83 Z83 

50 436486 AA742221 Hs.120633 ESTs 1.82 Z14 

433365 AF026944 Hs.293797 ESTs 1.82 Z50 

449943 AF104266 Hs.24212 latrophffln 1.82 Z0B 

426437 BE076537 Hs.169895 ubiquituvconjugating enzyme E2L 6 1.82 Z37 

421563 NMJM6433 Hs.105806 granulysin 1.82 Z48 

55 449161 N53431 Hs.47647 ESTs, Weakly similar to T00057 hypotheti 1.81 Z81 

453107 NM.016113 H&279746 vanilloid receptor-like protein 1 1.81 Z66 

418371 M13560 Hs.84298 C074 antigen (invariant polypeptide of m 1.81 Z50 

432946 U60899 Hs.279854 mannosldase, alpha, dass 28, member 1 1.81 Z05 

432297 AW663632 Hs.285625 Homo sapiens mRNA; cDNA DKFZp434A1 19 (fr 1.80 113 

60 428677 AI657119 Hs.120036 troponin I, cardiac 1.80 Z94 

409485 S80990 Hs. 2521 36 tlcoRn (atfagen/Sbrinogen domain-cont 1.80 Z28 

423081 AF262992 Hs. 1231 59 sperm associated antigen 4 1.80 1.56 

425458 H89317 Hs.182889 ESTs 1.80 Z21 

, e 425390 A1092634 Hs. 1561 14 protein tyrosine phosphatase, norwecepl 1.80 1.41 

65 409208 Y00093 integrin, alpha X (antigen CD11C(p1 50), 1.80 2.20 

430570 AI417881 Hs^92464 ESTs 1.80 1.62 

439425 AF086244 Hs.1 14659 ESTs 1.80 Z37 

408688 A1634522 Hs.1 52925 WAA1268 protein 1.80 Z13 

„ 440675 AW005054 Hs^79788 ESTs, WeaWy similar to KCCIJiUMAN CALO 1.80 1.80 

70 423690 AA329648 Hs.23804 ESTs, Weakly similar to PN00S9 son3 prat 1.79 1.57 

406621 X57809 H&8997 InTiminogtobuEn lambda tocus 1.79 Z1B 

431958 X63629 Hs^877 <a!rierin3,tyrje1,P<adherin(piacenta 1.79 1.68 

403421 NM_016369*:Homo sapiens daudin 18 (CLDN 1.79 Z47 

430423 AI190548 Hs.143479 ESTs, Weakly simiar to hypothetical pro 1.79 Z92 

75 416384 AU076903 Hs.79283 selectin P Bgand 1.79 1.87 

440638 AJ376551 gbrte64e10jc1 SoaresJJFl^T.GBC„S1 Homo s 1.78 1.69 

422003 AA361760 Hs.296326 ESTs 1.78 Z05 

412288 NM.003005 Hs.73800 selecfin P {granule membrane protein 140 1.77 1.82 

0 _ 432987 AI864771 Hs.27954 C088anfigen(C028 antigen GgandZB7- 1.77 Z03 

80 441602 AJ655043 Hs.133456 ESTs 1.77 Z01 

458194 AW383618 ESTs, Moderately similar to A1_U2_HUMAN A 1.76 Z35 

432585 AA553477 Hs.152428 ESTs 1.76 Z63 

421071 AJ311238 Hs.104476 ESTs, WeaMy similar to CGHU1E collagen 1.75 Z59 
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408989 


AW361666 


Hs.49500 


K1AA0746 protein 


1.75 


1.66 


414807 


A1738616 


Hs.77348 


hydroxyproslaglandin dehydrogenase 15-(N 


1.75 


1.54 


403903 






C5001 632*:gi|1 0545308}gb|MG21 430.1 [ACO0 


1.75 


3.20 


421461 


AW291023 




ESTs. Weakly similar to A46010 X-Snked 


1.74 


Z67 


430850 


BE144152 




gb:MRT>HT016S4)60200^e02 HT0165 Homo 


1.74 


2.52 


424377 


AF081675 


Hs.146322 


kSter ceQ tecOn-fike receptor subfami 


1.74 


2.15 


443884 


N20617 


Hs.194397 


leptin receptor 


1.74 


1.51 


423057 


AW961597 


Hs.130816 


ESTs. Moderately similar to 138022 hy pot 


1.74 


1.63 


448262 


AW880830 


Hs.166273 


ESTs 


1.73 


2.57 


431890 


X17033 


Hs.271986 


integrin, alpha 2 {CD49B, alpha 2 subcni 


1.73 


1.87 


431630 


NM.002204 


Hs.265829 


Integrin. alpha 3 (antigen CD49C, alpha 


1.73 


Z21 


412896 


AW804157 


Hs.308026 


major histocompatibility complex, class 


1.72 


Z37 


407366 


AF026942 


Hs.17518 


gb:Homo sapiens cig33 mRNA, partial sequ 


1.72 


Z16. 


419407 


AW410377 


Hs.41502 


hypolheBcal protein FU21276 


1.72 


1.52 


442117 


AW664964 


Hs.1 28899 


ESTs; hypothetical protein for IMAGE447 


1.71 


1.55 


438606 


NM..014859 


Hs.6336 


K1AA0672 gene product 


1.71 


1.57 


434795 


BE620794 


Hs.4147 


translocating chain-associating membrane 


1.71 


2.21 


426490 


NM.001621 


Hs.170087 


aryt hydrocarbon receptor 


1.71 


1.46 


418307 


U70867 


Hs.83974 


solute carrier family 21 (prostaglandin 


1.71 


2.49 


421221 


AW276914 


Hs.326714 


Homo sapiens clone IMAGE.713177, mRNA se 


1.71 


1.57 


423857 


N48902 


Hs.1 33481 


Homo sapiens mRNA; cONA DKFZp564O0862 (f 


1.71 


1.56 


408393 


AW015318 


Hs.23165 


ESTs 


1.70 


1.43 


432409 


AA806538 


Hs.130732 


WAA1575 protein 


1.70 


1.54 


440817 


AI341423 


Hs.288433 


neurotnmin 


1.70 


2.17 


421445 


AA913059 


Hs.104433 


Homo sapiens, done IMAGE:4054868, mRNA 


1.69 


Z54 


453691 


H12235 


Hs.226505 


ESTs 


1.69 


2.07 


422278 


AF072873 


Hs.1 14218 


frizzled (Orosophfla) homotog 6 


1.68 


1.54 


424687 


J05070 


Hs.151738 


matrix metalloproteinase 9 (gelatin ase B 


1.68 


2.29 


434951 


AF161442 


Hs.191591 


Homo sapiens HSPC324 mRNA. partial cds 


1.68 


2.24 


444301 


AK000136 


Hs.10760 


asporin (LRR class 1) 


1.68 


1.44 


407775 


NMJXM9U 


Hs.38772 


RAB36, member RAS oncogene family 


1.68 


2.03 


437119 


AI379921 


Hs.177043 


ESTs 


1.68 


4.21 


426836 


N41720 


Hs.172684 


vesicle-associated membrane protein 8 (e 


1.68 


Z28 


453498 


8E181412 


Hs.23245 


hypothetical protein FU 1 1 767 


1.68 


Z76 


428289 


M26301 


Hs.2253 


complement component 2 


1.67 


Z40 


404854 






Target Exon 


1.67 


1.76 


450954 


AI904740 


Hs^5691 


receptor (calcitonin) activity modifying 


1.67 


Z32 


410048 


W76467 


Hs.343874 


proline oxidase hornolog 


1.67 


3.03 


407857 


AI928445 


Hs.92254 


synaptotagmin-like 2 


1.66 


1.51 


447827 


U73727 


Hs.1 971 8 


protein tyrosine phosphatase, receptor t 


1.66 


2.01 


417193 


AI922189 


Hs .288390 


hypothetical protein FU 22795 


1.66 


Z05 


421237 


U25029 


Hs.102761 


Human glucocorticoid receptor alpha mRNA 


1.66 


2.20 


433350 


BE563152 


Hs.10362 


Homo sapiens cONA: FU 20944 fis, done A 
putative di peptidase 


1.66 


Z11 


417451 


AW007280 


Hs.1 15537 


1.65 


Z11 


443791 


N64458 


Hs.143345 


ESTs 


1.65 


Z11 


440475 


AI807671 


Hs.24040 


potassium channel, subfamily K, member 3 


1.65 


Z04 


431743 


AW972642 


Hs.293055 


ESTs 


1.64 


Z64 


400328 


X87344 




transporter 2, ATP-binding cassette, sub 


1.64 


Z43 


451876 


T63141 




gb:yb99a1 Zs1 Stratagene lung (937210) H 


1.64 


Z02 


417321 


N68722 


Hs.191368 


ESTs 


1.64 


Z53 


439237 


AW408158 


Hs.318893 


ESTs, Weakly similar to A47582 B-cefl gr 


1.64 


Z01 


418707 


U97502 


Hs.87497 


butyrophilin. subfamily 3, member A2 


1.63 


Z17 


432176 


AW090386 


Hs.112278 


arrestin, beta 1 


1.63 


2.04 


450708 


AA376654 




eukaryotic translation initiation factor 


1.62 


Z05 


429570 


BE242256 


Hs.2441 


K3AA0022 gene product 


1.62 


1.39 


448406 


AW772298 


Hs.21103 


Homo sapiens mRNA; cONA DKFZp564B076 (fr 


1.62 


1.57 


439971 


W32474 


Hs.301746 


RAP2A, member of RAS oncogene family 


1.62 


1.44 


452424 


AI964028 


Hs.48353 


ESTs 


1.62 


153 


423161 


AL049227 


Hs.1 24776 


downstream of cadhertn 6 (by 3.3(b) 


1.62 


1.38 


416316 


H58721 


Hs.271628 


ESTs 


1.62 


1.39 


431806 


AF186114 


Hs.270737 


tumor necrosis factor (Qgand) superfami 


1.62 


Z67 


452203 


X57522 




transporter 1 , ATP-binding cassette, sub 


1.62 


Z45 


427509 


M52505 


Hs.2161 


complement component 5 receptor 1 (C5a I 


1.62 


1.51 


438089 


W05391 




nudear receptor subfamily 1, group 1, m 


1.61 


1.45 


409038 


T97490 


Hs.50002 


smaB Inducible cytokine subfamily A (Cy 


1.61 


1.52 


433417 


AA587773 


Hs.8859 


Homo sapiens, Similar to R1KEN cONA5830 


1.61 


Z40 


444009 


AI380792 


Hs.135104 


ESTs 


1.60 


Z15 


436057 


AJ 004832 


Hs.5033 


neuropathy target esterase 


1.60 


Z60 


437352 


AL353957 


Hs.284181 


hypothetical protein OKFZp434P0531 


1.60 


Z57 


433614 


W07475 


Hs.277101 


cytochrome c oxidase subunit IV isoform 


1.60 


3.30 


410494 


M35564 


Hs.64016 


protein S (alpha) 


1.59 


1.42 


411125 


AA151647 


Hs.68877 


cytochrome b-245, alpha polypeptide 


1.59 


Z02 


446616 


R65964 


Hs.334873 


ESTs, Weakly similar to ALU8_HUMAN ALU S 


1.59 


Z52 


419918 


X80700 


Hs.93728 


pre-B-ceD leukemia transcription factor 


1.59 


Z04 


428141 


D50402 


Hs, 182611 


solute carrier famfty 1 1 (proton-coupled 


1.59 


1.98 


434308 


N51517 


Hs.47282 


ESTs 


1.58 


Z29 


447341 


AF106941 


Hs.18142 


arresfin, beta 2 


1.58 


Z09 


454315 


AW373564 


Hs.251928 


BANP hornolog, SMAR1 hcmdog 


1.58 


Z10 


423281 


AJ271684 


Hs.126355 


C-type (calcium dependent carbohydrate- 


1.57 


1.75 


433671 


AW138797 


Hs.132906 


19A24 protein 


1.57 


Z05 


412869 


AA290712 


Hs.82407 


CXC chemoUne Bgend 1 6 


1.57 


Z71 


436906 


H95990 


Hs.181244 


major hislocompatibflity complex, dass 


1.57 


Z24 


417771 


AA804698 


Hs.82547 


retinotc add receptor res ponder (tazaro 


1.57 
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431921 
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415078 
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401854 

405850 

433815 

431130 

453870 

414763 

428281 
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407601 

432894 

457941 

442743 

419542 

433124 

422487 

429610 

417433 

429109 

409361 

427872 

449853 
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427585 
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Hs.13775 hypothetical protein SMAP31 
Ks. 198257 mucin 4, tracheobronchial 
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Hs.1 478 serine (or cysteine) proteinase InWbito 
Hs.82568 cytochrome P450, subfamily XXvllA (stero 
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hexabrachion {tenasrin C cytotactin) 
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Homo sapiens cONA FU 14438 fis, done HE 
major histocompatibtljty complex, class 
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1.30 
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Hs.128295 


ESTs 


1.29 
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Hs.6193 


hypothetical protein FU 14590 
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417801 


AA417383 


Hs.82582 


integrin, beta-like 1 (with EGF-fike rep 
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Hs.161031 
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1.25 
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serine/threonine kinase 33 
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Homo sapiens cDNA: FU23165 fis, clone L 
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Hs.175622 


ESTs 
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Hs.21213 


ESTs 


1.23 


1.20 
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Hs.1 19021 


ESTs 
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Hs.97252 


ESTs 
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1.54 
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ESTs, Moderately similar to 138022 hypot 
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1.91 
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ESTs 
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140 
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1.22 
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ENSP0000O224716*:GTP-bindtng protein SAR 
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1.25 
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Hs.54460 


small inducible cytokine subfamily A (Cy 
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1.44 
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Hs.72901 


cycBn-dependent kinase Inhibitor 2B (p1 


1.17 


1.14 
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Hs.6727 


Ras-GTPase activating protein SH3 domain 


1.14 


1.16 


440555 
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Hs.6853 


hypothetical protein FU22 167 


1.14 


119 


446006 
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Hs.13530 


deafness, autosomal dominant 5 


1,13 
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432203 


AA305746 


Hs.49 


macrophage scavenger receptor 1 
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ESTs 


1.10 


123 
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Hs.69423 
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ESTs 
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ESTs 
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sic homology three (SH3) and cysteine ri 


1.08 
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Target Exon 
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ne) (chickenHike 2 
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ESTs 
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hypothetical protein FU23577 
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ESTs 
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gbtHomo sapiens full length insert cDNA 
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ESTs 
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ESTs 


1.00 


132 


434088 


AF116677 


Hs^49270 


hypothefical protein PR01966 


1.00 


126 


420727 


H75701 
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ESTs 
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BG698329 A1417878 AI080171 Al 190332 A1092344 A1357100 AA744522 AA412653 AA977007 BF438628 AA743264 AA365279 AW073197 

BI493198 AA169355 81493197 AI283051 BF436642 AA809052 AI833263 

AW971218 AA493942 M166963 

BE159853 AA502346 AU186097 R86267 H71358 

AK0551 BO AA490810 A1420925 AW73832 AA1 27397 AA127409 AW820078 Al 21 4567 AA876961 AA283985 A1904240 D20426 B C0 15835 N28408 
242826 AI927925 AW590850 AW1 95543 AI675823 W84675 AA767204 AW207335 AI051690 AI434786 AI051699 AW139875 BF195790 AI250256 
AI767042 AI521899 AA829382 AA526451 AI971192 R08173 N20059 AA215409 Z38968 H 13200 H01 182 R82482 AW972928 BF242637 H01273 
H13567RB2532 

AI694413AW994700AI912946 W3548AI082035AW271652V«4189W24182AI71971B^ 
AI709339 

AJ7015B3AI291038AW449650 
M31126 

BG256892 H10532 N46614 R52610 AW977698 BM460488 W55819 BI042183 BG977498 BE767451 BF870009 BG477472 R61 137 R14274 R20259 
R09686 B1838226 BF034269 AA429173 BE741829 AW867495 AI123683 AWQ06831 BE831 162 AW452753 AV742717 W86152 BF1 15102 A1633815 
BF921562 AA094230 BE092587 W86151 AA526153 AI572156 BF914496 R12579 BF852352 AA699780 T57386 BF903022 R09933 AA678298 
AA432057AW572442 

AA136653 AA1 36656 AW450979 AA984358 AA809054 AW238038 AA492073 BE1 68945 
D78831 C17898 D78863 
R36075 R36167 A! 366546 

BG425760 BF997600 N48516 W73454 BF816344 BF997601 AA488953 
NM.023036 AJ295276 AF250288 AL137526 AW517074 AI870459 A1215420 

BF036043 AW1 90446 BG194731 AW662036 AI445021 BE937550 AW818972 AW393132 AA834685 BF1 12058 AV721682 H16423 A1270167 
A1857345 AA937302 AW818444 BE929780 BG498678 BF155010 BI598271 BI59981 1 BE161728 AW578737 AW753711 AW379707 AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF439618 AA443174 A1018009 N42850 AW573242 AJ417258 
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432212 
421057 



424831 
434542 



406851 
414936 
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M463483 A1676131 AH67170 AA836627 AA443828 AW592922 AA235129 AA730278 AW4390S2 AW474332 B1043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16550 R39478 R39479 R943S8 BG540316 BM314745 AA251087 D54231 D55274 BF085805 D31589 AW966405 
AW934425 D81 879 BE093545 AW901107 AA383529 B1021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW357006 BF35B697 
BF366318 AA653856 BH702099 BF035969 AI267384 AI267232 BE348320 AA621574 AA861212 BF083343 BF083341 AV745131 D53074 
AW954476 AW954472 AA376836 AV724531 D53Q63 C14928 AA093287 AA062638 BG483558 BE940050 AA765954 T70171 BE938775 BE940057 
D53502 AW373300 All 187S8 BM128728 AA193411 AW444709 AW952455 A1887612 BF431948 BI498876 AI264159 BM128481 A1624657 
AI689301 AI9S9467 AA861685 AA251595 AA625761 AA872090 AI8267S0 AA328366 BE827416 R75951 D56918 R68122 BE827384 AL1 18797 
AI184164 AA16441 1 B1495332 BE8581 13 AI863860 H00660 T69849 AW780389 CI 4667 6E934995 61018652 R92801 AA1 64410 H00752 
AW373305 AW373299 AW373302 

418304 1093209 1 BE883520 81057842 AA215702 AA215703 AA368006 BE006876 BE066555 

449677 79505.1 AA002232 T99209 AA002071 

437838 2512601 J A1308202 A13Q7229 AA769348 

429421 117617J AW341668 AI201382 AW104364 AA648367 AA897604 AW977914 AA811957 AI352198 AL040620 

410730 11 4639.1 BG427950AA826016AI903441 BG939868AW979154AA640872BG547134 AA457091 AW368860 W88852R94779AA088823 

427876 1373914J AI494291 AJ582807 AA417018 AA608841 

434987 121985 J AW9751 14 AI096634 AI767001 AA658364 AW517542 

442369 2691713J AA993566 AI521958 AI565071 A1864217 

408873 105337J AL046017 AW504804 AA532433 AI634701 AI126421 AW151275 AA620782 AA933047 AI828223 AI624555 A1624489 AV749032 BI495751 

AI672286 AA342944 AV748076 AV7475B6 AA058597 H56073 W87367 R71630 H84499 AI866297 D2591 8 AV746788 M78995 H63752 H82985 
R466O0 8E7B6692 R7112B AA608909 R29728 BG534018 

400277 170.1 Y00281 N&/L00295Q BC010839 8C007995 BG675232 BM468552 AL555484 BG831516 BF035300 BG677277 BF852972 BE314901 BF850656 

A1371816 AA292474 AA375747 AA308414 BM454544 BI333370 BM049921 B1461428 81465007 B1223401 BE856245 AW821164 BF914775 
BF914761 AU125835 B1222678 BI091 137 BF340536 BM462798 B1224452 BG707915 AL569160 AA443815 AW572867 AW363410 BF739268 
BG01 0283 BI013120 BF818845 BF763468 AA305165 A1630370 AA039826 R24906 H02046 T96891 BF981330 AW936510 AA4781 69 H04587 
BG166574 BIB69342 BE562482 BE539637 AA165089 AL5791 18 AL553699 BE0440S4 AW1 17440 AJ520674 BF435417 AW245648 A1952404 
T29534AU153459AU152168AW591591 AU146918 A1393187 AA478013 AU148143 AI224471 A1640728AI871537AW264752 N93787 All 69357 
AV756134 A1471659 AU147466 AA779206 AU149419 AU149104 AU159135 AA312221 AW445119 AW021912 AI799771 F04407 A1285530 
AI914643 AW068751 AA513325 AA164627 AA639285 AA569644 T96892 AI923594 BF439180 81770936 BF032438 AU154884 AA682793 
AW072992 AU158815 AI884444 AL048031 AU158922 AU152546 AK95187 AL048033 AI245650 AU148507 AW467451 BE536868 BF913001 
BF062707 AL573082 AW067993 AA523354 BE886727 AI890705 AU1 59092 AI982693 AI817553 AA236729 AI687858 BG163767 AI524675 
AI678155 AA127100 AI762661 AU159718 AM69720 AA483627 AW131696 R26868 AI199885 AW875614 AW938694 AW578974 BI763988 
BG819168 BE874767 BG978292 BE162948 AL555483 AW189719T56783 AI018819 A1476552 BI492837 AI824440 BG996262 AA932887 A1380726 
R79530 AA622108 AI262575 T56782 R27437 BE784153 AW1 29549 AI675567 AI866759 BG987935 

AW972351 AW182936 AI478370 AA528309 BG997292 AW137742 A1632Q06 AA775020 AA961625 W86628 BF11201 4 AI275423 AI680786 
BE222349 AA830545 BF224127 H99396 N81017 N81016 A1525205 T58283 

U59185NM 004696 AV734324 AI245349 AA369517 H88760 D79128 AA970406 H01059 H88761 H03446 BG620383 AU1 35008 AU136895 
AU158158AU155762R73608 R65751R23756 N74630AW078687BE439761 BE786351 R68994BE785867AW297502AW297553BG431545 
AW814843 BF382644 BG429539 BE929862 BF811258 
H61453 AA838765 At693104 AA721 107 

AF392454 AK023074 A1884890 AI8 14455 AW956220 BF736545 AA026021 AA286843 AA251 91 8 BG1 9771 0 AA026294 AA337356 BC010422 
AK023226 NM.022776 BM459496 AA769310 AI826460 AU153650 AU160375 AW16621 1 AW292992 BF433538 AI823888 AI684798 AI655985 
AW770982 AI400454 A1276257 AA639510 A1689818 AW772604 AA807639 AU130298 AU132028 BF900889 BF904822 AY007102 AU143256 
BG621460 AA829630 A1864665 AS084922 AA025234 A1360060 AA766554 AA026295 AA825817 AA251 762 BE180751 BM464530 AV715833 
AA779447 A1452519 AW418525 AA435643 D25894 AA435651 AA286844 N64369 AI702262 BG288063 BE170545 BM466232 BE299160 AA169573 
AL567428BF217285BE967276 
AA609784 R97304 
C14774C17911D79033 

BC017171 B0012195 NMJW7126 AF10O752 AL137377 Z70768 BM474865 BG754806 AU124376 BG757203 BG764420 BG775028 BG824418 
BM045810 AU120387 BG770238 BG686740 BG913323 BI759980 BG395998 BM048875 BE881070 BE313689 BE879144 BM309834 AW245847 
A1770171 BF196861 BE856897 AA463876 AI375927 AA648810 AA948193 AA490916 AJ459893 A1458188 AI240408 AI191843 A1131029 AW768399 
A1365196 AW337984 AW026150 BE466591 BE674599 A1818438 AA772197 AI651927 AW151143 81198825 BG819083 BM458764 BE903567 
BE732715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW246215 BE501897 BE903610 
BE561530 BE560537 BE903782 BE732947 81227204 BG761305 BE262642 BE391848 BE382475 BG008258 BI547991 BI459099 BE391391 
BE259420BE298109AVV245422AI423847AJ914618H80534BE3010(MAIJ531791AJ435581BF7^ BE746965 BF743630 

BE879296 AI359493 BM018598 A1689260 AW072450 F20201 AW151405 AW517572 AA773468 BG259694 BE391163 BG621529 A1421728 
BG767231 BM462953 BG340524 W52648 AA1 13434 BE765431 BI041981 BG832385 BG253168 BG759470 BF369329 BF981332 BE259418 
BE785738 BI091658 N72512 W58732 W85690 BG958989 AI205206 H 19721 W17051 W77958 BI262010 AA844319 W74143 W72214 N85194 
BE734033 BG164099 AA931069 F 13645 R41394 AKD25758 BG1B0977 BE349455 AA812018 AA740241 A1027722 A! 150356 AA886395 AW977627 
BE220225 AAB84082 AW5181 14 A1243844 AAB09493 AA481029 AA8257 18 AJ347866 A143 1 670 AA814436 AJ251 1 09 R07704 AA765606 AA724593 
A1918399 AI537550 AA491103 AW0081B8 R07703 AA989120 AA746235 AW028983 AA789102 AU1 85751 AW971 465 AA489681 AW971 893 
AW612086 BE077936 BI860809BE002760 BG746251 BE962912 BM454584 AL1 34894 BF104082 H80591 
431843 445334.1 AW970134 AA516420 AA543007 BG057526 BI001430 AI498371 D60181 D81004 D60382 C15876 N91070 C14815 C15068 080763 C14818 
C15161 D601B4D60656 

414516 60847J AK057782 A1146454 BG703115 AI765980 A1948611 AA889263 AA947457 BG547193 H11947 Z38147 F10426 BF447329 H11946 T74968 F06195 

BG548563 A10C4988 AA148735 AJ307802 AI439791 BE041453 A1984904 AA148734 F12B23 
459557 859794J BG623239 N58315AJ524952 

437204 28243.1 AL1 10216 AI816283 A16B8476 AA928351 AW1 57672 AI288740 BE468242 AM52476 A1291665 AW192364 BE503635 AW592672 AA857393 
AW162770 A1680660 AI879565 A1347717 BF880800 A1265646 AA834381 A1291667 A1264567 Z38449 T03352 A1929432 BE673897 A1124770 
AB50389 AA910378 R54042 AV746670 AW089037 AV729218 H28971 R38549 AI692560 BE671 562 BE669916 BE672206 BF445152 BF445151 
A1914323 AI684406 AA932348 BE670597 AA932080 

439195 21979.1 AF086037 H89360 H89546 

433891 647290.1 AW182329 AA61 3792 T05304 AW858385 

425252 38271.1 AK056513 AL553942 AL553941 BG924307 BE879339 AA576941 BG054674 BF431361 BE467806 BF445874 BE138798 AA425029 BF084265 
BE814324 BM466426 BE819467 AW594593 AA341536 AI82351 1 81792998 AW29521 3 AW800506 AW378236 BE819553 AW341 342 BE146513 
BE146525 BE146515 AW295699 BE14651 8 BE146S16 BF349828 AL520587 AW803944 BE931092 BF375188 BG676709 BF832746 BG696737 
AW391 1 79 AI582980 AW582217 AW814484 BE672215 AW391162 AW8 14336 AW814302 AW814444 AL520586 Al 3331 34 A1378333 AW24341 2 
BE350482 AI528661 A1925481 AI246159 AW593633 A1273558 AJ494388 AA806280 AW005608 BE048135 AW341024 AA969419 AA912778 
AA621100AA479920AI887584AI290391 BE348490BF340755At225038AI867592BG113S88Al566808AW196841 BF087184AA3S3524 
AW957546 BF340833 BF037221 BE146523 

409745 MH 1944.5 BKB0997 AA921874 AW188822 B1027862 AI347618 A1361453A1088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 AA1 50722 
BI007625 BI027864 B1009100 BKW6275 BI006270 BI031000 BI029864 BI006277 BI007627 BI006266 BI006991 B1006990 BI007763 BI007762 
BG997377 AA 150780 81033518 BI027818 BG015789 BI033807 AA341445 

437751 643238.1 AW978796 AA767373 AW1 73343 AA836163 N27563 AA905328 R97032 

470 



629625J 
265006.1 
2735.1 



1272B34J 
11990.1 



0.0 

1782849.1 
713.2 



WO 03/042661 



PCT/US02/36810 



444083 10908 12 B1836699 A112313S 
455508 1239880 1 AW976165 C04000 

417086 1154 2 ~ AK0S66G5 AKD569B9 AW380724 AA1 95950 F21243 Z17422 AA 176555 AA1 76955 AA1 84350 BC005933 BC0178S6 AA196396 Z24810 AA181361 
AA193115 AA086455 F25194 F30130 AA180013 AJ346143 F20589 F20620 F29371 F32439 F25153 F32146 F26110 F28506 F25307 F27533 
F20375F32370M653078BF574897Z24852 F00172T30560AW449^ C02691 AL596834 F31902 F26078 

AA670099 BF475555 F30818 F37524 AJ346558 F28050 F17933 F31637 C03413 AJ0921 52 AA180743 AA085730 F21998 F20854 F18944 F31 180 
F37937 F37738 AA193162 Z17344 AA192546 

409208 10117 2 AK074047 AI144342AW014280BM145128 N28267AW205231 AA989041 H93197AW594063BG236296AW236606 AW081031 AA765843 
BM144372 AA989341 AI824838 AI963970 AI637671 AW198330 BG427526 BM148789 BF893644 BF881946 

44053B 371 165.1 BG009500 AI376551 AA897445 T87714 

458194 506272.1 AI692525 AW005307 AW383618 AI689861 AI342712AA906899 

421461 128918 1 AA291529A1629027AI89(W7AA677465BF001179AI301^ 

430850 296806 1 BE144152 AA487799 BF916865 AA937952 

400328 

451876 2328579 1 T63141 AS821021 BF370092BF370127BF370060 T62998 

450708 12745 1 AK055196AW952031 AI694545 AI742403 AW874431 AW204731 AI887383BE220997AA011287AA115112A1306385AW571707BF433009 
AW197042 AI367086 H23002 H11743 R37085 Z39208 AI002267 H10206 T23948 W74801 R51633 R37677 R59986 H10833 BGO12OO0 R13817 
H22794 Z43122 H10257 BG984543 H10875 BG984542 AA318232 BF849799 W76367 AA376654 R18795 AA1 14979 AA303838 AW139819 
AI674165 AJ686172 W94102 R67170 H11620 BG015023 

452203 2830 1 BC014081 NI^.000593 X57522 L21208 L21207 L21206 L21205 L21204 AL561404 AL546423 AL560492 AL556882 AL541576 ALS50S54 BI823519 

BI770023 AL554969 BI489906 AI304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM4236 10 AL561 51 8 BM009470 
BG742981 AA279685 AA847441 AA313737 BF172639 BF897216 8F914190 BF903547 S70277 A1569694 AW073296 AI361433 AA564644 
AA487429 BE858232 AA838510 A1539114 A1719375 AI829129 BG057675 AI423422 AU158880 BE300655 AW170777 AA586956 AL571889 
AL556850AL576404AL582800B1256544BF342301 BG875994AA054458AA353161 AI940434BE816522AL577636AI479650AW150377 
AU154395 AW951271 AI032220 AI819778 A1346733 AW771 150 AW51 2525 AI249904 AA279809 AI352549 AW512517 BG056280 AA521222 
BE271141 AL581932 AL541575 BI819184 AV660190 AL556475 AI620020 AW089888 AW079179 Z21518 AA687601 F04651 AI783961 T57198 
AI433367 T78652 AL554968 AA365648 AL58261 9 BE874601 BF804669 AL574458 BM145502 AI266514 AI538823 AI475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 A1682892 AA830989 AA862356 AA653084 BM0091 54 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 M678742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 BI560216 BI753586 

438089 22448_4 BM475665 BE644917 AW770789 AW952971 N64863 BM263259 A1224545 AI184866 N691 1 4 AW518902 A1440169 AA809472 AV654440 

AA281642 AU185230 AW337382 AI872923 AI537113 N73882 TB3378 H53731 BF671764 AW897824 A181 1204 AA344646 BE0091 12 BG899664 
H91240R60548 1441701 

427872 4983 5 8I826340 BI888674 R12615 AW887767 BF439409 AI424995 BG059893 AA417003 AI220270 AA418740 AI190974 Z39070 AA742556 AA835058 

AA694436 R20520 AA4 18795 BG460307 B 1 560 147 
458208 45807.4 AI990840AI380016BM273298BM273060 

421341 1407 1 NM.007329 AF159456 AJ243212 AJ297935 AA295769 NM.017579 AJ243224 AI492875 A1798676 AI749838 AA918144 A1814590 AI923531 

BF513992AI720725AI150879A1279072AW6129«AI492104AI^ 

AU100513 BG955585 BG955588 AA295763 BE829414 BF760645 BG954398 AA295332 AA295795 BE932867 AW769569 T89953 BE93431 1 
411880 1139083.1 BE088101 T05990AW872477 
428833 317753J A1928355 AJ709178 AA436447 AI431274 BF946000 
455797 1511159J BE091833BE091874BE091B71 
407244 

451049 83923J W92422AA0 13353 

431353 1241126J AW977507 AA503803 AA767137 AA828032 AA828033 

451385 85022.1 AA01 9761 AA01 7656 AA01 7374 

442526 450370J AF150283 AW182000 AW277221 AV735848 

446164 41648 2 AK02681 7 Ai 559708 AW273539 AW892986 

438038 2523501 _1 AI732629 AI732831 AA776249 

438909 4045.1 AF085839 R69254 R691 37 AW1 88788 

431169 1235760.1 AW971240AA493723 AA493843 

419721 40816 1 AK026728AL1 381 36 BF059437 A1657037 AL600872 C1 5206 CI 4676 AA001 003 AL1 57562 BG706081 H241 62 BF84 1047 H1 5952 Z45355 

AL1 57565 AV721762 AW953127 AA324171 BF476417 R52508 N54211 R46734 BG485659 BF810747 BE766227 AL538354 R19964 T15657 
AW197333 R16235 R40826 BG1 52309 AV729035 R45066 AA016969 BE504976 BF593783 N51085 R61284 BE702264 A1216994 Z41068 N72577 
R37645 AW237014 AW197630 AI359402 AA707906 AU198B5 H23480 T16037 AI950756 T62597 T91664 R40195 060186 H23014 T89715 H05749 
H24054 AA00156S H15041 C15205 D59987 R13787 R61283 H23479 H07874 R14070 R52555 R21 139 H05856 AA348655 AL120460 T62525 
AV725241 AA046875 A1361912 H13341 BG1 50488 AL1 19338 Z42792 F05895 H07966 FC6492 R59866 031594 H09436 R35726 B1917845 
BG704196 BF736198 AL036526 BG569879 AW195713 R59867 AA016988 H09087 BE841173 AW693631 

446868 15525 1 AK074473 BC017997 61331060 BF971 101 A1888394 AW82824 AV708785 W86073 W07772 AV660737 AI816793 R52250 BG183529 AA633473 
AI191256 R44763 R19947 BF571346 W86257 

413059 1488711J BE063078 BE151503 BE151498 



TABLE 32C: 



Pkey: Unique number corresponding fo an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, et a!." refers to the pubHcaflon entitled The DNA sequence of 

human chromosome 22" Dunham, el aL (1999) Nature 402:489-495. 
Strand: Indicates DMA strand from which exorts were predicted. 
NLposite Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400880 


9931121 


Plus 


29235-29336,38363-36580 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


406387 


9256180 


Plus 


116229-116371,117512-117651 


404277 


1834458 


Minus 


91665-91946 


402674 


8077108 


Minus 




404240 


5002624 


Minus 


116132-116407,116653-116922 


405102 


8076881 


Minus 


120922-121296 


406122 


9144087 


Minus 


30940-31388 


400750 


8119067 


Plus 


198991-199168,199316-199548 


404394 


3135305 


Minus 


37121-37205,37491-37762,4105*41140,4132 


403421 


9665041 


Minus 


126609-126773.139986-140205 


403903 


7710671 


Minus 


101165-102597 


404854 


7143420 


Plus 


14260-14537 
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401854 


7770538 


Plus 


151483-151637,151902-152008,152146-15231 


406422 


9256411 


Plus 


163003-163311 


400496 


9743564 


Plus 


4151541695 


402333 


6844110 


Minus 


165693-165855 


406517 


7711431 


Plus 


7151-7402 


403420 


9664969 


Plus 


159835-159938 



TABLE 33A: About 800 genes upregulated in lung fibrosis relative to normal lung 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnlgeneJD: Unigene number 

Unigene Title: Unigene gene title 

R1 : 90th percentile of lung fibrosis Ats divided by 90th percentile of normal lung Ats, where the minimum value for the numerator and denominator was set to 50 



Pkey ExAccn UnigenelD Unigene Title R1 

406964 M21305 FGENES predicted novel secreted protein 16.10 

431089 BE041395 ESTs.WeaWy similar to unknown protein 12.38 

421110 AJ250717 Hs.1355 cathepsinE 11.86 

428330 L22524 Hs.2256 matrix metalloproteinase 7 (matrilysin, 11.62 

431958 X63629 Hs.2877 cadherin 3, type 1, P-cadherin (placenta 9.90 

444381 BE387335 Hs.283713 hypothetical protein BC01 4245 8.58 

406850 A1624300 Hs.172928 collagen, type I, alpha 1 8.26 

429500 X78565 Hs.289114 hexabrachion {tenasctn C, cytotactin) 8.24 

422487 AJ010901 Hs.198267 mucin 4, tracheobronchial 7.72 

408380 AF123050 Hs.44532 diubiquitin 7.24 

432306 Y18207 Ks.303090 protein phosphatase 1, regulatory (Inhib 7.15 

456034 AW450979 gfcUI-H-BI3-ala-a.12-0.Ul.s1 NCl_CGAP_Su 7.12 

453355 AW295374 Hs.31412 myopodin 6.96 

408562 A1436323 Hs.31141 roundabout (axon guidance receptor, Dros 6.88 

421552 AF026692 Hs.105700 secreted frizzled-related protein 4 6.83 

426125 X87241 Hs.1 66994 FATtuirrarsuw)ressor(r>osorjfiiia)horno!o 6.72 

407192 AA609200 gb:af12e02.s1 ScaresJestis.NHT Homo sap 6.72 

438089 W05391 nuclear receptor subfamily 1, group I, m 6.62 

449523 NM.000579 Hs.54443 chemokine {C-C motif) receptor 5 6.56 

421952 AA300900 Hs.98849 dynein light chain 2B (DNLC2B) 6.46 

417433 BE270266 Hs.82128 5T4 oncofetal trophoblast glycoprotein 6.32 

439195 H89360 gb^w28d08.s1 Morton Fetal Cochlea Homo 6.29 

444301 AK000136 Hs.10760 asporin (LRR class 1) 6.28 

414061 NMJJ00699 Ms.335493 amylase, alpha 2A; pancreatic 6.13 

423057 AW961597 Hs.130816 ESTs, Moderately similar to 138022 hypot 6.11 

430702 U56979 Hs.278568 Hfactor 1 (cctnplemertn, 6.10 

424878 H57111 Hs.221132 ESTs 6.00 

417878 U90916 Hs.82845 Homo sapiens cDNA: FU21930 lis, clone H 6.00 

414217 AI309298 Hs.279898 Homo sapiens cONA: FU231 65 fis, done L 5.94 

408491 AI088063 Hs.7882 ESTs 5.94 

419407 AW410377 Hs.41502 hypothetical protein FU21 276 5.92 

432222 A1204995 gb:an03c03.x1 Stratagene schizo brain S1 5.92 

407857 AI928445 Hs.92254 synaptotagrrun-fike 2 5.90 

433230 AW136134 Hs.220277 ESTs 5.86 

412719 AW016610 Hs.616 ESTs 5.86 

407788 BE514982 Hs.38991 S100 calcium-binding protein A2 5.82 

426759 A1590401 Hs.21213 ESTs 5.72 

418007 M13509 Hs.83169 matrix mataCoprotsinase 1 (interstitial 6.72 

421814 L12350 Ks.108623 truombospondin 2 5.71 

430887 N66801 Hs.260287 WAA1841 protein 5.70 

453870 AW385001 Hs.8042 Homo sapiens cDNA: FU23173 fis, clone I 5.62 

436954 AA740151 Hs.130425 ESTs 5.58 

411573 AB029000 Hs.70823 WAA1077 protein 5.55 

432441 AW292425 Hs.163484 intron of hepatocyte nuclear factorial 5.38 

410606 AW418779 Hs.114889 ESTs 5.38 

410800 BE280421 Hs.94499 ESTs 5.32 

413195 AA127382 Hs.22404 protease, serine, 12 (neurotrypsin, moto 5.28 

406687 M31126 matrix metalloproteinase 11(stromeIysin 5.26 

417733 AL048678 Hs.82503 H^apier»niRrWfor3 , UTRofurAnownprot 5.22 

412622 AW664708 Hs.171959 ESTs 5.22 

439941 AI392640 Hs. 18272 amino acid transporter system Al 5.18 

440675 AW005054 Hs.279788 ESTs, Weakly similar to KCC1 .HUMAN CALO 5.15 

430299 W28673 Hs.106747 serine carboxypepttdase 1 precursor prot 5.13 

425177 AF127577 Hs.155017 nuclear receptor interacting protein 1 5.12 

444314 AI140497 gb:ow76b09.s1 Soaresjetaljverjipleeru 5.11 

444527 NM.005408 Hs.11383 smaO inducible cytokine subfamily A (Cy 5.04 

452239 AW379378 protein tyrosine phosphatase, receptor t 4.97 

453874 AW591783 Hs.35131 collagen, type XW, alpha 1 (unduRn) 4.96 

443884 N20617 Hs.194397 teptin receptor 4.94 

444040 AF204231 Hs.1 82982 gotgin-67 4.94 

428281 AA194554 Hs.1 83434 ATPase, H transporting, lysosomal (vacuo 4.93 

440687 AL080222 Hs.7358 hypothetical protein FU131 10 4.92 

420000 AB036063 Hs.94262 p53-inducile ribonijctecfeje reductase s 4.92 

432435 BE218886 Hs.282070 ESTs 4.92 
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422573 AW297985 Hs.295726 tntegrin, alpha V (vitronectin receptor 4.90 

430665 BE350122 Hs.157367 ESTs, WeaMy similar to 178885 sertieAh 4.90 

446008 NMJJ04403 Hs.1 3530 deafness, autosomal dominant 5 4.90 

415992 C05837 Hs.145807 hypothetical protein FU 13593 4.82 

5 430027 AB023197 Hs.227743 WAA0980 protein 4.78 

408393 AW015318 Hs.23165 ESTs 4.76 

449509 AA001615 Hs.84561 ESTs 4.72 

416205 AW206248 Hs.1 11092 hypothetical protein FU22332 4.72 

412828 AL133396 Hs.74621 prion protein (p27-30) (Creutzfekklakob 4.72 

10 433226 AW503733 Hs,9414 WMI 488 protein 4.68 

444745 AF117754 Hs.11861 thyroid hormone receptor-associated prol 4.6B 

442994 A1026718 Hs.16954 ESTs 4.66 

430580 AA806105 Hs.300697 tmrnunogtc^ulin heavy constant gamma 3 (G 4.66 

409361 NM-005982 Hs.54416 she ocuBs homeobox (Orosophila) homolo 4.66 

15 418005 AI186220 Hs.83164 cofiagen, type XV, alpha 1 4.65 

433586 T65301 gb.-yd78d06.s1 Soares fetal liver spleen 4.64 

424917 A1636208 Hs.96901 hypothetical protein FU23049 4.64 

424408 AI754813 Hs. 146428 coSagen, type V, alpha 1 4.64 

^_ 418113 A1272141 , Hs.83484 SRY (sex determining region YH»x 4 4.62 

20 451109 F11875 Hs.5534 Homo sapiens cDNA FU 1 2961 fis, done NT 4.62 

450086 AW016343 Hs.233301 ESTs 4.61 

422163 AF027208 Hs.112360 prominin (mouseHike 1 4.60 

442652 A1005163 Hs.201378 ESTs, Weakly similar to T1 2545 hypotheti 4.59 

410268 AA316181 Hs.61635 six transmembrane epithelial antigen of 4.58 

25 418259 AA215404 ESTs 4,54 

426716 NMJJ06379 Hs.171921 sema domain, immunoglobulin domain (Ig), 4.54 

432810 AA683400 ESTs 4.54 

407112 AA070801 Hs.51615 ESTs, Weakly similar to ALU7.HUMAN ALU S 4.53 

436100 AA704806 Hs.143842 ESTs, Weakly similar to 2004399A chromos 4.52 

30 412652 AI801777 ESTs 4.52 

438899 AF085833 Hs.135624 ESTs 4.52 

416179 R19015 Hs.79067 MAD (mothers against decapentaplegic, Dr 4.52 

436252 AI539519 Hs.120969 Homo sapiens cDNA FU1 1 562 fis, clone HE 4.52 

443324 R44013 Hs.164225 ESTs 4.51 

35 407690 R47799 Hs.266957 hypothetical protein FU14281 4.51 

431393 AW971493 Hs.134269 ESTs, Highly similar to cytokine recepto 4.51 

452518 AA280722 Hs^4758 ESTs, Weakly similar to 138022 hypotheQ 4.50 

431843 AA516420 ESTs, Weakly similar to 138022 hypotheti 4.50 

436865 AW880358 Hs.339808 hypothetical protein FU10120 4.46 

40 452561 A1692181 Hs.49169 KIAA1634 protein 4.46 

440273 A1805392 Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 4.45 

442048 AA974603 gbx>p34f05.$1 Sc*es_NFlJT_.GBC_S1 Homo s 4.44 

436120 A1248193 Hs.1 19860 ESTs 4.44 

423575 C18863 Hs.163443 Inton of perioslin (OSF-2os) 4.44 

45 429697 AW296451 Hs.24605 ESTs 4.44 

439866 AA280717 Hs.6727 Ras-GTPase activating protein SH3 domain 4.43 

429688 BE245169 Hs.211610 OJG triplet repeat RNA-binding protein 4.43 

414462 BE622743 Hs.301064 artapUn 1 4.42 

428698 AA852773 Hs.334838 WAA1 866 protein 4.42 

50 420838 AW116210 Hs.42321 ESTs 4.41 

458584 AF217518 Hs.8360 PTO012 protein 4.40 

434340 AI193043 Hs.128685 ESTs, WeakJy similar to T1 7226 hypotheti 4.40 

400076 Eos Control 4.38 

431049 AA846576 Hs.103267 hypothetical protein FU22548 similar to 4.38 

55 445773 H73458 Hs.1 3299 Homo sapiens mRNA; cDNA DKFZp761M01 11 (f 4.36 

420298 AI199510 Hs.267912 ESTs, WeaWy similar to ALU7.HUMAN ALU S 4.36 

433339 AF0 19226 Hs.6036 glioblastoma overexpressed 4.36 

412490 AW803564 Hs.288850 Homo sapiens cDNA: FU22528 fe, clone H 4.34 

_ 416391 AI878927 Hs.79284 mesoderm specific transcript (mouse) horn 4.34 

60 421221 AW276914 HsJ526714 Homo sapiens done IMAGE: 71 31 77, mRNA se 4.33 

409342 AU077058 Hs.54089 BRCA1 associated RING domain 1 4.33 

429228 AI553633 ESTs 4.32 

426458 D83032 Hs.169984 nuclear protein 4.30 

408369 R38438 Hs.182575 SLC15A2 Solute canter family 15 (H+/pep 4.30 

65 432476 T94344 Hs.326263 ESTs 4.29 

434963 AW974957 Hs.288719 Homo sapiens cDNA FU1 2142 fis. clone MA 4.28 

436446 AW016809 Hs.119021 ESTs 4.27 

439556 AI623752 Hs.163603 ESTs 4.26 

428179 AI127772 Hs.279696 serum/glucocortlcold regulated kinase-8 4.26 

70 428411 AW291464 Hs.10338 ESTs 4.26 

434936 AI285970 Hs.183817 ESTs 4.23 

413048 M93221 Hs.75182 mannose receptor, C type 1 4.23 

432606 NMJ02104 Hs.3066 granzyme K (serine protease, granzyme 3; 4.22 

413859 AW992356 Hs.8364 Homo sapiens pyruvate o^hydrogenase kina 4.22 

75 409977 AW805510 Hs.97056 hypothetical protein FU2 1634 4.22 

441297 AW403Q84 Hs.7766 ubiquithvconjugaSng enzyme E2E 1 (homo 4.21 

421229 AI056590 Hs.7086 hypothetical rxoietoMGCI 2435 4.20 

456844 AJ264155 Hs.1 52981 0)P-diacylglycerol synthase (phosphatida 4.20 

423578 AW960454 Hs.222830 ESTs 4.20 

80 446608 N75217 Hs.257846 ESTs 4.20 

424238 AA337401 Hs.137635 ESTs 4.19 

450747 AI064S21 Hs.318535 ESTs, Highly similar to 1 81 8357 A EWS gen 4.18 

420674 NWL000055 Hs.1327 butyr^cMlnesterase 4.18 
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428227 AA321649 Hs.2248 sman inducible cytokine subfamily B(Cy 4.18 

439593 BE073597 Hs.124863 ESTs 4.17 

442369 A1555071 ESTs 4.18 

445885 AI734009 Hs. 127699 KIAA1 603 protein 4.16 

5 459702 A1204995 gb:an03cOlx1 Stratagene scNzo brain S1 4.16 

452960 AK001335 Hs.31137 protein tyrosine phosphatase, receptor t 4.16 

440703 AL137663 Hs.7378 Homo sapiens mRNA; cDNA DKFZp434G227 (fr 4.15 

407347 AA829847 gb»d40d07.s1 NO CGAP GCB1 Homo sapiens 4.14 

409153 W03754 Hs.50813 hypothetical protein FU20022 4.13 

1U 430168 AW968343 Hs.145582 OKFZP434I1735 protein 4.12 

451184 T87943 transcription factor 7-Hke 2 (T-ceO sp 4.12 

426174 AA547959 Hs.115838 ESTs 4.12 

431562 AI884334 Hs.11637 ESTs 4.12 

417094 NMJXJ6895 Hs.811B2 histamine M-methyltransferase 4.12 

15 425259 AL049280 Hs. 155397 Homo sapiens mRNA; cDNA DKFZp554K143 {fr 4.12 

449437 AI702038 Hs. 100057 Homo sapiens cDNA: RJ22902 fis, done K 4.12 

425053 AF046024 Hs. 154320 ubiquiGivactivaSng enzyme E1C{homoiog 4.10 

444020 R92962 Hs.35052 ESTs 4.10 

__. 439424 AM78667 Hs.118183 hypotheflBd protein FU22833 4.10 

20 416987 086957 Hs.80712 WAA0202 protein 4.10 

457121 AI743770 Hs.180513 ESTs, Weakly similar to KIAA0822 protein 4.09 

422737 M26939 Hs.1 19571 collagen, type HI, alpha 1 (Ehlers-Danl 4.09 

446619 AU076643 Hs.313 secreted phosphoprateln 1 (osteopon&i, 4.08 

„ 431193 AW749505 Hs.296770 WAA1719 protein 4.08 

25 452144 AA032197 Hs.102558 Homo sapiens, done MGC:5352, mRNA, comp 4.08 

433308 AA582718 Hs.291650 ESTs 4.08 

445756 AA290690 Hs.300776 ESTs 4.08 

431745 AW972448 Hs.163425 ESTs 4.08 

_ . 444610 AI174783 gb:HA2501 Human fetal EvercONADbrary 4.07 

30 440099 AL080058 Hs.6909 DKFZP564G202 protein 4.06 

439398 AA284267 rfc221504 ESTs 4.06 

432731 R31178 Hs.287820 fibronectinl . 4.06 

415075 . 127479 Hs.77889 Friedreich ataxia region gene X1 23 4.05 

433626 AF078859 Hs.86347 hypothetical protein 4.05 

35 428055 AA420564 Hs.101760 ESTs 4.04 

412584 X54870 Hs.74085 ONAsegmenton chromosome 12 (unique) 24 4.04 

413243 AA769266 Hs.193657 ESTs 4.02 

431214 AA294921 Hs.348024 v-rai simian leukemia viral oncogene horn 4.02 

453753 8E252983 Hs,35086 ubiquitin specific protease 1 4.02 

40 414504 AW069181 Hs.115175 sterile-alpha motif and leucine zipper c 4.02 

434404 AW445034 Hs.256578 ESTs 4.02 

407604 AW191962 collagen, type VIII, alpha 2 4.02 

429412 NM.006235 Hs.2407 POU domain, class 2. associating factor 4.02 

. _ 436772 AW975688 metallothionein 1E (functional) 4.00 

45 443257 AI334040 Hs.1 1614 HSPC065 protein 4.00 

450187 AA736788 Hs.76521 KIAA1717 protein 3.98 

433913 AJ694106 Hs.72325 ESTs, Weakty similar to 1 38022 hypoiheti 3.98 

415060 AJ223810 Hs.43213 ESTs, Weakly similar to IEFS.HUMAN TRANS 3.98 

_ A 434096 AW662958 Hs.75825 rieiomorphic adenoma gene-like 1 3.98 

50 432374 W68815 Hs.301885 Homo sapiens cDNA FU1 1346 fs, clone PL 198 

426818 AA554827 Hs.292996 DKFZp434A0131 protein 198 

440118 AB040893 Hs.6968 KIAA1460 protein 3.98 

413836 W92003 Hs.70614 ESTs 197 

cr 442647 AL038436 Hs31388 ESTs 3.96 

55 449188 AW072939 H*347187 myotubularin related protein 1 196 

450856 AA010539 Hs.18912 ESTs 3.96 

410817 A1262789 Hs.93659 protein disulfide isomerase related prot 3.94 

429784 M89796 Hs.30 membrane-spanning 4-domains, subfamily A 3.94 

_ 408483 AA464836 Hs.291079 ESTs, WeaWy slmnar to T27173 hypothec 3.94 

60 407879 AA045464 Hs.6557 zinc finger protein 161 3.93 

438146 236842 Hs57548 ESTs 3.93 

433658 103678 Hs.156110 Immunoglobulin kappa constant 3.93 

429355 AW973253 Hs.292689 ESTs 3.92 

437210 AA311443 Hs.293563 Homo sapiens mRNA; cDNA DKF2p5B6E2317 (f 3.92 

65 432467 T03667 Hs.239388 Human DNA sequence from done RP1-304B14 3.92 

452416 AA026115 Hs.1 14777 ESTs 192 

413873 AI310151 Hs.173524 ESTs 191 
400196 Eos Control 191 

- A 437175 AW968078 Hs.87773 protein kinase, cAMF4ependent. catalyS 190 

70 453204 R10799 Hs.191990 ESTs 190 

454076 AW204712 Hs.61957 ESTs 190 

431183 NMJXJ6855 Hs.250696 KDEl (Lys-Asp-Gtu-Leu) endoplasmic relic 190 

437158 AW090198 K1AA1 150 protein 190 

__ 443970 A1280341 Hs.166571 ESTs 190 

75 441633 AW958544 Hs.1 12242 normal mucosa of esophagus specific 1 190 

452281 T93500 Hs38792 Homo sapiens cDNA FU11041 fis, done PL 190 

444057 AA316896 Hs357267 FYVE and coiledcoa domain containing 1 189 

411495 AP000693 Hs.70359 K1AAQ 136 protein 188 

0 _ 438452 AI220911 H«l288959 hypothetical protein FU 20920 188 

SO 410297 AA148710 hmfcan 3.88 

427698 AW972594 Hs.335499 ESTs 188 

436769 AA748675 ESTs 186 

417819 AI253112 Hs.133540 ESTs 186 
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inositol pdyphosphat9-4-phosphatase, ty 3.86 

nuclear receptor coacfivator RAPHO; per 3.86 

phorbolirnfike protein MDS019 (CEM15) 3.86 

ESTs. Weakly similar to 2109260A B eel 185 

LPS^nducedTNF^Ipha factor 185 

C024 antigen (small cell tung carcinoma 3.85 

desmoptekin (DPI, DP1I) 3.84 

Homo salens cDNA FU 12381 fis, done MA 3.84 

gb:ny97f1 1.s1 NCLCGAP_GC81 Homo sapiens 3.84 

ESTs. Weakly similar to I38022 hypotheti 3.84 

gjutaminase 3.84 

ESTs 3.84 

ankyrin 3, node of Ranvier (ankyrin G) 3.62 

U6 snRNA-associated Sm-like protein LSm8 3.82 

Homo sapiens cDNA FU10500 fis, clone NT 3.82 

ESTs 3.82 

ESTs 3.81 

ESTs 3.80 

ESTs 180 

v-maf musculoaponeurotic fibrosarcoma (a 3.79 

ESTs 178 

ARP2 (actin-reiated protein 2, yeast) ho 3.77 

gb:yh85d01.s1 Soares placenta Nb2HP Homo 177 

triymine-DNAgrycosylase 3.76 

protein kinase, cAMP-dependent, regulato 3.76 

ESTs 176 

gb:nc32g0As1 NCI_CGAP_Pr2 Homo sapiens 176 

ESTs 175 

ATP synthase, H transporting, rrttochcndr 175 

Homo sapiens mRNA; cDNA DKFZp564D156 (fr 175 

monokine Induced by gamma interferon 175 

ESTs 175 

Homo sapiens, Similar to Bicaudal D (Dro 175 

Homo sapiens cDNA FU13267 fis, dona OV 174 

Homo sapiens cDNA: FU21 887 fis. done H 174 

hypothetical protein DKFZp564F013 174 

ESTs. WeaWy similar to ALU5.HUMAN ALU S 174 

hypolhetical protein FU10134 173 

COC28 protein kinase 1 172 

serologically defined breast cancer anti 172 

hypothetical protein A-21 1C6.1 172 

solute carrier famity 7 (cationic amino 172 

ESTs 172 

ESTs 172 

ESTs, Weakly similar to ALU8.HUMAN ALU S 170 

ESTs 3.70 

Homo sapiens mRNA; cDNA DKFZp564D016 (fr 170 

hypothetical protein dJ462023.2 3.70 

ESTs, Moderately similar to 138022 hypot 3.70 

hypothetical protein similar to swine ac 3.70 

Homo sapiens cDNA: FU23527 fis, done L 170 

Homo sapiens cDNA FU10263 fis, done HE 3.70 

Homo sapiens cDNA: FU21578 fis, done C 3.69 

ESTs 169 

ESTs, Weakly similar to 138022 hypotheti 3.68 

UDP-N-acteytg!ucosamlne pyrophosphoryias 3.68 

ESTs 3.68 

B-cefl CLUlymphoma 2 (BCL2) 3.68 

interleukln 1 receptor, type I 3.68 

gb:zo15e01s1 Stratagene colon (937204) 167 

mitochondrial nbosomat protein L3 3.67 

ESTs 167 

CS box-containing WO protein 166 

ESTs 166 

ESTs 166 

RAS p21 protein activator (GTPase acfiva 3.66 

thyroid hormone receptor foteracior 7 166 

golgi autoantigen, golgjn subfamily a, 4 3.66 

ESTs, Weakly similar b T00365 hypotheti 166 

ESTs 166 

glioma palrmgenesis-related protein 166 

Homo sapiens cDNA: FU22425 fis. clone H 165 
WAAO240 protein 164 
WAA0872 protein 164 
Human unidentified mRNA, partial sequenc 164 
OKFZP564D0764 protein 164 
centrin, EF-hand protein, 3 (COC31 yeast 3.64 
hypothetical protein FU 10687 164 
ESTs 163 
hypothefeal protein FU21212 162 
ESTs 162 
hypothetical protein; WAA1 830 protein 162 
hypothetical protein FU 10726 162 
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124 
123 
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120 
120 
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120 
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118 
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3.18 
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432954 


AI076345 




444990 


AI912410 


U. V7JTTC 


427373 


AB007972 


ns. I ju/du 


408832 


AW085690 


Ue CT/OO 


441889 


AI090455 


He Ofiimi 


416959 


028459 


We 0/1010 

nb.ouo i c 


445525 


8E149866 




420623 


8E245485 




451475 


T19093 


Hs 2fi450 


452066 


AA772149 




429556 


AW1 39399 


He QftQPO 
(10.30500 


448514 


AB020626 


ni.OU 1 OOO 


443732 


AM 88803 


ru>. loo j*f*+ 


436805 


AA731W 


We 07ft 7 £1 


430057 


AW450303 


He 0*;^ 


417511 




Ue ftOOOO 


423595 


RftOOOfi 




445837 


Ai9Ri7nn 

nlcu 1 f UU 


Hs. 145544 




AIA/Q74 4CC 


HS.293902 


430253 


ARnm<;i4 


nS.zooo44 


414183 


AWQCTAAfi 


HS.0U171 1 


433194 


A&USUOOJ 


Ue R70/C3 


453915 


AARM791 


Ue OftfiOIQ 


407725 




Uc 91007 


437412 


DU/UKOO 


Ue "\A7AA 


440937 




Me 7^)1 

ns./oji 


449057 


AB0377R4 


U e 00041 


446126 


AW085909 




407204 


R41933 


Ue 14ftOT7 
no. \HMC0f 


419145 


N99638 




418757 


AJ864193 


Ue 100700 


430000 


AW205931 


Hs.99598 


437296 


AA350994 


He ?n7ft1 


441381 


H22195 


He 31A74 


457250 


AA811987 


He 19T77Q 
na. l£Or /9 


422900 


AA641201 


He 

no. (i t tuo 1 


442787 


W93048 


Uc OCAToa 
ns.iou/ £j 


430589 


AJ 002744 


Ue 040/31 C 


419355 




Me QftflKI 


409509 




He W071ft 


417308 


H60720 


Uc 01000 


409799 


D11928 


Me 7ftR4R 


429160 


nVVOOOUOO 


Me 1 AAA CO 
US. 14440? 


452679 


747TA7 

i-H 4.001 


Ue 07000 

nS. 00000 


451107 


AA7K1/1A 


Ue 17CQO 


444034 




Ue 1ft17T 

nS-lUl// 


451518 




Mc 174010 

ns. 1/4:710 


435702 


A! 033647 


Me 191/101 


439208 




Me IQftQCO 


451838 




Ue 10*3000. 

ns.ty.jsoy 


426369 


AP1 341*57 


Mc 1CQA07 


446945 




He 1KR11 
nS.IOOl t 


453920 


A1133148 


Me "50000 


411529 


AA430348 


Me 017CQR 


417105 




Ue 0100C 


433854 




Me 7070^0 
ns.OO0Zaj 


408089 


H59799 


He 49K44 


453686 


Al_11ftWfi 

IXL I IvOZO 


Me 7n^07O 


426167 




Me f C7/OC 


452195 


AA994712 


Ue 41 GOTO 
MS. 11 OO/O 


416580 


T61572 


Ue 7070C 


419839 


U24577 


Ue Q^^nA 

ns.yoou4 


424001 


WS7RM 

no* vUJ 


Ue 107A7C 


434584 


D57341 


Me 1RR0R1 
nS. lOOOO 1 


433401 


AF039698 


Me 9R4917 


409245 


AA361037 




414290 


AI56S801 


He 71701 


400294 


N9579S 


He 07B0QC 
na.c.1 0090 


42S819 


All 33011 


Me oomnn 


448873 


UU 003R77 


Hs 22393 


428471 


X57348 


He1R4Rin 


436288 


AJ361722 


Hs.192410 


433376 


AI249361 


Hs.74122 


416051 


AA835668 


Hs^5253 


453468 


W00712 


Hs.32990 


412340 


AA101609 


Hs.182685 


438716 


AA814903 


Hs.155113 


419440 


AB020S89 


Hs.90419 


433017 


Y15067 


Hs.279914 


428513 


BE220806 


Hs.184697 


437866 


AA156781 




451027 


AW519204 


Hs.40808 


448030 


N30714 


Hs.325960 



ESTs 

Homo sapiens cDNA FU12749 8s, ctone NT 
myosin phosphatase, target submit 2 
ESTs, WeaWy similar to Z195_HUMAN ZINC 
hypothetical protein FU20274 
ubquitirHXJiiugsting enzyme E2A (RAD6 h 
Homo sapiens, Similar to zinc finger pro 
Homo sapiens mRNA; cDNA OKFZp586G1924 (f 
WAA0725 protein 

ESTs, WeaWy simHar to A43932 mudn 2 p 
ESTs 

K1AA0819 protein 

ESTs 

ESTs 

bone morphogeneSc protein receptor, typ 

chofdin-Gke 

ESTs 

ESTs 

ESTs, Weakly similar to ISHUSS protein d 

hypothetica) protein FU 10652 

ESTs 

WAA1450 protein 
ribosomal protein L44 
ESTs 

Homo sapiens mRNA; cONA DKFZp547C136 ffr 
K1AA0810 protein ' 
WAA1363 protein 

pleckstrin homology domain interacting p 

ESTs, WeaWy similar to ALU 1 HUMAN ALUS 

gb2a39g1 1 1\ Soares fetal liver spleen 

hypothetical protein FU13150 

hypothetical protein MGC5338 

WAA1700 

ESTs 

ESTs 

ESTs 

hypothetical protein MGC2747 
UDP-N^tyl^ha-t>flalactosamine:polyp 
progesterone binding protein 
ESTs 

WAA0101 gene product 
phosphoserine phosphatase-fike 
ESTs 

transmembrane, prostate androgen induced 
Homo sapiens ubiquitin protein iigase (U 
pleckstrin homology domain interacting p 
ESTs 

Homo sapiens, done !MAGE:3460280, mRNA 

dynacfin4(p62) 

ESTs 

Kreister (mouse) maf-related leucine zip 
tunw protein D52-Jike1 
I factor (complement) 

Homo sapiens cDNA FU 12927 fis, clone NT 

C06 antigen 

ESTs 

thtoredoxm-Iike 

ESTs, Moderately simitar to Z1 95.HUMAN Z 

RAN binding protein 6 

ESTs 

Human clone 23574 mRNA sequence 

phosphofipase A2, group VII (platetet-ac 

paternally expressed 10 

Homo sapiens cDNA FU 12807 fis, ctone NT 

serologically defined colon cancer anflg 

tRNA isopentenytpyrophosphate transferas 

ESTs 

Homo sapiens prostein mRNA, complete cds 

Homo sapiens mRNA; cDNA DKFZp434P201 (fr 

densjty-regufated protein 

stratrfin 

ESTs 

caspase 4, apoptosb-related cysteine pr 

mannosidase, alpha, dass 1A. member 1 

DKFZP566F084 protein 

ESTs 

ESTs 

WAAD882 protein 
zinc finger protein 232 
ptexInCI 

metaaothionein 1E (functtonatj 

Homo sapiens, Similar to RIKEN cONA 2810 

membrane-spanning 4-domains, subfamily A 
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435445 


AA737345 


Hs.294041 


420997 


AK001214 


Hs.100914 


449924 


W30681 


Hs.146233 


406122 




435272 


AA906415 


Hs.110041 


410726 


A1623859 


Hs.1 5936 


413053 


AL035737 


Hs.75184 


407949 


W21874 


Hs.247057 


417538 


AW050865 


Hs.275711 


434938 


AW500718 


Hs.8115 


434733 


AI334367 


Hs. 159337 


434421 


AI915927 


hte-34771 


407930 


AA045847 


Hs. 188361 


424939 


AK000059 


Hs.153881 


458332 


AI000341 




445034 


AW293376 


Hs.143559 


446570 


AV659177 


Hs.127160 


429920 


AW473208 


Hs.1 15572 


459513 


AJ032946 




419038 


AW1 34924 


Hs.190325 


451079 


AI827988 


Hs.240728 


417386 


AL037228 


Hs.82043 


453108 


A1311457 


Hs.99472 


449328 


AI962493 


428656 


AB037798 


Hs.188790 


425509 


AF079363 


Hs.158213 


447957 


NM.014821 


Hs.20126 


417226 


AW505054 


Hs.4283 


452248 


AA093668 


Hs^8578 


426279 


AI648520 


Hs.169084 


433814 


AA609738 


Hs.16525 


453064 


R40334 


Hs.89463 


431341 


AA307211 


Hs.251531 


441789 


D52059 


Hs.7972 


456437 


AI924228 


Hs.1 15185 


438771 


NM.016289 


Hs.6406 


448497 


BE613269 


Hs.21893 


416240 


NMJKJ1981 


Hs.79095 


409038 


T97490 


Hs.50002 


424776 


AI867931 


Hs.164595 


408409 


AW838181 


Hs.278337 


429693 


BE254962 


Hs.211612 


425960 


AW410646 


Hs.1 64649 


431625 


AW750627 


Hs.6634 


451144 


AW956103 


Hs.61712 


432274 


AK000382 


Hs.274251 


408683 


R58665 


Hs.46847 


427735 


AA916785 


Hs.180610 


440603 


AL121733 


Hs.7299 


415443 


T07353 


Hs.7948 


439981 


A1348408 


Hs.124675 


406685 


M18728 




446013 


AB60167 


Hs.1 52774 


433902 


AW292820 


Hs.144906 


412610 


X90908 


Hs.74126 


432505 


AW274526 


Hs.277721 


440040 


BE219431 


Hs.302031 


433255 


AI274270 


Hs.96840 


419726 


U50330 


Hs.1274 


417258 


N58885 




435800 


AI248285 


Hs.1 18348 


444838 


AV651680 


HS.20855B 


456760 


AW961251 


Hs.127828 


408360 


A1806090 


Hs.44344 


427982 


NMJ16156 


Hs.181326 


436396 


AI683487 


Hs.1 522 13 


410434 


AF051152 


Hs. 63668 


412095 


AI624707 


Hs.5921 


425955 


TS6509 


Hs.248549 


450247 


AF123303 


Hs34713 


417865 


AW086059 


Hs.6529 


415457 


AW081710 


Hs.7369 


438543 


AA810141 


Hs.192182 


415503 


U36601 


Hs.78473 


429138 


AB020657 


Hs.197298 


447881 


BE620886 




425481 


AW978162 




453315 


BE544203 


rte^4831 


440638 


AI376551 




433208 


AW002834 


Hs.24095 


442495 


AI184717 




418858 


AW961605 


Hs.21145 


408170 


AW204516 


Hs.31835 



ESTs 

hypothetical protein FU10352 

Homo sapiens cDNA: FU221 30 (is, done H 

Target Exon 

ESTs 

ESTs 

chitinase 3-Gke 1 (carfflage gtycoprote 

ESTs, Weakly sim3ar to 2109260A B cell 

hypothetical protein MGC2452 

Homo sapiens, done MGC:16169, mRNA. com 

ESTs 

ESTs 

Homo sapiens cDNA FU12B07 fis, done NT 

Homo sapiens NY-REN-62 antigen mRNA, par 

ESTs 

ESTs 

ESTs 

ESTs, WeaHy simitar to 138022 hypotheti 
gb:ox06g09.s1 Soares.fetalJiver_spteen 
ESTs 

ESTs, Moderately similar to PC4259 ferri 

0123 gene product 

ESTs 

ESTs 

KIAA1377 protein 
sperm associated antigen 6 
KIAA0317 gene product 
ESTs 

musctebfind (Drosophilay^ke 
tubby Cke protein 3 
ESTs 

potassium large conductance caldunvacti 
proteasome (prosome, macropain) subunit, 
KIAA0871 protein 

ESTs, Moderately similar to PC4259 ferri 
M025 protein 

hypothetical protein DKFZp761N0624 
epidermal growth factor receptor pathway 
small inducible cytokine subfamily A (Cy 
ESTs 

Homo sapiens cDNA FU1 1537 fis. dene HE 
SEC24 (S. cerevisiae) related gene famil 
hypothetical protein OKFZp434H247 
Homo sapiens cDNA: FU22547 fis, done H 
pyruvate dehydrogenase kinase, Isoenzyme 
hypothetical protein FU20375; WAA1797 
TRAP and TNF receptor-associated protein 
splidng factor proKne/fctutamine rich ( 
Novel human gene mapping to chomosome 1 
ESTs 

ESTs, Weakly similar to T14742 hypolheti 
gb: Human nonspecific crossreacGng anlrg 
ESTs 
ESTs 

tatty add binding protein 6, ileal (gas 
WAA0049 

zinc finger protein, subfamBy 1A, 4 (Eo 

WAA1527 protein 

bone morphogenefic protein 1 

gb:yy60a09.s1 Soaresjnultipte^sderosis 

ESTs 

ESTs 

guanine nucleotide binding protein (G pr 
hypothetical protein FU 20534 
KIAA1073 protein 

wingless-type MMTV Integrafion site rami 
tolWke receptor 2 

Homo sapiens cDNA: FU21592 fis, done C 
ESTs, Moderately similar to S65657 8tpha 
hypothetical protein 

ESTs, Weakly similar to 178885 serine/th 
ESTs. Weakly similar to ALU1 HUMAN ALUS 
ESTs 



NS1-bmding protein 
GCN1 (general control of amino-acid synt 
ESTs 
ESTs 

gWe64e10jc1 Soares_NFL_T_GBC_S1 Homo s 

ESTs 

ESTs 

hypothetical protein RG083M05.2 
ESTs 



110 
109 
3,09 
3.09 
3.09 
3.09 
3.08 
108 
108 
3.08 
3.08 

aos 
ao8 

3.08 
3.08 
3.08 
3.08 
3.08 
3.06 
3.06 
3.06 
3.06 
3.06 
3.05 
3.06 
3.06 
3.06 
3.05 
105 
3.05 
3.05 
3.05 
3.04 
3.04 
3.04 
3.04 
104 
104 
104 
103 
3.03 
3.03 
103 
103 
102 
102 
102 
102 
102 
102 
102 
3.02 
102 
102 
102 
101 
101 
3.01 
101 
100 
100 
100 
100 
3.00 
100 
100 
3.00 
100 
£98 
2.98 
£98 
198 
198 
2.98 
£98 
£96 
£96 
£96 
£95 
£95 
£94 
£94 
£94 
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430382 
449765 
407361 
407910 
436005 
449456 
449317 
411118 
449494 
416311 
433068 
429272 
432519 
445467 
426782 
426216 
413882 
421554 
446488 
421391 
424527 
419284 
415788 
448481 
410491 
443441 
422725 
431926 
420406 
437678 
440115 
439883 
446428 
451273 
435154 
432451 
442703 
419341 
435861 
420137 
438441 
426158 
432882 
416239 
434792 
424852 
42S638 
419551 
450571 
442435 
424148 
445784 
408072 
434779 
450295 
440381 
433923 
420802 
429670 
437908 
438676 
410361 
444969 
446423 
435517 
425354 
439180 
429073 
433834 
417365 
414521 
402550 



AA477908 

N92293 

AA744622 

AA650274 

BE551650 

AI605078 

AW293413 

N27944 

AW237014 

D80529 

NM_006456 

W25140 

Al 221 311 

A1239832 

R14614 

N77630 

AA132973 

AWI37676 

AB037782 

AW304350 

AW138558 

AW820B69 

AW628686 

W15284 

AA465131 

AW291196 

AA315703 

AW972724 

AA741024 

AA829860 

R41808 

AL359652 

AW082270 

NMJD14811 

AA668764 

AW972771 

AL044949 

N71463 

AF254956 

AA306478 

AW664960 

NM_001982 

NMJI13257 

AL038450 

AA649253 

A1222779 

NM.012337 

AW582256 

AF158240 

AI986208 

BE242274 

A1253155 

BE005566 

AF153815 

AI766732 

AA917B08 

AJ823453 

U22376 

L01087 

A1082424 

AA813745 

BE391804 

A1203334 

AW139655 

AA928626 

U62027 

A1393742 

AA446167 

AA620742 

D50683 

D28124 



Hs.282257 ESTs, Moderately similar to 138022 hypo! £94 

Hs^06832 ESTs, Moderately similar to ALU8_HUMAN A £94 

Hs.292645 ESTs, Weakry similar to ALU5_HUMAN ALU S £94 

Hs.41296 fibronectin leucine rich transmembrane p 2.93 

Hs.158126 Homo sapiens cDMA FU13350 6s, clone OV £93 

Hs.208261 ESTs £93 

Hs.132906 19A24 protein ^92 

Hs.221476 ESTs, Weakly similar to AF108460 1 ublnu £92 

Hs.315369 Homo sapiens cDNA FU23075 fc, done L £91 

gb:HUM081H05B Human fetal brain (TFujiwa £91 

Hs.288215 siaryltransferase £90 

Hs.1 10667 ESTs 2.90 

Hs.130704 ESTs, Weakly similar to BCHU1A S-100 pro £90 

Hs.15617 ESTs, Weakry similar to ALU4_HUMAN ALU S £88 

Hs.33846 ESTs Z88 

Hs.13895 Homo sapiens cDNAFUl 1654 8s, done HE £88 

Hs.184492 ESTs 2.88 

Hs.97775 ESTs £88 

Hs.15119 KIAA1361 protein £84 

Hs.191 958 immunoglobulin superfamity receptor tran £84 

Hs.334873 ESTs, WeaWy similar to 154374 gene NF2 £82 

Hs.215658 ESTs, Moderately similar to ZN91_HUMAN Z £82 

Hs.78851 WAA0217 protein " £82 

Hs.74832 ESTs £82 

Hs .64001 Homo sapiens done 2521 8 mRNA sequence £80 

Hs.92195 ESTs 280 

Hs.199993 ESTs, Weakly similar to ALUBJtUMAN ill! £80 

gb:EST384816 MAGE resequences, MAGL Homo £80 

Hs.88378 ESTs 2.79 

Hs.122834 ESTs 178 

Hs.144924 ESTs, Weakly similar to B Chain B, Solut £78 

Hs.171098 Homo sapiens EST (rom done OKFZp434A041 £78 

Hs.12496 ESTs, Weakly similar to ALU4.HUMAN ALUS £77 

Hs.26163 K1AA0649 gene product £76 

ESTs 2.76 

Hs.292471 ESTs, Weakly similar to ALU1_HUMAN ALU S £75 

Hs.1 16298 ESTs 2.74 

Hs.1 18888 ESTs. Weakry similar to ALU1.HUMAN ALU S £74 

Hs.16608 carufidate tumor suppressor protein £72 

Hs.95327 C03D antigen, delta polypeptide (TTT3 co £70 

Hs.205319 ESTs £70 

Hs.199067 v-erb-b2 avian erythrobtasGc leukemia v £67 

Hs.279696 serom/gjucocorticoid regulated kinase-ti £66 

Hs.48948 ESTs " £62 

Hs.132458 ESTs £60 

Hs.144848 ESTs 2.58 

Hs.158450 nasopharyngeal epithelium specific prote £57 

Hs.91011 anterior gradient 2 (Xenepus laevis} horn £56 

Hs.60397 ESTs £56 

Hs.244760 ESTs, Highly similar to B34087 hypoiheti £56 

Hs.1741 integral, beta 7 £56 

Hs.146065 ESTs £53 

Hs.16773 Homo sapiens done TCCC1A00427 mRNA sequ £52 

Hs.50151 potassium irwanfly-recfifVing channels £52 

Hs.210628 ESTs £48 

Hs.190495 ESTs 246 

Hs.146825 ESTs £44 

Hs.1334 v-myb avian rrryelobSastosis viral oncogen £44 

Hs.211593 protein kinase Ctheta ' £44 

ESTs £43 

Hs.123446 ESTs £37 

Hs.62661 guanylate binding protein 1, interferon- £28 

Hs. 160628 ESTs £28 

Hs.150120 ESTs £27 

Hs.130177 ESTs £27 

Hs.155935 oomptement component 3a receptor 1 £26 

Hs.199067 v-erb-b2 avian erythroWasfc leukemia v £00 

Hs.47385 ESTs 198 

Hs.130788 ESTs 1>2 

Hs.82028 uansfbrming growth factor, beta recepto 1.52 

Hs.76307 neuroblastoma, suppression ol tumorigeni 1.30 

Target Exon 1.09 



TABLE 33B: 



Pkey: Unique Eos probeset identifier number 

CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT Number Accession 

431089 12594U BG940189AW063489AA715980 BF001091 BF880066 AA666102 AA621946 AA491826 

456034 685586.1 AA136653 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 

407192 220Q202J AA602964 AA609200 
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439195 
432222 
406687 
444314 
452239 



433586 
418259 



442048 
429228 

442369 
459702 
407347 
451184 



444610 
407604 



21 979 J 
539529.1 
0_0 

1027S84J 
10116.4 



32908J 
133853.1 



750422.1 
215430.1 

2691713 1 
539529J 
810943.1 
1531.4 



2145292.1 
43771.1 



438089 22448.4 BM475665BE644917AW770789AW952971 N64863BM263259A1224545AI184856 N69114AW518902AI440169M809472AV554440 

AA281642 AU185230 AW337382 AI872923 A15371 1 3 N73882 T83378 H63731 BF671764 AW897824 A1811204 AA344646 BE009112 BG899664 
H91240 R60548N41701 
AF086037 H89360 H89546 

BG207209 BE166299 A1204995 BG1 99355 AW969908 AA528756 AW440776 BI044354 
M31126 
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AA193289 AA0451 94 BG928396 BE856883 BF435859AA1 96423 AW237471 R99289 D61992 BE856637BF368270AA1 94235 N51 319 AA383499 
N63065 BG548812 BF027898 BG779448 
AA099050 AA099526 T47733 
AW975084 T90204 AA658177 
AH67366AA618478AA558869 
A1308202 A1307229 AA769348 

A1362520 D25917 A1670784 AI742347 AW269789 AI27O70O AW510541 AW793036 AW793035 AW610540 AW362220 AW352166 AW362214 
AW362225 AW362228 AL1 19827 

AJ420458 AI018523 AA708686 BF949633 AL1 19553 BF945960 AI081305 AA041432 AI921013 AI684910 AI654847 AW874199 AI206120 
AW241428 R43035 T66767 AW103715 W28478 BF953052 H45926 BF807568 AW903943 BE170143 Bl 040435 BF931989 BI600000 AV722350 
W27787 H45331 BI549761 R53955BI549855BG991 583 BI491 075 AW020049AW1 3293 H45263AA410309AA340613 R42410AA707199 
A1431 587 BE858679 AW292267 AI421678 AA041 195 BE466753 AI243913 AI358894 AW137298 AI366468 N64350 AA779107 AW025969 R49056 
AA347011 R55722 AW771106 F04969 238381 F01659 H17396 81493714 AI880103 AW771447 AI202561 AA788851 AI494436 BFB56114 H22570 
A1076345 A1887648 AA572691 

BF946219 BF946218 BF851494 AL536879 AA457150 AI590194 AI582629 AA464515 AA916242 AA337109 AA336509 N46906 AA336322 
AA336407 AA337222 AA319240 BI026817 BI027058 AL536880 A1693827 AA651730 AI701013 BM068789 AW339506 AA293021 BF891 108 
AI458885 AW361203 AW974652 AI761251 A1655763AA628063 BE047125AW085916 AI129587 N52070AW1 72361 AA052951 AW085909 
AI000008 AA962570 AI371 342 AI364207 AA464514 AI962506 A1824603 AW376300 AA058439 AW361 192 AV656660 N50282 BF820514 BF891008 
H40784 BF891112 BE708029 AW043567 AA056762 

BM456602 AV706711 BF379357 H90994 AA234435 AA558020 BF351723 AA328271 R94815 N99638 BG223375 AW973750 N59599 
AF030234 BC017465 BG008526 AW505550 BM460141 N47324 AA361037 AA321632 M45606 AV752798 AV6571 16 AA296532 AU1 37857 
AW467027 AI742080 AI624350 H58206 AA478518 AW439997 AW393555 AW393523 AI559753 AJ808732 R66856 H01374 6(257369 B(259830 
AW960845 BM466252 AW956813 BE768647 AV658853 BM055248 BF372070 BF372055 BF372061 AA347852 AA905863 BG505078 AV654024 
BF093291 AW021929 H22650 AA459715 BG496341 BE697763 BI254209 BG499543 H42946 BI059780 B1086741 H87896 H87599 BF691752 
BE76851 1 BG940948 W37195 BF372041 BE883796 BF372082 BF367329 BF909744 AW966003 AV714014 BI492868 B1495144 AA921845 
AK93426 AI652147 AI435449 M47325 AI434429 AA573137 AI183429 AI829962 AI332526 BF513937 AI189561 A1221962 AI378034 AW1 18897 
AW665247 AW340077 N41605 AA478519 AA463875 AI858260 M463379 A1292305 BE045947 AA971089 All 25820 BG940947 AI080245 
AA884954 AI125702 AI382934 AA931835 Al 358631 AW439905 AI027833 AI399648 A1014533 AA347851 M738261 N67374 N69QB1 AI768667 
AA948472 AI819214 AA293133 AI186725 AA889214 A1222635 B1495143 N29605 N48812 AA769041 AI492769 056771 AA095911 BE222062 
056772 AW372265 BM054985 012465 BG534562 AW00351 1 H87486 H42880 AW1 9G293 BF594697 BF37761 1 H22043 81255749 BI492848 
H16217 H21980 H22651 H88179 H87354 H44052 H25165 H44128 

U52054 AL5B1000 AA1 56850 AW293839 B1335865 AA024963 BF149420 BE073977 AW602574 BE164012 BE163992 BE163974 AW402161 
BM1941 34 AW966609 W84374 BF91 6380 AA385173 W84366 AA383743 BF903598 AA043776 W84421 AA778446 AW444904 BF446960 
AA837481 AV755539 AW468444 AW4680Q2 AA81 1830 AA581806 AI866686 Af 572124 AA687333 D201 60 AA812489 AU185248 AU 186004 
AA156781 Al 535733 BM144850 A1471883 AA040926 BF507639 AA043777 AW874142 BE832523 BE163972 BI022546 BI021 204 
AI0Q0341AI766341AW873274 
AV704062 BE162284 AI032946 BF360636 
AI884781 AI65230S AI651694 AJ638744 A1962493 
M1B728 

BG116781 B1914326 BI030196 N58885 N63406 AV683374 N58892 BG110501 AA333708 AA359583 AW963123N95562 N95696 N95587 

AKD74291 AW293424 BE676135 A1832125 BE019146 BE465019 AI761 124 AA617778 A1279232 AW575897 A1672039 F28618 BF924261 

M722184BF934174BE0O4328AW49301ffi880282BI019798B!0193^^ BE272975 BF949119 

AW814195 BE879126 AI697926 BF594155 BE205787 BF063513 N35828 AI948557 A1433839 AI379679 BG056182 A1589094 N23123 AA588805 

AW316581 AI080272AM21980AI493318BF194830 N87590AA495993 N32996AA699844 H96845H96592 N2B741 B1035539 BF747723 

BF171066 W01350 H05495 AI243785 239622 AA887432 AI350659 R46102 

AL520496 AW978162 AI610475AJ688990AW470O54AA609426 A! 167391 AA815231 AA358241 

BG009500 A1376551 AA897445 T87714 

AI184717 AW518883 AF121 173 

AA179446 AA357794 D81719 D80529 C14833 

AW972724 AA877998 AA522631 AU185388 

AW972063 AA668764 AA804491 AW665688AA765069 

A1740586 M771B06 BE500996 AW204531 AI082424 A1033879 BF093176 AA771764 D38676 



TABLE 33C: 



Pkey. Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. •Dunham, et a!.' refers to the publication entitled The DMA sequence of 

human chromosome 22" Dunham, el al. (19991 Nature 402:489-495. 
Strand: Indicates DNA strand from which exerts were predicted. 
NLposlOon: Indicates nucleotide positions of predicted e 



Pkey 


Ref 


Strand 


NLposlOon 


401403 


7710966 


Ptus 


146180-146294 


406387 


9256180 


Plus 


116229-116371,117512-117651 


405268 


4156151 


Minus 


24404-24521 


406122 


9144087 


Minus 


30940-31386 


402550 


7652009 


Minus 


80413^0673 



TABLE 34A: About 703 genes unregulated in idiopathic pulmonary fibrosis relative to hypersensitivity pneumonitis or non-specific interstitial pneumonitis 

Pkey: Unique Eos probeset identifier number 

ExAocn: Exemplar Accession number, Genbank accession number 

484 



WO 03/042661 



PCT/US02/36810 



UnigenelD: Unigene number 


Unigene Tflle: Unigene ge 


ne title 


R1: 


90th percentile of IPf Ate 


R2: 


90fo percentile of IPF Ate 


Pkey 


ExAeen 


unigeneiu 


405443 






418007 




HS.oo1o9 


446619 


At IfiTRfi/l 


Hs.313 


42251 t 


Al f(17ftXjf O 


Hs.117938 


406964 


mziouo 




425259 


Al fMGOGn 


Hs. 155397 


407244 


MinniA 

IVi lUu !*) 




421823 




HS.28525 


419875 


AARCiyHfl 


Hs.93557 


409542 




nS.obobo 


418310 


AAfllAlftfl 

AMO 1 *r 1 UU 


ns.obbyj 


442006 


AWQ7£1ftt 




438315 




u. BO/HO 

nS.o2419 


425071 


MM 01 0000 


nS. 154424 


409632 




nS.bbz/9 


434233 




HS. io8453 


408000 


I 1 1 con 

LI low 


Hs. i98689 


447033 




Up 1 C7CIM 


420185 


Al 0A/n« 


U„ OC4 "JOC 

Hs.251385 


420195 


nKH04fl 


426682 


nVQOUUOO 


Up mcc 


408221 




Hs.47447 


417079 


lictxan 
uooosu 


Up Qii'iA 

nS.oilo4 


419216 


A I If\7R71fl 


MS. 164021 


422163 


Anv770nft 

t\r\JZI AM 


Up 4 4 «ift 

nS.llZJbO 


422404 




Up IOC* Oft 


445745 




Hs.13245 


407938 




Up Qcncn 


423575 


CI 8863 


rts. ioo44o 


446659 


Al 335361 


ns.i/oJfb 


425383 


UOj4U/ 


Hs. 156007 


437620 


AW976930 




414591 


AJOOOTSU 


Hs.55902 


416585 


A3** lOfc 


Up 7Q*3QC 


425707 


A Ft i^AM 


nS.ilr io 


430712 


AWnAdRd7 




453111 


Aoyl409Q 


Hs.31720 


451099 


RCO7QC 


Hs.25954 


414290 


AKCfiDAI 
AlOOOOUl 


Hs.71721 


417801 


AA41 /OOO 


Hs. 82582 


412639 


At AJW? 4 t 

AW961284 


Hs.203838 


423720 


AUJ44191 


Hs.23388 


429757 




Hs.256037 


429504 


YQQ1 M 


Hs.204238 


412228 


AW50o785 


Hs.73792 


430223 


NMJJUZ5T4 


Hs.235935 


411880 


AW872477 




401645 






401673 






449048 




Ks.22920 


416316 




Hs.271628 


453874 


AW591783 


Hs.36131 


451149 






421190 




HS.1QZ432 


410036 


no/ 1/ 1 


Up C7Q7C 

ns.b/3/b 


429525 


rt»04U 


Up OflCJCS 

nS.2Q5o53 


405120 






432224 




Ks.208358 


418663 




Hs.4jo90 


412622 


AW664708 


TO. If 1909 


424012 


AW368377 


Hs.137569 


442767 


AI017208 


Ks.131149 


401785 




411800 


N39342 


Hs.103042 


427535 


R29543 


Hs.2164 


444009 


AJ380792 


Hs.135104 


435143 


R12375 


Hs.194600 


402333 




429609 


AF0Q2246 


Hs.210863 


454078 


AA601518 


Hs.22209 


452242 


R50956 


Hs.159993 


418693 


A1750878 


Hs.87409 


428411 


AW291464 


Hs.10338 


459702 


AJ204995 




428839 


AI767756 


Hs.82302 


427138 


N77624 


Hs.173717 



Unigene Title 
Target Exon 

matrix mfitanoproleinase 1 flnlerstjtiaJ 
seoeted phosphoproteln 1 (osteoponfin, 
collagen, type XVH, alpha 1 
FG&iES preaTcted novel secreted protein 
Homo sapiens mRNA; cDNA DKFZp564K143 (fr 
fibrinogen, gamma polypeptide 

ests 

proenkephafin 

hypothetical protein FU2241B 
ESTs 

ESTs, WeaWy similar to S72482 hypotheti 
ESTs 

deiodmase, Iwloftyronine, type tl 
serine (or cysteine) proteinase inhibito 
Hypothetical protein PR02834 
UiSous pemphigoW antigen 1 (23Q/240kO) 
Predicted gene: Eos cloned; secreted w/V 
ESTs 

Homo sapiens cDNA FU11177 lis, clone PL 
UDP glyoosyllransterase 1 family, polype 
ESTs 

interleukin 1 receptor antagonist 
small tnduabJa cytokine subfamily B (Cy 
rjrotnirun (mouseJ-Uke 1 

Homo sapiens mRNA; cDNA DKFZp434F1 1 35 (f 

WAA0455 gene product 

phospholamban 

introft of periostin (OSF-2os) 

ESTs 

Down syndrome critical region gene 14ik 
ESTs 

ESTs, WeaWy similar to ALU8.HUMAN ALU S 
leiomodin 1, smooth muscle (LM0D1) (Thy 
E744ike factor 5 (ets domain transcript 
ESTs 

hephaestin 

interleukin 13 receptor, alpha 2 
ESTs 

integrin, betaJike 1 (with EGF-fike rep 
ESTs 

hypothetical protein 0KFZp434F0318 
ESTs 

Bpccaitf) 2 (oncogene 24p3) (NGAL) 
complement component (3d/Epstein Ban* vi 
nephroblastoma overexpressed gene 
gb:hm30f03.x1 NCI_CGAP_Jhy4 Homo sapiens 
C16001440*:gi|123oW04|gblAAG52890.1{Af3 
C1600l416*:gl|12743112lrefJXP_010131^ 
similar to S68401 (cattle) gtucose indue 
ESTs 

collagen, type XIV. alpha 1 (undufin) 
RNA binding moGf protein 8B 
mucin 5, subtype B, tracheobronchial 
calsequestrin 2 (cardiac muscte) 
ectonucleoside triphosphate diphosphohyd 
C4001445^12697999ldbj|BAB21818.1| (AB 
ESTs 

desmccoffinS 
ESTs 

tumor protein 63 kDa with strong hornotog 
ESTs 

NM_002275 # :Homo sapiens keratin 15 (KRTI 
rniCTotubuIe-associated protein IB 
pro-platelet basic protein (Includes pla 
ESTs 
ESTs 

Target Exon 

cell adhesion molecule with homology to 
secreted modular cafcum-cinding prolan 
gycosyfiransferase 
thrombcispondln 1 
ESTs 

gb.-an03c03jc1 Stralagene schizo brain S1 
Homo sapiens cDNA FU 14814 Ms, done NT 
phosphatidic add phosphatase type 28 

485 



R1 


R2 


9.66 


7.50 


7^3 


3.66 


6.63 


3.03 


4.84 


Z81 


4.73 


5.69 


4.34 


4.34 


4.14 


5.88 


4.12 


1.80 


3.90 


Z01 


ass 


Z90 


3.66 


Z84 


3.60 


3.13 


3.49 


3w70 


347 


1.38 


3.46 


3.46 


3.28 


Z51 


3.26 


126 


&19 


Z12 


3.18 


3.01 


3.16 


3.16 


3.08 


3.18 


3.07 


1.98 


3.02 


Z36 


293 


1.72 


2.87 


1.48 


280 


Z66 


Z78 


1.65 


178 


Z46 


2.78 


1.55 


2.74 


1.56 


Z74 


1.85 


Z72 


Z72 


267 


Z05 


2.66 


1.47 


Z66 


Z66 


2.62 


Z62 


261 


1.72 


2.59 


1.27 


259 


1.23 


Z58 


Z58 


Z58 


Z29 


Z57 


1.74 


157 


1.60 


Z57 


1.00 


Z56 


1.12 


Z56 


1.25 


Z54 


Z54 


Z53 


3.38 


Z47 


Z83 


Z46 


1.18 


Z42 


3.44 


240 


1.69 


Z40 


1.95 


Z40 


1.61 


Z40 


Z40 


2.39 


1.27 


Z38 


Z38 


Z38 


zoo 


Z38 


Z38 


Z37 


1.63 


2.37 


1.52 


Z36 


1.22 


Z35 


1.79 


Z35 


1.18 


Z34 


Z34 


Z34 


Z07 


2.33 


1.68 


Z33 


3.15 


Z33 


1.10 


Z32 


1.30 


232 


1.45 


Z32 


232 


2.32 


1.54 


Z31 


1.98 


Z31 


Z49 


Z31 


1.32 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



422363 


T55979 


Hs.115474 


repBcation factor C (activator 1) 3 (38 


2.30 


Z30 


455536 


AW135986 


Hs.257859 


ESTs 


Z28 


228 


428166 


AA423849 


Hs.79530 


M5-1 4 protein 


2.27 


1.88 


456936 


M81349 


Hs.1955 


serum amyloid A4. consfitulive 


2.25 


Z16 


417728 


AW138437 


Hs.24790 


WAA1573 protein 


Z25 


1.37 


453070 


AK001465 


Hs.31575 


SEC63, endoplasmic reticulum translocon 


2.24 


Z42 


409159 


AW673312 


Hs.50848 


hypothetical protein RJ2033 1 


Z24 


Z24 


404942 


AI739159 




splkang factor, argirrine/serine-nch 9 


2.24 


Z64 


410286 


Hs.61898 


DKFZP586N2124 protein 


2.24 


Z46 


440516 


S42303 


Hs.161 


cadherin 2, type 1, N-cadherin (neuronal 


124 


1.94 


421574 


AJ000152 


HS.10S924 


defensin, beta 2 


2.23 


1.36 


418005 


AI186220 


Hs.83164 


collagen, type XV, alpha 1 


2.22 


1.37 


421948 


L42583 


Hs.334309 


keratin 6A 


2.20 


Z20 


407788 


BE514982 


Hs.38991 


S100 (^ttunvtinding protein A2 


2.19 


1.61 


417563 


AA203701 




gb2x52a10/1 SoaresJetaL6ver_sp!een_ 


Z18 


Z40 


431089 


BE041395 




ESTs, Weakly similar to unknown protein 


2.16 


Z46 


447333 


BE090580 


Hs.70704 


hypothetical protein (1J616B8.3 


Z16 


ZOO 


455797 


BE091833 




gb:ltf^T0731-26040(WJ7&F04 BT0731 Homo 


Z16 


1.26 


414987 


AA524394 


Hs.294022 


hypothetical protein FU 14950 


Z16 


1.99 


403362 






NM_001615*:Homo sapiens actin, gamma 2. 


Z16 


1.61 


432374 


W68815 


Hs.301885 


Homo sapiens cDNA FU1 1 346 fis, done PL 


2.15 


Z11 


407137 


T97307 




gb:ye53h05.s1 Scares fetal liver spleen 


Z15 


Z24 


402641 






C100229&gIJ6677817jrer7NP 033126.1 1 rep 


Z14 


Z14 


418236 


AW994Q05 


Hs.337534 


ESTs 


Z14 


Z14 


413059 


BE151498 




gb:RCO*T0295-29119W)31-E11 HT0295Homo 


Z14 


Z14 


432437 


W07088 


Hs.293685 


ESTs 


Z14 


Z14 


428398 


AI249368 


Hs.98558 


ESTs 


Z14 


Z14 


428336 


AA503115 


Hs.183752 


microseminoprotein, beta* 


Z12 


1.43 


421853 


AL117472 


Hs.108924 


SK3-domain protein 5 (ponsin) 


Z12 


1.93 


436391 


AJ227892 


Hs.146274 


ESTs 


Z12 


Z12 


417430 


AA984546 




gbam83e0as1 Stratagene schlzo brain $1 


Z11 


Z17 


407443 


AF227138 




gb:Homo sapiens candidate taste receptor 


Z11 


Z35 


428434 


AW363590 


Hs.65551 


Homo sapiens. Similar to DNA segment, Ch 


Z10 


1.29 


409432 


D49372 


Hs.54460 


small Inducible cytokine subfamily A (Cy 


Z10 


Z10 


456614 


AV653110 


Hs.106650 


hypothetical protein FU 20533 


Z10 


ZOO 


440273 


AJ805392 


Hs.325335 


Homo sapiens cDNA: FU23523 fis, done L 


Z10 


1.37 


450271 


AI693900 


Hs.200920 


ESTs 


Z09 


Z34 


432222 


A1204995 




gb:an03c0lx1 Stratagene schlzo brain SI 


Z09 


1.40 


458208 


AI380016 




ESTs, Weakly similar to T4S4_HUMAN TRANS 


Z08 


ZOO 


405600 


AI825942 




C12001673^ii963l264|retlNP.048045.1|or 


Z07 


1.97 


434654 


Hs.139366 


Homo sapiens clone 15 polyadenylated HER 


Z07 


2.52 


439261 


AI126020 


Hs.145674 


basic transcription factor 3 


2.05 


1.45 


421515 


Y11339 


Hs.105352 


GaJNAc alpha-2. 6-siatyitransferase 1, 1 


Z04 


Z04 


457741 


BE044740 




gb:hm55g10.x1 NCI_CGAP_RDF1 Homo sapiens 


Z04 


Z04 


423161 


ALQ49227 


Hs.124776 


downstream of cadherin 6 (by 3. 3kb) 


Z02 


1.33 


412505 


AA974491 


Hs.21734 


ESTs 


Z02 


Z02 


443180 


R15875 


Hs.258576 


claudin 12 


Z02 


Z02 


431605 


AW972407 


Hs.124370 


gb:EST384498 MAGE resequences. MAGL Homo 


Z02 


Z02 


415938 


BE383507 


Hs.78921 


A kinase (PRKA) anchor protein 1 


Z02 


Z17 


452571 


W31518 


Hs^4665 


ESTs 


Z02 


Z09 


405061 






Target Exon 


Z01 


Z52' 


439343 


AF086161 


Hs.1 14611 


hypothetical protein FU1 1808 


Z01 


Z41 


402327 






Target Exon 


ZOO 


Z44 


418786 


AI796317 


Hs.203594 


Homo sapiens uncharacterized gastric pro 


ZOO 


ZOO 


447343 


AA256641 


Hs.236894 


ESTs, Highly similar to S02392 alpha-2-m 


ZOO 


200 


438634 


AW340400 


Hs.126728 


ESTs 


199 


Z43 


416127 


N49843 


Hs.79022 


GTP-binding protein overexpressed in ske 
periostin(OSF-2os) 


1.97 


1.41 


423961 


D13666 


Hs.136348 


1.96 


1.48 


430397 


AI924533 


Hs.105607 


bicarbonate transporter related protein 


1.96 


1.31 


411010 


AW813339 




gb:MR3^T0192-10imo13<05 ST0192 Homo 


1.96 


2.73 


439628 


W81007 


Ks.58628 


ESTs 


1.96 


1.28 


444301 


AK000136 


Hs.10760 


asporin (IRR class 1) 


1.96 


1.58 


431726 


NWL015361 


Hs.268053 


WAA0029 protein 


1.95 


1.72 


410418 


031382 


Hs.63325 


transmembrane protease, serine 4 


1.95 


1.87 


452814 


A1092790 


Hs.334703 


hypothetical protein FU14529 


1.95 


1.06 


417562 


AW888754 


Hs.134126 


orystalHn, gamma S 


1.95 


Z14 


424480 


AA341442 


Hs.205299 


ESTs 


1.94 


1.94 


404342 


AI051607 




CT002192*:gq7299207jQb|AAF54404.1| (AE0 


1.92 


1.32 


443320 


Hs.16335 


ESTs 


1.91 


Z18 


449780 


AA443241 




ribosoma! protein L44 


V90 


1.76 


423337 


NMJJ04655 


Hs.127337 


axin 2 (conduciia axil) 


1.89 


Z16 


434416 


AA805903 


Hs.59498 


cell division cycle 24ika 5 (cholines te 


1.89 


Z04 


457505 


AL044659 


Hs.43791 


ESTs 


1.89 


Z34 


425912 


AU37629 


Ks.162189 


serine/threonine kinase with Ob)- end pi 


1.88 


1.26 


413585 


A1133452 


Hs.75431 


fibrinogen, gamma polypeptide 


1.88 


1.88 


428231 


U17989 


Hs.183105 


nuclear autoanfigen 


1.88 


1.88 


428832 
404429 


AA578229 


Hs.324239 


ESTs, Moderately similar to ZN91 JKUMAN Z 


1.88 


1.88 






Target Exon 


1.88 


Z18 


447644 


AW861622 


Hs.108646 


Homo sapiens cDNA FU 14934 fe, done PL 


1.88 


3.04 


406641 


AJ 235567 




gkHomo sapiens mRNA for immunoglobulin 


1.86 


Z57 


417059 


AL037672 


Hs.81071 


extracellular matrix protein 1 


1.86 


1.48 


454565 


BE141231 




gb:MRf>HT007S031 199-003-309 H70075 Homo 


1.86 


1.21 


415115 


AA214228 


Hs.127751 


hypothetical protein 


1.85 


1.23 
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432306 


Y18M7 


Hs.303090 


protein phosphatase 1, regulatory (inhib 


1.85 


1.45 


414085 


AA1 14016 


HsJ5746 


aldehyde dehydrogenase 1 family, member 


1.84 


1.44 


403344 






NM_000341:Komo sapiens solute carrier fa 


1.84 


1.84 


447245 


AK001713 


Hs.17860 


hypothetical protein FU 10851 


1.84 


133 


446006 


NM.004403 


Hs.13530 


deafness, autosomal dominant 5 


1.84 


Z02 


401593 






Target Exon 


1.83 


134 


434392 


AW983709 


Ks.250824 


Homo sapiens cONA: OJ23435 fis, clone H 


1.83 


2.12 


406461 






hypothetical protein, clone 24751 


1.83 


2.01 


455657 


BE065209 




gb:RC1-8T0314-31030&01$*12 BT0314 Homo 


1.83 


1.26 


400609 






Cl0001147^12698926Jgb|AAKD1739.1|AF33 


1.82 


2.08 


422095 


A1868372 


Hs. 282804 


hypothetical protein FU22704 


1.B1 


1.14 


422667 


L32137 


Hs.1584 


cartilage otigomeric matrix protein (pse 


1.81 


1.22 


417412 


X16896 


Hs.82112 


interteukin 1 receptor, type t 


1.81 


2.10 


426521 


AF161445 


Hs.170219 


hypothetical pro tern 


1.61 


2.08 


429610 


AB024937 


Hs.211092 


WNX protein; PLUNC (palate hmg and nas 


1.81 


1.64 


423915 


AF039018 


Hs.135281 


alpha-actmin-2-3SSOciated LIM protein 


1.80 


1.34 


439606 


W79123 


Hs.58561 


6 protein-coupled receptor 87 


1.80 


1.80 


459189 


A1909090 




gb:IL-BT198410499407 BT198 Homo sapien 


1.80 


1.80 


412429 


AV650262 


Hs.75765 


6R02 oncogene 


1.80 


2.55 


402674 






Target Exon 


1.80 


3.41 


431130 


NM_006103 


Hs.2719 


HE4; epJtfdymis-specirfic, whey-acidtc or 


1.79 


1,57 


454824 


AW833646 




gb:W4-TT0008-161199^)33KK)9 TT0008 Homo 


1.78 


1.94 


401677 






BAll-associated protein 3 


1.78 


2.28 


426291 


U58913 


Hs.1 691 91 


small inducible cytokine subfamily A (Cy 


1.78 


1.53 


430028 


BE564110 


Hs.227750 


Target CAT 


1.78 


1.59 


445988 


BE007663 


Hs.13503 


tnacfivaQon escape 2 


1.78 


Z10 


452272 


AW292249 


Hs.252739 


hypothetical protein DKFZp434P03l6 


1.78 


2.08 


418205 


121715 


Hs.83760 


troponin 1, skeletal, fast 


1.78 


2.70 


400425 


AY004252 


Hs.287385 


PR domain containing 12 


1.77 


2.02 


400419 


AF084545 




Target 


1.77 


2.67 


447169 


A1989803 


Hs.1 57289 


ESTs 


1.77 


2.21 


452359 


BE167229 


Hs.29206 


hypothetical protein MGC14376 


1.77 


2.12 


431941 


AK000106 


Hs.272227 


Homo sapiens cDNA RJ20099 fis, clone CO 


1.76 


£54 


432808 


NM.015985 


Hs.278973 


angtopoietin-3 


1.76 


1.76 


437400 


AB011542 


Hs.5599 


EGF-iflooKtomain, multiple 5 


1.75 


ZOO 


422487 


AJ010901 


Hs.198267 


mucin 4, tracheobronchial 


1.75 


1.47 


444986 


AI204197 




ESTs 


1.75 


2.48 


451027 


AW519204 


Hs.40808 


Homo sapiens, SImHar to R1KEN cONA 2810 


1.74 


1.69 


413524 


BE145837 




gb:MRf>HT0208.101299-202-c07 HT0208 Homo 


1.74 


1.74 


409099 


AK000725 


Hs.50579 


hypothetical protein FU20718 


1.74 


2.26 


405579 






C22000151^i|6806921(reflNP_004165.1| so 


1.74 


Z12 


405797 






CX0010I5:gi|11322384|emb|CAC16687.1| (AJ 


1.73 


Z66 


405159 






ENSPO000Q243337*:CONA RJ13984 fis, cion 


1.73 


2.01 


450569 


AW192334 


Hs.38218 


ESTs 


1.73 


2.08 


450912 


AW939251 


Hs.25647 


v-fcs FBJ murine osteosarcoma viral onco 


1.73 


1.24 


445261 


T79759 


Hs.250651 


ESTs, Weakly similar to I38022 hypotheti 


1.73 


Z52 


454231 


AW450669 


Hs.45068 


hypothetical protein DKFZp434)143 


1.73 


1.64 


429500 


X78565 


Hs.289114 


hexabrachion (tenascin C, cytotacOn) 


1.72 


1.37 


422259 


AA307584 




gb:EST176498 Colon carcinoma (HOC) ceti 


1.72 


1.72 


456034 


AW450979 




gb:Ut^3-ab-a-12-(UH.s1 NCLCGAP_Su 


1.72 


1.34 


451862 


H09260 


Hs.32333 


ESTs 


171 


Z16 


403520 






Target Exon 


1.71 


1.39 


456596 


AA291834 


Hs.78950 


branched chain keto acid dehydrogenase E 


1.71 


Z26 


426603 


AA382291 




gb:EST95683 Testis I Homo sapiens cONA 5 


1.70 


1.70 


418387 


R18085 


Hs.22279 


gb^gt6b12ji Soares infant brain 1NIB H 


1.70 


1.70 


433417 


AA587773 


Hs.8859 


Homo sapiens. Similar b R1KEN cONA 5830 


1.70 


1.67 


402538 






C1001634:gi|12621136MlNP_075245.1| 8a 


1.69 


1.57 


414844 


AA296874 


Hs.77494 


deoxyguanosine kinase 


1.69 


Z06 


418478 


U38945 


Hs.1174 


cycfirMlependent kinase inhibitor 2A (me 


1.69 


1.63 


446553 


AB021179 


Hs.15299 


HMBA-inducibie 


1.68 


Z02 


456235 


AA203637 




gbzx56b12j1 Soares Jetaljver_spteen_ 


1.68 


2.12 


424580 


AA446539 


Hs.339024 


ESTs, Weakly similar to A46010 X-linked 


1.68 


Z03 


433930 


AA620338 




ESTs 


1.68 


2.28 


404151 






Target Exon 


1.68 


1.80 


429392 


AL109712 


Hs.296506 


Homo sapiens mRNA full length insert cDN 


1.67 


Z18 


430070 


AF197927 


Hs331967 


ALL1 fused gene from 5q31 


1.66 


Z16 


400496 






ENSP0000022471^:6TP-binding protein SAR 


1.66 


Z13 


413464 


AL121500 




ESTs 


1.66 


Z03 


411188 


BE161168 




g*:PMf>m0425-17010(MJ02-a10 HT0425 Homo 


1.66 


Z12 


446281 


H69416 


Hs.14605 


hypothetical protein RJ 20271 


1.65 


Z28 


443282 


T47764 


Hs.132917 


ESTs 


1.65 


Z04 


423217 


NM_000094 


Hs.1 640 


collagen, type VII, alpha 1 (epidermorys 


1.65 


1.67 


453355 


AW295374 


Hs.31412 


myopodin 


1.65 


1.66 


432375 


BE5360G9 


Hs.2962 


S100 caiciunvbindirrg protein P 


1.65 


1.54 


437929 


T09353 


Hs.106642 


ESTs, Weakly similar to T09052 hypotheti 


1.65 


Z04 


410295 


AA741357 




nidogen (enactln) 


1.64 


Z30 


437767 


AA830103 


Hs.293331 


ESTs 


1.64 


1.26 


416580 


T61572 


Hs.79385 


Human done 23574 mRNA sequence 


1.64 


3.38 


450795 


AW173371 


Hs.60435 


ESTs 


1.64 


1.64 


421847 


NM.014717 


Hs.108884 


KIAA0390 gene product 


1.64 


Z75 


403010 






C21000152:gil6226483|sp|G521 18IYM03.ERWS 


1.64 


Z03 


406387 






Target Exon 


1.64 


1.78 


440423 


AW293995 


Hs.192277 


ESTs 


1.63 


Z05 
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444381 

442802 

442424 

402885 

408786 

448719 

414684 

406838 

441600 

420693 

412649 

432331 

454034 

400279 

437865 

429165 

442993 

410684 

433149 

448429 

426457 

427654 

411662 

440383 

406690 

424687 

407857 

411573 

433336 

428471 

429249 

407966 

418026 

430469 

445511 

404501 

429107 

417259 

429597 

458091 

439280 

428096 

414221 

451712 

402487 

415274 

452887 

410253 

408741 

432985 

422166 

429259 

429289 

441457 

433355 

425483 

424366 

429655 

442391 

414341 

436222 

442264 

443878 

430152 

447752 

404455 

424106 

433095 

409361 

456256 

439310 

407102 

437981 

421485 

414799 

453864 

401067 

456054 

402324 

417733 

457734 

402013 

429295 



BE387335 Hs.283713 hypothetical protein BC01 4245 1.63 2.07 

AL133035 Hs.8728 hypothetical protein 0KF2p434G171 1.63 1.65 

AI342715 Hs.129569 ESTs. Moderately similar to B34087hypol 1.62 2.40 

Target Exon 1.62 1.18 

ESTs 1.62 1.59 

trinucleotide repeal containing 3 1.62 1.63 

3-tydroxyrjutyraie dehydrogenase (heart, 1.62 2.10 

ribosomai protein L7 1.61 1.41 

Homo sapiens cysteine knot protein (ZSIG 1.61 2.32 

etastase 2. neutrophil 1.60 2.37 

integrin.alpha7 1.60 1.23 

MSTP032 protein 1.60 1.23 

atdehyde dehydrogenase 3 famOy, member 1.60 1.69 

NM.00458r->iomo sapiens Rab geranytgeran 1.60 1.55 

ESTs 1.60 242 

prostate cancer associated protein 1 1.60 1.29 

ATPase, Class I, type 8B, member 1 1.60 111 

ESTs 1.59 1.46 

hypothetical protein HES6 1.59 2-22 

calponin 1 , basic, smooth muscle 1 39 1.41 

chimerin(chima8rin)1 1.59 1.26 

ESTs 1.59 Z83 

HomosapieriscDNAFtJ11904fis ( ctoneHE 1.59 2.18 

ESTs 1.58 2.19 

cardnoembryonic antigen-related cell ad 1.58 1.58 

matrix metafloproteinase 9 (gelatinase B 1.58 1.47 

synaptotagmin^ke 2 1.58 1.51 

KIAA1077 protein 1.57 1.29 

secreted frizzJed-retated protein 2 1.57 1.17 

stratifin 1.57 1.55 

egf-Kke module containing, mutin-like, 1.57 1.19 

Homo sapiens, clone MGG15887, mRNA.com 1.57 2.12 

fatty add binding protein 4, adipocyte 1.57 1.05 

Homo sapiens cDNA: FU22712 fis, clone H 1.56 136 

Homo sapiens cDNAFU 14459 lis, clone HE 135 2.08 

nucleoside phosphorylase 1.55 2.54 

ESTs 135 2.05 

chondrortin sulfate proteoglycan 2 (vers 1.55 145 

a disintegrin and metaitoproteinase doma 1.54 2.61 

gb:AF1 50286 Human mRNA from cd34 stem ce 1.54 1.54 

ESTs 134 2.06 

Homo sapiens, clone IMAG&3868989, mRNA, 1.53 1.55 

gbM-K.8l3*l*a-12-0-lJU1 NCLCGAP_Su 1.53 1.39 

ESTs 1.53 1.99 

Target Exon 133 2.02 

myosin, heavy polypeptide 1 1 , smooth mus 1.53 1-29 

hypothetical protein DKFZp761F241 133 1.21 

ESTs 1.52 2.03 

canboxypeptidase A3 (mast cell) 132 1.37 

ESTs 131 1.48 

8100 rakamvbinding protein A9 (calgran 131 1.15 

PlakophlBn 131 1.31 

phosphaGdytinositol gtycan, dass K 1.51 1.19 

ESTs 131 . 2.03 

ESTs 131 Z74 

FAT tumor suppressor (Orosophila) homolo 131 1 .21 

ESTs 1.50 1.53 

myosm.RghtpolypeptkleWnase 1.50 1.29 

ESTs 150 1.65 

KIAA01 82 protein 1.50 210 

Homo sapiens cDNA FU 1 1 489 fis, clone HE 1.50 2.16 

ESTs, Weakly similar to ALU INHUMAN ALU S 1-50 130 

hypotheBcal protein FU12572 130 1.37 

aquaporin3 1.50 1.43 

lactotransferrin 1.49 0.91 

opioid receptor, kappa 1 1.49 1.36 

ESTs 1.49 1.30 

Homo sapiens cDNA FU10230 fis, done HE 1.49 202 

sine ocuDs homeobox (Droscphlla) homolo 1 .48 1 .50 

vaccinia related kinase 2 1.48 1.42 

ESTs 1.48 1.48 

gryceral-3i>hosphate dehydrogenase 1 (so 1.48 1.15 

ESTs, Weakly similar to K1AA1 397 protein 1.48 136 

hypothetical protein FU10134 1.47 1.21 

insufovJike growm factor binding prole 1.47 1 .25 

hypothetical protein 1.47 2.18 

ENSP000002521Q5':CONA FU 12240 fis, don 1.47 1.81 

gb:601 151545F1 NIH_MGC_19 Homo sapiens c 1.47 1.99 

C19001982gi|3043638|dbflBAA25483.1| (AB 1.47 203 

Hs.82503 H^apiens mRNA for 3TJTR of unknown prot 1.47 1.29 

Hs.38750 hypothetical protein FU11526 1.47 2.26 

Target Exon 1.46 242 

AA682377 Hs.99218 ESTs, Moderately similar to ALU8„HUMAN A 1.46 209 

488 



AA773187 

AA033627 

AW630023 

AA827569 

AA939347 

NNL001972 

NMJW2206 

W37862 

NM_000691 

AI472305 

AW009686 

BE018682 

AA088500 

BE257672 

D17408 

AW894667 

AA410163 

D60541 

AA884208 

M29540 

J05070 

AI92&445 

AB029000 

AF017986 

X57348 

X81479 

AA295052 

BE379727 

AW603667 

AA846512 

AI470451 

AW903838 

NM.003816 

AF150286 

A1125436 

AW291771 

AW450979 

AA019290 

AF001548 
AI702223 
T51823 
M73720 



W72424 

AA420450 

AI400746 

AW996651 

AF026944 

AF231022 

BE146577 

U46959 

AW450544 

080004 

AI208737 

AJ 278777 

AW292499 

AB001325 

M73700 

AA412442 

AK001092 

NNL005982 

AB000450 

AF085120 

AA007629 

AA774445 

AA243499 

AI752416 

AW021407 

BE313241 

AL048678 
BE394365 



Hs.294027 

Hs-21858 

Hs.76893 

Hs.153 

Hs.127223 

Hs.99863 

Hs.74369 

Hs.274368 

Hs.575 

Hs.19565 

Hs.118258 

Hs.166196 

Hs.170298 

Hs.42949 

Hs.21223 

Hs.22660 

Hs.137475 

Hs.285519 

Hs.30484 

Hs.220529 

Hs.151738 

Hs.92254 

Hs.70823 

Hs.31386 

Hs.184510 

Hs.2375 

Hs.38516 

Hs.83213 

Hs.288742 



Hs.99075 
Hs.81600 
Hs.2442 

Hs.123654 
Hs.42239 

Hs.110489 

Hs.78344 
Hs.107253 

Hs.646 

Hs.178703 

Hs.112405 

Hs.292911 

Hs.62187 

Hs.43838 

Hs.293797 

Hs.158159 

Hs.285132 

Hs.211582 

Hs.220751 

HsJ5909 

Hs.122810 

Hs.263455 

Hs.139709 

Hs.234642 

Hs.105938 

Hs.98132 

Hs.302480 

Hs.54416 

Hs.82771 

Hs.102793 

Hs.145365 
Hs.104800 
Hs.77326 
Hs.21068 
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430920 


U95402 


HsJ248132 


409368 


AA071059 




431958 


X53629 


Hsu2877 


427719 


AI393122 


Hs.134726 


433430 


AI853735 




423790 


BE152393 




444083 


AI123195 




433256 


AWS04447 


Hs.339408 


420859 


AW468397 


Hs.100000 


456664 


AW963354 


Hs.334409 


438158 


AT796556 


Hs.187884 


409883 


AW452419 


Hs.295098 


452316 


AA298484 


Hs.61265 


413048 


M93221 


Hs.75182 


457462 


AL133573 


Hs.272312 


452679 


Z42387 


Hs.83883 


401116 






419618 


AA528295 




452281 


T93500 


Hs.28792 


426125 


X87241 


Hs.1 66994 


428330 


L22524 


Hs.2256 


418742 


AW451197 


Hs.113418 


418335 


R63267 


Hs.28399 


408404 


AW192518 




448175 


BE296174 


H&225160 


431846 


BE019924 


Hs.271580 


459557 


N58315 




449925 


A1342493 


Hs.24192 


442321 


AF207664 


Hs.8230 


454843 


AW834536 


Hs.258549 


410281 


AF076612 


Hs.166186 


402998 
443709 


AJ082692 


Hs.134662 


435259 


AA152106 


Hs.4859 


454407 


AW578420 


Hs.118843 


453359 


AA448787 


Hs^4872 


434126 


AI138589 


Hs.118205 


417944 


AU077196 


Hs.82985 


442316 


275331 


Hs.8217 


438330 


AW450572 


Hs.257316 


410935 


BE067395 


Hs.66881 


455885 


BE153524 




405550 






451385 


AA017656 




424925 


NM_002432 


Ks.153837 


431022 


AA490815 


Hs.208351 


439781 


AA845538 




429379 


NMJ514840 


HsJ200598 


435310 


AA705075 


Hs.169536 


430702 


U56979 


Hs.278568 


451331 


AK002039 




459198 


Al 086347 


H$.151138 


442344 


AI022925 


Hs.79368 


402917 






418211 


BE244746 


Hs.247474 


437158 


AW090198 




427373 


AB007972 


Hs.1 30760 


433911 


AI923092 


Hs.8899 


402504 






409465 


AW393810 


Hs.78054 


449426 


T92251 


Hs.198882 


405491 






406685 


M16728 




442410 


AW996503 


Hs,197680 


407701 


AW375009 


Hs.164407 


400818 






406475 






426935 


NM_00008fi 


I Hs.172928 


414171 


AA360328 


Hs.865 


444195 


AB002351 


Hs.10587 


447918 


A] 129320 


Hs.1 15175 


421314 


BE440002 


Hs.180324 


412992 


A1423369 


Hs.75111 


401025 






452862 


AW378065 


Hs.8687 


425308 


M97639 


Hs.155585 



402308 
428415 
407242 
410741 
439335 
431254 
405213 



AA337211 Hs.184222 
M18728 

Z11695 Hs.324473 

M742697 Hs.62492 

NM.006069 Hs.251385 



goosecoid-fike 1-46 2.46 

gfrzm66a10.n Stratagene neuroepltheTium 1.46 2.02 

cadherin 3. type 1, P-cadherin (placenta 1.46 1.43 

ESTs 1.46 1.46 

ESTs 1.46 1.15 

gb:OC-HT0323.1711994»3^08HT0323HorTO 1.46 2.36 

gb:oo17a10.x1 Soares_NSF_F8_9W_OTJ 3 A u P_S 1.45 2.29 

ESTs, Weakly similar to S26589 hypolheti 1.45 1.50 

S100 cdclunvWndbg protein A8 (calgran 1.45 1.17 

metaHothioneln 1G 1.45 2.20 

ESTs 1.45 1.18 

ESTs 145 2.00 

ESTs. Moderately similar to G786_HUMAN P 1.45 1.27 

mannose receptor, C type 1 1 -45 1.36 

Homo sapiens mRNA; cONA DKFZp434J2235 (f 1.45 2.08 

fransmembrane, prostate androgen induced 1 44 1 .28 

Target Exon 1.44 2.19 

gb:nh26e06.s1 NCI CGAP Pr3 Homo sapiens 1.44 2.30 

HomosapienscDNAFU11041fc ( ctonePL 1.44 2.G3 

FAT tumor suppressor (Drosophila) homoto 1 .43 1 .48 

matrix metalloproteinase 7 (matrilysin, 1.43 1 .51 

ESTs 1-43 1.24 

ESTs 1.43 1.14 

gbad45h08J(1 NCI CGAP_Pan1 Homo sapiens 1.43 2.08 

hypothefcat protein FU13102 1.43 2.29 

uropiakin 18 143 2.12 

gb.*yv68g06.s1 Scares fetal liver spleen 1.43 2.00 

Homo sapiens cDNA FU 20767 fc, done CO 1.43 1.33 

adlslnlegrin-}ikeandmela!lopratease{ 1.43 1.10 

gb:MR2-TO014-2411994)12-»6n0014Homo 1.43 1.55 

Homo sapiens clone 23928 mRNA sequence 1 .43 1.38 

NM_002463*:Homo sapiens myxovirus (influ 1.42 2.16 

ESTs 1-42 2.22 

cydbLania-6a 1.42 2.01 

gb:RC1-CT0249-120100-022404 CT0249 Homo 1.42 1.76 

ESTs 1-42 1.33 

ESTs 1-41 *06 

collagen, type V, alpha 2 1.41 146 

stromal antigen 2 1.41 2.20 

ESTs 1-41 2.20 

c^nem, cytoplasmic, Intermediate polype 1.41 2.02 

gb:PMO-HT0339-241199-002-C03 HT0339 Homo 1.41 1.33 

C7001981^i|565157[gblAAB31881.1|T^ 1.41 1.24 

gb:ze39h01 Jl Scares retina N2b4HR Homo 1.41 1.99 

myeloid cell nuclear differentiation ant 1.40 2.64 

ESTs 140 1.26 

glial cells missing (Drosophtta) homolog 1.40 2.72 

WAA0537 gene product 140 1.05 

Rhesus blood group-associated grycoprote 1.40 1 .26 

H factor 1 (complement) 1-39 1.18 

Homo sapiens cONA FL) 1 1 177 fis, clone PL 1.39 1.26 

ESTs 1.39 1.22 

epithefial membrane protein 1 139 1.35 

ENSP0000020258r:Bicarbonate transporter 1.39 1.44 

hypothetical protein FU21032 1.39 2.08 

KIAA1150 protein 1.38 2.07 

myosin phosphatase, target subunit 2 1.38 1 .24 

ESTs 1-38 2.15 

C100382y:gi|4826521|emb|CAB42853.1|(AL 1.38 1.38 

gb:QV4-TT00G8-25109941&e11 TT0008 Homo 1.37 2.22 

ESTs 137 Z38 

Target Exon 1-37 2.74 

gb:Human nonspecific crossreacting antlg 1.37 1 .34 

ESTs 1.37 1.56 

ESTs 1.35 2.02 

Target Exon 1.36 110 

C1S000508*:gi|25588^lgbIAAC53387.1| CAF 1.36 2.78 

collagen, type I, alpha 1 1-36 1.41 

RAP1A, member of RAS oncogene family 1-36 2.20 

WAA0353 protein 1-35 0.94 

ESTs, Hlp^slrnflar to JC5818 gamma-act 1.35 1.22 

Homo sapiens, clone tMAGE:4183312, mRNA, 1.35 1.40 

protease, serine, 1 1 (IGF binding) 1.35 1.24 

NM_004055*:Homo sapiens calpain 5 (CAPN5 1.35 1.30 

ADAMTS2 (a disintegrin-JIke and metalio 1.34 2.12 

receptor tyrosine kmase-IUce orphan rec 1.34 1.02 

Target Exon 134 U1 

Down syndrome critical region gene 1 1.34 1.40 

gbiHuman nonspecific crossreacting antig 1.34 1.22 

rnitog en-activated protein kinase 1 1.34 2.05 

NM_052853:Homo sapiens secretogtobin, fa 1.34 1.12 

murine retrovirus integration site 1 horn 1 .33 1.21 

Target Exon 133 Z03 
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AF035528 


Ks.153863 
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BE246335 




432810 
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445537 
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Hs.227630 


440099 


AL080058 


Hs.6909 


428957 


NM_003881 


Hs.194679 


438874 


H02780 




402B25 






422737 


M26939 


Hs.119571 


423225 


AA852604 


Hs.125359 


417640 


D30857 


Hs.82353 


436027 


AI864053 


Hs.39972 


407409 


AF060168 




400221 






437751 


AA767373 




450008 


H52970 


Ks.36688 


441591 


AF055992 


Hs.183 


405973 






424604 


AW865388 


Hs.151076 


410899 


AW809716 




405818 






402621 






436469 


AK001455 


Hs.5198 


431890 


X17033 


Hs.271986 


453331 


AJ240665 




439791 


H77774 


Hs.35755 


431385 


BE178536 


Hs. 11090 


407266 


AJ235664 




446526 


K89616 




455577 


BE006341 




418863 


AL135743 


Ks.25566 


407711 


AI085846 


Hs.25522 


417043 


NM_004369 


Hs.80988 


420136 


AW801090 


Hs.195851 


418203 


X54942 


Hs.83758 


448515 


H68441 


Hs.13528 


444416 


AL034417 


Hs.11 169 


427809 


M26380 


Hs.180878 


414690 


BE410103 


Hs.12313 


439919 


AA970710 


Hs.128064 


401311 






444235 


AW207346 


Hs.143202 


430858 


AF007190 




448186 


AA262105 


Hs.4094 


400161 






444239 


R57988 


Hs.10706 


438369 


T77886 


Hs.83428 


441944 


AW855861 


Ks.8025 


431142 


AA852596 


Hs.250641 


434229 


R56378 


Hs.181223 


406733 


AA976565 


Hs.297753 


422292 


AI815733 


Hs.1 14360 


424137 


AA335769 


Hs.16262 


434868 


R50032 


Hs.159263 


424408 


AI754813 


Hs.146428 


433750 


H15448 


Hs.31330 


447299 


AF043897 


Hs.18075 


438357 


AKW2101 


Hs.294107 


409959 


BE349470 




439897 


NMJ15310 


Hs.6763 


421982 


AF206019 


Hs.1 10347 


407207 


T03651 


Hs.336780 


416956 


AA810664 


Ks.101660 


413624 


BE177019 


Hs.75445 


442941 


AU076728 


Hs,8867 


452304 


AA025386 


Hs.61311 


414359 


M62194 


Hs.75929 


452934 


AA581322 


Hs.4213 


421341 


AJ243212 




406850 


A1624300 


Hs.172928 


452167 


N75238 


Hs.13075 


423189 


M59371 


Hs.171596 



small inducible cytokine subfamily A (Cy 


1.33 


1.05 


phosphofibosyJfomry^JyclnarTTJto syntha 


1.33 


209 


fructose-1.6-tfepho$phatase 1 


1.33 


1.32 


myosin regulatory fight chain 2. smooth 


1.33 


1.18 


N-myc downstreanvreguJaled gene 3 


1.32 


1.48 


CGf-58 protein 


1.32 


Z22 


hypothetical protein FU14280 


1.32 


101 


pregnancy specific beta-1 -glycoprotein 2 


1.32 


1.32 


scrapie responsive protein 1 


1.32 


1.32 


keratin 19 


1.32 


1.42 


MAD (mothers against decapentaptegic. Or 


1.32 


£30 


hypothetical protein MGC14797 


1.32 


Z03 


ESTs 


1.32 


4.01 


EGRB«*domain, multiple 6 


1.31 


1.24 


REUBenting transcription factor 


1.31 


217 


DKF2P564G202 protein 


1.31 


1.53 


WNT1 inducible signaling pathway protein 


1.31 


1.31 


gb:yj41a11 j1 Soares placenta Nb2HP Homo 


1.31 


2.03 


Target Exon 


1.31 


1.24 


collagen, type III, alpha 1 {Ehlers-Oanl 


1.31 


1.45 


Thy-1 cefl surface antigen 


1.31 


1.19 


protein C receptor, endothelial (EPCR) 


1.31 


1.12 


ESTs, Weakly similar to 138588 reverse t 


1.30 


106 


gb;Homo sapiens AS10 protein mRNA, parti 


1.30 


2.16 


NM_002082*:Homo sapiens G protan-coupte 


1.30 


2.02 


ESTs, Moderately similar to ALU INHUMAN A 


1.30 


2.44 


WAP four-disulDde core domain 1 


1.30 


1.19 


Duffy blood group 


1.29 


1.03 


Target Exon 


1.29 


1.32 


KJAA1243 protein 


1.29 


0.92 


gb:MR4-ST0124-24119W)2Wi09 ST0124 Homo 


1.29 


2.06 


CX001073:gi)4176497|embiCAA201iai| (AL0 


1.29 


205 


Target Exon 


1.29 


3.06 


Down syndrome critical region gene 2 


1,28 


Z35 


tntegrin, alpha 2 (C049B, alpha 2 subuni 


1.28 


1.44 


ESTs 


1.28 


Z36 


ESTs 


1.28 


ZOO 


membrane-spanning 4-domains, subfamily A 


1.28 


3.00 


gb:Homo sapiens mRNA for immunoglobulin 


1.28 


1.28 


Homo sapiens cONA FU 13357 fis, done PL 


1.28 


1.28 


gb:RC2-BN0127-24030(W)11-b05 BN0127 Homo 


1.28 


1.28 


ESTs. Weakly similar to 2004399A chromos 


1.28 


2.10 


K1AA1808 protein 


1.28 


1.23 


collagen, type VI, alpha 3 


1.28 


1.19 


actin, alpha 2, smooth muscle, aorta 


1.27 


1.24 


COC28 protein kinase 2 


1.27 


Z08 


hypothetical protein FU14054 


1.27 


Z05 


Gene33/MSg4 


1.27 


1.98 


lipoprotein Dpase 


1.27 


1.09 


hypothetical protein FU14566 


1.27 


1.36 


ESTs 


1.27 


2.28 


Target Exon 


1.27 


Z05 


ESTs 


t.27 


ZOO 


Homo sapiens SIB 297 Intestinal mucin (M 


1.26 


1.23 


Homo sapiens cONA FLf 14208 fis, clone NT 


1.26 


2.40 


Eos Control 


1.26 


1.33 


epithelial protein tost in neoplasm beta 


1.26 


1.20 


nuclear factor of kappa light potypeptid 


1.26 


1.26 


Homo sapiens done 23767 and 23782 mRNA 


1.26 


1.12 


tropomyosin 4 


1.26 


1.23 


hypothetical protein PRO2801 


1.26 


Z04 


vimentin 


1.26 


1.29 


transforming growth factor beta-stimutat 


1.25 


1.16 


ESTs 


1.25 


1.27 


cdlagen. type VI, alpha 2 


1.24 


1.50 


collagen, type V, alpha 1 


1.24 


129 


Homo sapiens done HQ0319 


1.24 


1.27 


chrwnosorne 9 open reading frame 3 


1.24 


1.13 


ESTs 


1.24 


Z04 


mucin 6, gastric 


1/23 


Z22 


WAA0942 protein 


1.23 


Z44 


REV1 (yeast homology. [Bee 


1.23 


Z14 


tubulin, beta polypeptide 


1.23 


1.32 


hypothefjeal protein MGC5391 


1.23 


Z39 


SPARC4ike1(mast9.hevin) 


1.23 


1.06 


cysteine-rfch, angiogenic inducer, 61 


1.23 


1.51 


ESTs, Weakfy similar to S1 0590 cysteine 


1.23 


1.01 


cadherin 11, type 2, OB-cadhertn (osteob 


1.22 


1.41 


hypothetical protein MGC1 6207 


1.22 


1.17 


deleted in maGgnanl brain tumors 1 


1.22 


1.09 


collagen, type I alpha 1 


1.22 


1.52 


Homo sapiens cONA: FU23013 fis, clone L 


1.22 


Z55 


EphA2 


1.22 


1.15 
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403579 
415954 
429171 
444071 
424344 
434051 
422311 
404600 
429751 



422687 
424855 
418890 
413232 
414154 
416784 
410933 
415388 
40S731 
447563 
405531 
400363 
426611 
427676 
413929 
413856 
427111 
422287 
412758 
446868 
417613 
405542 
419908 
434095 
407230 
448413 
426653 
424572 
440109 
405131 
422354 
442124 
400080 
431924 
412802 
429207 
415149 
400231 
416653 
422813 
439318 
422424 
432745 
412477 
430361 
424512 
449924 
414682 



403026 
422545 
412719 
421848 
422087 
413936 
449845 
430202 
418806 
424017 
422003 
437272 
438367 
453152 
406849 
422110 
425335 
434795 
417426 
452924 
416379 
421464 
442420 



AA171850 
AI743173 
AI627808 
AF036973 
AF116622 
AF073515 

M55210 

NM_000627 

AW068823 

AW204725 

AA232134 

BE073258 

AW205314 

AA334592 

C15974 

AF018081 

AI559131 

BE536115 

ML001403 

BE178050 

AA3S4062 

BE501689 

D13639 

AA351026 

F16365 

Y07818 

AV660737 

AV654351 

AW971327 

AA011117 

AA157857 

AI745379 

AA530892 

M19650 

AK001138 

U20982 
R66412 

AK000850 
U41518 
AA447941 
X12451 

AA768553 

AV656571 

AW837046 

AI186431 

AI821926 

AA150864 

AI033965 

X53002 

W30681 

AL021154 

BE243877 

X02751 

AW016610 

X15880 

X58968 

AF113676 

AW971183 

T85775 

AA485970 

AA333789 

AA361760 

AW975957 

N79688 

AK001933 

AA454809 

A1376736 

BE394327 

BE620794 

NM-002291 

AW580939 

N38857 

AA291553 

AJO24034 



Hs.42251 
Hs.169095 
Hs.110524 
Hs.145477 

Hs.114948 

Hs.214982 
Hs.241257 
Hs.119206 
Hs.25560 
Hs.190028 
Hs.133988 
Hs.323060 
Hs.79914 

Hs.78409 

Hs.160983 



Hs.171271 

Hs.300772 

Hs.75617 

Hs.75586 

Hs.173594 

Hs, 11 4346 

Hs.74566 

Hs.82306 

Ms.293315 

Hs.3745 

Hs.182265 

Hs.42911 

Hs.171695 

Hs.179600 

Hs.333149 

Hs.1516 
Hs.129013 

Hs.272203 
Hs.74602 
Hs.123423 
Hs.78056. 

Hs.193145 
Hs-121068 
Hs.6527 
Hs.296638 



Hs.149846 
Hs.146233 
Hs.76884 



Hs.287820 

Hs.816 

Hs.108885 

Hs.11 1301 

Hs.297681 

Hs.6019 

Hs.191718 

H&296326 

Hs.204354 

Hs.31945 

Hs.172928 

Hs.111779 

Hs.296267 

Hs.4147 

Hs.82124 

Hs.97199 

Hs.34145 

Hs.190086 

Hs.131729 



Target Exon 


1.22 


122 


Target Exon 


1.22 


Z34 


ESTs 


1.22 


Z24 


ESTs, WeaWy sinter to ARL2 HUMAN ADP-R 


1.21 


114 


ESTs 


1.21 


£23 


HCGJV-6 protein 


1.21 


115 


gb:Homo sapiens done RB4217 mRWA seque 


1.21 


125 


cytokine receptor-tike factor 1 


1.21 


1.39 


Target Exon 


1.21 


129 


tarrWn, gamma 1 (formerly LAMB 2) 


1.21 


103 


latent transforming growth factor beta b 


1.21 


121 


insulin-tike growth factor binding prote 


1.21 


1.23 


ESTs 


1.20 


1.98 


ESTs 


1.20 


1.33 


hypothetical protein FKSG28 


1.20 


2.18 


ESTs 


1.20 


134 


turrocan 


120 


127 


gb:C15974 Ctontech human aorta poiyA mRN 


1.19 


2.05 


collagen, type XV11I, alpha 1 


119 


111 


gb:tq31g07.x1 NCLCGAPJJI1 Homo sapiens 


119 


119 


EST 


119 


114 


Target Exon 


119 


2.02 


eukaryotic translation elongation factor 


119 


121 


catentn (cadherin-associated protein), b 


119 


118 


tropomyosin 2 (beta) 


118 


116 


collagen, type IV, alpha 2 


1.18 


120 


cycfinD2 


118 


120 


serine (or cysteine) proteinase inhibito 


118 


112 


cytochrome c oxidase subunit Vila polype 


118 


105 


dihydrapynmidinase-fike 3(UUP) 


118 


1.06 


ESTs 


118 


118 


destrin (actin deporymerizlng factor) 


118 


1.17 


Target Exon 


118 


198 


ESTs 


117 


Z02 


milk fat gtobuie-EGF factor 8 protein 


117 


119 


keratin 19 


117 


135 


ESTs 


117 


2.87 


dual specificity phosphatase 1 


117 


139 


2,3-cydic nucleotide 3* phosphodieste 


117 


Z08 


hypothetical protein FU 10276 


117 


106 


C1002509:giI9938010|reflNP.064684.1| odo 


117 


2.22 


tnsufin-like growth factor-binding prote 


117 


119 


Homo sapiens cDNA FU14309 fis, done PL 


117 


111 


Eos Control 


1.16 


£53 


Homo sapiens cONA FU20843 fis, done AO 


116 


ZOO 


'aquaporin 1 (channeWorming integral pr 


116 


130 


ESTs 


116 


127 


cathepslnL 


116 


112 


Eos Control 


116 


117 


metaftothionein 1E (functional) 


116 


116 


transmembrane 4 superfamify member 6 


116 


110 


6 protein-coupled receptor 56 


116 


115 


prostate differentiation factor 


116 


121 


gb:nt78f05.x5 NCLCGAP_Pr3 Homo sapiens 


115 


ZOO 


microsomal glutathione S-transferase 1 


115 


123 


sterol-C4-methyl oxidase-Cke 


115 


Z31 


integrin, beta 5 


115 


115 


Homo sapiens cONA: FU22130 fis, done H 


115 


124 


Inhibitor of DMA binding 3, dominant neg 


115 


107 


ATPase, Na? transporting, beta 3 pcfypep 


115 


ZOO 


Target Exon 


115 


Z32 


Gbronectin 1 


1.15 


117 


ESTs 


115 


105 


collagen, type VI, alpha 1 


115 


114 


matrix rrtetalloproteinase 2 (gelatinase A 


115 


116 


serine (or cysteine) proteinase inhibito 


114 


113 


DnaJ (Hsp40) homotog, subfamDy C, rnambe 


114 


Z07 


gbrydBOgOZn Scares fetal Ever spleen 


114 


114 


ESTs 


114 


Z14 


gbfST37925 Embryo, 9 week Homo sapiens 


114 


Z16 


ESTs 


114 


117 


gu-toiooouoo MAbt resequences, MAoN rtomo 


114 


Z17 


res homotog gene family, member B 


114 


1.23 


hypothetical protein FU11071 


1.13 


Z36 


collagen, type 1, alpha 1 


113 


133 


secreted protein, addle, cysteine-dch 


113 


1.06 


fotQstatin-Gkel 


1.13 


108 


translocating ctein-assodaSng membrane 


113 


108 


taminin, beta 1 


113 


111 


complement component C1q receptor 


113 


101 


ESTs 


1.12 


112 


ESTs 


112 


Z01 


ESTs 


112 


1)5 
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405369 






421730 
405932 


AW449808 


Hs.334534 


453542 


AW836724 




437585 


AW976857 




412524 


AA417813 


Hs.44208 


449931 


AW875786 


Hs.25734 


407085 


270759 




447191 


NM.014521 


Hs.17667 


406713 


U02629 


Hs.77385 


432675 


AI791855 


HM 05884 


432731 


R31178 


Hs.287820 


430763 


AA485468 




438855 


AW946276 


Hs.6441 


405156 






409031 


AA376836 




42260B 


AW160644 


Hs.118695 


440704 


M69241 


Hs.162 


410577 


X91911 


Hs.64639 


414191 


AW250089 


Hs.75807 


452219 


AA024860 


Hs.61224 


430108 


AA465294 




402174 






416952 


AI767736 


Hs^90070 


410199 


AW377424 


Hs.205126 


442670 


BE410050 


HS/I1B59 


442310 


AF033199 


Hs.8198 


405536 






424736 


AF230877 


Hs.152701 


423017 


AW178761 


Hs^27948 


425371 


049441 


Hs.155981 


429925 


NM_000786 


Hs.226213 


406711 


N25514 


Hs.77385 


409407 


AW967370 


Hs.342655 


406109 






418597 


AK001678 


Hs.86337 


403162 






411020 


NM.005770 


Hs.67726 


407225 


J04617 




416955 


AW889150 


Hs.80595 


451989 


AF1 69797 


Hs.27413 


410276 


AI554545 




446921 


AB012113 


Hs.16530 


406712 


M31212 


Hs.77385 


406773 


AA812424 


Hs.76067 


452082 


N51905 


Hs.125133 


419150 


T29618 


Hs.89640 


417204 


N81037 


Hs.1074 


408339 


R97502 


Hs.30443 


400247 






430030 


BE300094 


Hs.227751 


442275 


AW449467 


Hs.54795 


406786 


AW161678 


Hs.111334 


439403 


BE265745 




428043 


T92248 


Hs.2240 


406722 


H27498 


Hs.293441 


432242 


AW022715 


Hs.162160 


450724 


R55428 




424125 


M31669 


Hs.1735 


432077 


AL134585 




427687 


AW003867 


Hs.1570 


435256 


AF193766 


Hs.13872 


420026 


A1831190 


Hs.166676 


455128 


AW861555 


Hs.314372 


410885 


AA497117 


Hs.58893 


401404 






449625 


NMJJ14253 




443458 


R05385 


Hs.143509 


452744 


A1267652 


Vte.246107 


418355 


L42563 


Hs.1165 


447947 


N33033 


Hs.270215 


419236 


AA330447 


Hs.135159 


455047 


AW852530 




440400 


AA994364 


Hs.125594 


444963 


AI916973 


Hs.213603 


410934 


AW811114 




442849 


R10099 


Hs.269805 


420407 


AA814732 


Hs.145010 


454600 


AW810001 




418454 


AA315308 


Hs.195870 


459045 


N69101 


Hs.40730 


4555(H) 


AW963582 




411745 


AW867826 





NM^005569*:Homo sapiens UM domain kinas 
gtocosarnfne (N-acetyT^-siiifalase (Sanf 
C15000305^T3806122|gb|AAC69198.1| (AFO 
Homo sapiens mRNA expressed only in plac 
ESTs 

hypothetical protein FU23153 

ESTs, Weakly similar to B1NG1 (Rsaptens 

gkRsapiens mitochondria) 16S rRKA gene 

SH3-domain binding protein 4 

myosin, fight porypeptide 6. alkali, smo 

ESTs 

fibronecGn 1 

DMA fragmentation factor, 45 kO, alpha p 
Homo sapiens mRNA; cDNA DKFZp586J021 (fr 
NVL003213*:Homo sapiens TEA domain famil 
ESTs 

potassium voltage-gated channel, subfami 

insutMke growth factor binding prote 

glioma paihogenesis-reiated protein 

PDZand UM domain 1 (elfin) 

ESTs 

ESTs 

Target Exon 

gelsolin (amyloidosis, Finnish type) 
Homo sapiens cDNA: RJ22667 fe. clone H 
hypothetical protein FU13188 
zinc finger protein 204 

NM_0058Q5;Homo sapiens 26S proteasome-as 
microbbuie-interacting protein that ass 
serine (or cysteine) proteinase inhibito 
mesothelin 

cytochrome P450, 51 (lanosterol 14-aipha 
myosin, light polypeptide 6, alkali, smo 
Homo sapiens cDNA FU 1 3289 fis, clone OV 
Target Exon 

similar to DNA-directed RNA polymerase I 
C2000231'^ii9802031lgb|AAF99597.1|AF239 
macrophage receptor with collagenous sir 
eukaryotic translation elongation factor 
NM_004552*:Homo sapiens NADH dehydrogena 
adaptor protein containing pH domain, PT 
angjopoietin-2 

small inducible cytokine subfamily A (Cy 
myosin, Gght polypeptide 6, alkali, smo 
heat shock 27kD protein 1 
hypothetical protein FU 22501 
TEK tyrosine kinase, endothelial (venous 
surfactant, pulmonary-associated protein 
sentrin/SUMOspecific protease 
Eos Control 

lectin, galactoskle-binding, soluWe, 1 
ESTs 

ferritin, tight porypeptide 

ESTs, Weakly similar to ALUC_HUMAN llll 



Homo sapiens SMC73 protein (SNC73) mRNA, 
ESTs, Weakly similar to ALU4.HUMAN ALU S 
gb7|79b05.r1 Soares breast 2NbHBst Homo 
inhibin, beta B (acttvm AB beta oorypep 
gb:DKFZp547M126_r1 547 (synonym: Wbrl) 
histamine receptor H1 
cytoWne^ke protein C17 
ESTs 
EST 

ESTs, Moderately similar to ALULHUMAN A 
Target Exon 

odz (odd Qz/terwn, Drosophfla) homolog 1 

hypothetical protein FU21924 

Homo sapiens mRNA; cONA DKFZp434E082 (fr 

ATPase, H? transporting, nongastnc, alp 

ESTs 

Homo sapiens cDNA FU1 1481 6s, done HE 
gb:PM1-CTO24W71O9WW1^06 CT0243 Homo 
ESTs, Weakly similar to T25472 hypolheO 
ESTs 

gb:MR2-ST0131.11119W16-a04ST013l Homo 
ESTs 

Gpopolysaccarfcte-specific response 54i 
gb:MR4-ST0124.27ra004X)W11 ST0124 Homo 
hypothetical protein FU 14991 
ESTs 

gb:EST375655 MAGE resequences. MAGH Homo 
go:MR0^|vra039-30030(W01<fl2 SN0039 Homo 
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429932 


A1095005 


Hs.21586 


ESTs 


432365 


AK001106 


Hs.274419 


hypothetical protein FU10244 


415817 


U88967 


Hs.78867 


protein tyrosine phosphalase, receptoM 


431374 


BE258532 


Hs^51871 


CTP synthase 


443162 


T49951 


Hs.9029 


DKFZP434G032 protein 


432128 


AA127221 


Hs^96502 


ESTs 


451838 


AW005866 


Hs.193969 


ESTs 


438414 


AA806794 


Hs.131511 


ESTs 


435872 


AA701357 


Hs.192759 


ESTs 


425211 


M18667 


Hs.1867 


progastricstn (pepsinogen C) 


424001 


W67883 


Hs.137476 


paternally expressed 10 


418869 


AW516565 




gb:xq01d05jc1 Scares NHCeC_cervica)_tumo 


458659 


AW749895 


Hs.332520 


Homo sapiens mRNA; cOMA DKFZp434A1014 (f 


418458 


AA332941 


Hs.85226 


lipase A, lysosomal acid, cholesterol es 


432726 


NM.006979 


Hs.278721 


HIA dass II region expressed gene KE4 


432093 


H28383 




gb7l52c03j1 Soares breast 3NbHBst Homo 


452239 


AW37937B 




protein tyrosine phosphatase, receptor t 


403167 






Target Exon 


402209 






Target Exon 


453500 


AW78427 


Hs.43125 


esophageal cancer related gene 4 protein 


424090 


X99699 


Hs.139262 


X1AP associated faclor-1 


432816 


N38913 


Hs.221575 


ESTs 


451779 


AW968616 


Hs.296234 


ESTs, Weakly similar to T31613 hypotheti 


406851 


AA609784 




major histocompatibility complex, class 


427698 


AW972594 


Hs.335499 


ESTs 


440006 


AK000517 


Hs.6844 


NALP2 protein; PYRIN-Containing APAF1-6 


427383 


NW.005411 


Hs.177582 


surfactant, pulmonary-associated protein 


426024 
400986 


Z43405 


Hs.75668 


Homo sapiens. Similar to RIKEN cONA 1700 
NM.024085*:Homo sapiens hypothetical pro 


430353 


AW952337 




citrate synthase 


404975 






imcharacterized hypothalamus protein HT0 


406673 


M34996 


Hs.198253 


major histocompatibilty complex, class 


431323 


AW970523 




gb:EST382705 MAGE resequences, MAGK Homo 


404926 






Target Exon 


432297 


AW663632 


Hs.285625 


Homo sapiens mRNA; cDNA DKF2p434A1 19 (fr 


437601 


AA761546 


Hs.248844 


ESTs, Weakly similar to ALU1.HUMAN ALU S 


421566 


N&UJ0Q399 


Hs.1395 


early growth response 2 (Krax-20 (Drosop 


406646 


M33600 


Hs.308026 


major histocompatibility complex, class 


442195 


NMJKJ1430 




endothelial PAS domain protein 1 


415457 


AW081710 


Hs.7369 


ESTs, Weakly similar to ALU1.HUMAN ALU S 


413916 


N49813 


Hs.75615 


apofipoprotein C-tl 


453716 


AA037675 


Hs.152675 


ESTs 


437802 


A1475995 


Hs.122910 


ESTs 


422282 


AF019225 


Hs.114309 


apolrpoprotein L 


410361 


BE391804 


Hs.62661 


guanylate binding protein 1, Interieron- 


424917 


A1636208 


Ks.96901 


hypotheucal protein FU23049 
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0.70 
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0.68 
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111 
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TABLE 34B: 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

442006 
420195 



CAT Number Accession 



437620 9575_20 



1239048.1 AW975183 AA973583 AI365103 AI699495 AJ301787 

28714 1 AK002039AL117524AW144MAW954901AL045243BF955185AU137860AW880615AW8 

AA455877 N66571 AA999864 AU1 57344 A1817146 R54821 BE223107 AA455880 AI355752 BF589210 N63487 AI924033 AI9230MW306145 
AI919421 AI5B4169 AI250173 A1440227 AA663696 AW244040 AI358104 AI570333 AI418315 N94787 R7234S N94780 BF944396^7W698 
AW005707 N98831 BF001047 BF588691 AA318076 AW601474 AW883910 H10056 N63481 BE838574 BF909132 BI084973 BG257295 BGB18471 
BE348449 AI420623 AW27121 3 BE048764 W44682 AI887849 AW903942 AA975919 AA312915 BF948057 R55120 H101 10 BI045196 AW880645 
AW976930 AW292808 AW451796 BF5141 12 AI806378 AI658903 AI769457 AW593455 A1625525 AI538551 AI660509 AA761 825 AA973287 
AA861483 W73065 AI735361 W60499 W76653 BG959557 
430712 301999J AW044647 AI670953 AI656180 AA48471 5 A1559205 BF923472 

411880 1139083J BEC88101 T05990 AW872477 _ 
451149 4941 2 AF231512AW300273BG779015AW510935AI989816^ AI662628AI805872AI675382BE855437AW044703 

AI677769 AA886718 AI753144 AA626885 AI018092 Al 283010 AW0261 73 BE221 1 38 AA256268 AW571932 AW2761 37 AI63421 6 AW296259 
AA977716 A1302589 AA348340 AI720838 AI31 1733 AA01 5867 M73713 AL047586 AW840354 AA256196 AW840357 AW840504 T35664 Z36755 
AW954421 AA247424 AI056930 T31380 BI910428 H88489 BG675223 AA443427 BE879501 AA478530 R72977 AA298568 BF792417 AA356982 
BF922499 BE764808 BE565636 BF903986 BF331881 N42207 BG623760 BG61 1090 BF735387 BE697757 BE697755 BE718853 N78560 AI984095 
AA137140AA053711 N59865AI078134 M6^796 T57803AA018642 N6879^^ AW900287 
AA018641 

459702 539529 1 BG207209 BE166299 AI204995 BG199355 AW969908 AA528756 AW440776 BI044354 
417563 2243443 J AA203701 R86895 

431089 125941 2 BG940189 AW063489 AA7 15980 BF(X)1091 BF880066 AA665102 AA521946 AA491 826 

455797 1511159 1 BE091833BE091874BE091871 

413059 1488711 1 BE063078 BE151503 BE151498 

417430 40161 J AW872732AW827432 AA199662 AA610519 R54983 

432222 539529.1 BG207209 BE166299 A1204995 BG199355 AW969908 AA528756 AW440776 BI044354 
458208 45807 4 AIS90640 A1380016 BM27329B BM273060 

457741 12074U B1017968 BEO44740 B1017768 AW827360 BF380597 BI017970 BF746974 BF380582 BF380592 BF908552 BF907924 BF380784 BF380W1 
BF380634 BE166581 BE161439 BF908606 BI017961 BE044718 AW827623 BF907758 81017967 AW827621 AA653908 BI017765 BI017955 
BI017360B1017798 
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.458091 
414221 
410253 
407102 



456054 
409368 
433430 
423790 
444083 
419618 
408404 
459557 
455885 
451385 
439781 
451331 



430385 



411010 1066474J AW813381 AW816094 AW813357 AW814469 AW813293AW816099 AW81 3295 AW81 3425 AW81 3331 AW81 3325 AW81 3351 AW813427 
AW813339 

4497B0 31099J BG72180S 8G623574 AA367501 BG436403 BG619828 BG570704 BFG86115 Bf 0861 18 R78932 BGS20880 BG571920 BF997723 AA368244 

BG620631 BG621967 BG435818 BG620442 BG621518 H12650 BG573175 H61600 R67494 H01715 078811 BG435953 BF107266 O79043 R67255 
H01310 BG570941 BG570693 R21776 AA327133 R32578 R30775 BG570963 T86948 H51501 W85279 BF 99 1104 R21732 BF990905 BG622861 
BE929694 AIO90290 BE929277 BE929284 AA367783 MC82581 078839 H78318 N91085 BE929344 D6321 7 BE929334 H53536 R80360 K5407O 
C17064 AW962470 R00900 BG619698 BG623946 H94918 8E929345 AA004267 BF957177 BG620685 BF086421 TB7029 C17044 HB0972 
BG573514 AA131924 078338 BG003560 C18615 W86323 R09737 RD2529 AA367502 

406641 0_0 AJ235667 AJ235668 AJ 23566 9 AJ 235670 

454565 1061836J BE14116QBE141231 BE141793 8E141791 BE1411678E141807 BE1418Q6 BE141805 AWB07591 AW807590 AW807S86 AW807583 BE141803 

AW845918BE141207BE141158 
455657 1490185.1 BE065209BE0653548E065110BE065111 

459189 MH1945.5 AV683451 AK057494 BG718853 BM1528S6 BG390826 BE709644 AIB64727 BI045181 BI459637 AI909102 AI909Q90 BG722507 B1023834 
454824 1073655.1 AW833783 AW833646 AW833525 AW833351 AW833526 AW833825 
444986 704733,1 AW268472AI204197AW592537 
413524 1518859J BE145894BE1 45837 BM263472 

422259 140437.1 BF821471 AW795791 BF844843 BF821371 AA307584 AW795790 BF833724 BE154067 BE064709 
456034 685586.1 AA136653 AA136556 AW450979 AA984358 AA809054 AW238038 AA492073 BE 168945 
426603 1299162.1 AA994657 AA382291 
456235 1979764 J AA203637 AA832266 H67452 
433930 19851J5 AW873618AA620338 

413464 415532.1 AL527514 AT732432 AA133309 A1225224 AV700997 BF589361 AW291763 AL12150O AA129708 
411188 1072487J AW821260BE162466BE161168 

410295 2817.1 BG402852 BG545066 AA1 50252 AL038760 AA452480 AI033256 W68776 W93372 N31248 AI052219 A1367635 W69374 N88610 R58194 B1524854 

BI4971 1 1 BF940043 AI129268 AI359798 AI056480 AA1 21421 AI042150 AW449003 AI418180 AM19420 AI356058 BF832243 AI349330 AI359448 
W76647 BF477170 AA099163 BF994549 AW608256 M045418 H03770 AL574791 AW069455 BE3G2148 AW022281 AW960273 AA121268 
A1336371 A1989381 AI131425 A1147483 A1311537 AW338638 AJ141649 AA709414 AI187177 AA780884 AI333B05 AA045312 AI623918 AI349421 
W63753 W70299 AA557276 AA299007 N98212 W74064 N24823 T54892 AA054724 W73059 AI869152 N93462 N71889 AI537432 R71628 
AA303089 AI498550 T60941 AV70641 7 AW067848 AI150677 AW3381 18 A1336313 AA826256 AI13951 8 AA662948 AA902723 A1970175 W68682 
A1089380 AI148372 H99951 AW183001 AI270317 AA532767 AA044727 AA931652 R82469 AA150261 W67788 H67495 R80715 AW149812 N78914 
AI862034 W61122AW02311BW69375T88917 T47984N21531 R35646AA055544H15534AA688295AA090588AA044764BF994641 R79547 
N21313 BF674510 HQ2874 AW975323 R16904 AA328030 AA054671 R79546 BF832310 A1249109 
400279 2140.1 Y08200 NM.0G4581 BC003093 BE733834 BI753321 BG773890 BF091906 BI917541 A1023762 AA587230 BF435086 AI264262 AI687392 AI810536 

AW589886A1244419AA749261 AA535435 AW205689AI765770 AI765431 C02465 AW305347 A1818456 AA322111 AW381845 AW381829 
AV749407 AAB1 1 636 AU 1 59893 AA603065 AA652542 A1468678 R49616 AW381863 BE389867 BE182387 BF087771 AA527551 AA1340S1 
AA831504 AA134052 AI871759 AW089048 B1913532 AA367709 BG828155 BF093014 
445511 9560 J BM471219 BE093160 BG171761 B1254009 A1905474 AA453162 AA829759 A1086559 AA776022 A077446 BF589018 AA452822 AW614566 

AA443880 AA476733 AW970674 AI393291 AA988283 AI905528 AW384956 078656 
AF150286 AV739062 AAB35857 

AA135653 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 
AA774785 AA584875 AA577705 AA683178 AA083204 AW362057 T92332 T51 823 T02858 AA083375 T92381 

AW945170 BF93Q905 F33652 BG057818 AJ36B018 A1421485 AI300352 M378525 AI264177 AI276281 A1245302 A1281050 A1190036 AW45U38 
AW242903 AA910870 F22289 F19647 F22375 AW473816 BF445785 AA774528 F33447 C01Q77 AW772227 F17759 H42812 R09701 AA349096 
R48772 H42892 H42537 R4789B N28263 H25721 F32386 H43971 R48205 F21390 H45809 AA007629 R47897 R83734 H45844 AW983653 H43970 
K42S38 H24495 R48875 H42961 H22079 R86018 
BF314481 BE313241 Bl 1 96333 BE3831 48 
AA071059 AA085201 M085020 
AA961586 A1863735 AA588325 
BE152393 AA330984 BE073904 BF176271 
B1836699AI123195 

BG168298 AA247945 AA528295 AW971284 

BF30B898 BE298829 BE298765 AW192518 BE299614 BE300025 BF307463 
BG623239N58315AI524952 
BE1S3524 BE153576 BE153583 
AA019761 AA017656AA017374 
AAB45538 AA890229 

AK002039 AL117524 AV714494 AW954901 AL04S243 BF955185 AU137860 AW88Q615 AW880496 AA256290 BET67078 N44348 A1886676 
AA455877 N86571 AA999864 AU157344 AI817146 R54821 BE223107 AA455880 A1355752 BF589210 N53487 AJ924033 A1923020 AI306145 
AI919421 A1584169 Al 250 173 AI440227 AA669696 AW244040 Al 358 104 Al 570333 AW 183 15 N94787 R72348 N94780 BF944396 BF754698 
AW005707 N98831 BF001047 BF588691 AA318076 AW601474 AW883910 H10056 N63481 BE838574 BF909132 BI084973 BG257295 BG818471 
BE348449 AI420623 AW271213 BE048764 W44682 A1887849 AW903942 AA975919 AA312915 BF948057 R55120 H101 10 BI045196 AW880645 
AU050068 AA160485 AW173544 AW2965Q6 AW439860 AI521563 A1702529 A1393606 AW1 38323 AA5701Q9 H19504 BM021968 BF063327 
BF593552AA630766A1597717 A1807128 AA523012AI356250 AW451B57 AA974203AI762577 BF512552AW0O73O7 BE675286 AW450502 
AA982057 AW516069 AI582546 BF221924 BF222543 AI801808 AW468599 AW000736 AI866625 AW235356 BM021B37 AA911956 AI680606 
VV86516T^0AW6t1634H41653Al468349H19588AW090198AW043993 R39847 
M18728 

MM.032013 AB044943 AF308609 BI769254 A1819262 AA845639 A1289073 BE670187 AA207127 T33Q98 AA633492 BE328324 AI063620 A1204945 
AA903471 AI372602 AI049836 AI049737 BF000101 AI686167 BF436896 A1659189 T32971 AA31 1302 AW733149 AI435981 T03438 AA879206 
A1972177T33083 AA613910A1971019 AI027140 AA853739 A1620S28 A1637519 AI972307 BF054861 AK027665 BF082751 A1598127T33663 
AA204743 BE086660 F12132T26372 BF765338 AA323106 AA322907 BI037062 BE315235 AV722868 BE254381 T66212 BE566142T09034 
AA406202 BF843940 AI743855 AA1 1 3356 BG990683 BE086729 BE535539 
443144 16112.3 AB058726 A1551414 BE245990 BE245765 8F439734 AA648422 AA040639 Al 3401 55 AA2SS928 AA278365 BE766296 AA280771 AL555562 
AI474638 A1863068 BI260946 AK027039 BG615852 AI698039 AA252016 AA258886 BE905205 AW501 1 67 BF5141 17 BI857400 AW297001 
AJ624923 AA125900 AW2721 65 AA 190967 AA280729 AA035532 AW129692 AA125899 BG528645 BE614599 BE464693 AI560128 AA55151 1 
AD51149AI555561 

432810 101919J BG292389 C06094 A1668930 AW 104 534 AA310513 AA830127 AW1 34897 AA046953 AW965490 AI8 10530 BF092924 AA3341 51 AA334725 
D31302 R20723 AA263003 B1824635 A1276287 AI684428 A1524234 A1335035 AW014704 A191 1443 AA972102 AI367512 Al 126670 AW016017 
AI286003 AI147163 AA626033 A1539156 AA565542 AI094253 AW51261 2 BE889628 AA744752 BE646306 AW471324 AA999975 AA863400 
H17550 AI991439 R46187 BE929954 AA333976 063102 BF744491 

438874 52147 J AFO75017 R66779 R22463 H02780 ■ 

400221 9287.3 NM.002082 116882 8G826886 BE795217 BE904064 BE294526 BE297283 BE394617 BE935127 BE935106 F12351 BG823182 H16710 

437751 643238.1 AW978796 AA767373 AW173343 AA836163 N27563 AA905328 R97032 



452694.1 
685586.1 
132134.1 
7177.2 



1263570.1 

110612.1 

2181751.1 

888344.1 

10908.12 

252691.1 

658475.1 

859794.1 

1524553.1 

85022.1 

2592493.1 

28714.1 



437158 59575.1 



0.0 

MH497.8 



494 



WO 03/042661 



PCT/US02/36810 



1063474J 
453331 16559J 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



446526 

455577 
430858 
400161 



409959 
421341 



434051 
410933 
406731 



400231 



432745 
412477 



430202 
424017 
437272 



453542 
437585 
430763 
409031 



430108 
410276 
400247 



11131J7 

1475566J 
73704J 



2781.3 
1407J 



73505.1 
1064624 J 
0.0 

15525J 
MH494.5 



112643J 
8669.2 



456076 8455J 



1233214 1 
888651.1 
176.2 



885.22 



1.1 



1400J 
9531.1 



1233254.1 

641443J 

2764J 



BF374577 AW809840 AW809996 AW809798 AW809695 AW809846 AW809738 BF374582 AW809716 AW809826 AW809802 AW809747 
AW810152 

BG571303 AA410586 AA035018 BG5721 17 BG620022 AA147247 BG005785 BG014448 R31981 H02668 H12498 R36203 BF992089 R73999 
T49904 R75732 BI057974 T53681 AA147933 N50695 R68588 R25671 R31935 R251 10 R351 05 AKD55628 BE1 57467 AW663674 AA 190993 
H01642 BF51 0304 AA626915 AA746952 AI161014 AA099554 BG572534 A1803329 A1809932 AI808765 AA41 1449 AI378760 AA976929 AJ378620 
AA909684 R75632AI36(B19AI350463AW069127AA411621 AA742532H12451 BE208298 H0361 2 H1 2839 N58781 R75957 BF996484 AI240665 
BF989591 BI056086 BG001590 BF107035 

AK023419 BE4S4935 8E221668 A! 148885 B18S9909 A1374780 AA766892 AI347967 AI582917 AA4771 17 AA229236 AA652637 AA636109 
AU134580F21298BF802607BE769124AV658891 H89616 AV659853 
BE006307 BE006341 BE00631 1 

AF007190 AW820705 BE1 68488 AF007192 BF753303 BG978971 BG978568 

U44839 NM.004651 BC000350 BI458316 AU117940 BG759024 BG749694 BE799505 BG831537 AI816335 AA325352 AL547005 AW157038 
AI859331 AI816186 AU150786 AL043549 AW1 62880 AU1 59233 Al 1431 69 T03478 BE727648 AA764725 BE206603 AI369814 AI984369 AW157545 
BE221486 H99016 AU159025 A1074496 AI494516 8E245950 AA704385 AA280862 AI479595 A1369776 BE671398 T05538 AA682249 BI677303 
BE645335 AI359434 H92868 D52599 053609 D54715 T05015 BE222174 AI954706 053218 053787 R69S89 WB6896 AI497670 R70771 BF309414 
BE620147 BG910597 AW964968 BE836120 AL579715 H56512 055956 BI044097 AL555239 BF220278 AA081991 AI819544 AW001573 AW131600 
AI858764 052367 W22034 BG818979 BG024561 BE702779 BI458863 BI910399 BG707755 BF348284 H10055 BI085315 BE620574 H41088 
BG119517 W23267 W21941 AA328817 
AW513804 BE1 79199 BE179195 BE179198 BE179204 BE162686 

NM.007329 AF159456 AJ243212 AJ297935 AA295769 NM.017579 AJ243224 AI492875 AI796676 AI749838 AA918144 AI814590 AI923531 

BF513992AI720725AI150879AI279072AW612904A1492104A1284510AI141231 AA61 3554 AW6621 48 AW769047AA565985 AW61 2888 

AU100513 BG955585 BG955588AA295763 BE829414 BF760645 BG954398 AA295332AA295795 BE932867AW769569T89953 BE934311 

AF116622 AI114507 M640834 BF111602 AA377999 

C16024C15974AW811066AW811052AW811020 

A1559131 

AK074473 BC017997 BI831060 BF971 101 AI886394 AI082824 AV708785 W86073 W07772 AV660737 AI81 6793 R52250 BG183529 AA633473 
AJ191255 R44763 R19947 BF571346 W86257 

BC013310 AF261Q85 BC004109 AY007133 BC009081 8C001601 N^_002046 M33197 BC020308 J02642 M36164 BE794233 AV721080 BE255459 
BG926429 BG389312 BG477333 A1031799 BI763443 81260432 AA989106 AV728576 BI091380 AA402499 AI200513 AI284734 AI223995 AI289749 
BG283291 BM13814AW438544BM450203F35435F33262BE89(1952AA401181 BG939668 F35525BI088182F34674 F335068M471326 
F34S77 AW276712 AA1 87508 F34866 AA1 14245 AA522581 N23935 A1076923 AI01 8505 BE879774 BM465637 AI753078 BG222159 AA595947 
BF970917 BI094125 M719841 BEB93087 BG775178 BE793983 BE797071 BF339134 BE409272BE266456 BE796770 BE745957 BG755835 
BE266758 BE259342 BM450181 BG748174 BE299322 BM423587 BM467637 BM452667 BM47951 6 BM452420 BE273297 BM466364 BM450640 
BM478743 BM459094 BM455306 BM472001 BM478247 BM478771 BM480379 BM459071 BM450106 BM467584 BM464548 BM465044 BM450176 
BF569359 BM462924 8M455329 BM471815 B1862301 BG331736 H04903 AA374894 BE902964 
AA658826 A1821926 AI791191 AA635129 AA564492 

AI220117 AJ857837 AT218371 BM091400 AI304964 AI198508 AJ 400738 AW571 549 AW950O42 A1089943 AA437280 AU1 50878 BF197070 A1267984 
BF594181 BF196688 AI4331 52 AI338921 AI620364 A1280197 AA652531 A1674938AI342447 AJ620350AI281295AI 148621 N54787A1338121 
AI281 153 N51899 AI087072 AA954788 AW069054 AI346309 BG529629 AJ340135 BF083036 AI167365 AW819657 AA935468 AI467868 AW148701 
AI383720 BE047685 AW015498 AA937149 AA708346 AW771478 AW802508 H53334 AW389204 AW798230 AI553922 AI5606B8 AW95O043 
A1961682 AV706506 R01853 AA126514 N62757 A1536893 A1926052 AI418720 N99964 A1568933 AI915737 AI080591 AI185358 N48995 N58575 
H82824 H60037 AI247247 T95664 BF593863 AI749637 AW088541 AA991294 AA887452 A1073726 AA633132 AA629674 AA629649 AA629656 
AA578595 Al 168758 AA804572 AJ085785 AA994396 AA991 209 AA948663 AA929054 AA927952 T87001 AA928210 AA629296 AW802267 
AW3841 29 BF74440O AA194110 AJ382839 AA 194837 AA406284 AJ250750 R37035 AI525586 W01244 

BG210376BG217800 BE925778 W39114 BG682395 N70644 BE709097 AW275615 BC001469 AL564888 AI088126 AW003852 BF792438 
AA161295 AW970131 A1127310 AW029307 AW192534 AA843144 AW606235 BE221641 AW0081 1 1 AA224203 AA604507 AW794761 AA134005 
AA126850 N99165 AW769391 AW818302 A1269871 BE503O27 AW401627 AA486231 AA486417 AA191542 AA028128 AA159991 A!498090 
AI241024 BM145449 AA774661 A1626021 C18251 BE185811 AA291517 N38896 N59222 AI24561 1 AA1 69207 A1298572 AA1 69585 Al 1 31 1 39 
AA157960 AM39983 AI208276 AA936061 W67305 AW337587 AI357055 W04739 AI214517 AA61 7789 AW241277 AI88021 3 AI582789 Al 143996 
BE814848 N49964 AI936222 A1817819 F09976 AA039349 AW805002 T351 17 N94388 AI689530 AW384573 AW384555 AW384539 AW384473 
AA1 29709 AW384466 BG1 94342 BG204579 BG027536 AL578075 AA399553 AW794949 T8886S AW51 1211 R26588 R36111 BG1 70598 BE937009 
BG678833 AA862899 H98612 H02273 M768487 BF211 173 N32570 AA088287 R68451 AA297563 H16847 R80665 AA421891 W68402 R28379 
R64119 R70109 R77661 R67963 BG701844 H68670 AA169664 AA114111 BE715243 R69317 BE715252 BE713804 BG336586 NMJ01679 
BC011835 U51478 BM4631 17 AU1 19746 B1462090 B1227086 BG706303 BF059073 BG706532 BI5447 1 6 Al 568735 BE858747 AU122881 
AU126210 A1186547 AU134705 BE281323 A1147220 BE263820 AW973937 BG281863 BE858367 BE278941 A1262814 AI001 194 AI391616 
AI200862 N32564 AI161064 AI089818 BF514359 AI370916 AI341797 BE263168 AI218416 AI131098 AI285310 AJ928440 AJ066642 AI375442 
AW028327 A1217792 AI161020 AJ342854 AJ221544 AI30470OAJ 343005 BM148839 AA831536 AW074258 BF940569 A1149876 AI914574 AA298442 
AI241 343 AA668985 AW272172 All 60537 BG209220 AA028152 AA025989 
AW968345AA468998T85775 
AW966107 AA334317 AA333789 

AB075828 BG107783 AW021313 BI492345 AW385707 AW580860 AW2961 17 BE072066 AW580775 BF679498 AW580828 BE003666 BE003672 
AW580851 AW580908 BI037146 AW580894 AW580864 H 17858 N50343 N54223 F05579 F07386 F05578 AA773248 AA354359 AA330257 C20685 
BE548300 AW968728 AW968554 AA777644 AA706896 AA682517 AA832267 BG165087 N51 097 N51567 R95837 B1256603 W89042 R95B36 
R97364 AW975957 AA747943 AA811289 
BF5681 86 BF899745 AW836724 BE243668 
AW976857 AI809001 AA769369 AW102732 AA761235 
AL578301 A1337389 AI571302 AA978185 BF591738 M765912 

BF036043 AW190446 BG194731 AW662036 AJ445021 BE937550 AW818972 AW393132 AA834685 BF1 12058 AV721 682 H16423 AI270167 
AI857345 AA937302 AW818444 BE929780 BG498678 BF15501 0 BI598271 BI599811 BE161728 AW578737 AW753711 AW379707 AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF439618 AA443174 AI018009 N42850 AW573242 AM17258 
AA463483 A1676131 AI167170 AA836627 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 B1043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16590 R39478 R39479 R94368 BG540916 BM314745 AA251087 054231 D55274 BF085805 031589 AW966405 
AW994425 D81879 BE093545 AW901 107 AA383529 81021552 R55420 N39976 AA573281 H82595 AA234955 BE093539 AW367G06 BF3S6697 
BF365318 AA663856 BE702099 BF035989 AI267384 A1267232 BE348320 M621574 AA861212 BF083343 BF053341 AV745131 D53074 
AW954476 AW954472 AA376836 AV724531 DS3063 C14928 AA093287 AA062638 BG483558 BE940050 M765954 T70171 BE938775 BE940057 
053502 AW373300 AL1 18798 BM 128728 AA19341 1 AW444709 AW952455 AI887612 BF431948 B1496876 AJ 2641 59 BM 128481 AI624657 
AI689301 A1969467 AA861685 AA251595 AA625761 AA872090 AJ826790 AA328366 BE827416 R75951 05691 B R681 22 BE827384 AL1 18797 
Ai184164AA164411 BI435332BE858113AJ863860H00680T69849AW^ AA164410 H00752 

AW373305 AW373299 AW373302 
AA928810 AW968393 AA465294 AA811301 

AA083514 AI554545 AW169852 AI363822 A1633826 AI656026 AI765624 AA1 47545 AA147552 

BO022339 BO0O9610 BC010537 X79805 NM.006713 U12979 BM467814 BM450743 AU132951 AU137129 BG493425 AV758819 BG708412 
BG705885 BG702217 AV716638 BG777009 BI545689 B1552153 BM476712 BG770858 BG527656 BG528277 BG391388 AV716861 81502926 

495 
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439403 
450724 



432077 
449625 

455047 
410934 
454600 



455500 
411745 
418869 
432093 
452239 



406851 
430353 



4937.10 
40161J 



452948.1 
249224.1 

1092329.1 
105465^1 
1063489.1 



1228737.1 

43036.8 

12789.14 

1237011.1 

10116.4 



0.0 

10288.1 



431323 
442195 



1235269 1 
15007.1 



8G290073 B1667399 BM451469 BI667173 BI602139 BG532171 BI669216 BI544727 BG721852 AV716503 AV701327 BM090738 BI492000 
AI308856 BI544904 AL599813 AV715829 AV716505 AV714587 AV717902 BF668072 AV716385 BM61927 8M090954 AV717826 B6503676 
AV647719 BG501392 BG428433 BE895629 BM313117 AW021050 BG435032 BM152910 AA313503 AA872377 BG574714 AV712054 AV732696 
AA252476 AV712759 ALS99643 BE790872 BG654930 W73337 AW575377 AV760376 AV725139 AV716379 AA8871 65 BE830003 AW023796 
AL599291 A1902948 BG944042 RJ0781 AA352483 BG217897 N33888 AW581924 BG554730 031410 AA353088 D31288 AA295Q29 H95170 
BE935104 AU139980 BG772963 BG776470 B6532512 BG105449 B1545421 AV715456 AW386083 BG699714 AL535832 AL514940 BG190861 
BG210593 AW999254 H95138 AA353863 BE764809 N50375 BE091363 BG701255 BI860846 B1832485 BG168150 BG028647 BE546301 
BG900321 BI909737BG702363BG614141 BG611137BG700121 BF031492N85802AV715940N51590BG993478BE172016AW893622 
AK056692 AF086220 AI375065 AA284293 W32566 AW797961 AA950897 AA504145 

BF060834 B101S048 AW862002AK056737AA429538AW053311 AW440555AW231970AA428584AA995028AW854593AA984131 AA552874 
AA564758 AA528743 BG927275 BE0451 17 AW975234 AA664937 BF749390 BG928948 AA984546 BE009153 AV732487 BE078167 AW872716 
AW063245 AA578441 AI820704 AI732283 R55428 BF999154 BF880485 
AL134685 AW972760 AA525319 AA526644 AA525342 AA526632 AA525298 AV739423 AW972755 

B»t 8168 AW779760 N48674 AI375997 AA235370 BG699146 AI913631 A1498402 AI016320 AA323193 R49021 D59344 BG986750 N45526 
BG966917 T61382 R49391 R45432 AI2031O7 R35004 F07491 R25094 R35360 
AW852530 AW852526 AW852527 AL597969 

AVV811114AW811095AVV811(»4AVV811124AW811157AVV811054AW811087 

AW810001 BF374633 AW809694 AW809672 BF374748 BF374552 AW810209 AW810092 AW809786 AW810428 AW610429 AW809884 BF374650 

BF374641 BF374764 BF374744 AW810552 BF374678 BF374653 BF374579 AW810168 AW810170 BF37461 1 BF374676 BF374667 AW810353 

BF374682 AW810154 BF374688 BF374565 BF374757 BF374637 BF374743BF374719 AW809664 BF374643 BF374680 BF374714 BF374708 

BF374716 AW810432 BF374691 BF358066 AW81 0006 AW81 0345 AW809960 

AW963582 BE064192 BEC64169 BE 1 52580 AW963587 

AV7O4306 BF3687B0 AW867826 AW859896 

AA229762AA230035 

AW972670 AA525808 H28359 H28383 

BG034853 AW173315 AW303375 BG190225 BG939153 BF057308 AA600736 AI751 258 A1090486 BE939504 AW631492 AI768270 A1862133 
AA417652 BE378218 AA599207 AW794702 AA024968 AA446024 A11 48235 AI191710 BI493797 AI272646 BI493796 AA634323 AI754332 
AA258414 C05155 AI218226 AI039656 AI350380 AI084698 A1754989 A1673545 A1432010 AI751035 AA375571 AA446297 BG216743 
AA609784 R97304 

BC010106 AL560552 AU133236 AU133086 BE268567 BE268523 B1544879 BE398161 BG473088 B1544445 BE258021 BE296339 BE255040 
BE263020 BG706790 AL598627 AW952337 BG75B113 AW512753 BE267666 BE253415 BI225718 BE26B350 BE258245 B1224965 AW772605 
BG723903 BE397282 81196341 BG702880 AIB78949 AL600437 AA416759 BE259917 AI031582 BF512142 AI088248 BE560328 AK02623 
AI288613 AL597585 AW768553 AI816352 BF732831 BI225687 AA833686 AA722593 AA807750 AW068064 AA405187 AI923236 N51593 AL527710 
BG282576 AL525927 AL525971 BI869547 A1084725 R91 856 H46814 H201 12 W01682 AW848870 AW848585 AW376662 AWB48985 AW848937 
AW848862 AWB4858 1 AW8485 1 2 AW8481 76 AW752623 AW75261 8 AW376822 AW376821 AW376684 AW376623 AW376622 BE706047 
AW752602 AW752691 AW752674 AW752652 AA3791 67 AW752610 AW752684 AW75261 3 AW752660 AW848709 AW848576 AW849155 
AW848981 AW848980 AW848979AW848978 AVV8489nAW848916AVV848713AVV848708AW848642AW848641 AW848639AW848573 
AW848493 AW848492 AW848489 AW848488 AWB48487 AW848353 AW848352 AW848220 AW752698 AW752697 AW752682 AW752681 
AW752680 AW752679 AW752664 AW752651 AW752638 AW752637 AW752636 AW752628 AW752626 AW752624 AW752619 AW752596 
AW752608 AL582019 BE875587 AL529175 AW965868 BG686208 AA259073 BE696973 AA459543 AA358314 W40564 8F926427 AW849000 
AW848718 AW848515 AW848507 AW848444 AWB48440 AW848232 AW848222 AW752657 AW376786 AW376781 AW37661 5 AW37661 4 
B1752581 AA534520AI748906AA047799AI014753AL514460AL581982BG743146 W24171 H20102 H1 1 227 AW752607 AW006596 AW1 30378 
BE716519AW752661 AVV848289BF349557AW52612AW752632AW848910NM_004077AF047042AL560606B^ BI855656 
BE906674 BG749937 BE535486 BE019810 AA313713 AA992542 AA332541 AA682985 AA356125 BE140478 BG750945 BI457548 BG025661 
BF326302 AA325019 BGS80676 AA337465 AA321974 BG949285 BG427585 R23979 BG61 1485 BE560678 W16977 N50379 BG824101 BG471750 
BW53171 W04691 AU099360 BG471590 BM011999 BE262945 BE559801 BF756438 BE881957 BE314546 BG911831 BG150811 BG112017 
AA157518T92368AW752620 

AW970823 AA502839 AA502819 _ 
U81984 NM.001430 BE907085 BI333232 AI021986 AU138476 C18601 U51626 AU100517 BI054387 AU076970 BE786454 BG010080 AW3771 89 
BF998789 AA368139 R1 1396 T83613 BG006324 K012404 BG001643 BF757957 AL549361 A1544018 BE002870 BE929314 BE090199 AL046650 
BI053717 BE929315 BI054967 BF960055 BF925432 R0S421 BF922073 T70331 B1004403 



TABLE 34G 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are C^rAarA Iderrtifer (Gl) numbers. 'Dunham, et at" refers to the publication entitled 'The DNA sequence of 

human chromosome 22" Dunham, et at (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which axons were predicted. 
NLposition: Indicates nucleotide positions of predated exons. 



Pkey 


Ref 


Strand 


NLposIBon 


405443 


7408143 


Plus 


90716-90887.101420-101577 


401645 


7657839 


Minus 


34986-35133 


401673 


7559903 


Minus 


122587-122705,122765.123047 


405120 


8099940 


PKjs 


140176-140340 


401785 


7249190 


Minus 


1 65775- 1 65996, 1 661 89-1 6631 4, 1 664QB-1 6656 


402333 


8844110 


Minus 


165693-165856 


404942 


7382153 


Plus 


92095-92252 


403362 


8571772 


Ptus 


64099-64260 


402641 


9958129 


Minus 


122596-125136 


405600 


5923640 


Plus 


26662-27225 


405061 


7656744 


Minus 


132492-132932 


402327 


7656695 


Minus 


108675-108770,109801-109910 ■ 


404342 


9838093 


Ptus 


115854-116033 


404429 


7407979 


Ptus 


31352-31498 


403344 


8569726 


Plus 


70823-70990 


401593 


7230957 


Ptus 


10368-10572,11293.12356 


406461 


9756020 


Minus 


158842-159136 


400609 


9887671 


Minus 


92037-92247 


402674 


8077108 


Minus 


39290-39502 


401677 


9965537 


Minus 


62856-63086.63603-63884 


405579 


6456174 


Plus 


100996-101542 


405797 


1934909 


Minus 


5599-5681,5821-6104 
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405159 


9966252 


Plus 


79659-79804 


403520 


7684483 


Minus 


97621-98084 


402538 


9801137 


Minus 


96314-96539 


404151 


7534014 


Minus 


69038-69399 


400496 


9743564 


Rus 


41515-41695 


403010 


3132346 


Plus 


78385-79052 


406387 


9256180 


Plus 


116229-116371,117512-117651 


402885 


9926751 


Phis 


71919-72049 


404501 


7229859 


Minus 


3727(W7526 


402487 


9797538 


Plus 


75677-75843 


404455 


7677926 


Minus 


26927-27611 


401067 


5764724 


Minus 


153366-153509 


402324 


7630361 


Rus 


26052-26803 


402013 


7407997 


Rus 


174540-174634.175449-175568 


401116 


9966559 


Rus 


123579-124447 


402998 


2996643 


Minus 


17175-17373 


405550 


1552494 


Plus 


91720-92115 


402917 


7406502 


Minus 


1034-1177,3143-3266 


402504 


9797871 


Rus 


12366-12614 


405491 


5801645 


Rus 


81857-82045 


400818 


8569994 


Rus 


172644.172765.173085-173200 


406475 


9797684 


Pius 


125417-125563,128052-128180 


401025 


8117518 


Minus 


179287-179483.181044-181166,181844-18203 


402308 


7340295 


Minus 


92080-93638 


405213 


6692345 


Minus 


50267-51151 


400740 


7329267 


Minus 


79920-80510,80576-80746 


402825 


6165330 


Minus 


78572-78807 


405973 


8247789 


Rus 


103859-104254 


405818 


4071056 


Rus 


29055-29196 


402621 


9930950 


Rus 


130806-131036 


401311 


9212516 


Minus 


180124-180754 


401899 


7230209 


Minus 


155620-155815 


403579 


8101179 


Minus 


36167-36365 


404600 


8705107 


Plus 


118354-118444,118649-118792 


405531 


9665194 


Rus 


35602-35803 


405542 


9857564 


Rus 


71331-72183 


405131 


8516051 


Minus 


136764-137594 


403026 


7670575 


Rus 


56521-56840 


405369 


2078469 


Minus 


34183-34357,35686-35751 


405932 


7767812 


Minus 


123525-123713 


405156 


9966228 


Rus 


146733-146860,147899-147961,153127-15325 


402174 


8575912 


Rus 


253499-253674 


405536 


979S661 


Rus 


164091-164162,164397-164516,166720-16679 


406109 


9127147 


Minus 


58328-58485 


403162 


9838085 


Rus 


82652-83613 


401404 


7710968 


Plus 


136474-136646 


403167 


9838127 


Rus 


162599-162935 


402209 


8576119 


Minus 


53315-53472 


400986 


8085497 


Minus 


63140-63319 


404975 


3419864 


Minus 


86096-86605 


404926 


7341919 


Minus 


150411-151484 



TABLE 35A: About 323 genes upregulated In hypersensitivity pneumonias rebfive to Idiopathic pulmonary fibrosis or non-specific interstitial pneumonitis 



Pkey: Unique Eos probeset identifier number 
ExAocn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title:Unigene gene fife 



Rl: 

R2: 

Pkey 

402550 
421563 
424326 
417967 
411089 
416350 
406654 
459705 
412610 
452194 
447709 
410910 
454671 
441859 
422398 
403244 



90th percenfile of HP Als divided by 90th percentile of IPF Als, where 15th percentile of normal tissue Als was subtracted from both the numerator and denominator. 
The minimum value for the numerator and denominator was set to 50. 

908i percentile of HP Als divided by the median of IPF Als, where the minimum value for the numerator and denominator was set to 50. 

ExAocn UnigenelD Unigene Title 

Target Exon 
NM.006433 Hs.105806 granutysln 
NM.014479 Hs.145296 ADAWUike disintegrin protease, decysin 
BE244373 Hs.1119 nuclear receptor subtamBy 4, group A, m 
AA456454 cell division cycte 2-Qte 1 (PTTSLRE pr 

AF188625 Hs.189507 phcsphoiipase A2, group HD 
M90686 Hs.73885 HLA-G histocompatibility antigen, class 
BE082764 Hs.270252 ESTs, Weakly similar to androgen recepto 
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1.52 


1.40 


1.52 


2.12 


1.52 


220 


1.52 


222 


1.51 


2.80 


1.50 


1.67 


1.49 


112 


1.49 


1.78 


1.49 


210 


1.49 


1.47 


1.48 


296 


1.48 


214 


1.48 


1.38 


1.48 


119 


1.48 


1.66 


1.47 


216 


1.46 


208 


1.46 


299 


1.45 


1.56 


1.45 


244 


1.45 


1.70 


1.44 


1.27 


1.44 


146 


1.44 


1.71 


1.43 


1.56 


1.43 


1,25 


1.43 


202 


1.42 


206 


1.42 


220 


1.41 


206 


1.41 


1.31 


1.40 


1.72 


1.40 


252 


1.40 


217 


1.40 


262 


1.40 


1.68 


1.40 


1.64 


1.40 


1.42 


1.40 


1.34 


1.40 


230 


1.39 


1.93 


1.39 


1.39 


1.39 


1.42 


1.39 


1.45 


1.38 


1.32 


1.38 


204 


1.38 


1.35 


1.37 


1.41 


1.37 


1.33 


1.37 


1.74 


1.35 


1.38 


1.35 


1.54 


1.34 


1.47 


1.31 


1.77 


1.31 


1.53 


1.30 


1.37 


1.29 


1.49 


1.28 


1.36 


1.28 


1.42 


1.28 


1.31 


1.28 


1.63 


1.28 


1.38 


1.28 


1.36 


1.27 


1.82 


1.27 


1.36 


1.27 


1.52 


1.27 


1.54 


1.27 


1.53 


1.26 


1.27 


1.26 


1.60 


1.25 


1.35 


1.25 


1.41 


1.25 


1.30 


1.25 


1.57 



WO 03/042661 



PCT/US02/36810 



406973 


M34996 


Hs.198253 


major hstocompaSbifity complex, dass 


1.25 


1.57 


421071 


AI311238 


Ks. 104476 


ESTs, Weakly similar to CGHU1E collagen 


1.24 


1.26 


431779 


AW971178 


Hs.268571 


apofipoprofcsn C-l 


1.24 


1.39 


416047 


BE439894 


Hs.78991 


DNA segment, numerous copies, expressed 


1.23 


2.08 


408826 


AW516005 


Hs.84298 


C074 antigen (invariant pctypepSde of m 


1.23 


1.20 


426836 


N41720 


Hs.172684 


vesicle- associated membrane protein 8 (e 


1.22 


1.24 


415661 


AFO57307 


Hs.78575 


prosaposin (variant Gaucher disease and 


1.22 


1.16 


405824 


AW515961 


Hs.84298 


C074 anBgen (invariant polypeptide of m 


1.22 


1.17 


420679 


X57152 


Hs.99853 




1.22 


1.30 


443071 


AL080021 


Hs.8986 


complement component 1, q subcomponent, 


1.22 


1.58 


418090 


U57059 


Hs.83429 


tumor necrosis factor (figand) superfami 


1.21 


1.33 


430250 


NM 016929 


Hs.283021 


chloride intracellular channel 5 


1.21 


1.60 


406825 


AJ982529 


Ks.B4298 


CD74 anftriftn (Invariant mhmpntirift of m 


1.20 


1.2) 


436906 


H95990 


Hs.181244 




1.19 


1.27 


422241 


Y00062 


Hs.170121 


protein tyrosine phosphatase, receptor I 


1.19 


1.62 


408279 


AF216965 


Hs.44095 


Hnmn Rantarts Hono MGC'1?617 mRNA com 


1.18 


1.25 


411372 


A1147861 


Hs.213289 


low density lipoprotein receptor (famHi 


U7 


1.33 


444342 


NM.014398 


Hs. 10887 


similar to h^sosoms^flssocsted membrane 


1.16 


1.49 


406906 


Z25424 




gbiH. sapiens protein-serinefflireonine Id 


1.16 


1.15 


451558 


NM.001089 


Hs.26630 


ATP-bfaxfing cassette, sub-family A (ABC1 


1.16 


1.38 


432805 


X94630 


Hs.3107 




1.16 


1.22 


427383 


NM_005411 


Hs.177582 


surfactant, pulmonary-associated protein 


1.16 


1.41 


438086 


AA336519 


Hs 83623 


nnrlpar renpflfnr RiihffHnttv 1 rrrrvin 1 m 


1.16 


1.36 


443823 


AA345519 


Hs.9641 


complement component 1 , q subcomponent. 


U5 


1.27 


429832 


AW293301 


Hs.288472 


ESTs, Weakly similar to UBPF.HUMAN UBIQU 


1.15 


1.72 


438183 


BE263252 


Hs.6101 


hypothetical protein MGC3178 


1.15 


1.21 


432680 


T47364 


Hs.278613 


interferon, alpha-faducfbte protein 27 


1.14 


1.21 


406782 


AA430373 




gb:zw20f11.s1 Soares ovary tumor NbHOT H 


1.14 


1.41 


414662 


AL036058 


Hs.76607 


rnsjox histocompfitibflity complsx, clsss 


1.12 


1.25 


452547 


AA335295 


Hs.74120 


sdiposd specific 2 


1.11 


1.39 


414803 


X03100 


Hs.914 


Human mRNA for SB ctasstl histocompaiibi 


1.11 


1.22 


430280 


AA361258 


Hs.237888 


fritertpukln 7 rfa"£ ntnr 

Illi&IIVUIUII I iMvpiUl 


1.10 


1.73 


441384 


AA447849 


Hs. 288660 


rednoic add induced 3 


1.09 


1.22 


424614 


X54486 


Hs.151242 


serine (or cysteine) proteinase inhibRo 


ll09 


1.14 


419200 


AW966405 




EST 


1.08 


1.64 


416511 


NM.0Q8762 


Hs.79356 


Lvsosflfnat-assocfated mulfenannina membr 

li|wwlllllorPBwwowi 1 1 uuiMpciu m ly ihcjiuji 


1.08 


1.18 


409428 


M33680 


Hs.54457 


C081 antigen (target of orrtrproJiferativ 


1.07 


1.12 


447023 


AA356764 


Hs.17109 


integral membrane protein 2A 


1.07 


1.71 


421481 


AW391972 


Hs.1 04696 


K1AA1324 protein 


1.07 


1.58 


406868 
412819 


AA505445 


Hs.300697 


fntmunogtobufin heavy constant gamma 3 (G 


1.07 


1.23 


T25829 


Hs.24048 


FK506 binding protein precursor 


1.06 


1.45 


418253 


AA215539 


Hs.283843 


Homo sapiens cDNA FU11606 fls, done HE 


1.06 


1.24 


431243 


U46455 


Hs.252189 


syndecan 4 (amphlgfycan, ryudocan) 


1.05 


1.17 


448133 


AA723157 


Hs.73769 


folate receptor 1 (adult) 


1.04 


1.21 


407112 


AA070801 


Hs.51615 


ESTs. Weaklv similar to ALLT7 HUMAN ALUS 


1.04 


9.14 


416156 


W17056 


Hsl83623 


nuclear receptor subfamily 1, group I, m 


l!03 


6.65 


438089 


W05391 




nuclear receptor subfamily 1 , group I, m 


1.03 


aoo 


429615 


AF258627 


Hs.211562 


ATP-btnding cassette, sutvfamiry A (ABC1 


1.01 


1.25 


406722 


H27498 


Hsl293441 


Homo sapiens SNC73 protein (SNC73) mRNA, 


1.00 


1.18 


438091 


AW373062 




nuclear receptor subfamily 1, group t, m 


0.99 


12.84 


407018 


U49869 




NM_018955:Homo sapiens ubtquifin B (USB) 


0.99 


1.07 


412896 


AW804157 


Hs.308026 


major histoccmpatlbHity complex, class 


0.98 


1.57 


435523 


T62849 


Hs.11090 


membrane-spanning 4-domains, subfamily A 


0.97 


1.40 


426530 


U2457B 


Hs.278625 


complement component 4A 


0.96 


1.28 


456898 
407241 


NM_001928 


Hs.155597 


D component of complement (edlpsfn) 


0.95 


1.29 


M34516 




gb:Kuman omega light chain protein 14.1 


0.94 


1.11 


425371 


D49441 


Hs.155981 


mesothelin 


0.92 


1.45 


431369 


BE184455 


HsJ251754 


secretory leukocyte protease inhibitor ( 


0.91 


1.28 


TABLE 35B: 











Ptey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Ptey CAT Number Accession 



411089 5597 J BKJ09308 BI009893 BF922023 BF9229Q9 BF922913 BF922095 BF957733 BE701791 AA456454 AA579876 BF933710 AA091 294 BI007291 

AW905577 AW975593 AA713730 AW836781 AA666384 AA551 106 BF594606 AI082382 AI955808 AI679895 AI679386 BF435555 AA586369 
AA551351 AA595822AA565188BF808855AA584921 N86077 AA601031 AA633188AA514764 AA454562AA551297AA936109Bt009389 
AW897806 BE815442 8F739374 81009310 BF925422 BF9337G9 BF922034 BF925465 BI009680 

452194 90339.1 A169441 3 AW994700AI91 2948 N 73548 Ai082035AV\^ 
A1709339 

410910 1063929.1 AW810196 AW81 0555 AW81 0507 AW8 10204 AW810619AW810534 

412394 1174616J AW947794 AW947793 AW947802 AW947798 AW947792 AW3841 50 AW9841 66 AW9841 67 AW9841 68 AW9841 79 AW9841 34 AW9841 60 

AW984180 AW984194 AW984202 AW984190 
413682 1527038J BE156943BE157375BE1 56965 BE156949BE1 56956 

441320 58978.5 AI346734 AI377971 BG193341 BG548376 AA928353 AI768724 BG215700 AA449370 BI462157 B1060283 BG677508 AA318802 BG719160 
408544 683260.1 AW293825 AW235391 

413454 1515217.1 BE141291 BE141306BE141288BE1412fl3BE141162BE141168BE141290BE141161 BE141165 

444404 16136J BC013183AW408658r^002119 M315»M26039BM456399Br73^ BM1 52457 AW407685 BM1 93161 AW407778BI819141 AA702254 

BF855074BJ761232 



501 



WO 03/042661 



PCT/US02/36810 



436063 

444346 
424281 
423901 
414991 
411673 



458332 
431594 
414372 
459644 
400269 



413497 
434747 
406782 
419200 



5483J 

47906.14 
892055.1 
887384 1 
1785136.1 
1096744 1 



452203 2630.1 



1139685.1 
1236764 1 
48421 M 
662385.1 
2726.1 



430015 713J 



443951 MH1768.18 



438089 22448.4 
438091 22448.1 



TABIE35G 

Pkey: 
Reft 

Strand: 
NLposiOon: 

Pkey 
402550 
403244 
405452 



AK000028 AA494483 AI298S74 AA720773 AV761 529 A1884670 A1935202 AW294235 D61 652 BF881 184 AV71 1384 N271 54 AI926970 AV734970 

N40O94 N28596 AA884747 AA512890 BG436593 

AI147991 AI142274AI198553 

AA338252AA338213 

AW962691 AA333006 AA332289 

D78831 C17898 D78863 

BF330730 BF350539 BE153665 BE055062 BE054650 BE064863 BF330763 BE153820 BE064737 BE155079 BE064551 AW856751 AW856622 
BE064691 BE153674BE153698BE064730BE153536 

BC014081 NMJM0593 X57522 L21208 L21207 L21206 L21205 L21204 AL561404 AL546423 AL560492 AL556882 AL541576 AL550654 B1823519 
BI770023 AL554969 BI489906 AI304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561518 BM009470 - 
BG742981 AA279685 AA847441 AA313737 BF172539 BF897216 BF914190 BF903647 S70277 AI569694 AW073296 AI361433 AA564644 
AA487429 BE858232 AA838610 AI5391 14 AI719375 AI8291 29 BG057675 AI423422 AU158860 6E300655 AW170777 AA586956 AL571889 * 
AL556850 AL576404 AL582800 BI25S544 BF342301 B6875994AA054458AA353161 A1940434 BE816522 AL57763S AI47S650AW1 50377 s 
AU154395 AW951271 AKJ32220 AI819778 A1346733 AW771 150 AW51 2525 AI249904 AA279809 AI352549 AW51 251 7 BG056280 AA521 222 
BE271141 AL581932AL541575B1819184 AV560190AL556475 AI620020AW089888 AW079179 Z21518 AA687601 F04551 AI783961 T57198 
A1433367 T78652 AL554968 AA365648 AL582619 BE874601 BF804669 AL574458 BM145502 A) 26551 4 Al 538823 A3475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW381 447 BE788505 AI682892 AA830989 AA862356 AA653084 BM0091 54 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 B1560216 BI753586 
AI000341 AI766341 AW873274 

AI823999 AA970060 AA508176 AW972585 AI873427 AW972389 

Bt093452 AW970865 BG1 18285 AA569075 AA492132 AW753140 AA213770 AA143654 

W03900AW197203AW753300 

X65Q18 BC022318 NM_003019 8E465060 AI732255 BF446634 AI820677 AI002217 AI924488 BI821 373 BI770406 BI823937 BI820265 BI489632 
BG48291 1 AA617783 A1807697 AW205576 T94427 AA487101 T94513 BI819407 BI822450 BI820618 BI824619 BG542824 BG537862 
BC017171 BC012195 NNL007126 AF100752 AL137377 Z70768 BM474865 B6754806 AU124376 BG757203 BG764420 BG775028 BG824418 
BM045810 AU120387 BG770238 BG886740 BG913323 3I759980 BG395998 BM048875 BE881070 BE313689 BE879144 BM309834 AW245847 
A1770171 BF196861 BE856897 AA463876 AI375927 AA646810 AA948193 AA490916 AI459893 AI458188 AI240408 Al 191 843 All 31029 AW768399 
AI365196 AW337984 AW026150 BE466591 BE674599 A1818438 AA772197 AI651927 AW151 143 BI198825 BG819083 BM458764 BE903567 
BE732715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF998406 BF988930 BM475542 AW246215 BE501897 BE903610 
BE561530 BE560537 BE903782 BE732947 BI227204 BG761305 BE262542 BE391848 BE382475 BG008258 BI547991 81459099 BE391391 
BE259420 BE298109 AW245422 AI423847 AI914618 H80534 BE301004 AL531791 AW35581 BF793112 AL577303 AA373265 BE746965 BF743630 
BE879296 AI359493 BM018598 AI689260 AW072450 F20201 AW1 51405 AW517572 AA773468 BG259694 BE391163 BG621529 AI421728 
BG767231 BM462953 BG340524 W52648 AA1 13434 BE785431 BI041S81 BG832385 BG253168 BG759470 BF369329 BF981332 BE259418 
BE785738 BI091658 N72512 W58732 W85690 BG9589B9 Al 205206 H19721 W17051 W77958 BI262010 AA844319 W74143 W72214 N85194 
BE734033 BG1 64099 AA931 069 F13645 R41394 AKD25758 BG180977 BE349455 AA812018 M740241 AI027722 A! 1 50356 AA886395 AW977627 
BE220225 AA884082 AW518114 AI243844 AA809493 AA481029 AA825718 A1347866 AI431670 AA814436 AI251 109 R07704 AA765606 AA724593 
A1918399AI537550AA491103AW008188 R07703AA989120AA746235AW028983AA789102AU185751 AW971465AA489681 AW971893 
AW612086 BE077936 B1860809 BE002760 BG746251 BE962912 BM454584 AL134894 BF104082 H80591 

AI334106 R63583 A1028079 AI140098 AI91 1625 AI890637 F34815 T65959 N40935 W52768 AA854747 AA861945 AA878472 AA778270 W32249 

AA026061 W52662 W15352 W79670 W95384 T94283 AA002155 R82052 BE825493 BE825520 

BE177661 H06215 BE1 44709 BE144829 

AW976537 A1033582 AA837085 AA745261 AA648395 

AA430373AA968771 

BF036043 AW190446 BG194731 AW662036 AI445021 BE937550 AW81 8972 AW393132 AA834685 BF1 12058 AV721 682 H16423 A1270167 
A1857345 AA937302 AW818444 BE929780 BG498678 BF155010 BI598271 BI59981 1 BE161728 AW578737 AW75371 1 AW379707 AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF439616 AA443174 AI018009 N42850 AW573242 AI417258 
AA463483 A1676131 AI167170 AAB36627 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 B1043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16550 R39478 R39479 R94368 BG540916 BM314745 AA251087 D54231 D55274 BF085805 D31589 AW966405 
AW994425 D81879 BE093545 AW901107 AA383529 B1021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW367006 BF358697 
BF366318 AA663856 BE702099 BF035969 AI267384 AJ267232 BE348320 AA621 574 AA861212 BF083343 BF083341 AV745131 053074 
AW954476 AW954472 AA376836 AV724531 D53063 C14928 AA093287 AA062638 BG483558 BE940050 AA765954 T70171 BE938775 BE940057 
D53502 AW373300 AL118798 BM128728 AA193411 AW444709 AW952455 AI887612 BF431948 BI496876 AI264159 BM128481 A1624657 
AI689301 AI969467 AA861685 AA251595 AA625761 AA872Q90 A1826790 AA328366 BE827416 R75951 D56918 R681 22 BE827384 All 18797 
AJ184164AA164411 BI495332BE858113 A1863860 H00660 T69849AW780389C14667BE934995BI018652 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 

BM475665 BE644917AW770789AW952971 N64863 BM263259 Al 224545 All 84866 N69114 AW518902 AI440169 AA809472 AV654440 
AA281642AU185230AW337382A1872923A1537113 N73882 T83378 H63731 BF671764AW897624A1811204AA344646BE009112BG899664 
H91240R60548N41701 

AK054860 AV652198 AV652192 AV652138 AV652127 AV552194 BE935919 AV65201 7 AV651995 AV651548 AV646063 AV651985 AV646184 
AV646179 AW8B0409 AA345002 BF1551 89 BE088931 X561 97 AL603014 AW953629 BM263546 BE550772 AA701084 A1681352 AA358589 
AW938841 BF438147 W05391 H75313BF3261B5AV646335AV651589AV646340AV651992AV646384AV648364 AV687497 BF155183 
AV646370 AW797876 A1906821 X56196 BE833835 AA628440 BE833808 BF224205 AA709126 BE673807 AJ923886 AA947932 AI276125 AI185720 
AW510698 AA987230 BE467708 AW898628 AW898544 AI146984 AW043642 AI288245 A1186932 AI635262 A1139455 AI298739 AI813854 
AI024768 BE699445 BE699444 AI707807 D52654 AI21451 8 AI004723 AI6980B5 AW087420 A1565133 AA845571 AW898622BF110144AW513280 
A1061 126 BF362770 AI268939 A1435818 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 AJ860794 Ai 334784 BF10841 1 
BM310532 AW513771 AJ951391 AI337671 BF095606 BF0956O1 BF095468 AW890091 BF095753 AW243400 AW898607 AW898616 BF362762 
A1922204 AW898625 BE699468 BE174196 AW102923 052715 BE699456 052477 055017 BF955933 BG623563 AV646254 AA463522 BI003244 
A1299190 W40186 BE174210 BF939091 BF434180 AW579001 T55662 H01811 T52522 BF945037 BF955938 D54679 053933 R67100 BG925552 
BF999055 R83430 Z29922 T85791 W03942 H63289 AI091537 BF086583 AA345570 H48870 H80720 T83523 B1039626 BKJ37700 R00353 
BF155184 N98343 N79072 H01812 T55581 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gi) numbers. "Dunham, et at* refers to the pubiicaficn entitled 'The DNA sequence of 
human chromosome 22* Dunham, et al (1999) Nature 402:489495. 
Indicates DNA strand from which excns were predicted. 
Indicates nucleotide positions of predicted exons. 



1518002.1 
117643.1 
0_0 
9531.1 



Ref Strand NLposifon 

7652009 Minus 80413S0673 

7637828 Plus 175792-176144 

Minus 93876-94275 



502 



WO 03/042661 



PCT/US02/36810 



401447 


8574299 


Minus 


65053-65283 


405097 


8072599 




171141-171 TO) 


400712 


8118874 






403478 


9958258 


Plus 


116458-116564 


405827 


7109593 


Plus 


10770.10079 


405075 


7770506 


Minus 


124680-1 25321 


406267 


7528342 


Minus 


2570-2731 


402240 


7690131 


Plus 


104382-104527 106136-106372 


404811 


3702428 


Plus 


26424-26596 28654-28987 


403589 


8101229 


Plus 


5-330 


404088 


9958257 


Plus 


1841 11-1 


401897 


8569218 


Plus 


604-767 


405453 








402516 


9798099 


Minus 


195342-195511 


406266 


7528342 


Minus 


2365-2518 


404695 


9800109 


Minus 


60037-60144,62675-63081 


403533 


8076874 


Plus 


162922-163658 


406303 


8575858 


Rus 


173622-173786 


404240 


5002624 


Minus 


116132-116407,116653-116922 


404056 


3548785 


Plus 


75843-76980,77146-78263 


402736 


9212044 


Minus 


66876-6701 0 


405545 


1054740 


Plus 


118677-118807,119091-119296.121626-12182 


405441 


7408124 


Plus 


100952-101283 


400680 


8118752 


Rus 


118343-118684,120720.121013 


404277 


1834458 


Minus 


91665-91946 


404854 


7143420 


Plus 


14260-14537 



TABLE 36/V About 52 genes unregulated in non-specific Interstitial pneumonitis relative to hypersensitivity pneumonitis or idiopathic pulmonary fibrosis 

Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: 90th percentile of NSIP Ats divided by 90th percentile of HP Als, where the minimum value for the numerator and denominator was set to 50. 

R2 90th percentile of NSIP Als divided by 90th percentile of IPF Als, where the minimum value for the numerator and denominator was set to 50. 

Pkey ExAccn UnigenelD Unigene Title 

435140 AA66B123 Hs.1 34170 ESTs 

429504 X99133 Hs.204238 lipocalin 2 (oncogene 24p3) (NGAl) 

435375 AI733610 ESTs 

420813 X51501 Hs.99949 prolactin-fnduced protein 

425071 NM.013989 Hs.1 54424 dekxfmase, kxlothyronma, type ll 

421296 NlvL002666 Hs.103253 perifipin 

419290 AI128114 Hs.112885 spina* conkJerived growth factor-B 

408882 H12084 Hs.31110 ESTs, Weatty similar to MAGE-B4 [Rsapie 

437318 AW362939 Hs.120721 ESTs 

421623 N40850 Hs.28625 ESTs 

412228 AW503785 Hs.73792 compiement component {3dyEpstein Barr vi 

430536 A1809163 Hs.9908 nitrogen fixation duster-tike 

414009 R67516 ESTs 

446619 AU076643 Hs.313 secreted phcsphcproteln 1 (osteopontin, 

430699 AW969847 Hs. 29271 8 ESTs, Weakly similar to RET2JWMAN RET1N 

413722 BE247354 Hs.16400 ESTs, Weakly similar to KLAA1 435 protein 

433874 AW204429 Hs.155033 ESTs 

429609 AF002246 Hs.210863 ceil adhesion molecule with homology to 

414290 AJ568801 Hs.71721 ESTs 

451678 AA374181 Hs.26799 DKFZP564D0764 protein 

406785 AA588061 gfcnkKkmsl NCI_CGAP_Co2 Homo sapiens 

449048 Z45051 Hs.22920 simitar to S68401 (cattle) glucose indue 

444179 W35132 Hs.267442 ESTs 

430223 NM_002514 Hs.235935 nephroblastoma overexpressed gene 

451099 R52795 Hs.25954 tnterteuldn 13 receptor, alpha 2 

439134 AA830599 ESTs 

418512 AW498974 diacytgtycerol khase. zeta (104kD) 

457311 A1497811 Hs.172753 Homo sapiens chromosome 19, BAC 41195 (C 

402274 q9000498*:gll4567179|gb|AAD23607.1|ACOO 

453222 AA033929 Hs.19156 ESTs 

447261 NM.006691 Hs.17917 extracellular link dornasnxxitaining 1 

427297 AW292593 Hs.334907 Homo sapiens, done MG0 17333, rnRNA, com 

406714 AI219304 Hs.266959 hemoglobin, gamma G 

418333 W92113 gb2h48e01/1 SoaraJetaJJverjjpteerL 

404090 Target Exon 

444445 AA342329 Hs.1 15920 Homo sapiens cONA: RJ22816 fis, done K 

414386 X00442 Hs.75990 haptoglobin 

439372 AF088033 Hs.159225 ESTs 

432606 NM_002104 Hs.3066 granzyme K (serine protease, granzyme 3; 
412472 AW975398 Hs.293836 ESTs 
432894 AW167668 Hs279772 brain specific protein 
422060 R20893 Ks.325823 ESTs, Moderately similar to ALU5.HUMAN A 
416971 R34657 Hs.80658 uncoupling protein 2 (mitochondrial, pro 

503 



R1 


R2 


276 


276 


2.57 


1.00 


2.55 


255 


255 


1.35 


252 


0.73 


2.50 


245 


2.43 


1.79 


142 


1.77 


2.36 


1.61 


2.29 


0.56 


228 


0.89 


225 


280 


219 


1.86 


219 


0.33 


218 


1.24 


214 


1.95 


213 


1.72 


212 


0.91 


2.11 


0.81 


211 


1.01 


210 


1.61 


208 


0.85 


208 


1.13 


205 


0.80 


204 


0.79 


204 


1.89 


202 


202 


200 


1.45 


1.88 


224 


1.77 


200 


1.73 


202 


1.69 


1.69 


1.62 


247 


1.59 


204 


1.48 


203 


1.39 


206 


1.09 


1.44 


1.05 


213 


1.01 


208 


1.00 


226 


0,97 


1.19 


0.96 


206 


0.95 


1.08 
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424310 


AA338648 


Hs.50334 


testes development-related NYD-SP22 


0.93 


1.47 


422109 


S73265 


Hs.1473 


gastriiHeteasing peptide 


0.92 


3.05 


420440 


NM.002407 Hs.97644 


fnammagiohin 2 


0.91 


2.11 


418196 


A1745649 


Hs^6549 


KIAA1708 protein 


0.90 


2.25 


418707 


U97502 


Hs.87497 


butyrophflto, subfamily 3, member A2 


0-89 


1.11 


419231 


AL046294 


Hs.136245 


ESTs, Weakly similar to T17227 hypothec 


0.85 


174 


446608 


N75217 


Hs.257846 


ESTs 


0.82 


2.10 


418918 


X07871 


Hs.89476 


C02 antigen (p50), sheep red blood cell 


0.73 


1.32 


412610 


X90908 


Hs.74126 


fatty add binding protein 6, Seal (gas 


0.70 


1.76 



TABLE 36B: 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

435375 130020 J A1733610A1049989AA678769 
414009 438978.1 BE221268R67515AV730582 R67516 
406785 0_0 AA588061 
439134 2581476J AA830599 AA970659 AA883802 

418512 12225.6 BM046773 AA224297 T33786 T08951 T09274T08592 T30936AA350905 

418333 73080 J AF264624 AW668618 AV731446 R93353 AA584550 AV732728 BF802614 BF434359 AA077092 BI027317 AA199812 AW629027 AA831618 AI124782 
AA765804 AA055698 AA677404 AA055365 AA889402 AA765530 BE503126 BE467367 AW139964 W81697 AI887846 W8 1 696 AA447817 AA447667 
F13631 BF055573 AW268271 AW088477 BF677839 AL601B59 AW5021 18 AW502624 AA574189 BI020104 



TABLE 36C: 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, el a)/ refers to the publication entitled "The DNA sequence of 
human chromosome 22" Dunham, et aL (1999) Nature 402:48W95. 

Strand: Indicates DNA strand from which exons were predicted. 

NLpositon: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 

402274 2935596 Plus 5604-6527 

404090 9967460 Minus 100815-100965 



TABLE 37A: About 206 genes downregulated in lung fibrosis relative to normal king 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unlgene Title: Unigene gene title 

R1 : 90th percentile of normal lung Als divided by the median of IPF Als. where the minimum value for the numerator and denominator was set to 50. 



Pkey ExAccn UnigenelD Unigene Title R1 

454229 AW957744 Hs.278469 lacrimal proline rich protein 11.67 

432128 AA127221 Hs.296502 ESTs 9.86 

421218 NM_000499 Hs.72912 cytochrome P450, subfamily I (aromatic c 7.69 

453310 X70697 Hs.553 solute carrier family 6 (neurotransmitte 7.32 

420958 AA309431 Hs.66 interteukin 1 receplor-lfce 1 7.13 

402608 Homo sapiens defensin, alpha 1 , myeloid- 6.67 

406714 AI219304 Hs.266959 hemoglobin, gamma G 5.40 

406673 M34996 Hs.198253 major r^tocompaMlty complex, class 5.22 

416539 Y07909 Hs.79368 epithelial rrttrnbrane protein 1 5.04 

418021 M15881 Hs.1137 uromoduiin (uromucold , Tamm-HorsfaH gly 4.77 

409385 AA071267 gbzm61g01.r1 Stratagene fibroblast (937 4.74 

450847 NM003155 Hs.25590 stanrtaldn 1 4.46 

404518 CD 83 antigen (activated B lymphocytes, i 4.36 

413951 AW051200 Hs.75640 natriuretic peptide precursor A 4.32 

407570 Z19002 KsJ7096 zinc finger protein 145 (KruppeWke, e 4.25 

456525 AW468397 Hs. 100000 S1 00 cafcum-binding protein A8 (calgran 4.23 

429509 AW814420 Hs.204354 ras homdog gene family, member B 4.14 

445769 AI741471 Hs^366S ESTs 4.10 

414002 NM.006732 Hs.75678 FBJ murine osteosarcoma viral oncogene h 4.06 

425571 AJ0O7292 Hs.158306 ephrin^2 3.92 

423168 R34385 Hs.124940 GTP-bindlng protein 3.80 

401234 mitogen-acfivated protein kinase 8 inter 3.78 

402181 Target Exon 3.77 

403479 NM_007064:Homo sapiens seruieWireonine 3.68 

435424 AW083383 Hs.37896 Homo sapiens cONAFU 135106s, done PL 3.68 

402911 NM_021 1 58*:Homo sapiens protein kinase d 3.66 

442195 NM.001430 endothelial PAS domain protein 1 165 

400089 Eos Control 3.60 
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413948 


005145 


Hs. 75636 




156 


438564 


AA381553 


Hs.1 98253 




3.54 


413956 


AI821351 


Hs. 1931 33 


ESTs, Weakly similar to ALU7 HUMAN ALU S 


3.54 


431319 


AA873350 


Hs 302232 


ESTs 


3.52 


434292 


AF1243S8 


Hs.306551 


Homo sapiens IMAGE Consortium ID 839832, 


3.48 


401540 






NM_002675:Homo sapiens promyelocyte leu 


3.46 


426477 


AA379464 


Hs.154073 


gbcEST92386 Skin tumor I Homo sapiens cD 


3.43 


402328 






Target Exon 


3.42 


401590 






Target Exon 


3.42 


403645 






NM_024513':Homo sapiens FYVE and coiled- 


3.37 


403376 






Target Exon 


3.36 


447966 


AA340605 


Hs. 105887 


ESTs, Weakly similar to Komolog of rat Z 


3.35 


417696 


BE241624 


Hs, 82401 


C069 antigen (p£0, early T-celJ activati 


3.28 


413719 


8E439580 


Hs.75498 


small inducible cytokine subfamily A (Cy 


3.27 


401126 






KIM nflfifl { ifi* - H(vnn ^anions arfivatinfi trans 


3.27 


408243 


Y00787 


Hs.624 


infprfpuVin fi 


3.23 


412429 




Lie 


/?DOO nnwvtnno 


3.22 


426420 


BE383808 


Hs.322430 


KTHRfi fnmih/ mpmhpr A 

IcMlUlJ , I1ICIIIUCI ** 

adrenornsdulfin 


3.21 


449338 


H73444 




3,19 


401904 






1 alycl CXOn 


3.16 


401919 






NM ni944R*'Hnmn cankw; sinnal Iransriitcn 


3.14 


406443 






ENSP00000236574 , :Hypothetica! 21.8 kDa p 


3.14 


458232 


BE217872 


Hs,279537 


ESTs 


3.12 


406016 






TjotipI Pyrin 


3.12 


450912 


AW939251 


Hs.25647 


v^os FBJ murine osteosarcoma viral onco 


3.11 


451831 


NMJJ01674 


Hs.460 


activating transcription factor 3 


3.08 


450562 


AW136468 


Hs 202199 


ESTs 


3.07 


405938 






Target Exon 


3.04 


451029 


AA852097 


Hs 25B29 


10a I6ISUBU 


3.02 


421201 


AW241940 


Hs 102500 




2,98 


439839 


AAS89354 




ESTs 


2.98 


439891 


AL389940 


Hs.109968 


ESTs 


Z96 


418935 


T28499 


Hs.89485 


carbonic anhydrase IV 


2.95 


418853 


NM 005236 


Hs 89296 


fixdsion fpftalr cmss^ornnlprnentina rode 


2.95 


429113 


028235 


He IQftffiA 

iw. 


pros tagl and m-en dope roxide synthase 2 (p 


2.94 


410326 




nb.'t i oou 


CO lo 


288 


407244 


M 1001 4 




fibrinogen, gamma polypeptide 


285 


459721 


AI299050 


Hs.1 43835 


ab an14d12x1 NCI CGAP Lu5 Homo sariens 


Z84 


416212 


R40290 


Hs. 124685 


ESTs 


2.84 


428686 


AA431601 


Hs.98764 


ESTs Weaklv similar to A29861 actin aam 


2.83 


437508 


AJ 204354 


Hs.121347 


ESTs 


2.82 


437990 


A1686579 


Hs.121784 


ESTs 


2,82 


443709 


AJ082692 


Hs 134862 


ESTs 


281 


423099 


NM 002837 


Hs 123641 


nmf pin tvmsmp nhnsnhntasp rpcpntnr t 


2.80 


416188 


BE157260 


Hs.79070 


v^nyc avian myelocytcmatosis viral onoog 


279 


404231 






Target Exon 


278 


434305 


AJ018280 


Hs.130189 


ESTs 


277 


445493 


AI915771 




mptflUflihinnflin 1P ffiinrtifMiflf\ 

lltOUUiUUUUIRMll IC llUIJWIWJIaJ/ 


276 


418056 


AA524886 




nh'nMdflW <j1 NfJ (YiAP Prt Hnmn sflnjpjw 


276 


404102 






Tamri Pynn 

1 OlyOi UAUII 


275 


440206 




Hs.46794 


ESTs 


275 


403031 






Mlhpnsin D nvsfvsnmfl! nsnpffvf nmlpjwfl 


275 


413164 


8E068494 




go.ivirv (-o i uo/ iHjowuuHjuy-tiit diuo/ i nuiiiu 


274 


459330 


C16931 




/iK*01fiQ^1 Plrtnto^h human tmr+a notwA mRM 

y u.V/ iD30 1 v^oniccn nunidii auiui puijrt uirvn 


274 


456967 








OIL 


427602 


AI375258 


Hs 98005 


ESTs 


274 


431367 


220964 




nKP7PM7Finm nmfp'm 
Urxrtriwi C 1 UIU piUlcul 


272 


406059 






Target Exon 


271 


420575 


BE283301 


Hs 99029 


nnAAT/pnhpmppr hfnrlinn nmlptn /C/FRP^ 


271 


457275 


AA463422 


Hs.209431 


ESTs 


271 


432559 


AW452948 


Hs 257631 


ESTs 


271 


402483 






NM^.Q20369 , .Homo sapiens putative capacita 


270 


416069 


R37101 


Hs.20982 


ESTs 


270 


445445 


AF238870 


Hs.275706 


Homo sapiens clone GLSH-3 similar to gO 


269 


436232 


AA707006 


Hs.1 87863 


ESTs 


268 


418773 


T39748 


Hs.325474 


Target CAT 


267 


434038 


AA622104 




ESTs 


267 


405448 






Homo saoiens mRNA: cDMA DKFZO586I2022 ff 


266 


404439 






□iwrwuuuuur etc .ivuuMiuiiuiiai too i muo 


265 


435724 


N393Q8 


Hs.1 17898 


ESTs 


265 


404026 






Target Exon 


265 


400881 






NM_025080;Homo sapiens hypothetical prat 


264 


430314 


AA369601 


Hs.239138 


pre-B-cell cotony-enhancing factor 


262 


405429 






Target Exon 


262 


402642 






C1 002296:gi|6677817lreflNP J33126.1! rep 


261 


438575 


BE304709 


Hs.145550 


myosin, heavy potypeptide 9, non-muscle 


261 


449293 


AA001088 


Hs.29739 


ESTs, Weakly similar to C34323 GTP-bindi 


261 


416157 


NM.003243 


Hs.342874 


transforming growth factor, beta recepto 


260 


446122 


AI362790 


Hs.278639 


KJAA1684 protein; likely homotog of mous 


259 


433291 


AF007191 




gb:Homo sapiens SIB 276 Intestinal mucin 


259 


426795 


AJ810474 


Hs.196945 


ESTs 


258 


423503 


M92843 


Hs.343586 


zinc finger protein homologous to Zfp-36 


258 


430768 


AB030207 


Hs.247888 


guanine nucleotide binding protein 13. g 


258 
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423387 
442681 
408652 
402217 
427700 
45S674 
457831 
454219 
458648 
456663 
440178 
457139 
405857 
410204 
412851 
419968 
409209 
447173 
440034 
418168 
417295 
406305 
4278B6 
435409 
413861 
403605 
402594 
402803 
428336 



442630 
409368 
405155 
448162 
403591 
406193 
420813 
442941 
400703 
415026 
400334 
445878 
404975 
436370 
400513 
424008 
415405 
407612 
409837 
458637 
449125 
418922 
402404 
421993 
413731 
455855 
428193 
422166 
439453 
433883 
406564 
4035B1 
403716 
404758 
439500 
448793 
435657 
426653 
402051 



417967 
405063 
405163 
402386 
406755 
409811 
454034 
400489 
428704 
429307 
400116 
404795 
408053 



AJ012074 
A1809182 
R43409 

AA252294 

BE065941 

AA706937 

X75042 

AW444551 

BE251104 

AW502463 

AI557280 

AJ243425 

A1826502 

X04430 

AA460160 

AW449385 

AI908639 

R85350 

AW993524 



Hs.130907 



Hs.180383 

Hs.120802 

Hs.44313 

Hs.35380 

Hs.113052 

Hs.196521 

Hs.184270 

Hs.326035 

Hs.97269 

Hs.93913 

Hs.73217 

Hs/1 57294 

Hs.246781 

Hs.101368 

Hs.43148 



/vWl/UtW 


Hs.1 04789 


A lOOQGDO 


Hs. 183656 






AACTM1C 
MAOUOl 10 


Ks. 153752 


AI769067 


Hs.127824 


AW572938 


Hs.130580 






ai n'Vj^i 




AO IOU1 


HS.9S949 


AU076728 


Hs.8867 


AA159356 


Hs.72308 


Y13187 , 




A IOC 007/1 


Hs. 145587 


R01220 


U. i DCC TO 


R02740 


Hs.137555 


R59141 




U26403 


Hs.37142 


AW501504 




AV657446 




AJ671439 


Hs.196029 


AW956580 


Hs.42699 


R22497 


Hs.1 10571 


BE243845 


Hs.75511 


AF035528 


Hs.153863 


NMJJ04235 




W72424 


Hs.1 12405 


BE264974 


Hs.6566 


AI925688 


Hs.222312 


W73158 


Hs.170434 


A18645B1 




AF253468 


Hs.3736 


AA530892 


Hs.171695 


AW501926 




BE244373 


Hs.1119 


N80129 


H3T199263 


AW500896 




NMJJ00691 


Hs.575 



vasoacBve intestinal peptide receptor 1 
ESTs 

Homo sapiens mRNA for K1AA1644 protein, 

C19001662":gi|67538721ref|NP_034345.1| i 

dual specificity phosphatase 6 

gb:RC3.BTQ319-100100412<<i12 BT0319 Homo 

ESTs, Moderately similar to A26641 Na?ex 

v-rel avian retfajfoerrfotheliosis viral 

xOOl protein 

RNA cyclase homotog 

ESTs 

capping protein (actin filament) muscle 

Target Exon 

early growth response 1 

ESTs 

interieuHn 6 (interferon, beta 2) 

ESTs 

ESTs 

ESTs 

ESTs 

epithelial membrane protein 1 
transcriptional adaptor 3 (AD A3, yeast h 
ESTs 

VNN3 protein 

gb:RC4-HT0578-17030W)12-d01 HT0578 Homo 

C3000142*:gi|4503015lrefjNP_003900.1| co 

C1002603*^iI9887091|gbjAAG0173ai|AF248 

NMJX)1397:Homo sapiens endothefin conver 

microseminoprotein, beta- 

ESTs, Weakly similar to T28770 hypotheti 

ESTs 

gb:zm66a10j1 Stratagene neuroepitheTium 

NM_003213*:Homo sapiens TEA domain famil 

hypothetical protein FU22169 

Target Exon 

Target Exon 

proJac&vfnduced protein 

cystelne-rich, angiogenic inducer, 61 

C11001794*:gij10946612|ref|NP_067286.1! 
ESTs 

Homo sapiens dmd gene, intron 1 1 
ESTs 

uncharacterized hypothalamus protein HTO 
ESTs 

Target Exon 

putative chemoWne receptor; GTP-Mnding 
gb:yg96d11.rl Soares infant brain 1NIB H 
ephrin-A5 

gb:UI-HF^P0r>ajd-kO4^Ul.r1 N1H_MGC_5 
gb AV657446 ac Homo sapiens cDNA clone 
Homo sapiens mRNA for WAA1657 protein, 
ESTs 

NMJ)24967*:Hon» sapiens hypothetical pro 
growth arrest and DM4arnage4ndudble, 
connective tissue growth factor 
MAD (mothers against decapentaplegic, Or 
Kruppel^ke factor 4 (gut) 



AA4320O7 
AU076592 



Hs.192090 
Hs.198951 



AW139474 Hs.246862 



thyroid hormone receptor interactor 13 
ESTs 

msh (Drosophila) homeo box homotog 2 
Target Exon 
Target Exon 
Target Exon 

Homo sapiens cONA RJ 14242 fis, done OV 
ESTs 

delta-like 4 bomolog {Drosophila) 
dual specificity phosphatase 1 
Target Exon 

gbAil-HReROMp-MoMWJIjI NlHJrfGC.5 
nuclear receptor subfamily 4, group A, m 
Target Exon 

C50O0561^i|751370O|pir|fT14151 tnv pro 
Target Exon 
metailothfonein 1L 

gb:UWF-8P0r>air^C^(WJ|.ri NIH_MGC_5 
aldehyde dehydrogenase 3 family, member 
Target Exon 
ESTs 

]un B protc-oncogene 
Eos Control 
Target Exon 
ESTs 



157 

157 

156 

156 

2.56 

156 

156 

2.55 

2.55 

154 

153 

152 

151 

150 

149 

149 

149 

148 

144 

143 

143 

142 

142 

142 

140 

137 

137 

137 

136 

136 

135 

133 

131 

131 

131 

130 

130 

12B 

127 

125 

118 

118 

118 

117 

2.16 

115 

115 

112 

108 

107 

100 

1.98 

1.98 

1.98 

1.96 

1.96 

1.93 

1.92 

1.92 

1.91 

1.91 

1.90 

1.90 

1.90 

1.89 

1.84 

1.83 

1.82 

1.81 

1.78 

1.78 

1.78 

1.75 

1.73 

1.73 

1.70 

1.70 

1.70 

1.69 

1.67 

1.65 

1.65 

1.65 
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414580 
428800 
451676 
402394 
404818 
436364 
420369 
405590 
402448 
433495 
409020 
405443 

TABLE 37B: 



8E386918 




gb:601275386F1 NIHJAGC..20 Homo sapiens c 


1.63 


M57627 


Hs.193717 


taterteukin 10 


1.63 


R84770 


Hs.33538 


ESTs, Weakly similar to oxygerwegufated 


1.62 






Target Exon 


1.61 






Target Exon 


1.60 


X06096 




gb:Human macrophage alphal-anlilrypsin c 


1.55 


U96769 


Hs.97220 


chQftdro3dhsrfn 


1.54 






CX001497*:gi|4557543lrefINPJ01384.1| ex 


1,54 






Target Exon 


1.53 


AW373784 


Ks.71 


aipha-2-Qlycoproteiri 1, zinc 


1.51 


AA062549 


Hs.21162 


relbindin 


1.51 






Target Exon 


1.12 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

409385 
442195 



439839 
445493 
416056 
413164 



CAT Number Accession 



459330 
434038 
433291 
423387 



455674 
413861 
409368 
415405 
409837 
458637 
428193 



448793 
409859 
409811 
400116 



1 10758.1 
15007J 



2594580.1 
423456.1 
286199J 
1492512.1 



105725J 
630986.1 
73706.1 
2612.2 



1490762.1 
1561647J 
110612.1 
18721 26 J 
915621.1 
395206.1 
430.1 



3006936.1 
916430J 
18.2 
I 1 



414580 
436364 

TABLE 37C: 



623093 1 
1414.37 



T65940 T64515 AA071267 AA071334 

U81984 NM.001430 BE907085 B1333232 AI021986 AU138476 C18601 U51626 AU100517 B1054387 AU076970 BE786454 BG010080 AW3771 69 

BF9987B9 AA368139 R1 1396 T83613 BG006324 BI012404 BG001643 BF757957 AL549361 AL544018 BE002870 BE929314 BE09O199 AL046650 

BI053717 BE929315 BI054967 BF980055 BF925432 R05421 BF922073 T70331 BI004403 

AI023587 AA889354 AA846791 

AV71 1317 A1809938 A180876B AI240593 A1915771 

AW971347 AA524886 AA211537 BF903005 BF357120 

BE068758 BE068745 BE068689 BE068778 BE068529 BE068683 BE068445 BE066392 BE068719 BE068473 BE068521 BE066628 BE068422 
BE068618 BE068354 BE068390 BE068414 BE068433 BE068369 BE068384 BE068661 BE068324 BE068301 BE068436 BE06B754 BE068329 
BE068672 BE068494 BE06B596 8E068332 BE068347 BE068588 BE068328 BE068493 BE068740 BE068685 BE068759 BE068307 BE068429 
BE068303 BE068693 BE06B374 BE068295 BE068625 BE068302 BE068663 BE068675 BE068579 BE068311 BE068674 BE068547 BE068602 
BE068605 BE068352 BE058306 BE068401 BE068537 BE068552 BE068450 BE068723 8E068393 BE068671 BE068748 BE068317 BE068447 
BE068568 BE068632 BE068357 BE068330 BE068498 BE068631 8E068540 BE068410 BE068626 BE068591 6E068522 BE068676 BE068499 
BE068361 BE068598 BE0S8350 BE068299 BE06B580 BE068567 BE068692 BE068321 BE06S327 BE068739 BE068526 BE068538 BE068765 
BE058340 BE068733 BE058293 BE058565 BE068480 BE058476 BEC58761 BE068712BE068706BE068549BE068419BE068383 BE068434 
BE06B418 BE068525 BE068543 BE068752 BE068550 BE068623 BE068470 

BG563152 BF846777 BF849354 BF849359 BF846636 BF849201 BF849356 C16931 AA056717 AW864542 AW882724 AA056567 
A1910738 AW139227 AA932891 AA622104 
AF007191 AW820706 BG978594 BF872238 

L1 3288 AA928785 AJ60891 2 AW872978 AA565655 AI02291 5 AJ 304920 A1564386 A1668793 Al 094557 T60038 R72302 H45409 AA5O8805 R46356 
AA418798 BM129553 BM129126 BM129292 BM128865 AI80841B AI689932 AI806573 BF431808 AW872985 AW166269 H73241 T1 61 82 Al 264547 
R73391 R72085 R72840 T83751 X75299 BF754348 R94105 AW449839 R73300 NM.004624 AJ797007 BE045543 BF1 10021 BF754250 T83923 
AW884084 AA903896 AA418962 L20295 R72351 H45098 AA961010 R73210 R46451 AW884085 BI022902 BI763932 BI910138 
BE065S41 BE065997 BE066003 BE066070 BE066098 
BF352282 BE175424 BE175418 BE175383 
AA071059 AA085201 AA085020 

W18191 R59141 R54142 R12130 F11362 Z42794 RJ8242 F07925 H21084 R54090 R59142 

AW501504 AW501656 AW503048 AW502449 AW502098 

AV657752AV657446 

AF105036 U70663 NM.004235 AF0221&4 AU1 41767 AU141 1 10 AL040569 D44830 B101 1 351 AL575805 AI290876 AI0147B4 A1393429 AJ26621 1 
AW074303 AA62071 1 BF197792 AW008766 025944 AIS87397 AA621680 AV714408 BF445905 BM314505 BF514079 BM314197 AA845201 
AW874084 BE720622 AI127241 AA236239 AI679709 AJ679135 A1572470 AA573434 A1568487 BE049325 AA687950 BG925989 AI338031 
AI365073 AI024576 AA298805 H04001 H45668 BG682146 AL552388 BI462361 BG547513 BG896863 BI256661 
AJ936948 AI884581 AI570641 
AW501926 AW502566 AW501927 
AK057581 AW500982 AW500896 AW501105 

D42041 NMJM4610 AJ000332 BI758702 BG720650 AU141 129 AU13071 1 AU 141380 AU132402 BM048556 AU 127520 BE259984 AU1 28952 
BE614151 AI601516BM146777AU128103BM194094BE937951 BE696396AK026997AK026567BF969293BE798100BI086881 BG166248 
BE877845 BG385414 AW886747 BF093789 AW390159 BF820311 AA421676 AW880845 AW404827 BF726465 BE161 190 BE254102 AW406002 
BE161223 AJ912055 BF930228 AW374357 AW794531 BE720524 BE933982 BE93365B BE933694 BE933978 8E933654 BE933583 BE166557 
BE933874 BE933641 BE933859 BE933626 BE933866 BE933633 BE933864 BE933631 BE933867 BE933634 BE933857 BE933624 BE933883 
BE933650 BE720491 AA420426 BE720410 BE720458 BE720444 BE720411 AW368748 BF874616 BE933498 BE835979 BF926667 AW849921 
AW850026 AW850022 AW849977 AW849900 BG250251 W87689 AI192825 AI692824 AA426263 AI090315 AI309537 AA877437 AA478438 
AI538868 AW276162 AI279916 AA60031 8 Al 188836 AW662284 AI262619 AA293457 BF347442 AA421677 AA558063 AA565510 AA937080 
AI1426B4 AA788940 AAB27426 AU1S2614 AI342784 AU1 48738 AA219664 AA047835 H99450 AA018563 AI073634 BM475120 BG875251 
BG248778 U46372 AA383858 AU 140356 BG821891 BF935049 BI760656 BI054103 BF982309 BE872215 81257291 AU1 58469 AU 160599 
AU152469 AU152375 AU152059 AU148575 N32267 AU 149554 AI627459 AI7 19840 AW77901 7 AJ291493 AW304181 AW470055 AI086491 
AI31 1 387 A1634232 All 51241 A1288848 AW050588 AW589580 AI241353 AJ880219 AA039309 AA026517 AA016238 AA01 3444 H86822 R87530 
AA058462 N27082 Z39679 BE544309 W52619 AA01 8076 AI813668 AW189907 A141 81 04 AU1 59878 AU1 50087 R21 754 AA01 5932 H67274 
AU153097 AI961344 AA01820B W32429 R45344 R77453 BM470129AU130415 BI227374 BE298179 AW844963 AW844983 A1904066 AA379006 
BF850571 AA355641 BG747156AL547262AW387941 BE560004 BM 16061 BG899031 BE560318 8F174177 B1051456 BE001967 BE386446 
BF969326BF808765BF6^0BG421617AI940607AW875483BE789632BF808711 BI192691 AW904249 BI911430 BE265407 BE730343 
BE397808BI226516 

BG333973 BE385437 8E408833 BE387650 

X05826 X06Q96 BG468890 AW951851 W23562 T28392 H56742 H58030 T69205 



Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers In this column are Genbank Identifier (GO numbers. 'Dunham, et al.* refers to the publication entitled 'The DMA sequence of 

human chromosome 22* Dunham, et at. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which axons were predicted. 
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NLposfiton: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


402608 


9910096 


Plus 


404518 


8151988 


Pius 




9929642 


Plus 


402181 


8575912 


Plus 




7329292 


fvSnus 


402911 


7263904 


Plus 


401540 


8072433 


Pius 


402328 


4464283 


Minus 


401590 


9966320 


Minus 


403545 


8699714 


Minus 


403376 


9369545 


Minus 


401126 


6699701 


Minus 


401904 


8671966 


Plus 


401919 


9502456 


Plus 


406443 


9280765 


Plus 


406016 


8272661 


Plus 


405938 


6758795 


Minus 


404231 


8218035 


Minus 


404102 


7229900 


Plus 


403031 


7768597 


Minus 


406059 


9103984 


Minus 


402483 


7574980 


Minus 


405448 


7582529 


Plus 


404439 


7139680 


Rus 


404026 


7582549 


Minus 


400881 


2842777 


Minus 


405429 


7321905 


Minus 


402642 


9958129 


Minus 


402217 


9795981 


Minus 


405857 


6758728 


Plus 


406305 


8575869 


Pius 


403605 


6862654 


Pius 


402594 


7705170 


Plus 


402803 


3287156 


Minus 


405156 


9966228 


Plus 


403591 


8101229 


Plus 


406193 


7289992 


Plus 


400703 


8118859 


Plus 


404975 


3419864 


Minus 


400513 


9796593 


Plus 


402404 


3970932 


Plus 


405564 


7711604 


Minus 




04A4 4M 

8101182 


Plus 


403716 


7239669 


Plus 


404758 


7706327 


Minus 


402051 


8082020 


Minus 


405063 


7658414 


Minus 


405163 


9966267 


Minus 


402386 


9799769 


Plus 


400489 


8954013 


Plus 


404795 


4826439 


Plus 


402394 


9929690 


Plus 


404818 


2769655 


Plus 


405590 


6960456 


Plus 


402448 


9796640 


Plus 


405443 


7408143 


Plus 



NLposition 

3749*37669 
84494-84603 . 
120173-120337 ' 
449746450040 

148369-148533.150678-150809 

142689-142979 

106838-107310 

13758-13922,14558-14752 

33547-33649 

4433-4582 

108698-108830 

68290-68487 

60959^1603,6267062890,63778^3838 

67536-67666 

85951-67327 

41341-41940 

166671-167411 

61077-61322 

97685-98018 

1308-1416 

13856-14004 

65578-66119 

136347-136532 

55316-55585 

79674-79968 

91446-91603,92123.92265 

51577-51723 

125599-125756 

21521-21757 

26554-26819 

108239-108386,1 12216-1 1 2378,1 15388-1 1557 

91614-91718 

103082-103414 

55923-56033 

146733-146860.147899-147961,153127-15325 

4201-4833 

30183-30662 

63657-63857,64802-64905 

8609646605 

74613-74823 

53154-53280 

52788-53013 

6794-7396 

8689S-87122 

130204-130806 

19346-19480^0041-20119 

111047-111666 

161171-161299 

22069-22303 

131475-131652 

147501-147780 

33308-33482 

33671-33839 

90492-90818 

112942-113069,114303-114521 
90716-90887,101420-101577 



TABLE 38A: About 207 genes upregulaied in lung fibrosis relative to normal tissues 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnlgenelD: Unlgene number 

Unigene Title: Unigene gene fiOe 

R1 : 90th percenSe of lung fibrosis AIs divided by 70th percentile of normal tissue Als, where (he minimum value for the numerator and denominator was set to 50. 

Pkey 

437275 
407891 
414020 
410219 
434666 
425009 
406617 
420568 
425873 
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ExAccn 



AA486620 ^41135 



T98226 
AF151103 



F09247 



Unigene TIQe 


R1 


ESTs, Weakly similar to A47582 B-cell gr 


4.28 


endomucin-2 


4.14 


small Inducible cytokine A4 (homologous 


4.07 


cccfudin 


3.96 


T ceil receptor gamma locus 


3.88 


protein tyrosine phosphatase, receptor t 


187 


Target Exon 


3.76 


protocadherin alpha 10 


3.70 


transmembrane protein 2 


169 
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10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



438797 


V ID 10 1 


410315 


Al 638871 


445714 


V» rOOlO 


412326 


r\U 1 300 


430259 


Decern 07 


412790 




424338 


W7RR1R 
w/00 10 


412654 


AluSOtOU 


414386 


aimw*z 


Acinic 


AUU/D/OO 


4004/0 


AI190144 


AtVTf\ A 


AlziyoLM 


414000 


AAoUbloU 




NM_UUbzll 


A77E07 
44/04/ 


AloU9U0/ 


404010 


U04/Z/ 


442831 


Hll 30303 


A9777A 

44/ / /4 


AA77flCQ7 
AA470000 


4400JU 


rOZODO 


4J0UU 1 


AW3U0O43 


**0 1001 


ATvUUUO/0 


432314 


AARVMA7 
AA00044/ 


**oo 1*3 


AITOIRRQ 
HI OO 1003 


4U/ ID I 


1140000 


444DU/ 


7ARA71 


A717nR 

HZ I ZU0 


At 1T7RA71 
AL10/04U 


440004 


OC000D39 


44000Z 


DCUUUOOl 


4440CU 


NMJaJUoZO 


4/1 £JO 


AA41T3004 


44900U 


AUo4004 


44071/ 


ArU/oo4/ 


404oDv 


7A11C4 
440101 


4140U4 


AWooUUoo 


4403UO 


All 401 lb 


A1R1 14 

410114 


Al03DMy 


400009 


Adjoin 

AT 4003 1U 


444414 


AW0U03/O 




AA044330 


442870 


N45018 


4 44400 


AA^A1R17 
AA041U1/ 


*t430/ 0 


AARAAAf!7 
AAG044U/ 


440 1 U/ 


AlzUOlzl 


tooozo 


Al 1*14976 
AL 1044/0 


440 lUO 


otozuuio 


4404U0 


A 1 301/14 Q 
Alo90U4o 


40100U 


V1RC4C 


41 lOlZ 


A/0004 


A07ftC7 
440U0/ 


AA321355 


4J/4o/ 


AA75/3U0 




AJAffVlCCOO 
AWUZOoZJ 


4"371/C 

40/140 


AHW7210 


41 0008 


AW385224 


AIQCCft 

4iybou 


BbZoOoo/ 




AW1U0O04 


414430 


ALIOO34I 


A1RQQ1 
41D00O 


AWi40i4O 


41/0/0 


AloUooui 


A1ft11fl 
410010 


1 M 77 7/5 
U4//04 


A39RA1 
40404 1 


MQ7A7C 
M30440 


44304 U 


UOOOuO 


443040 


R85337 


4U1300 




A1RQ7R 
*t 1 0340 


urmoQ 
nuotu3 


400031 


AADU3UI4 


AA 1 8Q7 
441034 


AOU 40301 


4ds400 


bC4D49r4 


41/100 


R80137 


414291 


a lionet n 

AI289519 


417690 


BE241624 


A3RQ1?. 
400910 


W30UU0 


422050 


AA302741 


451356 


AA748418 


442085 


AA975688 


427704 


AW971063 


427247 


AW504221 


441965 


AA972712 


430269 


AK000737 


450056 


BE047394 


407245 


X90568 


418941 


AA452970 


446601 


AI312783 


432195 


AJ243669 



Ks.49943 

Hs.75990 
Hs.430 



Hs.283040 hypolhetica! protein PR02543 
Hs.152519 Homo sapiens cDNA: FU 22524 fis, clone H 
Hs.11(K)28 ESTs • 

Hs.73817 small Inducible cytokine A3 (homologous 
Hs. 1 27826 RalGEF-Bte protein 3, mouse homotog 
Ks.74583 WAA0275 gene product 

ESTs, WeaWy similar to S65657 aJpha-10 
hypothetical protein FU 1 1896 
haptoglobin 
plastln 1 (I isoform) 
Hs.132275 ESTs 
Hs.266959 hemoglobin, gamma G 
Hs. 1 6488 lymphocyte cytosolic protein 1 (l-ptasti 
Hs.174142 colony stimulating factor 1 receptor, fo 
Hs.153261 immunogtobuQn heavy constant mu 
Hs.191445 ESTs 
Hs.131686 ESTs 

Hs. 1 80737 Homo sapiens done 23664 and 23905 mRNA 
Hs.21691 ESTs 

Hs.173840 HUEL{C4orf1Hnteracting protein 
Hs.267566 hypothetical protein FU20371 
Hs.312989 ESTs 
Hs.267086 ESTs 

Hs.301527 ESTs. Moderately similar to unknown [H.s 
Hs.1 18684 stromal celWerived factor 2 
Hs.102541 netrin4 
Hs.185055 BENE protein 

Hs.23837 Homo sapiens cDMA FU11812 fis, done HE 
Hs, 153514 retinitis pigmentosa GTPase regulator 
Hs.284243 tetraspan NET-6 protein 
Hs.131987 ESTs 

Hs. 1 91 356 general transcription factor IIH, polype 
Hs.283714 30 kDa protein 

Hs.76550 Homo sapiens mRNA; cDNA DKFZp56481 264 (f 
Hs. 1 51 59 dierrtokine-like factor, alternatively spl 
Hs. 183868 glucuronidase, beta 
Hs. 54650 junctional adhesion molecule 2 
Hs. 1 0649 basement membrane-induced gene 
Hs. 1 47066 signal transducer and activator of trans 
Hs.8769 hypothetical protein DKFZp761 J17121 
Hs^5549 hypothetical protein FU20898 
Hs.21 1 595 protein tyrosine phosphatase, noiwecept 
Hs.147313 ESTs,Weak!ysirrtotol380^hypotheti 
Hs.6434 hypothetical protein DKFZp761F2014 
Hs.182470 PTD010 protein 
Hs.3261 59 leudne rich repeat Cm FUI) interactn 
Hs.271 387 small inducible cytokine subfamily A (Cy 
Hs. 82226 grycopetein (transmembrane) nmb 
Hs.285401 colony stimulating factor 2 receptor, be 
Hs,270823 ESTs.WeaWyslmflartoS65657 alpha-1C- 
Hs.239812 Homo sapiens serologically deimed breas 
Hs.5462 solute carrier family 4, sodium bicarbon 
Hs.35198 ectonucleoOde pyraphosphatase/phosphod < 
Hs.194693 solute carrier family 7 (cationic amino 
Hs .727 inhibtn. beta A (actrvin A, ec&vln A6 a 
Hs.76272 retinoblastoma-binding protein 2 
Hs.184902 ESTs 

Hs.3781 similar to murine leudne-nch repeat pr 
transmembrane 4 superfamiry member 3 
protein tyrosine phosphatase, non-recept 
anglopoletin 1 

sdute carrier family 31 (copper trans po 
Target Exon 
Hs.263395 HT018 protein 
ESTs 

K1AA1058 protein 

thyroid hormone receptor interactcr 13 
Hs.302738 Homo sapiens cDNA: FU21425 fis. clone C 
Hs.13040 G protem-coupled receptor 86 
Hs.82401 C069 anSgen (p60, eajty T-cdl actrvaH 
Hs.269559 ESTs,WeakrysintotoSb^6o78|pha.1C. 
Hs^5786 ESTs, Moderately similar to JC5238 galac 
Hs.164577 ESTs 
Hs.159955 ESTs 
Hs.292882 ESTs 

Hs.1741 03 Integrin. alpha L (antigen C01 1A (p1 80). 
Hs.269737 ESTs 

Ks.237480 hypothetical protein FU20730 
Hs.8208 ESTs. WeaMy similar to S71512 hypotheti 
Hs.172004 OOn 

Hs.239527 E1B-55kD associated p.-otein 5 

Hs . 1 S5772 Homo sapiens thymic stromal co-transport 

Hs.8127 WAA0144 gene product 



Hs.84072 
Hs.62 
Hs.2463 
Hs.24030 



Hs.8021 
Hs.6566 



3.68 
3.65 

a64 

3,61 

3.58 

3.56 

3.56 

3.56 

3.54 

3.52 

3.51 

3.46 

3.45 

3.45 

3.39 

3.36 

3.35 

3.34 

3.31 

131 

3.29 

3.28 

3.28 

3.24 

3.21 

3.20 

3.20 

3.19 

3.17 

3.17 

3.16 

3.16 

3.13 

3.12 

3.11 

3.10 

3.09 

108 

3.08 

3.08 

3.07 

3.07 

3.06 

3.04 

3.04 

3.04 

3.03 

3.02 

3.01 

2.96 

Z96 

2.96 

Z96 

Z96 

2.95 

Z94 

Z92 

192 

2.92 

Z92 

Z91 

Z91 

Z90 

Z90 

Z88 

Z87 

Z67 

Z67 

Z87 

Z87 

Z86 

Z85 

Z85 

Z84 

Z83 

Z83 

Z82 

Z82 

Z80 

Z80 

280 

2.80 

Z80 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



449088 


AI654048 


Hs.196556 


ESTs 


2.80 


416511 


NM.006762 Hs.79356 


LysosoffB^*9Ssoci8ted rnultispanntng membr 


Z80 


406643 


fwaooi ou 


nS.<7/4/ r 


major hfetoconyalibDHy complex, class 


2.79 


412116 


AW4U/1DO 


Hs.784 


Epstein-Ban virus induced gens 2 (lymph 


2.78 


433793 


tWlsl 3339 


MS. lU/D 10 


ESTs, Moderately similar to K1AA1058 pro 


Z78 


440255 




il. i cnrco 
re. i ola Do 


ESTs 


2.78 


410057 


rv0D0o4 


HS./bolUr 


multimenn 


2.77 


417497 






CO 53 antigen 


Z77 


446733 


AARfitWl 




ESTs, Weakly simifc* to fatty acid omega 


Z76 


431884 


/V\3^U40 




ESTs, Weakly similar to ALU8..HUMAN ALU S 


2.75 


409369 


AW514668 


Hs.194258 


ESTs, Moderately simHar to ALU5.HUMAN A 


Z75 


436729 


BE621807 




tntftsffiemhrane 4 stinprfamlh/ member 1 


2.75 


431451 


AA761378 


Hs.192013 


ESTs 


Z74 


413517 


N76712 


Hs.44829 


ESTs Waaklv similar to 138022 hvndheti 


174 


447818 


W79940 


Hs.21906 


Homo sapiens done 24670 mRNA sequence 


2.74 


418818 


AA228899 


Hs.101307 


UrtTTin careera HI IT1 1 nrnlpm mRNA tvtrfial 


2.74 


424673 


AA345051 


rtU94092 


ESTs Wealdv fibrillar to 138022 hvootheti 

LJIO| ViCOIUy OululOJ lv IJUUu iijpuuiou 


2.74 


443194 


A1954968 




matriy fita nmfpin 


2.71 


443804 


AL135352 


Hs.255883 


PQTc WpoWv cimtbr »n ttfl/199 hvrvriheH 
co I s, weawy sjmuar io uouzz fiypouiuu 


971 


452870 


AW502761 


HsJ0909 


Irt A A(°W3fl nana nrrvfiirt 

lU/WMU QcllB prouuui 




430334 


AI824719 


Hs.143251 


ESTs 


2.70 


437187 


AL080208 


Hs.306325 


numv sapiens mrsrv*, cuixa uat ^pooois i OiJ ^ 


Z70 


432279 


N95104 


Hs.274260 


M 1 r *OU KJiny C95S6UB, SUlMdMHlj v< 1 r\ 


2.70 


413950 


AA249096 


Hs.32793 


ESTs 


2J0 


430016 


NM.004736 Hs.227656 


xenotropic and polytroptc retrovirus rec 


270 


431710 


AI735482 




ESTs' 


Z70 


448749 


AW859679 


Hs.21902 


Homo sapiens clone 25237 mRNA sequence 


Z69 


451154 


AA015879 


Hs.33536 


ESTs 


2.69 


424541 


AW392551 


Hs.1 80559 


ESTs, Weakly similar to A56194 thromboxa 


2.69 


446899 


NM.005397 


Hs.16426 


podocalyxin-iikfi 


2.68 


418031 


AA648744 


Hs.269493 


ESTs 


2.68 


453902 


BE502341 


Hs.3402 


ESTs 


2.6B 


405121 






mitogen-ac&vated protein kinase 8 inter 


2.68 


410163 


AF151977 


Hs.59260 


NTT5 protein 


2.67 


429632 


AW195336 


Hs.148910 


ESTs 


2.67 


437191 


NM.006846 Hs.331555 




2.67 


455004 


AW850303 






2.67 


444933 


NM.016245 Hs.12150 




2.67 


401113 






solute earner family 22 foraantc cation 


2.66 


419462 


AF071076 


Hs.112255 


nucRsuporui sdku 


2,66 


407635 


AW370213 


Hs.295232 


ESTs. Moderately similar to A46010 X-iin 


2.66 


419175 


AW270037 




K1AA077Q nratetn 

IMnnUI |MWtCUI 


2.66 


408988 


AL1 19844 


Hs.49476 


Homo saoipns done TllAB PrWiw^iat real 


2.66 


452721 


AJ269529 


Hs.301871 


auiuia Camei idiiujy or ^yiycuiui-o-piRJ 


2.66 


430592 


AJ224864 


Hs.9688 


lonVnrufo mortihrano antinan HPP1\ 
lOUAQCyiB IJlclHUI dila dJIUytUl ^lAUl) 


2.65 


446830 


BE179030 




Hitman ntJA cpnitannft frnm rinne RPS-1 174MQ 

null kill UIVi gQ^UQJM? II VI II vivllv r\f v» III "iU 


2.64 


433327 


AI674779 


Hs.126744 


CO IS 


2.64 


424868 


A1568170 


Hs.96886 


ESTs 


2.64 


429854 


R55508 


Hs.99472 


ESTs 


2.63 


427080 


AW068287 


Hs.301175 


IdarlClalisU V^O LRJIUUI ILUII liMlll bUUoUattJ 


2.63 


456711 


AA033699 


Hs.83938 


co is, wioQerditay siitnia io iw\04_nuiw\ix rvi 


263 


419777 


060134 


Hs.270975 


ESTs 


263 


414577 


A1056548 


Hs.72116 


hvnnthpllrflt nrntp'm Ft t2AQ02^irWfarfn 


262 


427596 


AA449506 


Hs.270143 


nrfraf^Biilar fltvcMtfotain PM1LJN-2 orec 


262 


452445 


AB002438 


Hs.29596 


ktomo saotens mRNA frnm chromosome 5o21>2 

1 HMIKJ wjAClU 1 lli\J Vl II VI II MllVIIIVOWtlta 


262 


447482 


AB033059 


Hs.18705 


KIAA12D nmtPtn 


262 


419110 


AA234171 


Hs.187626 


ESTs 


262 


450353 


AI244661 


Hs.103296 


co i o, vvccKiy sinuuu id ooodo i oipius* i v* 


262 


419828 


T81422 


Hs.14922 


ESTs 


262 


427202 


BE272922 


Hs.173936 


intertpiildn 10 recentor tata 


262 


412491 


W31589 


Hs.73957 


RAR5A mpmtvr RA9 rwytnertA farruh/ 


261 


436496 


AA281959 


Hs.5210 


glia maturation factor, gamma 


261 


435053 


AW629386 




ESTs 


261 


435029 


AF167706 


HS.192B0 




261 


425976 


C75094 


Hs.334514 


NG22 protein 


260 


412561 


NM.002286 Hs.74011 


tvmntucvttvactivatiQn aena 3 

i ji i ivi ivvj ict^wu vouvi i y ci io v 


260 


430539 


AK001489 




ADP-ribosylation factor-like 1 


260 


419825 


A1754011 


Hs.7326 


ESTs 


259 


412577 


Z22968 


Hs.74076 


CD 163 antiaen 


258 


425894 


AW954011 


Hs.180711 


ESTs 


258 


410883 


043767 


Hs.66742 


CCL17 chemokins [TARC) (SCYA17) 


258 


441028 


AI333660 


Hs.17558 


Homo sapiens cONA RJ14446 fis, done HE 


258 


413949 


AA316077 


Hs.75639 


Human TB1 gene mRNA, 3* end 


258 


434943 


AI929819 


Rs.92909 


chromosome 21 open reading frame 50 


258 


443605 


H06865 


Hs.134131 


ESTs 


257 


425017 


AL1 19305 


Hs.26409 


ESTs 


257 


440334 


BE276112 


Hs.7165 


zinc finger protein 259 


256 


426075 


AW513691 


Hs.270149 


ESTs. Weakly similar to 21 0926QA BceH 


256 


425345 


AU077297 


Hs.155894 


protein tyrosine phosphatase, noiHecept 


256 


407174 


T79938 


Hs.77062 


leukocyte taunoglobvCn-fike receptor, 


256 


443834 


AI741510 


Hs.173548 


ESTs 


255 


427557 


NMJJ02659 Hs. 179657 


plasminogen activator, urokinase recepto 


255 


420539 


AA282735 


Hs.44004 


AD031 protein 


255 
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421177 
437952 
422994 
411992 
451180 
415775 
429752 
414612 
453329 
435503 
445911 
433332 
435943 
452253 
442506 
419972 
431074 
449129 
440524 
419203 
404370 
432828 
439219 
428044 
433681 
437644 
442566 
409317 
450506 
447484 
415165 
435284 



AW070211 

D63209 

AW891802 

AW816214 

K61899 

H00747 

H52348 

BE274552 

T97205 

AJ277750 

A19859B7 

AI367347 

R60194 

AA928891 

BE566411 

AL041465 

BE072772 

AI631602 

R71264 

AA488719 



AB042326 Hs.287402 

N33883 Hs.41322 

AA093322 Hs.301404 

AI004377 Hs200360 

AA748575 Hs.136748 

R37337 Hs.12111 

U20165 Ks.53250 

NM.004460 Hs.418 

AA464B39 Hs,292566 

AW887604 Hs.78085 

AA879470 Hs.96849 



Hs.102415 

Hs.5944 

Hs296276 

Hs.143055 

Hs.171937 

Hs29792 

Hs.36636 

Hs.76578 

Hs.193400 

Hs.183924 

Hs.145645 

Hs.44898 

Hs.31141 

Hs.28608 

Hs.41726 

Hs.182982 

Hs.8997 

Hs.258949 

Hs.16798 

Hs.190151 



Homo sapiens mRNA; cONA DKFZp586N0121 (f 
solute carrier family 1 1 (protorvooupted 
ESTs 
ESTs 

steroid dehydrogenase-fite 

ESTs. WeaHy similar to 138022 hypotheti 

ESTs 

protein inhibitor of activated STAT3 
ESTs, Weakly similar to 21 09260A B ceil 
ubiquitin associated ami SH3 domain cent 
ESTs, Moderately simBar to ALU 1 .HUMAN A 
Homo sapiens done TCCCT A00151 mRNA sequ 
Homo sapiens mRNA for KIAA1568 protein, 
Homo sapiens cDNA FU22115 fis, done H 
ESTs 
go*girv67 

ESTs, Moderately similar to A46010 X-Tin 

ESTs 

ESTs 

ESTs 

Target Exon 

chondrdtin 4-suIfotransferase 
ESTs 

RNA binding motif protein 3 

Homo sapiens cONA FU 13027 fis, clone NT 

lectin-fike NKcell receptor 

ESTs 

bone morptiogenelic protein receptor, typ 
fibroblast activation protein, alpha 
hypothetical protein FU14697 
complement component 7 
Homo sapiens cDNA RJ11492 fis, done HE 



2.54 
2.54 
2.54 
254 
2.54 
153 
253 
253 
253 
2.52 
252 
252 
252 
252 
252 
252 
252 
252 
251 
251 
251 
251 
251 
250 
250 
250 
250 
250 
250 
250 
250 
250 



TABLE 38B: 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

412654 1350 J 8G743181 AI830050 BE695688 AA126591 AI903503 R26045 N62894 N63950 AA131619 AI681480 N79626 AA461603 R78979 AW608865 N66622 



BF448838 AA779000 AA460314 AI092721 AI870182 A1436284 A1494151 A1127704 A1127702 BE349350 AI093480 AA1 15264 AA131567 R26840 
R78885 



433691 2203511J AI223854AI129852AA605012 

436729 6624J X75684 AL573167 AI445461 A1453743 AI9B3655 AI554644 AA977180 AI6941 1 1 A1591358 AW071625 A1678712 AJ720939 A1927769 BE439796 



A1963432 AA292956 AW192593 AI865838 A1696905 A1424384 AI161 312AI91 1921 AI597801 B1494959 AI2409B8 AI492554 AW262737 BE044033 
AW008570 AW629505B1494958AA088439 AA706057 BF222820 BF593608 BE501957 AA524526 BE044134 AW572531 AW015724 BE349186 
AA043217 BE219784 AT799814 AA129575 AI671727 AI470033 BE646195 AW779725 AA903050 AA147228 AA404570 A1075878 W38161 AI972739 
AW673152 AA723200 C06123 BF057147 AA627586 AA157944 AI990245 AA662517 T32487 AI800106 AI333170 A1859160 W45410 AI990827 
AW275048 AA182640 AA478328 AI298935 AW085158 AW471421 AW1Q3470 AW300456 AW191997 AI823466 AA962397 AA1 36658 AI251 817 
AW339104 AA724739 AM1 1 100 AA191349 AA757735 AA037696 AI769516 AW772283 AA010631 AI692846 A1061 065 H80983 R79933 AI950693 
A1245632 AI349390 AA148284 AI798502 AA487893 A1621 320 AW194272 C06365 AA953883 BE858936 AI918523 AI872628 A1927217 AI453453 
A1189366 AW338678 AI261359 AI500576 BF477735 AI032569 AI972899 AJ985583 Z28771 AI363829 A1693030 AA603586 BE773488 AW339301 
BE773489 BE773462 BE773495 AI650338 BE773499 AI745717 BE811475 BE811470 BE81 1464 BE81 1418 BE811415 BE811400 BE811398 
BE811388BE811352BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE81 1350 BE81 1337 BF593847 BG055071 
AW675302 BF003068 AA719173 BE81 1348 A1582462 AI686240 BE773500 A1244845 AI565439 AI918453 A1472527 AI446740 AA035576 AA191414 
AW674145 C05782 AI569264 D57558 A1468237 AI432033 AA989662 R21 752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL578810 BG498381 AI928364 BE879732 AA479834 AA479712 C17732 BM091258 BF843901 AW820230 C17476 BE327120 AA129574 
AA136645 BF843900 AW8061 93 AA502832 AA649494 AL568520 AL547960 BE706937 BE81 1 360 BE773498 BE81 1401 BE773484 BE81 1437 
BE811380 BE811399 BF997171 BF757734BE926037AI377596C06111 AW088968BE81 1404 BE81 1472 AIBB5912 M925607 AI871950 AI093510 
BE905927 BE81 1435 AA1 91387 AW7720Q0 BE811453 BE614379 BF844522 BW44896 AI744233 AW984527 C17504 BF843883 A1248307 
BE773483 A1567995 W60075 BF941 183 AI738844 BE81 1458 BE773481 A1262930 AA948565 BE706942 BE156360 T65026 AW242958 AW197954 
BE905184 AA722206 A1344943 AI348877 AI334860 BE621857 BE156280 AA454099 AA037722 BF843897 AW806183 AA04321 6 BG482896 
AA182734 AA877242 AW372926 H27252 R381 14 BF851 858 BE15621 4 AA1 90427 T91762 AA035067 AA837326 T10930 BF906587 B1755027 
BG506731 BC008442 BC01 01 66 AL550134 AL553096 AL548700 AL550751 AL547978 AL545286 A1540643 AU1 18827 AL601 379 81259821 
BG741786 BI668522 AU135866 B1552770 BI259210 GI256520 81255569 BG485098 BI258228 BG498501 BM044512 AU 133984 AL556586 
BE745111 B1222633 AU133917 BG288151 B1260715 BI550550 B6a)0773 BI551761 BG707601 B181 8593 BF691 383 BG721129BG541 578 
BE906666 BG751098 BI224135 BG400746 BG478065 BE790436 AW080238 AU137549 BG429896 BE392486 AW961686 BG721056 BE908365 
BE546556 BG541235 AW583735 BG528290 BI260895 AW651691 BM048974 BM043805 BG142185 AA315188 AI44661 5 C06300 BG497644 
AA088544 A181 5987 BG528631 BE619182 AW239185 AW062910 AW062902 AA347236 F1 1933 AA488005 AA301631 AA376800 D56120 
AA343S32 AA308636 FO0242 AA376086 AA316968 AA343799 BI870221 BE910282 BG538748 AW960564 AV732879 016854 AA192519 BF922148 
AA216013 BG624091 BE544387 BG50700B AW176446 BF790033 BE088925 BE088654 AA921353 R21800AA011222 T97525 



443194 19335 J BI754027 BF696071 A1351939 BG1 51298 AI91 9334 AI40 1520 Bl 7701 65 W72057 T96158 T2947B AA181 252 BG927793 AA714431 AA500749 



AA1 81247 AA614758 AA081092 H52207 BG926934 BF222579 BG899001 N64245 AA953040 A1832406 AA102441 BG928081 AA993445 AA91 6041 
AA987847 AA983329 AA73721 9AA916443AW1 28994 AJ492560 AI761 847 BC005272 NNL000900 X53331 M58549 B1758966 AL598829 BI754530 
BG699770 BE439699 BE440148 AV704355 AV733652 BG212015 BG1 84149 BG200180 BG212690 BI761222 BG182079 AW338822 A1925631 
AI423041 AW071181 A1889836 AW1 291 12 BG925339 A10 17633 AA568S64 BF725590 A1004210 A1809799 BE083097 BG896220 AW997681 
BF668788 BE083134 AW631281 BQ193052 BG183095 BE440088 BG185728 AI499579 AA188162 AA864282 BI493352 AA155854 AA836749 
AA836844 AA985478 AW082299 A1816747 AA450221 AA971294 BE327509 AI719562 BG576S69 AI479382 BF824747 AI741800 BG982962 
AI088473 AA916151 AW473324BG901177 BE439998 AW023269 BE813871 AW999947 BE839108 AV707983AA369722 AW796627 AW890608 
A1341771 AA302459 81493353 AA366332 AA371104 AA367277 AL547972 BG928011 A1678903 AI699885 A1956165 AA484893 AA643953 
AW5910S3 BG203275 BG21 1093 A1334791 AA916589AW058266A1362370AJ 143352 AA508721 A1928079 D57214 BE045265AA541 785 



511 
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5 

10 
15 

20 
25 
30 
35 
40 



431710 
455004 
419175 



435053 
430539 



1611592J 
10B9114 1 
35068_1 



41421 1 



124009J 
31268J 



BG219510 BG201586 BG195572 AW019904 AW089242 AA953322 AI686698 F27562 AA614749 D56545 F20774 F30660 F25646 AW023542 
AAB27300 AA5B2214 AI701289 AA228293 AI906950 AA230156 AA384S72 AW438988 AA742516 BI490938 AA731082 BF665869 BG190518 
^i^^Sff^SSS AA155913 AA923097 AA975721 AA985555 BG927032 AA948389 M451525 AA916141 AL572719 AV707258 

SSS^i£SSl£!S? ^ 993AA42t798 BG429150 AI915305 230130 AA126929BG926830AA081013AA553696AA916094 
BG924321 AI039722 AI954968 A1372B39 AI401406 A1538215 
AI422419AA514370A1741678 AI735482 AI735081 AI37143S 
AW85C587 AW850589 AW850318 AW850303 

AB018322 BC012480 BI524873 AW665554 AI934469 A1479916 BF096179 BF096162 BF096132 AA744972 A1951988 AI858339 BE076331 
AA886998 AJ570585 A1916688 AI67881 1 A1693109 AI308135 AA669046AA9S 1064 AI0 18062 H80618 BE221942 R52609 AI915164 AA35S626 
Z44671 81052776 BF882486 BG286184 A1589558 AA931663 AA534979 Al 275392 A1273455 R52553 AA829920 H80652 AA380728 F10618 
AW953866 AW176773 H85527 AA765570 AA081927 BF093262 B6743753 AL037576 AA534314 BE814964 BE973713 N49493 BE006634 
BE006630 AW270037 AA234765 A1334004 BF057179 AIB57450 AI341 191 AI434143 AI917449 AW517207 AA255424 AW008334 AA847572 
F02M0 AJ1 ^7299 AroW44 'wosIIb ^msnU^ AW24235? AW23529i N 55545 AA3 19869 R3591 1 AA25655.1 AW044188 A1203159 N49403 
SSSS?? ? 488430 8(3168023 BE179030 AW294203 BF849776 AA459064 AI917452 AW403072 W27419 BF914568 BF798468 AW370558 

AI332S38 AA863215 AW62938S 

^SSSiSS^SfTSSfr J^S^5!^ SSSS^ 2 Al«4Saa^ AUm W843 Of=3SB559 BF39BS54 BF3SSG70 BGBTOI^IS AU1540O7 M357SB7 

S ^^^^^^l 01 ?^? 66679 Al686163 A ^62158AA91 1580 D31095 AI302576 BF588761 AU1 51 560 AU 143828 AI291610 
A^A^iSU»^^«^V 7 ?^S^ 258 031474 AW439053 O 31 ^ BF756901 B1838626 BF973839 AU149562 8M1421 16 AU1 56455 
AA452028 AW473972 AW4B8490 AA410271 AI475944 BF821859 AA658188 AI360390 AA226320 F37355 F27660 F36093 AA152126 BF930021 
BF375775AW821784AW975085W16475D31031BG695392AW860676AVV752864BI013705B 



TABLE 38C: 



Pkey: Unique number corresponding to an Eos probesel 

Strand: Indicates DNA strand from which exons were predicted. 
NLposifion: indicates nucleotide positions of predicted exons. 

Pkey 

406617 
401958 
405121 
401113 
404370 



Ref 


Strand 


NLposilion 


8439858 


Pius 


36430-35552 


3258613 


Plus 


108411-108629 


8102330 


Minus 


35816-36004,36587-36684 


9966541 


Minus 


19413-19959 


7631003 


Plus 


127868-128244 



45 
50 
55 
60 
65 
70 
75 
80 



TABLE 4QA: 656 genes upregulated in miosis relative to normal body tissues 

TaijIejOA lists about 656 genes upregulated m fibrosis relative to normal body tissues that are likely to encode proteins amenable to modulation by small motecules, peptides or 
amitodies. These genes were selected from 59680 probesets on the Eos/Afiymetrix Hu03 Genechip array. Gene expression data for each probesel obtained from mis analysis was 
expressed as average intensity (Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more doma'ns 
tuteatoe of have oncogenic function or of transducing intracellular signals, or of being modulatabte by small molecules, peptides, or antibodies (eg. pkinase, deatlMiomain, 7tm, 
phosphatase, or fonjransporter). Certain predicted protein domains are noted. v a y ' ' * 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UmGenelD: UnKSene number 

PredProlDomalns: pertain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain- =M. 
i m ™ to Protein domain abbreviations are from PFAM {Nucleic Acids Research, 2002, 30:276-280). 

UruGene Title: UniGene gene title 

R1 95lh Percentte of fibrosis Als divided by the 50th percenffle of normal tissue Als. where the 10th percentile of all normal tissue AIs was subtracted from both the 
numerator and denominator 

Pkey; ExAccn; UnigenelD; Unfgene Title; PredProtOomains; R1 

^SI? aSSfijS « s 547 95; Homo sapiens secretogtoKn, family 3A, m; Uterogtabin;TM=M;SS=Y; 39.47 
42B434; AW363590; Hs.65551; Homo sapiens, Similar to DNA segment, Ch; IBP BPI CETP C;TM=M;SS=Y; 32.35 
439335; AA742897; Hs.62492; NMJJ52863:Horno sapiens seaetoglobin, fa; none";; 28749 " 
406964; M21305; ; FGENES predicted novel secreted protein; none^one; 27.90 
425211; M18667; Hs.1867; progastrfcsin (pepsinogen C); asp;TM=M;S$=M; 27.90 

aSS? " s ]?f^^9^a8on end producUpeci; tomeobox**tlrar^^ 2723 

446921; AB012113; Hs.16530; small Inducible cytokine subfemHy A (Cy; IL8;; 24.97 

428330; L22524; Hs.2256; matrix melaltoproteinase 7 (matmysin, ; Peptidase_M10;; 24.38 

frll^i £iS2^ "iS? 6 * mm * ^ DKFZp564B^62 ft PMP22_Oaudin,none; 23.35 

409153; W03754; Hs.50813; hypothe&al protein FU20022; fibrinogen C;; 23.29 

431089; BE041395; Hs.374629; ESTs, Weakly similar to unknown protein ; none,none; 18.23 

425371; 049441; Hs.155981; rrtesotheBn; none;TM=M;SS=M; 18.17 

448133; AA723157; Hs.73759; fctete receptor 1 (adulO; Folate rec,MlP;TM=M;S$=M; 17.64 

i*!™ ^ll!? 5 ?; ^l^ 3 ? solute carrier family 34 (sodium phospha; rabosornai.L20,NaJ^oclran5;TM=Y;SS=N; 17.33 

TP*' Hs ' 355462 ^ N^acylsphingosine amidohydrolase (acid c; SAPA,Surfactant_B,none: 16.81 
i SS U29615; HS - 91093: cWSnase 1 (chitotrfosidase); Gr^.rrydroJ8,C8M_14;TM=M;SS=Y; 16.24 
419092; J05581; Hs.89603; mucin 1, transmembrane; $EA;TM=Y;SS=M; 16.06 
426174; AA547959; Hs.1 15838; Homo sapiens similar to Echinotdln (LOC1; none.none; 15.84 
f™ 7 % M26041; Hs.198253; major rustccornpatibifity complex, class ; ig,MHCJLaJpha;TM=M;SS=M; 15.42 
421110; AJ250717; Hs.1355; cathepski E; asp;; 15.08 

444342; NM.014398; Hs.10887; similar to lysosome-associated membrane ; Ump;TM=Y;SS=M; 14.94 
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406621; X57809; Hs.181!25; immunoglobulin lambda locus; ig,HSP70.Ppx-GppA;TM=M;SS=N; 14.36 
443709; AI082692; Hs.134662; ESTs; SNF.fn3.non8; 14.05 

428970; BE276891: Hs.194691; refinote add Induced 3 (RAIG1); metabo; 7tm_3;TM=Y;SS=M; 13.88 
457200: U33749; Hs.197764; thyroid transcription factor 1; homeobcoc.TM=M;SS=N; 1186 
5 432519; AI22131 1 ; Hs.130704; ESTs, Wealdy similar to BCHUIA S-1 00 pro; none,none; 13.82 
422355; AW403724; Hs.300697; coagulation {actor VII (serum prothrombt; none,lg; 13.62 
430280; AA361258; Hs.237868; imerieuldn 7 receptor, fh^none; 13.47 

415457; AW081710; Hs.7369; Homo salens testes specific A2 homotog ; MORN,sugarJr;TM=Y;SS=M; 13.35 
431 1 64; AA493650; Hs.94367; thyroid transcription factor 1 ; none,homeobox; 13.32 
10 414998; NMJH2543; Hs.77729; oxidised tow density lipoprotein (lectin; (ectin_c;TM=Y;SS=M; 12.83 
400269; ; Hs.253495; Eos Control; lectin.cCoIIagen^Eitk;; 1130 

424310; AA338648; Hs.50334; testes development-related NYOSP22; none;TM=M;SS=N; 11.81 

451558; NM_001089; Hs.26630; ATP-Wndlng cassette, sub-fam3y A (ABC1; ABC_tren,SRP54;TM=Y;SS=M; 1 1.79 

t _ 452304;AA025386;Hs.61311;ESTs, Weakly sirnilar to S1 0590 cysteine ;ncTO.none; 11.68 

1 5 445537; AJ245671; Hs.12844; EGF-Eke^omain. multiple 6; EGF.MAM;; 11.56 

423778; Y09267; Hs.132821; flavin containing monooxygenase 2; FMO-like,pyr_redox;TM=Y;SS=M; 11.41 

414812; X72755; Hs.77367; monokine Induced by gamma interferon; IL8;TM=M;SS=Y; 11.31 

430832; A1073913; Hs.100686; ESTs, WeaWy similar to JE0350 Anterior ; nonejone; 1 1.25 

407910; AA650274; Hs.41296; fibronectin leucine rich transmembrane p; fn3,LRR,LRRCT,LRRNT;TM=Y;SS=M; 11.15 

20 451497; H83294; Hs.284122; Wnt inhibitory factor-1; EGF.W1F;; 11.07 

430250; NM.016929; Hs.283021; chloride intracellular channel 5; none;TM=M;SS=N; 11.07 

411020; NIO06770; Hs.67726; macrophage receptor with collagenous stn SRCR,Coltagen;TM=Y;SS=M; 11.05 

446619; AU076643; Hs.313; secreted phosphoproteln 1 (osteopontin. ; Osteopontm;; 11.01 

438091 ; AW373062; Hs.351546; nuclear receptor subfamily 1 , group 1, m; hormone jec.zKM.none; 10.97 

25 413048; M93221; Hs.75182; mannose receptor, C type 1; m2,lectin_c,Ricin B lec6iO0ink;TM=Y;SS=M; 10.93 
432231; AA339977; Hs.274127; aST 11240 protein; none;TM=M;SS=M; 10.81 
416402; NMJW0715; Hs.1012; complement component 4-binding protein, ; sushi;TM=M;SS=M; 10.77 
418156; W17056; Hs.83623; nuclear receptor subfamily 1, group I, m; hormone jec,zf-C4,none; 10.63 
436553; AW407157; Hs.181125; immunoglobulin lambda locus;ig,HSP70,Ppx^ppA;TM=M;SS=N; 10.58 

30 421071; AI311238; Hs.104476; ESTs, Weakly similar to CGHU1E collagen ; none;TM=Y;SS=M; 10.57 

41B007; M13509; Hs.83169; matrix metaltoproteinase 1 (InterstiSal: hernopextn,Peptidase_M10 l Astacin,PG„bindingJ;; 10.33 
419086; NM 000216; Hs.89591; Kallmann syndrome 1 sequence; fh3,wap;; 10.30 
407786; AA687538; Hs.38972; tetraspan 1; transmembrane4;TM=Y;SS=M; 10.28 

. _ 441384; AA447849; Hs.288660; reBnolc acid Induced 3; 7tm_3.none; 10.26 

35 453914; NH/L000507; Hs.574; fhictose-I.Wjisphosphatase 1; FBPase;TM=M;SS=N; 10.22 

435523; T62849; Hs.1 1090; membrane-spanning 4-domains, subfamBy A; none;TM=Y;SS=M; 10.09 
423354; AB011130; Hs.127436; calcium channel, vdtage-dependent, alph; vwa,Cache;TM=M;SS=N; m03 
415323; BE269352; Hs.949; neutrophil cytosclic factor 2 (65kO,chn SH3JPR;TM=M;SS=N; 10.02 
. 408562; AI436323;Hs.31141; roundabout (axon guidance receptor, Dros; ig,fn3;TM=M;SS=N; 10.02 

40 448782; AL050295; Hs.362806; K1AA0758 protein; 7tm_2,tg,GPS,SEA;TM=Y;SS=N; 9.86 
419235; AW47041 1; Hs.288433; neurotrimin; none,none; 9.79 
415992; C05837; Hs.145807; hypothetical protein FU13593; none;TM=Y;SS=M; 9.74 
418883; BE387036; Hs.121 1 ; acid phosphatase 5, tartrate resistant; Meta3lophos;TM=M;SS=M; 9.70 
439018; AW300887; Hs.26638; irombrane^panning domains, subfamily A; none;TM=Y;SS=M; 9.69 

45 442652; AI005163; Hs.201378; Homo sapiens cONA FU40427 fis; none;TM=M;SS=N; 9.68 

446291; BE397753; Hs.14623; interferon, gamma-inducible protein 30; QLT;TM=M;SS=Y; 9.64 
408380; AF123050; Hs.44532; diubiquitin; ubiquitin;TM=M;SS=N; 9.54 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone_rec^f-C4,none; 9.52 
_ A 449494; AW237014; Hs.315369; aquaporin 4; MP.none; a51 
50 456062; A1856286; Hs.71962; ESTs, Weakly similar to B36298 proline^ none.none; 9.42 

446428; AW082270; Hs.12496; ESTs, Weakly simitar to ALU4.HUMAN ALU S; none,none; 9.41 

421952; AA30090O; Hs.98849. dynein tight chain 2B (DNLC2B); none.none; 9.19 

407949; W21874; Hs.247057; ESTs, Weakly similar to 2109260A B cell ; Ribos()rna!_S14,ank,pkinase,death,none; 9.16 
_ 456034; AW450979; ; gb:Ul^i*ala-a-12.0-Ul.s1 NCI_CGAP.Su; none,none; 9.15 
55 407788; BE514982; Hs.38991; S100 c^cturnWtng protein A2; efhand,S_100,S_100,efhand; 9.15 

416965; N26223; Hs.160436; MDAC1; none;NA;NA; 9.03 

443324; R44013; Hs.164225; ESTs; none.none; 9.03 

435575; AF213457; Hs.44234; triggering receptor expressed on myeloid; ig;TM=Y;SS=M; 9.00 
_ _ 440273; AI805392; Hs^25335; Homo sapiens cONA: FU23523 fis, clone L; none,none; 8.99 
60 424527; AW138558; Hs.334873; ESTs, Weakly similar to I54374 gene NF2 ; ZnjarbOpeptnone; &80 
409203; AA780473; Hs.687; cytochrome P450. subfamily IVB. potypepU p450;TM=M;SS=Y; 8.76 
423387; AJ012074; Hs.348500; vasoactive intestinal peptide receptor 1; 7tmj2,HRM,CSD;TM=Y;SS=M; 8.74 
443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 8.73 
r _ 425367; BE271 188; Hs. 155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 8.68 
65 418918; X07871; Hs.89476; C02 antigen (p50), sheep red blood cell ; ig;TM=Y;SS=M; 8.56 
421563; NM.006433; Hs.105806; granufysin; none;; a55 

450726; AW204600; Hs.355462; HUMPSPBA Human pulmonary surfactarteso; SAPA,SurfactanL0,ncne; 8.51 
419693; AA133749; Hs.301350; FXYD domain-containing ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M; a51 

_ _ 424450; AL137526; Hs.374425; dynein intermediate chain 2; WD40;; 8.42 

70 402474; ; ; NfyLG04079:Homo sapiens cathepsin S (CTSS; Pep5dase_C1 ;; 8.41 

458079; A1796870; Hs.54277; Homo sapiens similar to R1KEN cONA 28100; none;TM=M;SS=N; B.40 
424779; AL046851; Hs.153053; C037 anfigen; transmembfane4;TM=Y;SS=M; 8.36 
453310; X70697; Hs.553; solute carrier family 6 (neurotransmitfe; SNF^T.traiisporter;TM=Y;SS=N; 8.34 
448140; AF146761; Hs.20450; BCM-Gke membrane protein precursor; ig;TM=Y;SS=N; 8.33 

75 404240: ; ; NfcL018950:Homo sapiens major histocompat; ig,MHCJ;TM=Y;SS=M; 8.28 
459702; AI204995; ; gban03cO3jt1 Stratagene schzo brain S1; none,none; 8.17 
449523; NH.000579; Hs.54443; chernokine (C-C motif) receptor 5; 7tm.1;TM=Y;SS=M; ai7 
442994; A1026718; Hs.1 6954; ESTs; ank,pidnase.death,Rux)Soma1.S14; &12 

0 _ 446998; N99013; Hs.278966; Homo sapiens mRNA; cDNA DKFZp564B2062 (f; PMP22^aaudin,none; a07 

oO 4201 37; AA306478; Hs.95327; C03D anflgen. delta polypeptide (T1T3 co; ITAM;TM=Y;SS=M; a01 
435472; AW97233Q; Hs.283022; mggering receptor expressed on myeloid; ig;TM=M;SS=M; 7.99 
432441; AW32425; Hs.1 63484; intron of hepatocyte nuclear factor-3 al; FonX.head.none; 7.99 
409208; Y00093; Hs.172631; inlegrin, alpha X (antigen C011C (p150)^ vwa.FG-GAPMeo^n^vwajntegrin^A.FG-GAP; 7.94 

513 



WO 03/042661 



432606; NIVL002104; Hs.3066; granzyme K (serine protease, granzyme 3," trypsin;TM=Y;SS=M; 7.92 
442832; AW206560; Hs.253569; ESTs; none,nona; 7.90 

412104; AW205197; Hs.240951: Homo sapiens. Similar to RIKEN cONA 2210; none;TMsM;SS=N; 7.89 

427337; 246223; Hs.176663; Fc fragment of IgG. tew effing lllb. n tg;TM=Y;SS=M; 7.86 

443951; F13272; Hs.3S6835; ferritin, Kght poTypepOde; PMP22.aaudin.none; 7.84 

418299; AA279530; Hs.83968; integrin. beta 2 (antigen C018 (p95). \f, integrin_B,EGF;PSi;TM=Y;SS=M; 7.79 

447131 ; N M.004585; Hs. 17466; retinoc acid receptor responder (tazaro; none;TM=Y;SS=N; 7.78 

423961; D13665; Hs.136348; periosfln (OSF-2os); FascicIin;TM=M;$S=W; 7.73 

424917; A1636208; Hs.96901; hypolhetfcal protein FU23049; none;TM=M;SS=N; 7.72 

438564; AA381553; Hs.1 98253; major histocompatibility complex, class ; ig.MHCJLatpna.none; 7.65 

456672; AK002016; Hs.1 14727; Homo sapiens, clone MGC16327, mRNA, com; none.PK.PK.C.myosin.head.RhoGAP; 7.64 

427792; M63928; Hs.1 80841; tumor necrosis factor receptor superfemi; SRP14.TNFR.c5;; 7.63 

436954; AA740151; Hs.130425; ESTs; ncmnone; 7.58 

429732; U201 58; Hs.2488; lymphocyte cytosoOc protein 2 (SH2 doma; SH2;; 7.56 

407601; AC002300; Hs.37129; sodium channel, nonvottage-gated 1, beta; ASC;TM=Y;SS=M; 7.55 

417105; X60992; Hs.81226; CDS antigen; SRCRTM=Y;SS=M; 7.51 

414821; M63835; Hs.77424; Fc fragment of IgG. high affinity la, re; ig;TM=Y;SS=M; 7.46 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen,TM=M;SS=M; 7.40 . * 

432222; A1204995; ; gb:an03cO3.x1 Stratagene schizo brain S1; none,none; 7.38 

422667; H25642; Hs.132821; ESTs; FMCWike,FMOfike; 7.37 

444527; NMJJ05408; Hs.1 1 383; small inducible cytokine subfamily A (Cy; IL8;; 736 

457411; AW085961; Hs.130093; iroquois-ctass homeobox protein IRX2; none,none; 732 

439237; AW408158; Hs.318893; ESTs, WeaWy similar to A47582 8-cefl gr; FurirtJike.r^inase.Recep.Ldorrdn.YlP.none; 7.32 

419231; AL046294; Hs.1 36245; ESTs, Weakly similar to T17227 hypothec none.none; 7.30 

438873; AI302471; Hs.124292; Homo sapiens cDNA: FU23123 fis, clone L; none.none; 7.27 

424027; AW337575; Hs.201591; ESTs; 7tnL2.HRM.none; 7.26 

428927; AA441837; Hs.90250; Homo sapiens hypothetical protein FU231; none,none; 7.24 

432435; BE218886; Hs.282070; ESTs; none,none; 7.22 

428467; AK002121; Hs.184465; hypothetical protein FU112S9; none;TM=Y;SS=M; 7.21 
416030; H15261; Hs.21948; ESTs; none.none; 7.20 

433293; AF007835; Hs.32417; hypothetical protein MGC2742; none;TM=M;SS=N; 7.18 

418741; H83265; Hs.8881; ESTs, Weakly similar to S41044 chromosom; pxinaseAJtivin^recp.pM^ 7.16 
420656; AA279098; Hs.187636; ESTs; none.none; 7.14 
427698; AW972594; Hs.335499; ESTs; none,none; 7.1 1 

432268; BE31 1 856; Hs.274230; S^hosphoadenosine 5'-phosphosu!fate sy; APS^klnase^TP-sulrurylase:TM=M;SS=N; 7.08 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAfyLPNT,none; 7.04 

430413; AW842182; Hs.241392; small inducible cytokine A5 (RANTES); 1L8;TM=M;SS=Y; 7.04 

452363; A1582743; Hs.94953; Homo sapiens, Similar to complement comp; C1q,CoSagen;; 7.03 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 7.01 

418945; BE246762; Hs.89499; aracMdonate 54poxygenase; lipoxygenase 1 PLAT;TM=M;SS=N; 6.97 

452281; T93500; Hs.28792; Homo sapiens cDNA FU1 1041 fis, done PL; TGFb_propeptide,TGF-beta,none; 6.96 

458124; AW005548; Hs.124590; ESTs; none,none; 6.94 

422846; BE513934; Hs.1583; neutrophil cytosofic factor 1 (47kD, chr, SH3,PX;TM=M;SS=N; 6.93 

41 1027; AF072099; Hs.67846; leukocyte immunogtobulin-tike receptor, ; inositoLP&TM=M;SS=N; 6.92 

428820; AA436187; Hs.172631; integrin, alpha M (complement component ; vwa,integrin J A,FG-GAP;TM=Y;SS=M; 6.90 

423575; C18863; Hs.163443; intron of periostin (OSF-2os); Fasciclin.none; 6.89 

419490; NMJH6144; Hs.90708; granzyme A (granzyme 1 , cytotoxic T-rymp; trypsin;TM=M;SS=M; 6.89 

450954; AI904740; Hs.25691 ; receptor (calcitonin) activity modifying; none;TM=Y;SS=M; 6.87 

425976; C75094; Hs.334514; NG22 protein; votege„aC;TM=Y;SS=iM: 6.84 

425555; AA359291 ; Hs.130767; Homo sapiens cDNA: FU23553 fis. clone L; LRR;TM=M;SS=N; 6.81 

414991; C17898; ; Homo sapiens up-regulated by BCG-CWS (LO; Zlp.nona; 6.80 

41 0342; R31350; Hs.743; Fc fragment of IgE, high affinity I, rec; ITAM;TM=Y;SS=M; 6.B0 

422163; AF027208; Hs.1 12360; promlnin (mouselike 1; none;TM=Y;SS=M; 6.79 

445885; AI734009; Hs.127699; WAA1603 protein; none.none; 6.77 

436576; A1458213; Hs.77542; ESTs; 7tmJ,DnaJ; 6.77 

417079; U65590; Hs.81134; irrterleuldn 1 receptor antagonist 111;; 6J6 

42471 1; NM_005795; Hs.152175; calcitonin receptor-fike; 7tmJt,H RM;TM=Y;SS=M; 6.75 

416847; L43821; Hs.80261; enhancer of fflamentation 1 (cas-Gke do; SH3;TM=M;SS=N; 6.73 

426251; M24283; Hs.168383; interceflular adhesion molecule 1 (CD54); ig.lCAM_N;TM=M;SS=M; 6.71 

417929; R27219;Hs.74647; Human T-cefl receptor active alpha^hain; ig.abhydrclase; 6.70 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; none.!ectin_c; 6.70 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cy; !L8;TM=M;SS=Y; 6.68 

421445; AA913059; Hs. 104433; Homo sapiens, done IMAG&405486B, mRNA; bn_trans.ietetra.asp; 6.65 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cON; IMP0rL(yMP0rLN,CBS 1 integrir u B.Ricin_B JecQn; 6.62 

428582; BE336699; Hs. 185055; BENE protein; none;TM=Y;SS=M; 6.60 

453142; AA033648; Hs.7473; Homo sapiens gap junction protein, alpha; connexln;TM=Y;SS=M; 6.60 

432374; W68815; Hs.301885; Homo sapiens cDNA FU11346 fis, done PL; none,none; 6.56 

448569; BE382657; Hs^l486; signal transducer and activator of trans; SH2,STAT l STATJjind,STAT_prot;TM=M;SS=N; 6.54 
424321; W74048; Hs.1765; ryrnphocyte-spedfic protein tyrosine kin; SH2.SH3,pkinase;TM=M;SS=N; 6.51 
446932; AA961459; Hs.125644; ESTs; none.LRRLRRNT; 6.50 

427247; AW504221; Hs.174103; integrin, alpha L (antigen C011A (p180),; vwa,integrlrLA.FG-GAP;TM=Y;SS=M; 6.48 

425998; AU076629; Hs.165950; fibroblast growth factor receptor 4; tg,pkinase;TM=M;$S=M; 6.47 

447232; AW499834; Hs.327; interieukin 10 receptor, alpha; none;TM=M;SS=M; 6.46 

431745; AW972448; Hs.1 63425; Novel FGENESH predicted cadherin repeat ; none.none; 6.43 

417370; T28651 ; Hs.374466; byptophanyl-tRNA synthetase; WHEP-TRS.lRNA-synU br, 6.41 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t; kinesin.fn3.Y_phosphatase;TM=M;SS-N; 6.40 

42961 0; AB024937; Hs.21 1 092; LUNX protein; PIUNC (palate lung and nas; none;; 63 

409340; BE174629; Hs.321130; hyrximetfcal protein MGC2771; 

aaj>ermeases4>yria\jxalJeC > brom^^ 
41 3385; M34455; Hs.840; mdolearrfne-pyrrote 2,3 dioxygenase; IDO;TM=M;SS=N; 6.36 
451820; AW058357; Hs.199248; ESTs; 7tm_1;TM=Y;SS=M; 6.34 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family 15 (HVpep; PTR2;TM=Y;SS=N; a32 
424247; X14008; Hsi34734; lysozyme (renal Bmyloidosis): lysJg.FAO_Synth.Wh,Wh_C;pklnasa;; 6.32 
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444090; S691 15; Hs.10306; natural killer ceB group 7 sequence; PMP22J2auoln;Tf^Y;SS=^ 6.31 
416819; U77735; Hs.60205; pin>2 oncogene; pkmase- &30 
421659; NMJH4459; Hs.10651 1; protocadherin 17; cadhenn;TM=M;SS=M; a27 
415198; AW009480; Hs.943; natural kHter cell transcript 4; none;TM=M;SS=N; 6.26 
0 424273; W40460; Hs. 144442; phosphofipase A2. group * phosBp;TM=M;SS=Y; 6.24 
429083; Y09397; Hs.227817; BCL2-rdated protein A1; Bd-2;TM=M;SS=N; &23 
452194; A169441 3; Hs.373599; olfactory receptor, famSy 2, subfamOy ; none,ncne; 6.22 
424144; AA454033; Hs.41644; AKAP-assodated sperm protein; Rfla;; 6.21 

414142; AW358397; Hs.334485; hemteenUn (fibufoi 6): EGF.tg,tspJ.horrrione4^quash l TIUAdeno.E3 CR1;TM=M;SS=M; a21 

1U 442006;AW975183;Hs.372210;E$Ts,Weaktys 

420256; U84722; Hs.76206; cadherin 5, type 2, VE-cadherin (vascula; cadTieitxC^dherin^terr^TMsYiSS^ 6.19 

421379; Y15221 ; Hs.103982; smaD inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 6.17 

440452; AJ925136; Hs.55150; ESTs, Weakly similar to CAYP_HUMAN CALCY; none;NA;NA; 6.17 

421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 6.16 
1 J 452960; AK001335; Hs.31 137; protein tyrosine phosphatase, receptor t Yjjhosphatase.none: ai5 

410361; BE391804; Hs.62661; guanytata binding protein 1, interferon-; GBP,GBP_C;TM=Y;SS=M; &13 

415765; NNL005424; Hs. 78824; tyrosine kinase with irnrnunogbbutin and : EGF,m3Jg 1 pktoase,lamimn_EGF;TM=M;SS=Y; 6.12 

430478; NMJH4349; Hs.241535; apoprotein U 3; MotA_ExbB;TM=Y;SS=M; 6.12 

413869; NM.000878; Hs.75596; Interleukin 2 receptor, beta; none;TM=Y;SS=W; 6.09 
ZU 446608; N75217; Hs.175622; ESTs; ArmadiIto_seg.HEAT_PB$;TM=M;SS=M; 6.08 

430378; Z29572; Hs.2556; tumor necrosis factor receptor superfamr, IL2;; 6.08 

426116; AA868729; Hs.144694; ESTs; none,none; 6.06 

445033; AV652402; Hs.72901; cycliiwiependent kinase inhibitor 2B (p1; ankr. 6.05 

426721; AA383588; Hs.288545; ESTs, Weakly similar to T29012 hypothec zK2H2;TM=M;SS=N; 6.05 
25 429228; A1553633; Hs.356828; ESTs; none,none; 6.05 

421757; Z20897; Hs.296259; paraoxonase 3; Aryiesterase;; 6.04 

437669; AI358105; Hs.123164; ESTs, Weakly similar to match to ESTs AA; none,pkinase,pWnase C; 6.03 

41 9508; AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABCJran,ABC membrane;TM=Y;SS=M; 6.02 

428667; AI375550; Hs.346868; nucleolar protein p40; homolog of yeast ; none,none; 6.01 

432731; R31178; Hs.287820; fibronectin 1; fh1,fn2,m3.none; 5.95 

446566; H95741; Hs.17914; membrane-spanning 4-domains. subfamily A; none;TM=Y;SS=M; 5.95 

450656; AA010539; Hs.18912; unnamed protein product; zS-ClHZ: 5.94 

418460; M26315; Hs.85258; C08 anBgen, alpha porypepfide (p32); ig;TM=Y;SS=M; 5.94 

424054; AA33451 1 ; Hs.26638; membrane-spanning 4-domains, subfamBy A; none;TM=Y;SS=M; 5.94 
J 3 408048; NM.007203; Hs.42322; A kinase (PRKA) anchor protein 2; Paralemmin;TM=M;SS=N; 5.94 

438670; AI275803; Hs.123428; ESTs; none;NA;NA; 5.91 

424238; AA337401; Hs,137635; ESTs; none;TM=M;SS=M; 5.90 

444143; AW747996; Hs.160999; ESTs, Moderately simflar to A56194 throm; BcW2,none; 5,89 

423690; AA329648; Hs.23804; ESTs, Weakly similar to PN0099son3 prot ton_trans,IQ.none; 5.88 
4U 409799; 011928; Hs.76845; phosphoserine phosphatase-Rke; Kydroiase;TM=M;SS=N; 5.81 

407239; AA076350; Hs.67846; leukocyte immunoglobufin-Gke receptor, ; lg;TM=Y;SS=M; 5.81 

411125; AA151647; Hs.68877; cytochrome b-245. alpha polypepftle; none;TMsY;S$=M; 5.80 

420340; NM_OQ0734; Hs.97087; CD3Z antigen, zeta polypeptide (TTT3 com; ITAM;TM=M;SS=M; 5.79 

431681; AK000378; Hs.267566; hypothefcal protein FU20371; sugar tnTM=Y;SS=N; 5.79 
45 413441; A1929374; Hs.75367; Src^ike-adapter; SH2.SH3;TM=M;SS=Ni 5.79 

443257; AJ334040; Hs,1 1614; HSPCC65 protein; trypsin;TM=M;SS=N; 5.76 

415801; R24219; Hs.278443; Fc fragment of IgG, tow affinity lib. re; ig;TM=Y;SS=N; 5.70 

435299; AI745458; Hs.343026; ESTs, Weakly similar to T20593 hypothetl; none;NA;NA; 5.69 

415995; NMJJ04573; Hs.355888; phosphoilpaseC, beta2; C2.Pl^LC-WLC-X;TW=M;SS=N; 5.67 
DU 436772; AW975688; Hs.348918; metaSothioneln 1E (fundionaJ); 7tm_2,HRM^one; 5.67 

431385; BE178536; Hs. 11090; membrane-spanning 4-domains, subfamily A; none, none; 5.66 

419833; AA251131; Hs.220697; Homo sapiens tryptophanyHRNA synlhetas; WHEP-TRS,tRNA-synL1b,none; 5.66 

421859; AA356620; Hs.108947; KIAA0050 gene product; ankPH^ufGap;; 5.64 

407756; AA116021; Hs.38260; ubiquifin specific protease 18; UCH-1.UCH-2;; 5.63 
D 5 425354; U62027; Hs.155935; complement component 3a receptor 1; 7tmJ;TM=Y;$S=M; 5.63 

423533; NMJM4339; Hs.129751; Interleukin 17 receptor; none;TM=Y;SS=M; 5.63 

419577; L36531; Hs.91296; mtegrin, alpha 8; integriiLA.FfrGAr>TM=Y;SS=N; &61 

452561; AI692181; Hs.49169; K1AA1 634 protein; TPR 1 PD2,WW 1 GuanytateJdn;TM=M;SS=N; &61 

428677; AI657119; Hs.351582; troponin I. cardiac; none;TM=M;SS=N; 5.60 
OU 425509; AF079363; Hs.15821 3; sperm associated antigen 6; Amiadfflojseg,HEAT PBS;TM=M;SS=N; 5.58 

453852; AW961818; Hs.211592; l^l^p^n;pkinase,DAG.PE^)ind,C2 ( pkinase C,none;5.57 

421924; BE514514; Hs.109606; coronin, actin-binding protein, 1A; WD40,Wh C;TM=M;SS=N; 557 

448030; N30714; Hs.325960; merrtowpanning 4-domains, subfamily A; none;TM=Y;SS=ftt 5.55 

431630; NM.002204; Hs.265829; integrin, alpha 3 (antigen C049C. alpha ; R3^,RriaM^rycop,in^rinJ^TM=Y;SS=M; 5.53 
05 410257; BE244044; Hs.61469; hypolhetfeal protein; none.none; 5.53 

441965; AA972712; Hs.269737; ESTs; pHnase^Mijecp.TSPN,Collagan; 5.52 

413934; U03056; Hs.75619; rryahjnmoojucosaminidase 1; mtegrin B.GrycoJjydro 56;; 552 

424517; AI539443; Hs.137447; Homo sapiens cONA FU12169 fs, clone MA; SH2.STAT.STAT blnd,STAT_prot,none; 5.50 

447357; AI375922; Hs. 132821; ESTs; FMCWike,FM04ike; 5.46 
/ U 422109; S73265; Hs.1473; gastrin-releaslng peptide; BombesiaOefensin_propep;TM=M;SS=M; 5.46 

447033; AI357412; Hs.157601; Predicted gene: Eos cloned; secreted w/V; nona,none; 5.45 

417412; X16896; Hs.821 12; Interleukin 1 receptor, type t ig,TIR;TM=M;SS=M; 5.45 

436057; AJ0O4832; Hs.5038; neuropathy target esterase; cNMP_bmding,k)n_trans,Patafin;TM=Y;SS=M; 5.41 

417497; AW402482; Hs.B2212; C053 antigen; uansmernbrane4;TM=Y;SS=« 5.41 
/ D 439285; AL133916; Hs.47860; hypolheGcal protein FU20093; ig.pktee.LKRLRRNT.LRRCT.rrana; 5.40 

452698; NMJJ01295; Hs.301921; criemokine (OC motif) receptor 1; 7tmJ;TM=Y;SS=M; 5.40 

443623; AA345519; Hs.9641 ; complement component 1, q subcomponent ; C1q,Cd!agenr. 5.40 

446272; BE268912; Hs.14601; heinatopofetfcce&«peaTic Lyn substrat SKU1S1 jep;TM=M;SS=N; 5.38 

437275; AW976035; Hs.292396; ESTs, WeaHy sknflar to A47582 B-cell gr; none/rizzted,Fz; 5.37 
OU 419660; BE280337; Hs. 194693; solutecarrier family 7 (cafionlc ammo ; aaj5ermeases;TM-Y;SS=M; 5.37 

449853; AF006823; Hs.24040; potassium channel, subfamOy K. member 3; fcnJrans;TM=Y;SS=M; 5.36 

442434; AA995787; Hs. 129583; ESTs; lRK,none; 5.36 

428065; A1634046; Hs.157313; ESTs; ICEjj20.OED,IC£j>10,ICEjj20,OEO; 5^6 
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445333: BE537641; Hs.44278; hypothe&al protein FU12538 similar to; ras.af.TK;; 5.33 

425638; NM.012337; Hs. 158450. nasopharyngeal epitheta specific prote; none;TM=M;SS=N; 5.32 

419034; NMJW2110; Hs.89555; hemopoietic eel) kinase; SH2.SH3.pWnase;TM=M;SS=N; 5.32 

452416; AA0261 15; Hs.1 1 4777; ESTs; none.PbrphobiLdeam; 5.29 

425205; NMJ5Q5854; Hs. 155 106; receptor (calcitonin) activity modifying; none;TM=Y;SS=N; 5.29 

440475; A1807671; Hs.24040; potassium channel, subfamily K. member 3; ton Jrans,none; 5.28 

417355; D13168; Hs.82002; endofodm receptor type 8; 7trrLl^C3HW.m3.SPRY.KRAB^2H2.rve^_box;TM=Y;SS=M; 5.28 
436120; AI248193; Hs.119860; ESTs; hemej.none; 5.27 

418307; U70867; Hs.83974; solute carrier family 21 (prostaglandin ; OATP_N,GATP_C;TM=Y;SS=M; 5.27 

409745; AA077391; ; gb:7B14E12 Chrornosorne 7 Fetal Brain cDNA; 7tn^1^-C3HC4 l fn3,SPRY^RAB^-C2H2,rve.zr-B box;TW=Y;SS=M; 5.26 

421554; AW137676; Hs.97775; ESTs; none.none; 533 

408308; AL033377; Hs.44197; hypothetical protein DKFZp564D0462; nonejione; 5.22 

410434; AFQ51 152; Hs.63668; toll-like receptor 2; LRRUttCT,TtR;TM=M;SS=M; 121 

421585; U95626; Hs.302043; chemoklne (C-C mo5f) receptor-Q© 2 0 7tm 1;TM=Y;SS=M; 5.19 

400261; ; Hs.1802; Eos Control; ig,MHCJLbeta;TM=Y;SS=M; 5.19 

436856; A1469355; Hs.127310; ESTs; pktoase.rrrn;TM=M;S$=N; 5.18 

408761; M057264; Hs.238936; ESTs. Weakly similar to (defline not avac 7tm_1,none; 5.17 

425023; AW956889; Hs.154210; EDG-1 (endothelial differentiation, sph; 7tmJ;TM=Y;SS=M; 5.16 

452203; X57522; Hs.352018; transporter 1. ATP-binding cassette, sub; ABC_tran^Cjnembrane f SRP54.ThymidylateJdn;TM=Y;SS=^ 5.16 

451220; AF124251; Hs.26054; novel SH2-containing protein 3; SH2;TM=M;SS=N; 5.15 

417771; AA804698; Hs.82547; retinoic acid receptor responder {tazaro; none,none; &14 

424925; NM_002432; Hs.153837; myeloid cell nuclear differenfiation ant; PAAD DAPIN.HIN;; 5.14 

451099; R52795; Hs.25954; Interleukin 13 receptor, alpha 2; fa3;TM=Y;SS=M; 5.13 

427509; M62505; Hs.2161; complement component 5 receptor 1 (C5a 7tm_1;TM=Y;SS=M; 5.12 

423196; AK001866; Hs.125139; hypothetical protein FU11004; none;TM=M;SS=N; 5.12 

433671; AW138797; Hs.132906; 19A24 protein; lg;TM=M;SS=M; 5.11 

426457; AW894667; Hs.380138; chtmerm (chimaertn) 1; 0AGJ , E^ind 1 RhoGAP,SH2;TM=M;SS=N; 5.06 

431890; X17033; Hs.271986; integrin. alpha 2 (CD49B, alpha 2 subunl; vwajnteo^oAFG-GAP;TM=Y;SS=M; 5.05 

418185; AW958272; Hs.347326; intercelluJar adhesion molecule 2 0CAM; none;TM=Y;SS=M; 5.05 

437352; AL353957; Hs.284181; hypothetical protein DKFZp434P0531; OUF221;TM=Y;SS=M; 5.03 

457918; AL359590; Hs.162604; hypothetical protein DKFZp762M186; PLDc;TM=M;SS=N; 5.02 

452924; AW58Q939; Hs.97199; complement componeni C1q receptor; EGFJectm c,rissue_fa(Oaink,TlL:TM=Y;SS=M; 5.02 

426535; AU077012; Hs.288582; ESTs, Weakly similar to ubiquitous TPR m; KiiiUX.BPTI.KunItz^BPTl.7tm 2.HRM; 4.99 

432805; X94630; Hs .3107; CD97 antigen; 7triL2.EGF.GPS.FecCO;TM=Y;SS=M; 4.95 

434883; AW381538; Hs. 19807; hypothetical protein MGC12959; SH3.PH.WW 1 RhoGAP;; 4.95 

414291 ; AI289619; Hs.1 3040; G protein-coupled receptor 86; 7tm_1;TM=Y;SS=M; 4.94 

428981; BE313077; Hs.93135; ESTs. WeaWy simflai to ALU?_HUMAN ALU S; none.rrm; 4.92 

451154; AA015879; Hs.33536; ESTs; TIMP.none; 4.92 

435730; AB020635; Hs.4984; K1AA0828 protein; MoHcyase,TrlcA.N,2-Hacld DH_GTM=M;SS=N; 4.90 

413011; AW068115; Hs.821; bigfycan; LRR.LRRNT;; 4,90 

422732; AA577455; Hs.24937; transformer^ alpha {htra-2 Etfpha); rTm,ig; 4.89 

417015; M83772; Hs.80876; flavin containing monooxygenase 3; FMOIike,pyr - redox;TM=Y;SS=M; 4.88 

412773; H15785; Hs.74573; similar to vaccinia virus Hindtll K4L OR; PU)c;TW=M;S$=N: 4.88 

439659; AW9707B0; Hs.59483; leucine-rich repeat-containing G protein; 7tm_1,LRR;TM=Y;SS=N; 4.87 

405102; ; ; C1500122O*:gi|4469558lgbJAAD21311.1I (AF; DAGJ J E-bind,PH,RhoGEF,DC1;; 4.86 

422795; AB033109; Hs.375610; WAA1283 protein; 7tmJ,k3zalA2M,A2l\WM=Y;SS=M; 4.84 

432581; AU076465; Hs.278441; WAA0015 gene product; PP2C;TM=M;SS=N; 4.83 

414936; C14774; ; gb:C14774 Ctontech human aorta polyA mRN; 8nk.pWnase.death.none; 4.82 

430152; AB001325; Hs.234642; aquaporin 3; MiP;TM=Y;SS4t 4.82 

444838; AV651680; Hs.208558; ESTs; lntegrbLA.FG^AP,none; 4.81 

410423; AW402432; Hs.63489; protein tyrosine phosphatase, non-recept; SH2,YjAcsphatase.DSPc;TM=M;SS=N; 4.81 

453107; N&L016113; Hs.279746; vanElotd receptor-like protein 1; ankjon Jrare;TM=Y;SS=N; 4.80 

433376; AI249361; Hs.74122; caspase 4. apoptosis-related cysteine pn C^,ICEj>10JC£j>2();; 4.80 

422010; AA302049; Hs.31181; Homo sapiens cDNA: FU23230 fis. clone C; none.SOF.sugar_tn 4.78 

419542; AA366037; Hs.90911; solute carrier family 16(monocarboxylic; none.none; 4.76 

438899; AF085833; Hs.135624: ESTs; r»r^PI3„PI4J<toase.R3Ka.R3K_C2.PI3K»rod.Pl3K_p85B; 4.75 

427418; AA402587; Hs.356667; IAT1-3TM protein; none,none; 4.75 

431924; AK000850; Hs.272203; Homo sapiens cDNA FU20843 lis. clone AO, SH3.none; 4.73 

424218; AF031824; Hs.143212; cystafin F (leukocystatln); cystafin,-; 4.72 

414888; AIXB9185; Hs.77558; thyroid hormone receptor Interactor 7; HMG14 17,none; 4.72 

416178; AI808527; Hs.192822: serologically defined breast cancer anti; none;TM=M;SS=N; 4.71 

430037; BE409649; Hs.227789; mitogen-acOYated protein Wnase-acfivat pktnase;TM=M;SS=N; 4.71 

451527; AF022813; Hs.26518; transmembrane 4 superfamfly member 7; none.none; 4.71 

453870; AW385001; Hs.8042; Homo sapiens cDNA: FU23173 fc, clone L; FG-GAPJntegrliLA,NlF; 4.71 

4081 13; T82427; Hs.194101; Homo sapiens cDNA: FU20869&, done A; 7tm_3,none; 4.70 

438543; AA810141; Hs.192182; ESTs; SH2.pklnasejwne; 4.70 

«J?J? death ^sodated protein kinase 1; anKpklnase T aeatrvSP^^ 4.70 

4381 13; A1467908; Hs.8882; ESTs; 7tmJ.none; 4.70 

422164; NMJJ14312; Hs.1 12377; corfc a) thymocyte receptor (X iaevls ; lfl,GemirOrwv;TM=Y;SS=M; 4.69 
414482; S57498; Hs.76252; endothefin receptor type A; 7tmJ;TM=Y;SS=M; 4.69 
425069; AA687465; Hs^98184; potassium vottage^ated channel, shaker-; aktojcetjed.nona; 4.67 
432314; AA533447; Hs^85173; ESTs; Xlinlywne; 4.66 

453518; AW503205; Hs,27268; gfcUWF^NO^-g^HJUl NIH^MGC 50; SH3.PH.RhoGEF;TM=M;SS=W; 4.66 

418613; AA744529; Hs.86575; rnftogervacOvated protein kinase kinase ; pWnase,CNH;TM=M;SS=N; 4.66 

446063; A1720140; Hs.151079; ESTs; ISK.Channel.none; 4.65 

454034; NM_000691; Hs.575; aldehyde dehydrogenase 3 family, member ; aJdedh; 4.65 

431441; U81961; Hs.2794; sodium channel, nonvoltag&gated 1 alpha; ASC;TM=Y;SS=N; 4.65 

443402; U77846; Hs.9295; elastin (supravalvular aortic stenosis, ; none.P02.Ufyt.pkinase; 4.65 

414809; AI434699; Hs.77356; transferrin receptor (p90. CD71J; PA;TM=Y;SS=N; 4.64 

427535; R29543; Hs.21 64; poiJatetet basic protein ftndudes plac IL8;TM=M;SS=M; 4.64 

437119; A1379921; Hs.1 77043; XP_171 387 slmOar to rhotekin; nons^ono; 4.63 

41 1779; AA29281 1; Hs.72050; ron-metastaflc cells 5, protein expresse; NDK;; 4.63 

429784; M89796; Hs.30; membrane-spanning ^domains, subfamily A; none;TM=Y;SS=N; 4.62 

516 



WO 03/042661 



PCT/US02/36810 



415934; NMJJ00928; Hs.992: phospholipase A2, group IB (pancreas); phosGpr. 4.61 

408873; AL046017; Hs.356216; calmodulin 2 frtosphorylase kinase, detU none,none; 4.61 

426432: AF001601; Hs.169857; paraoxonase Z Aiytesterase;TM=M;SS=N; 4.59 

444805; AB007899; Hs.12017; homdog of yeast ubiquiCn-protein Bgas; WW,HECT,RNA.pol_A,none; 4.59 

40B000; L1 1690; Hs.198689; bullous pemphigoid antigen 1 (23Q/240kD); emand,spectrin,GASZSH3.PrectinMXyloM 

l2.M,ldh_CaiAlP3;TM=M;SS=N; 4.59 
431087; H12723; Hs.290791; ESTs; bn_trans.none; 4.58 ' 

425465; L18964; Hs.1904; protein kinase C, iota; pldr»ase,DAG.PE^rutpkinase_C.OPR;Tr^M;SS=N; 4.58 

422427; AA310514; Hs.96692; ESTs; PH.Ets.Caspectrin.Ca^channeljB^ne; 4.57 

441527; W19504; Hs.7884; solute carrier fam3y 21 (organic anion ; GATP JI,OATPJ*TM=Y;SS=N; 4.56 

416464; NMJW0132; Hs.79345; coagulation factor VW, procoagulantco; CiHixjdase,F5_F8_type_C;; 4.56 

421233; AA209534; Hs.284243; tetraspan NET-6 protein; transmembrane4;TM=Y;SS=M; 4.56 

422311; AF073515; Hs.114948; cytokine receptor-Eke factor 1; fn3;TM=M;SS=N; 4.55 

444895; AI674383; Hs.22891 ; solute carrier family 7 (cationic amino ; ASC,death,TNFR_c6; 4.55 

428141; D50402; Hs.182611; solute carrier family 11 {proton-coupled; Nramp;TM=Y;SS=N; 4.55 

410290; M402307; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSI,TIG 1 lntegrin_8;TM=Y;SS=M; 4.54 

426437; BE076537; Hs.1 69895; ubiqultin-conjugaung enzyme E2U6; Armaffl!o_seg,UCLcon,none: 4.54 

450086; AW016343; Hs.233301; ESTs; anMeath.ZU5.NMU.none; 4.54 

438209; AL120659; Hs.61 11; aryWiydrocarbcn receptor nuclear transl; HLH,PAS f lt8;TM=M;SS=N; 4.54 
414788; X78342; Hs.77313; cyctin-dependent kinase (CDC2-*ke) 10; pkmase;TM=M;SS=N; 4.53 
429109; AL008637; Hs.196352; neutrophil cytosofc factor 4 (40kD); SH3,OPR.PX:TM=M;SS=N; 4.53 
427557; NMJJ02659; Ks.179657; plasminogen activator, urokinase recepto; UPARJY6,ET l PlA2Jnh;; 4.53 
411213; M676939; Hs,69285; neuropUin 1; MAM,F5_F8_type_C,CUB,CUB l MAM,F5_F8_type_C; 4.53 
434158; T86534; Hs.14372; ESTs; adenylateklnase,none; 4.52 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis, clone CO; pWnase.Furin-like.Recep.L.domain.none; 4.52 

447341; AF106941; Hs.18142; arTestin, beta 2; anesfirymestin C,PX,PH,PLDc; 4.52 

447656; NMJW3726; Hs.19126; src Wnase-asscciated phosphoprotein of ; SH3,PH;TM=M;SS=N; 4.51 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2,SH3.pWri3se;TM=M;SS=N; 4.51 

422893; X98411; Hs.380077; myosin IF; SH3.myosinJiead,IQ;TM=M;SS=N: 4.51 

407202; N58172; Hs.109370; ESTs; F5_F8Jype C,pkinase,Ets,none; 4.51 

447079; AA280057; Hs. 105280; ESTs, Weakly similar to (JJ963K23.2 [H.sa; zf-C2H2.zf-C3HC4.UIM;TM=M;SS=N; 4.51 
450747; AI064821; Hs.129953; ESTs, Highly similar to 1818357A EWS gen; rrm,zf-RanBP,GAS2; 4.50 
419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pkinase;TM=Y;SS=M; 4.50 
453856; AA804789; Hs.379109; POZ4JM protein mystique; UM,PDZ;TM=M;SS=N; 4.49 
432744; M988835; Hs.38664; ESTs; none,none; 4.49 

419032; W81330; Hs.99877; ESTs, Highly similar to JAK3B (H^apiens; pkhase,SH2,lnsutin f pldnase,SH2; 4.48 
444009; AI380792; Hs.135104; ESTs; TNFr\.c6.TtUnone; 4.48 

426416; AW612744; Hs.169824; killer ceD lectuv&ke receptor subfami; lectjruc;TM=Y;SS=M; 4.48 

412802; U4151B; Hs.74602; aquaporin 1 (channel-forming Integral pn MIP;TM=Y;SS=M; 4.48 

447217; BE465754; Hs.17778; neuropHin 2; CUB.MAM,F5 J8Jype_C;TM=M;SS=M; 4.47 

408771; AW732573; Hs.47584; potassium voltage-gated channel, delayed; eftand,ionJrarts.KJetra,none; 4.47 

435049; AL122067; Hs.4746; hypothetical protein RJ21324; none;TM=M;SS=N; 4.46 

413278; BE563085; Hs.833; mterferon-stimulated protein, 1 5 kDa; ubiquity 4.45 

423804; AW403448; Hs.1706; mtenerorwtimulated transcription fact; IRF^HC4,IBfUf.RanBP;TM=M;SS=N; 4.45 
434308; N51517; Hs.47282; ESTs; pkinase,pkinase_C,none; 4.45 

434448; W26667; Hs.184581; Homo sapiens cDNA FU14821 fis, clone OV; pklnase.pkinase.C;; 4.45 

417426; NM.002291; Hs.82124; laminin. beta 1; lan*,EGFJaminMtem^integrin3r. 4.44 

41 7389; BE260964; Hs.82045; midldne (neurite growthi»romoting factor PTN_MK;TM=M;SS=Y; 4.44 

430259; BE550182; Hs.375142; RalGEF-fike protein 3, mouse homolog; fn3,RA,RasGEF;TM=M;SS=M; 4.44 

436001; AW903849; Hs.173840; HUEL (C4orf1 interacting protein; tg;TM=M;SS=M; 4.44 

452355; K54926; Hs.29202; G protehvcoupled receptor 34; 7tmJ,QATP_C;TM=Y;SS=N; 4.43 

418751; BE389014; Hs.372548; phosphdnosiede-3«nase, regulatory su; SH2.none; 4.43 

410068; AI633888; Hs.58435; FYrWjinding protein (FYB-1 20/130); SH3;TM=M;SS=N; 4.43 

449961; AW265634; Hs.133100; ESTs; pWnase.Furin-Jke.Recep Ldomain.none; 4.42 

451734; NMJXJ6176; Hs.26944; neurogranin (protein kinase C substrate,; IQ,7tmJ;TM=M;SS=N; 4.42 

410598; A1817130; Hs.9195; Homo sapiens cDNA FU13698 fis, done PU RasGEF.PRK; 4.42 

43941 1; AA044876; Hs.58043; ESTs. Weakly similar to CYA2.HUMAN ADENY; guanytate_cyc;TM=Y;SS=M; 4.42 

433179; AW362945; Hs.162459; ESTs; ArmaduTo_.seg,rione; 4.42 

414849; AW372721; Hs.291623; ESTs, WeaMy similar to unnamed protein ; pkinascnone; 4.42 

409512; AW979187; Hs.293591; metanoma tfifterenfefion associated prot; DEAD,heTtcase_C,CARD;TM=M;SS=N; 4.41 

445903; AI347487; Hs.132781; class I cytokine receptor, fn3;TM=Y;SS=N; 4.41 

438507; AA809052; Hs.356627; ESTs; none^one; 4.41 

409524; AW402151; Hs.54673; tumor necrosis factor (tigand) superfami; TNF;TM=Y;SS=M; 4.40 
453037; AA045175; Hs.17914; ESTs; none;TM=Y;SS=M; 4.40 

412228; AW503785; Hs.73792; canptement component (3d/Epstein Ban vi; susW;TM=Y;SS=M; 4.40 
451035; AU076785; Hs.430; piastin 1 (I isofomi); etod,CH AlapOn.N;; 4.40 
415149; X12451; Hs.78056; cathepsm U Peptidase CI;; 439 

408105; AW152207; Hs.270977; ESTs, WeaMy simiar to 138022 hypotheQ; Y^tepr)atase,carb_arihydr8se,OSPc,none; 4.39 

423099; NM.002837; Hs.123641; protein tyrosine phosphatase, receptor fc m3,Yj)hosphatase,OSPc,COX6C;TM=M;SS=M; 4.39 

438330; AW450572; Hs.257316; ESTs; pkinase^C4,ERM,CNH,none; 4.39 

433437; U20536; Hs.3280; caspase 6. apoptosis-refated cysteine pr; ICE_p10.ICE.p20;; 4.39 

429747; M87507; Hs.2490; caspase 1, apoptosis-related cysteine pn CARD,ICEj>10,lCE_p2O;; 4.39 

40410; BE298446; Hs.305890; BCU-Gke 1; Bd-2.BH4.none; 438 

434511; R28982; Hs.18106; ESTs; cMnase.Gryco hydro 39; 4.38 

448888; AW195663; Hs.200242; caspase recruitnint domain protein 6; CARO;TM=M;SS=N; 4.37 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor t m3,ig,Y jrfiosphatase,MAM;TM=Y;SS=M; 4.36 

432583; AW023624; Hs.1 62282; potassium channel TASK-4; potassium chan; ion,transXTM=Y;SS=M; 4.36 

413472; BE242870; Hs.75379; solute carrier family 1 (glial high affi; SDF;TM=Y;SS=M; 4.36 

426828; NM^000020; Hs. 172670; ecuvm A receptor type IWte 1; pkinaseAM_recp;TM=M:SS=M; 4.36 

449444; AW81 8436; Hs.351 306; sohrte carrier farriy 16 (nwnocarboxyfc; none;TM=Y;SS=M; 436 

437145; AF007216; Hs.5462; solute carrier famOy 4, sodium bicarbon; HC03_cotransp;TM=Y;SS=N; 436 

429670; LD1087; Hs.211593: protein kinase C, theta; [}AGJ > E^ad l pkinase l pldnase.C 1 DNAj)oJ_viJ33_N.PHD 1 DC1;T^ 4.35 

421195; BE464560; Hs.133017; ESTs; none,none;435 



517 



WO 03/042661 



PCT/US02/36810 



415758; BE270465; Hs.78793; protein Wnase C zeta; pWnase,0AG_PE-ttnd 1 pkin3se_C,OPR;; 4.35 

457001; J0325B; Hs.2062; vftamin 0 (1.25-dihydroxyvilamin 03) re; hon^e_rewWMelaltothio_5;TM=M;SS=H 4.34 

419150; T29618; Hs.89640; TEK tyrosine Wnase, endothelial (venous; EGF l fn3,pkmase 4 igJaninin_EGF,0SL;TM=Y;SS=M; 4.34 

440675; AW005054; Hs.279788; ESTs. WeaJdy similar to KCC1 .HUMAN CALQ; pWnase.none; 4.34 

429657; D13626; Hs.2465; WAA0001 gene product; putative G-protei; 7tm_1;TM=Y;SS=M; 4.34 

414509; AW16131 1; Hs.76294; CD63 antigen (melanoma 1 antigen); transnwnt)rane4;TM=Y;SS=M; 4.34 

425771; BE561776; Hs.159494; Bruton agammaglobulinemia tyrosine Wnas; SH2,SH3.pkinase.PH 1 BTKTM=M;SS=N; 4.34 

452124; AA454220; Hs.61170; ESTs; pldnase.rtone; 4.33 

407775; NMJJ04914; Hs.38772; RAB36, member RAS oncogene family; ras,arf;TM=M;SS=N; 4.33 
452688; AA721140; Hs.49930; ESTs, WeaMy similar to putative p150[H; SH3.none; 4.33 
434164; AW207019; Hs.148135; serineAhreonine kinase 33; pkinase;TM=M;SS=N; 4.32 
445330; R52656; Hs.2169t; ESTs; 7tm_1,none; 4.32 
437527; AI241019; Hs.145644; ESTs; PIP5K^one; 4.32 

437763; AA469369; Hs.5831; tissue inhibitor of metafloproteinase 1 ; T1MP.pkinase.OAG_PE-bind.RBD; 4.31 
416714; AF283770; Hs.79630; C079A anfigen ftrnn^noglobuErvassodated; lg.lTAM^n_dus;TM=Y;SS=M; 4.31 
416269; AA177138; Hs,161671: ESTs; pWnase,DAG_PE-bind.RBD,none; 4.30 
425458; H89317; Hs.182889; ESTs; ion_trans.none; 4.30 

424206; NM_003734; Hs.198241; amine oxidase, copper containing 3 (vase; Cu_amfoejjxid,Cu j^e_^^^ 4.29 

451876; T63141 ; ; gkyb99a12.s1 Stratagene lung (937210) H; SH3,none; 4.29 

417801; AA417383; Hs.82582; integrin, beta-tike 1 (with EGF-fike rep; EGF;; 4.29 

435240; AI025435; Hs.117532; ESTs; GHMPjdnases,none; 4.27 

444051; N48373; Hs.10247; activated leucocyte cell adhesion motecu; none,none; 4.26 

423523; AW299828; Hs.193580; ESTs; none,none; 4.26 

426274; D38122, Hs.2007; tumor necrosis factor (ligand) superfami; TNF;TM=Y;SS=N; 4.26 

425356; BE244879; Hs. 155939; inositol polyphospMe-&phosphatase, 14; Exo„endo_pnos.SH2;TM==M;SS=N; 4.26 

448386; AB037750; Hs.21061; WAA1329 protein; PKD,BNR;TM=Y;SS=M; 4.26 

418318; U47732; Hs.84072; transmembrane 4 superfamily member 3; transmembrane4;TM=Y;SS=M; 4.26 

427274; NM_00S211; Hs.174142; colony stimulating factor 1 receptor, fo; ig.pkinase;TM=Y;SS=M; 4.26 

416602; NM_006159; Hs.367895; Protein Wnase (Ending protein NELL2; EGF.vwc.TSPN;; 4.25 

436729; BE621807; Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 4.25 

436494; AA720997; Hs.128295; ESTs; none.CAP.aY,HC03^cotransp,Givco_hydro_63,PH; 4,24 

439668; AI091277; Hs.302634; frizzled (Drosophila) homoiog 8; Frizzted.Fz,7tnL2,toxin_2;TM-Y;SS=M; 4.24 

418255; AW1 35405; Hs.37251; ESTs; pxinase,none; 4.24 

400328; 5(87344; ; transporter 2. ATP-binding cassette, sub; none;TM=Y;SS=N; 4.24 

405121; ; ; mitogen-aclivated protein kinase 8 inter Cys_lmot < TGF4)eta,vwa.vwc l vwd.'nL,DUF139;; 4.24 

425795; AJ000479; Hs.159543; ED&6 (endothelial differentiation. G-p; 7tm_1;TM=Y;SS=M; 4.23 

405786; AW161678; Hs.11 1334; ferritin, light polypeptide; fenifin;TM=M;SS=N; 4.23 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 4.23 

445657; AW612141; Hs.279575; Homo sapiens frprotein coupled receptor ; 7tmJ;TM=Y;SS=M; 4.23 

413795; AL040178; Hs.142003; ESTs; none.pkinase.LRRLRRCT; 4.22 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chrornoso; ABC_tran.M,SMC - N.SMC_C ( DUF164.none; 422 

447887; AA114050; Hs.21 1610; caspase 8. apoptosis-related cysteine pn ICEj)iaiCE_p20,DED;TM=M;SS=N; 4.22 

417318; AW953937; Hs.240845; ESTs; SH3,PH,RhoGEF;; 4.21 

424291; AL120051; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 4.21 

408279; AF216965; Hs.44095; Homo sapiens, clone MGG12617, mRNA, com; none,none; 4.20 

432636; AA340864; Hs.278562; daudin 7; PMP22_Qaudin;TW=Y;SS=M; 4.20 

424618; L29472; Hs.1802; major histocompatibility complex, dass ; ig,MHCJIJ>eta;TM=Y;SS=M; 4.19 

445633; AI453386; Hs.17287; ESTs. Weakly simflar to S26689 hypotheti; IRK,none; 4.19 

432882; NM.013257; Hs.279696; seriiir^imwrfioold regulated kinase^; pkinase,PX.pkinase_C;; 4.19 

425481; AW978162; Hs.372811; ESTs; none,OxysteroLBP; 4.19 

429061; Y14039; Hs.195175; CASP8 and FAOWike apoptosis regulator; ICE_p20,DED;TM=M;SS=N; 4.18 
401083; ; ; Nl^016582*->lomo sapiens peptide transpon PTR2;TM=Y;SS=M; 4.18 
420676; AI434780; Hs.4248; vav 2 oncogene; RhoGEF,PH,CH,SH2,SH3,DAG_PE-blnd,none; 4.18 
424377; AF081675; Hs. 146322; toiler eel tecfin-like receptor subfami; lectin_c;TM=Y;SS=M; 4.17 
424148; BE242274; Hs.1741; integrin, beta 7; mtegrinJ.EGF^elalthio l PSI;TM=Y;SS=M; 4.17 
421391; AW304350; Hs.191958; bnmunogtobuiln superfamily receptor tran; ig,none; 4.17 
452100; A1668668; Hs.379032; inositol pclyphosphate^ospriatase, 75; Exo_endo_phos.RhoGAP.none; 4.17 
413969; X14034; Hs.75648; phosphotipase C gamma 2 (phosphatidySn; SH2.SH3.C2,PaPW > LC-YPI-PLOX.PDGF;; 4.17 
422310; AA316622; Hs.98370; cytochrome P450. subfamily IIS, poiypept; none,pkin3se,fn3 t ig; 4.17 
444034; AL161957; Hs.10177; pleckstrin homology domain interacting p; E1- 
E^TPase.CattonJtfPase^Cto 

450056; BE047394; Hs.502; ESTs. Weakly similar to S71512 hypothefl; ABC_trarvABC_rrtf!mb^ 4.16 

407245; X90568; Hs.172004; litln; fn3^,SGXXSG,pkinaso;TM=M;SS=N; 4.16 

418962; AA714835; Hs.271863; ESTs; RhoGAP.SH2,pldnase.Pao_box^one; 4.15 

410590; BE61S216; Hs.64746; cWoride intracellular channel 3; none;TM=M;SS=N; 4.15 

425743; BE398495; Hs.159428; BCUsssociated Xproteh; Bcl-2;TM=Y;SS=N; 4.15 

446967; AI699629; Hs.156781; ESTs; none.none; 4.14 

432176; AYV090386; Hs. 11 2278; arrestin, beta 1; arresfirvarres!jn_C.none; 4.14 

452571; W31518; Hs.34655; ESTs; none;TM=M;SS=N; 4.14 

425421; L11669; Hs.157145; tetracycline transporter-like protein; sugar_tnTM-Y;SS=M; 4.14 

410687; U24389; Hs.65436; rysyf oxidase^© 1; LysytoxkJasa;; 4.14 

417871; AA521368; Hs.24252; ESTs; u3B^madillo_seg.none; 4.13 

429819; AL133011; Hs.253920; Homo sapiens mRNA; cDNA DKFZp434P201 (fn none,none; 4.12 

424522; AL134847; Hs.149957; ribosomal protein S6 kinase. 90kD. polyp; pkinase.pkinase.C;; 4.12 

429623; NH.005308; Hs.21 1569; G proteirvcoupled receptor kinase 5; pkfnase,RGS;TM=M;SS=N; 4.12 

413019; BE281604; Hs.75140; tow density Gpoprotelrwelated protein-; none;TM=M;SS=Y; 4.12 

434071; AF1 16653; Hs.34192; Homo sapiens PRO0823 mRNA. complete cds; none;TM=M;SS=N; 4. 1 1 

434779; AF153815; Hs.501 51 ; potassium inwanfly-recCfvki9 channel s; IRK;TM=Y;SS=N; 4.11 

449556; AA002008; Hs.188833; ESTs; PtPSKjone; 4.1 1 

406403; ; ; NM_002162":Horoo sapiens tntercetlular ad; ig;Tt*=Y;SS=M; 4.10 

427732; NJyL002980; Hs.2199; secreun receptor 7tm_2,HRM;TM=M;SS=M; 4.10 

437608; AA761605; Hs. 292308; ESTs, WeaMy similar to ALU1 .HUMAN ALU S; pkinase.RI01.none; 4.10 

432885; AA595507; Hs.3681 29; ESTs. Weakly similar to ALU1 .HUMAN ALU S; pttiase,pkinase_C.none; 4.10 
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411190; AA306342; Hs.69171; protein kinase Wka 2: pkmasa,pkjnase^C,HR1;TM-M;SS=M: 4.10 
418342: BE002723; Hs.334330; lepSn receptor t(^20.DED,ICEj>10,ICEj)20,DED; 4.10 
424909; S78187; Hs.153752; cefl division cycle 25B; Rhodanese,~ 4.10 
435905; AW997484; Hs.5003; K1AA0456 protein; SH3.RhoGAP,FCH;TM=M;SS=N; 4.10 
422278; AF072873; Hs.1 14218; frizzled {DrosopHa) homoJog 6; Fz.Fn2zted,7tm_2;TM=Y;SS=M; 4.10 
437952; D63209; Hs.5944; solute carrier family 1 1 (protoo-caipted; none;TM=Y;SS=M; 4.10 
432827; Z68128; Hs.3109; Rho GTPase activating protein 4; FCKRhoGAP,SH3;TM=M;SS=N; 4.09 
435140; AA668123; Hs.134170; ESTs; none^one; 4.09 

422627; BE336857; Hs.1 18787; transforming growth factor, beta4nduced; Fasddin^C_tranABC_mernbrane,GTP„EFTU;TM=M;SS=M; 4.08 
428483; A190B539; Hs.1 84592; KIAA0344 gene product none.none; 4.08 
446232; A1281848; Hs. 194691; retinoic add induced 3; 7tm_3,none; 4.07 
431674; AA098901; Hs.301642; G-protein coupled receptor, none,GCV_H; 4.07 

409686; AK000002; Hs.55879; Homo sapiens mRNA; cDNA OKFZp434L0827 (f; ABCJran^BCjrembrane;TM=M;SS=M; 4.07 

441518; AW161697; Hs.294150; ESTs; Yj>hosphatase,DSPe,none; 4.07 

442599; AF078037; Hs.324051; RelA-associated inhibitor; SH3,ank;TM=M;SS=N; 4.06 

436982; AB018305; Hs.5378; spondin 1, (f-spondin) extracellular mat tspJ.ReeJer;; 4.05 

420361; N92054; Hs.194718; zinc finger protein 265; zHtanBP,7tmJ: 4.05 

439549; AW937885; Hs. 137314; ESTs; SH2,none; 4.04 

419981; M897581; Hs.128773; ESTs; pWnase.WG^PE-bind.pJdnase.C.OPR.none; 4.04 
418B36; A1655499; Hs.161712; ESTs; pkiiiase^ctrviruecp.PDZ^US.death; 4.04 

408806; AW847814; Hs.75608; Homo sapiens cDNA: FU21532 fis, done C; SH3,PDZ,Guartf atejdn.none; 4.04 
432106; N58323; Hs.269098; ESTs, WeaWy similar ta RETROViRUS-RELAT; SH3,PDZ,Guany1ateJdn,r»one; 4.03 
426086; T94907; Hs.188572; ESTs; PH,Bs,CH,spectrln 1 Ca - channeLB,none; 4.03 
418203; X54942; Hs.63758; COC28 protein kinase 2; CKS;; 4.03 

412270; AC005262; Hs.73797; guanine nucleotide binding protein (G pr, G-alpha,arf;TM=M;SS=N; 4.03 
416350; AF188625; Hs.189507; phosphoBpase A2. group IID; phosfip;TM=M;SS=Y; 4.02 
434457; AF 141 332; Hs, 200333; apdipoprotein B48 receptor, none;TM=M;SS=N; 4.02 

414271; AKQ00275; Hs.75871; protein kinase C binding protein 1; bromolomaruPKaPWWP^ 4.02 

425694; U51333; Hs.159237; hexoWnase 3 (white cell); hexokinase,hexokinase2;TM=M;SS=N; 4.02 

449943; AF104266; Hs.24212; iatrophlGn; 7tnUGPS,GaUedhOU^La^ 4.01 

408938; AA059013; Hs.22607; ESTs; fn3,Y_phosphatase,carb anhydrase.none; 4.01 

426839; M74782; Hs.172689; interteukin 3 receptor, alpha (low affin; none;TM=M;SS=M; 4.00 

422282; AF019225; Hs.114309; apoiipoprotein L; Mot\_ExbB;TM=Y;SS=M; 4.00 

410726; AI623859; Hs.15936; ESTs; pWnasej)roJsomerase,none; 4.00 

428318; BE3001 10; Hs.183842; ubiquitin B; fipocaJin.aldedh.ubiquitinJRK;; 4.00 

440188; AK00181 2; Hs.7036; N-Acetylglucosamine kinase; ROK;TM=M;$S=N; 3.99 

429952; AF080158; Hs.226573; inhibitor of kappa light polypeptide gen; pkinase 1 ubIc^tto,EnterotcairU^PHQ4 l p^ 3,99 
414700; HS3202; Hs.38161 ESTs; 7tmJ;TM=Y;$$=M; 3.99 

432269; NMJJ02447; Hs.2942; macrophage stimulating 1 receptor (c-met; pWnase,Sema,PSI,T1GA4_EXTRA;TM=M;SS=M: 3.99 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N; 3.98 
427541; AI798983; Hs.375835; solute carrier family 35 (CMP-siaBc ad; none,none; 3.98 
440248; AA876138; Hs.369458; ESTs; SH2,none; 3.98 

437400; AB01 1542; Hs.5599; EGF-fike-domain. multiple 5; TNFR w c6,laminin_EGF;TM=Y;SS=N; 3.98 
425262; 087119; Hs.155418; GS3955 protein; pWnase;; 3.98 

420166; AW732276; Hs.95583; transmembrane 4 superf amity member (tetr; trarisrnernbrane4;TM=Y;SS=M; a98 

437151; AA745618; Hs.380121; BANP homolog, SMAR1 homdog; none.none; 3.98 

443574; U83993; Hs.321709; purinergic receptor P2X, Bgandflated io; P2Xjeceptor l TM=Y;SS=M; 3.97 

449027; AJ271216; Hs,22880; dipeptkfylpeptidase HI; PeptkJase_M49 ( EOTg.Neuregurin;TM=M;SS=N; 3.97 

41 1574; BE242842; Hs.6780; protein tyrosine kinase Mke (AS-relat LRR,LRRCT,TlrV»filin J\DF;TM=M;SS=N; 3.97 

432639; AW973785; ; gb:EST385886 MAGE resequences, MAGM Homo; noneJRK; 3.97 

457675; AF1 19917; Hs.306574; Homo sapiens PRO3098 mRNA. complete ate; none; 3.97 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; SH2,PH;TM=M;SS=N; 3.96 

437157; BE048860; Hs.17287; ESTs; IRKnone; 3.96 

453641; AA444140; Hs.90960; ESTs; CW_N,CbLN2,Cbl_N3 l UBA^C3HC4,none; 196 
446714; W73B18; Hs.110028; ESTs; 7tmJ,7lmJ; 3.96 

427648; AI376722; Hs.1 80062; proteasome (prosome, macropan) subunH,; proteasomen 3.96 

453686; AL1 10326; Hs.304679; ESTs, Moderately similar to Z195.HUMAN Z; none,tectinj:4igj*an; 196 

457718; F18572; Hs.22978; ESTs, WeaWy similar to ALU4.HUMAN ALU S; pWnase.pkinase; 3.95 

428727; AF078847; Hs.78452; genera! transcription factor I1H, polype; PH04.UM;TM=M;SS=N; 3.95 

43541 1; AW444619; Hs.13821 1; ESTs; ncnepkmase; 194 

440209; H05049; Hs.247837; neuradn 3; tarntnm_G,EGF l none; 194 

416636; N32536; Hs.42645; solute carrier family 16 (monocarboxylic; none.none; 194 

435272; AA906415; Hs.1 10041; ESTs; none.pkinase; 193 

402550; ; ; Target Exon; none,none; 193 

425233; 217861 ; Hs.155218; E1B-55kDa^ssociated protein 5; SPRY,SAP I pkinase,fn3jg; 193 
410073; AW408163; Hs.58488; catenin (cadherinssscciated protein), a; Stathmtn.Vincuiin;; 192 
453548; AL079983; Hs.1 16774; integral, alpha 1; none,vwa,F&GAP4nteBriruA 192 
417226; AW505054; Hs.4283; ESTs; pWriase.RGS.PH.myosirL^ 3.92 
446755; AW451473; Hs.16134; serine/threonine kinase 10; pWnase,TYA;TM=M;SS=N: 192 
452344; A1264357; Hs.55405; hypothetical protein MGC16212; Sulfate Jransp.STAS;; 192 

418516; NMJW6218; Hs.85701; p^osphoinositide-3^iias9 t catalytic, aJ; H3J 5 l4Jdnase f PI3Ka.PI3rCC£^^^ 191 

423069; W15613; Hs.1613; adenosine A2a receptor; 7tmJ;TM=Y;SS=M; 191 

414443; AU077268; Hs.76144; pteteleWerived growth factor receptor,; ig,pkinase;TM=Y;SS=N; 191 

434392; AW983709; Hs.250824; Homo sapiens cDNA: FU23435 fis, clone H; pWnase.none; 191 

429615; AF258627; Hs.211562; ATP-binding cassette, $ub-tarn0y A (ABC1; ABC_tran;TM=Y;SS=M; 191 

414774; X02419; Hs.77274; plasminogen activator, urokinase; lmr^le,trypsin.piarU.tnIorte 191 

442831; A1798959; Hs.131686; ESTs; ABC.tran,PRKABC„tran; 3.91 

441657; BE314696; Hs.7936; BAII^ssodaled protein Z SH3;TM=M;SS=N; 191 

438698; AW297855; Hs.361 171; ESTs, WeaMy similar to 138022 hypotheti; Kpoxygenase,PLAT,none; 190 

447560; AF(K5214; Hs.18858; pru^sphoapase A2. group JVC (cytosoflc, : PIA2_B;TM=M;SS=N; 3.90 

437897; AA770561; Hs. 146170; hypothetical protein FU229S9; zWHHOnone; 189 

423379; NM.014840; Hs.200598; WAA0537 gene product pkinase,Ri01;TM=M;SS=N; 189 

410179; W27723; Hs.59498; cefl division cycle 2-like 5 (chofineste; pMnase; 189 
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428713; M432067; Hs. 268551; ESTs. Moderately similar to CYA4 RAT ADE; pkinase;; 3.89 

456629; AW891965; Hs.387942; histona deacetytase 3; HSP90,HATPase czf-C2H2,PHD.none; 3.89 

425190; AW028302; Hs.1 55079; proteti phosphatase 2, regulatory subunfc B56;TM=M;SS=N; 3.89 

426752; X69490; Hs.172004; fitin; m3.ig.pWnase,SGXXSG;TM=M;SS=N; 3.89 

417767; BE242241; Hs.82542; acykoyacyl hydrolase (neutrophil); Upase_GDSUTM=M;SS=M; 188 

414029; BE297731; Hs.75709; rnarmose-6^hosphate receptor (cation dep; Man-6-Pjecep;TM=M;SS=M; 3.88 

416140; AI918035; Hs.301 198; roundabout (axon guidance receptor, Dros; none,none; 3.88 

434224; AA380731 ; Hs.84; interteukin 2 receptor, gamma (severe co; fn3;TM=Y;SS=M; 3.88 

410011; AB020641; Hs.57856; PFTAIRE protein kinase 1; pWnase;TM=M;SS=N; 3.87 

406908; Z25437; ; gb:H.sapiens pratein-tyrosine kinase gen; none,none; 187 

425289; AW139342; Hs.155530; interferon, garnrna-inducirjle protein 16; PAAD_DAP1N,HIN;; 3.87 

44l859;AW194364;Hs.9877;interteuid^ oxidase.FAD binding 3JBC;TM=M;SS=N; 187 

439975; AW328081; Hs.6817; inosine triphosphatase (nucleoside triph; rtam1pJke;TM=M;SS=N; 3.87 

41 5392: Z44067; Hs.10957; ESTs; PIP5K,none; 186 

416033; NM_01220t; Hs.78979; Golgl apparatus protein 1; cvsjfch.FGFR;TM=Y;SS=M; 186 
414649; A1672727; Hs.76753; endogfin (CO105 antigen) (ENG); none;TM=Y;SS=M; 185 
425729; L22647; Hs.159360; prostaglandin E receptor 1 (subtype EP1); 7trrU;TM=Y;SS*M; 3.85 
414496; W73853; Hs.355424; ESTs; pkinase,F5J : 8_type.C.8dh_srK>rt.none: 3.84 
412204; AI125507; Hs.24937; ESTs; ig,rrm,rtone; 184 

434375; BE277910; Hs.3833; 3 , -phosphoaderaslne S-phosphosuttate sy; APSJdnase^TP^ulrurytase.PRK.Tnymldyiate^kin;; 3.84 

444981; AW855398; Hs.12210; hypothetical protein FU13732 similar to; SH2;TM=M;SS=N; 184 

412309; M23892; Hs.73809; arachidonata 15-Gpoxygenase; Opoxygenase,PLAT;; 184 

405545; ; ; Target Exon; ABC_tran,SRP54^C_mernbrane;TMnY;SS=M; 184 

407143; C14076; Hs.332329; EST; none;TM=Y;SS=M; 184 

420593; AA280356; Hs.187634; ESTs; B56 ( none; 184 

413420; AW410235; Hs.75348; proteasome (prosome, macropain) activato; PA28_alpha.PA28^beta,biopterin_H;; 3.83 
448253; H25899; Hs^01591; ESTs; 7trrL2.HRM.none; 183 

444042; NH.004915; Hs.10237; ATP-binding cassette, suMamity G (WHIT; ABC_tran,PRK,GBP;TM=Y;SS=N; 183 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 183 

423067; AA321355; Hs.285401 ; colony stimulating factor 2 receptor, be; fn3;TM=Y;SS=M; 183 

458188; AW297226; Hs.137840; ESTs, Moderately similar to SIX4 JiUMAN H; pkinase,WD40; 182 

426486; BE178285; Hs.170056; Homo sapiens mRNA; cDNA DKFZp586B0220 (f; pklnase.none; 3.82 

428791; AA435661; Hs.264750; ESTs; zK3HC4.none; 3.82 

438068; AI927209; Hs.30621 0; Homo sapiens cDNA: FU23133 fis, done L; NusG;; 182 

453370; AI470523; Hs.1 39336; ATP-binding cassette, sub-family C (CFTR; ABC_tran^C_mernbrane;TM=Y;SS=N; 3.82 

419250; AW770185; Hs.356066; U5snRNP-specific protein, 116kD; 7lm_1,BAH^-CXXC l Dr4A^rne{hylase; 182 

410017; AW952426; Hs.1 09438; Homo sapiens clone 24775 mRNA sequence; none,none; 3.82 

420679; X57152; Hs.165843; rWarin; CO rjeta,Fibriflarin,WD40;TM=M;SS=N; 182 

417916; NM.006416; Hs.82921; solute carrier family 35 (CMP-sialic aci; DUF6;TM=Y;SS=M; 181 

425923; NM.005026; Hs.162808; phosphdnositide-3-kinase, catalytic, de; none,none; 181 

417365; 050683; Hs.82028; transforming growth factor, beta recepto; pxin3se t WD40;TM=Y;SS=M; 3.64 

414521; 028124; Hs.76307; neuroblastoma, suppression of turnorigenr, DAN;TM=M;SS=M; 3.52 

422398; AI476149; Hs.334489; hypothetical protein FU21992; SH2.SH3;; 151 

418432; M14156; Hs.851 1 Z InsuMke growth factor 1 (somatomedi; Insulin;; 150 

459705; BE082764; Hs.270252; ESTs, Weakly similar to androgen recepto; none,C2,WW,HECT; 148 

425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor t; fnlrg,Yjjhosphalase,MAM;TM=Y;SS=M; 3.38 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-t fn3,Y_phosphatase,carb anhydrase;TM=Y;SS=M; 3.37 

433338; AF0179B6; Hs.31386; secreted frizzled-relaied protein 2 (stn Fz,WTRr, 124 

426125; X87241; Hs.166994; FAT tumor suppressor (Drosophila} homoio; EGF,cao^erinJaminin_G;TM=Y;SS=M; 11 1 

419721; NM_001650; Hs.315369; aquaporin 4; MlP^one; £99 

433147; AF091434; Hs.43080; platelet derived growth factor C; PDGF.CUB;; 2.91 

417976; BE565892; Hs.83077; interteukin 18 fmterferon-gamma4ndudn; none;TM=M;SS=N; 2.89 

439180; AJ393742; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; r^rir^ke.pWnase.Recep^domain.Furirwiike.pWnase.Recep^ 2.59 
426158; NNL0Q1982; Hs.1990S7; v-erb-b2 avian erythroblastic leukemia v; Fun^r^ase,RecepJ^<tomain,Fu^ 2.23 
41 1089; AA456454; Hs.355702; cell division cycle 2-iike 1 (PTTSLRE pn none,none; 2.07 
428800; M57627; Hs.193717; interteukin 10; IL1(fc 1.10 

TABLE 40B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession; Genbank accession numbers 

Pkey CAT Number Accession 

456034 685586J AA136653 AA1 36656 AW450979 AA984358 AA809054 AW238038 AA492073 BE 168945 
459702 539529J BG207209 BE1 66299 AI204995 BG199355 AW969908 AA528756 AW440776 BJ044354 
432222 539529J BG207209 BE1 66299 Al 204995 BG1 99355 AW989908 AA528756 AW440776 B1044354 
414991 1785136.1 078831 C1 7898 D78863 

409745 MH1944.5 BlQ30WAA921874AW188822Bt027862AI34^ AA077391 BG01 2775 BG997382AA286833AA1 50722 B1007625 

BI027864 BI009100 BI 005275 BI006270 BI031000 Bi 029 864 BI006277 BI007627 BKKJ6266 BI006991 BI006990 BI007763 B1007762 BG997377 
AA150780 BI033518 BI 0278 18 BG015789 BI033807 AA341445 

414936 1782849J C14774 C17911 D79033 

451876 2328579 J T63141 AI821021 BF370092BF370127BF370060 T62998 
432639 1237887J AW973785 H60163AA557608 

TABLE 40C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (GI) numbers. "Dunham I. et al* refers to the pubficacon entitled "The DNA 

sequence of human chroTnosorne 22." Dunham L et al. Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exerts were predicted. 
NLpcsiQon: Indicates nucleotide positions of predicted exons. 
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Pkey 


Ref 


Strand 


Ntpoaoon 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530^7757 


404240 


5002624 




116132-116407,116653-116922 


405102 


8076881 


Minus 


1 20922-121 2S6 


405121 


8102330 


Minus 


35816-36004,36587-36684 


401083 


3242744 


Plus 


33192-33360 


406403 


9256305 


Minus 


151426-151680 


402550 


7652009 


Minus 


80413-80673 


405545 


1054740 


Plus 


118677-118807,119091-119296.121626-12182 



TABLE 41 A: 556 GENES UP-REGULATED IN PANCREATIC TUMORS OR PANCREATITIS RELATIVE TO NORMAL TISSUES 

Table 41 A Bsts about 556 genes up-regulated In pancreatic tumors or pancreatitis retafive to normal tissues. These genes were selected from 59680 probesets on the 
Hu03 Genechip array. 



Pkey: Unique Eos process! identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Umgene Title: Unigene gene title 



R1: 


90lh percentile of pancreatic cancer/median of normal pancreas 




Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


412228 


AW503785 


Hs73792 


complement component (3d/Epstein Ban* vi 


7.25 


431462 


AW583672 


Hs.256311 


granln-like neuroendocrine peptide precu 


1.64 


444995 


AJ272265 


Hs.12230 


secreted phosphoprotein 2, 24kO 


3.58 


453863 


X02544 


Hs,572 


ores ore itcojd 1 


114.18 


441031 


AI1 10684 


Hs.7645 


fibrinogen, B beta polypeptide 


922.40 


421344 


AW631030 


Hs.103665 


vUHn-fike 


2.19 


416018 


AW1 38239 


Hs78977 


pro protein oonvertase subtDisfn/kexin t 


61.10 


438091 


AW373062 


Hs.83623 


nuclear receptor subfamily 1, group I. m 


607.40 


418888 


AU076801 


Hs.89436 


cadherin 17, U cadhertn (Irver-Intestin 


228.20 


418969 


W33191 * 


Hs.28907 


hypothetical protein FU 20258 


4.97 


443162 


T49951 


Hs.9029 


DKFZP434G032 protein 


38.01 


423096 


AA732684 


Hs.278428 


progestin induced protein 


169.60 


413719 


8E439580 


Hs.75498 


small Inducible cytokine subfamily A (Cy 


11.06 


448243 


AW369771 


Hs.52620 


tntegrln, beta 8 


116.90 


421044 


AF061871 


Hs^11736 


Human DMA sequence from done RP1-238D1 5 


21.52 


407788 


BE514982 


Hs.38991 


S100 caldum-binding protein A2 


874 


422867 


L32137 


Hs.1584 


cartilage ongomeric matrix protein (COM 


3.11 


432467 


T03667 


Hs.239388 


Human DMA sequence from clone RP1-304B14 


307.70 


457059 


BE561665 


Hs.177677 


exosome component Rrp40 


33.60 


451945 


BE504055 


Hs.211420 


ESTs 


7.31 


453354 


W55946 


Hs.234863 


Homo sapiens cONA FU1 2082 fis, done HE 


133.70 


443247 


BE614387 


Hs.333893 


c-Myc target JP01 


349.10 


410132 


NM.003480 


Hs.300946 


Microfibril- associated glycoproteln-2 


330.00 


416984 


H38765 


Hs.80706 


daphorase (NADH/NADPH) (cytochrome b-5 


3.78 


413835 


Al 272727 


Hs.249163 


tatty acid hydroxylase 


3.53 


433790 


BE298215 


Ks^88968 


RAB22A, member RAS oncogene family 


73.90 


414774 


X02419 


Hs.77274 


plasminogen activator, urokinase 


3.39 


410639 


8E269047 


Hs.65234 


hypothetical protein FU20596 


172 


410541 


AA065003 


Hs.64179 


syntentn-2 protein 


10.29 


427722 


AK000123 


Hs.180479 


hypothetical protein FU201 16 


679 


429612 


AF062649 


Hs.252587 


pituitary tumor-transforming 1 


4.62 


407604 


AW191962 


Hs.249239 


co8agen,typeVlil > atpha2 


366.30 


431193 


AW749505 


Hs-296770 


K1AA1719 protein 


6.99 


442080 


AW444761 


Hs.44565 


ESTs 


118.00 


427670 


BE612888 


Hs.180224 


myosin regulatory fight chain 


Z73 


446921 


AB012113 


Hs.16530 


small inducible cytokine subfamily A (Cy 


647.30 


419551 


AW582256 


Hs.91011 


anterior gradient 2 (Xenepus laevis) horn 


738.90 


441633 


AW958544 


Hs.112242 


normal mucosa of esophagus specific 1 


68.43 


407792 


AI077715 


Hs.39384 


putative secreted Dgand homologous to f 


103 


419216 


AU076718 


Hs.164021 


small inducible cytokine subfamily 8 (Cy 


7.73 


416913 


AW934714 




gb:RC1-DT0001-031299411-a11 OT0001 Homo 


227.30 


418384 


AW149266 


Hs.25130 


Homo sapiens cDNA FU 14923 fis, done PL 


115.60 


452355 


N54926 


Hs.29202 


G protein-coupled receptor 34 


192.20 


419481 


A1879195 


Hs.90606 


1 5 kDa selenoprotein 


119.90 


407230 


AA157857 


Hs.182265 


keratin 19 


12.11 


416526 


BE019020 


Hs^5838 


sdute carrier family 16 (rronocarboxyfic 


6.63 


427585 


031152 


Hs.179729 


coflagen, type X, alpha 1 (Schmid metaph 


592.10 


411498 


NM-014210 


HSJ0499 


ecotropic viral Integration site 2A 


120.40 


445517 


AF208855 


Hs.12830 


hypothetical protein 


117.40 


446619 


AU076643 


Hs.313 


secreted phosphoprotein 1 (osteopontin. 


4.25 


428385 


AF112213 


Hs.184062 


putative RabS-inter acting protein 


3.12 


448663 


BE614599 


Hs.106823 


hypothetical protein MGC14797 


135.20 


406867 


AA157857 


Hs.1B2265 


keratin 19 


11.32 


417426 


NMJJG2291 


Hs.82124 


bmlnln, beta 1 


406.20 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



406366 


AF026692 


Hs. 105700 


401201 


#{N0CAT) 




420767 


AF072711 


Hs.99918 


405556 


Y09306 


Hs.30148 


442776 


AW959498 


Hs.8709 


405555 


Y09306 


Hs 30148 


403207 


#{N0CAT) 




427858 


NM 001971 


Hs.21 


426004 


AW600300 


Hs.124123 

1 1 Cry 1 **J 


401541 


NA 




429793 


AI417638 


Hs. 114648 


423068 


M25629 


Hsi5^m7 


433110 


D56494 


Hs'MQI 


425988 


BE045897 


Hs.274454 


416768 


AA363733 


rib. \\joc. 


412470 


M93283 


He T\Q?yi 


431969 


AA366217 


Uo 9Q7Q 


419219 


AW5B3139 


Hs,89717 


412688 


AW583062 


Hs 74^7 


427811 


M81057 


Uc 1RQRR4 


420937 


AW966719 


Hs.1340 


418068 


AW971155 




410839 


NM 006849 


Hs CCCQI 


437986 


AA774575 


Hs 19177R 


415934 


NM.000928 


Hs.992 


427965 


D00306 


Hs 1817RQ 


406399 


#{NOCAT) 




426230 


AA367019 


Hs 74110^ 


414061 


NM 000699 




421243 


AW873803 


Hs m7R7fi 
no. IwOJ o 


419263 


AW583874 


Hs 89832 


424208 


AW583123 

Off \JU\J | £0 


Hs 143m 
ru>. i*m l l»5 


408983 


NMJJ00492 


Hs.663 


436217 


T53925 


Hs.107 


435975 


AL1 18990 


Hs.41997 


431330 


X69532 


Hs.2777 


414463 


T69078 


Hs.76177 


415003 


M11437 


Hs.77741 


422281 


M36803 


Hs.1504 


414910 


X12662 


Hs 289057 

i 13. CO 3U Of 


417296 


L36196 


Hs.81884 


400836 


#{N0CAT) 




452983 


L32140 


Hs.531 


419768 


T72104 


Hs.93194 


413841 


M34276 


no . / oo i u 


400560 


#{N0CAT) 




419502 


AU076704 


Hs Qn7fi<t 


425746 


NM 001701 


Hs 


426205 


063521 


Ur 1fi7Q77 

ns«tofa/i 


414590 


NM 000506 


ns./DOou 


443614 


AV655388 




429023 




He 7^H1 


428311 


NM 005651 


Hs 1A3R71 


425260 


L47726 


He 1R7fl 
ITS. 10/U 


443316 


A14784B3 


Hs 1R443 


413318 


AU076607 


Hs 757R^ 


413829 


NM 001872 


Hs 7*K77 


421126 


M74587 


Hs M7199 


407731 


NM_000066 




413585 


AJ 133452 


Hs.75431 


452624 


AU076606 




416402 


NM 000715 


Hs 1019 

rib. tun 


425573 


AB006423 


Hs. 158308 


421905 


AI660247 


He 3?fiqq 


40&>72 


M26041 


He 1QIWC* 


431369 


BE184455 




421712 


AK000140 


Hs 107 no 


417233 


W25005 


H&24395 


442896 


R37725 


Hs TRIIflfl 


410566 




LLp. ytOn/17 

ns.<toU4f 


428486 


AW583497 


Hs 1R4RA4 


457489 


AI693815 


Hs.127179 


404866 


NA 




432874 


W94322 


Hs.279651 


445891 


AW391342 


Ks.199460 


404682 


NA 




429547 


AW009166 


Hs.99376 


441085 


AW1 36551 


Hs.181245 


422397 


AJ223366 


Hs.1 16051 


446868 


AV660737 


Hs.135100 


404287 


NA 




443267 


AW450630 


Hs.133851 


451635 


AA018899 


Hs.127179 



secreted frizzted-related protein 4 
Target Exon 

carboxyl ester lipase (bile sattetata 
homeodomain-lnteracflng protein kinase 3 
chymotrypsbi C (caldecrin) 
tomeodomairHnteracting protein kinase 3 
C2^960^l131432{sp|P23132[UTH_BC5VlN 
elastase 1, pancreafic 

ESTs, Moderately sbnflar to SYNL RAT SYN 
Target Exon 

estrogen regulated gene 1 
ka!Iikrein 1, renal/pa ncreas/saTivary 
rat regenerating isleWerivedCxe, hum 
ESTs, Weakly similar to 138022 hypotheti 
regenerating islet-derived 1 alpha (pane 
pancreafc Rpase-related protein 1 
carboxypeptidase A1 (pancreatic} 



diymotrypsinogen B1 
carboxypeptidase 81 (tissue) 
coljpase, pancreatic 

ESTs, WeaJdy similar to 1SHUSS protein d 
protein disulfide feomerase 
testis expressed sequence 1 1 
phosphollpase A2, group IB (pancreas) 
elastase 3, pancreatic (protease E) 
NKL0031 22*:Homo sapiens serine protease 
protease, serine, 1 (trypsin 1) 
amylase, alpha 2A; pancreatic 
pancreatic Gpase 



pancreafic Irpase-related protein 2 

cystic fibrosis transmembrane conductanc 

firjrinogen-Bke 1 

alpha-1-B glycoprotein 

biter-alpha (gbbufin) inhibitor, H1 pol 

atpha-1-mk^b^riybikunin precursor 

kininogen 

hemopexin 

arginase. liver 

sulfotransferase family, cytosoHc 2A, 
Target Exon 



apofipoproteinA-1 
plasminogen 

NM^030878 , :Homo sapiens cytochrome P450, 
fibrinogen, A alpha polypeptide 
bile acid Coenzyme A: amino add N-acytt 
leukocyte ceWerived chemolaxin 2 
coagulation factor II (thrombin) 



protein C (inactivator of coagulation fa 
tryptophan 2,3-ai oxygenase 
phenylalanine hydroxylase 
aldehyde dehydrogenase 8 family, member 
inter-alpha (globulin) Inhibitor, H2 pd 
carboxypeptidase B2 (plasma) 
insufin-fike growth factor binding prole 
complement component 8, beta polypeptide 
flirinogen, gamma polypeptide 
ooagutatJon factor V (proacceienn, labi 
complement component 4-bindlrtg protein, 
serine (or cysteine) proteinase inhibit) 
ESTs, Weakly similar to UV-1 protein [H 
major histoaarpafaDffity complex, class 
secretory leukocyte protease tnhibitQr ( 
hypothetical protein 

small inducible cytokine subfamily B (Cy 
ESTs 

Homo sapiens cDNA FU13585fis. clone PL 
pancreatic polypeptide 
cryptic gene 

ENSP00000251112*:S«fiurnf>)tassiunvte 

melanoma inhibitory acOvity 

ESTs 

C9001188*:gl|12738842|reflNPJ73725.1| p 
ESTs 

Homo sapiens cONA FU 1 2532 fis, ctone NT 
Homo sapiens cDNA: RJ22495 fis. done H 
ESTs 

C6001 909:90704441 (dbjlBAAl 6909.1 1 (0298 
ESTs 

cryptic gene 

522 



0.62 
0J5 
0.63 
a75 
0.67 
0.83 
0.60 

a98 
ass 

0.91 

ass 

0.81 

a72 

0.95 

0.87 

0.89 

0.97 

0.95 

0.95 

1.07 

0.99 

1.02 

1.00 

1.02 

1.06 

1.22 

1.08 

1.11 

1.22 

1.13 

1.12 

1.13 

1.32 

1.72 

1.60 

2.02 

1.82 

3.83 

2.14 

97.90 

236.70 

247 

117.10 

4.87 

374.00 

144.50 

266.50 

77.80 

169.80 

3.60 

400.40 

4.72 

5.26 

73.78 

182.20 

335.00 

173.40 

565.30 

86.20 

477.20 

201.50 

426.10 

1.10 

062 

4.02 

5.34 

5.62 

&85 

157.70 

137.70 

2.59 

123 

2.84 

248 

70.38 

1.38 

6.85 

5.21 

1.74 

102.10 

242.70 

98.90 

216 
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417801 M417383 Hs.82582 tntegrin, beta-like 1 (with EGF-lite rep 131.70 

414142 AW358397 Hs.150042 Homo sapiens cDNARJ 144386s, done HE 12a70 

425321 N^007231 Ks.162211 solute carrier family 6 (neurotransmiUe 92.90 

410309 BE043077 Hs.278153 ESTs 108.80 

5 425842 AI587490 Hs.159623 NK-2{Drosophila)homobgB 170.10 

431938 AA938471 Hs.54431 specific granule protein (28 kDa); cyste 75.70 

449592 AI655494 Hs.195718 ESTs 4.58 

414259 W44S33 Hs.301298 Homo sapiens cDNA: FU23131 fis, done I 188.50 

406685 M18728 gb:Human nonspecific crossreacllng anfig 1123.60 

10 411573 AB02900Q Hs.70823 K1AA1077 protein 995.60 

429201 X03178 Hs.198246 group-spedfic componeni (vilamin D bind 11.32 

418318 U47732 Hs.84072 transmembrane 4 superfamiJy member 3 8.38 

428698 AA852773 Hs.334838 WAA1866 protein 66200 

444754 T83911 Hs.11881 transmembrane 4 superfamily member 4 4.00 

15 432596 AJ224741 Hs.278461 matri!in3 283.50 

428824 W23624 Hs.173059 ESTs 4.55 

444006 8E395085 Hs.10086 type I transmembrane protein Fn14 101 

424971 AM79005 Hs.1 54038 tumor suppressing subtransferable candid 4.21 

418394 AF132818 Hs.84728 KruppeWikB factor 5 ftnlestma!) 4.80 

20 448844 A1581519 Hs.177164 ESTs 362.80 

420908 AL049974 Hs.100261 Homo sapiens mRNA; cDNA DKFZp564B222 (fr 133.90 

423685 BE350494 Hs.49753 uveal autoantigen with coiled coil domai 128.20 

428392 H10233 HsJ2265 secretory granule, reuroendocrine protei 13.83 

429597 NML0G3816 Hs.2442 a dismtegrin and metalloproteinase doma 316.00 

25 452571 W31518 Hs34665 ESTs 245.50 

443646 AI085198 Hs.164226 ESTs 189.40 

436032 AA150797 Hs.109276 latexin protein 291.10 

448030 N30714 Hs.325960 rriembrane-spanning 4-domains, subfamily A 252.20 

422109 S73265 Hs.1473 gastriiweteas'mg peptide 278.20 

30 430407 H23551 Hs.30974 ESTs 6.20 

419235 AW470411 Hs.288433 neurotrirrrln 423.50 

449048 Z45051 Hs.22920 similar to S68401 (cattle) glucose indue 4.01 

444301 AK000136 Hs.10760 asporin (LRR class 1) 499.90 

427333 AF087797 Hs. 176658 aquaporin 8 1.05 

35 417931 W95642 Hs.82961 trefoil factor 3 Cmtesfinat) 4.33 

407777 AA161071 Hs.71465 squalene epoxidase 3.64 

435652 N32388 Hs.334370 uncharacterized hypothalamus protein HBE 1.47 

421341 AJ243212 Hs.279611 deleted in malignant brain tumors 1 198 

453935 A1633770 Hs.42572 ESTs 2.08 

40 431629 AU077025 Hs.265827 Interferon, alpha^nducible protein (do 3.84 

439737 A1751438 Hs.41271 Homo sapiens mRNA fuU length insert cDN 14.21 

426227 U67058 Hs.168102 Human proteinase activated receptor-2mR 315.70 

413554 AA319146 Hs.75426 secretogranin 11 (chromogranln C) 8.53 

412104 AW205197 Hs340951 Homo sapiens, Similar to RIKEN cDNA 2210 3.13 

45 410310 J02931 Hs.62192 coagulation factor 111 (thromboplastin, 9.33 

440484 BE328156 Hs.150356 ESTs 1.03 

447395 AI418412 Hs.184793 Homo sapiens cDNA: FU21880 fis, done H 1.09 

440099 ALJD80058 Hs.6909 DKFZP564G202 protein 14.74 

434665 AA642125 gb:nr60c0U1 NCI_CGAP_Lym3 Homo sapiens 0,98 

50 452194 AI694413 Hs.332649 olfactory receptor, family 2, subfamily 2^3 

408915 NM_016651 Hs.48950 heptacellular carcinoma novel gene-3 pro 329.40 

424411 NMJQ5209 Hs.146549 ciystalTin, betaA2 1.71 

426575 M74826 Hs.1 70808 glutamate decarboxylase 2 (pancreaSc Is 2.69 

445417 AK001058 Hs.12680 Homo sapiens cOHA FU10196 fis, done HE 1.70 

55 426322 J05Q68 Hs.2012 franscobaiamin I (vitamin B12 binding pr 3.19 

429010 Y18198 Hs.194725 c*e cut domain, famBy member 2 1.96 

414420 AA043424 Hs.76095 Immediate early response 3 Z54 

422565 8E259035 Hs.1 18400 singed (Drosophila>4ike (sea urchin fas 3.30 

rf ^ 414004 AA737033 Hs.7155 ESTs. Moderately similar to 211 5357ATYK 312.80 

60 441350 AB020690 Hs.7782 p^aneoplastican8genMA2 177.80 

406173 #(NOCAT) ENSP0000025(H48 , :Growm hormone variant 1.46 

403776 #(NOCAT) EHSr^00226542*:S(r^Mrriiidbiecytokin 121.80 

403574 NA Target Exon 16.12 

428832 AA578229 Hs.324239 ESTs, Moderately simHar to ZN91 JttJMAN Z 3.94 

65 458449 H04482 Hs.29019 ESTs 71.60 

409958 NM.001523 Hs.57697 hyahironan synthase 1 1.77 

437100 A1761073 Hs.14535 Homo sapiens cDNA: RJ2231 4 fis, done H 3.13 

451181 AI796330 Hs^07461 ESTs 68.00 

440508 BE267911 Hs.19S970 ESTs 38.00 

70 429636 AA455692 Hs.163232 ESTs 30.70 

419570 W68738 gbzd37g06.s1 Soares_fetai_heart^NbHH19W 1.02 

431779 AW971178 Hs.268571 apoHpoproteln W 3.36 

431723 AW058350 Hs.16762 Homo sapiens mRNA; cDNA OKFZp564B2062 (f 10.20 

428330 L22524 Hs.2256 matrix metafloprateinase 7 (MMP7; utertn 194 

75 423961 013666 Hs.1 36348 osteoblast sr*^ fader 2 (fascto 1171.10 

414359 M62194 Hs.75929 cadherin 1 1, type 2, O^cadherin (ostecb 809.50 

440482 AA886658 Hs.50873 ESTs 9.95 

414602 AW63Q088 Hs.76550 Homo sapiens mRNA; cDNA OKFZp564B1 264 (f 30.70 

423401 NJVL001992 Hs.1 28087 copulation factor II (irrrombin) recepto 8190 

80 452239 AW379378 Hs.170121 protein tyrosine phosphatase, receptor t 26.01 

433364 AJ075407 Hs.296083 ESTs, Moderately similar to 154374 gene 5.38 

409335 WL001502 HS.539S5 glycoprotein 2 (zymogen granule membrane 0.54 

420876 AA918425 Hs.177744 ESTs 0.89 

523 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



430154 
401732 
404142 
424165 
413880 
407007 
426300 
432855 
424503 
445730 



AW583058 Hs.234726 
g(N0CAT) 



NA 
AW582904 
AI660842 
U22961 
U15979 
AF017988 



Hs.142255 
Hs.110915 

Hs.169228 
HS779565 



NR.002205 Hs.149609 
AI624342 Hs.170042 



435849 
426784 
430272 
412374 
419276 
415448 
423541 
428355 
425551 
455630 
428786 
420726 
451253 
420923 
413881 
431930 
421379 
419354 
422237 
437145 
414386 
425247 



V00495 

BE305242 

U03749 

X04898 

X01388 

BE165909 

T68645 

AA296922 

BE256452 

AA359252 

AV655701 

Y16577 

K02402 

H48299 

AF097021 

L00190 

AB035301 

Y15221 

M62839 

M13149 

AF007216 

X00442 



Hs.184411 

Hs.16098 

Hs.172216 

Hs.237658 

Hs.73849 

Hs.306881 

Hs.952 

Hs.129778 

Hs.2257 

Hs.126485 

Hs.75183 

Hs.2314 

Hs,1330 

Hs.26126 

Hs^73321 

Hs.75599 

Hs.272211 

Hs.103982 

Hs.1252 

Hs.1498 

Hs.5462 

Hs.75990 



NMJJ05940 Hs.155324 
F33868 Hs.284176 



436624 

409187 

428874 

405849 

405281 

419078 

422095 

425834 

452304 

407244 

450400 

413916 

444632 

415906 

410197 

417366 

436961 

446319 

427899 

419092 

421515 

452340 

406319 

404286 

419183 

406293 

431912 

409327 

425200 

418738 

416661 

434699 

429921 



T64297 

AF154830 

W32133 

#(NOCAT) 

#{NOCAT) 

M93119 

AI868872 



Hs.5241 

Ks.50966 

Hs.194366 



Hs.89584 
Hs.282804 



NM.001639 Hs.1957 
AA025386 Hs.61311 



M10014 

A1694722 

N49813 

AI184027 

AI751357 



Hs.75431 

Hs.279744 

Hs.75615 

Hs.146986 

Hs.288741 



NM.005518 Hs.59889 
BE185289 Hs.1076 
AW375974 Hs.1 56704 



AW207590 
AA829286 
J05581 
Y11339 



Hs.160711 
Hs.332053 
Hs.89603 
Hs.105352 



418478 
420001 
449038 
423184 
428505 
444783 
445593 
450701 
424420 
408660 
417940 
434206 
439920 
432542 



NM.002202 Hs.505 

NA 

NA 

U60669 
NA 

AI660552 
L41162 
BE2S5203 
AW388633 
AA634543 
AA643687 
AA526911 
AA433988 
N99013 
U38945 
J05064 
AL133084 



Hs.89663 

Hs.154903 
Hs.53563 
Hs.155101 
Hs.6682 
Hs.79440 
Hs.149425 
Hs.82772 
Hs.98502 
Hs.16762 
Hs.1174 
Hs.1282 
Hs.22903 



NMJXM428 Hs.1624 
AL035461 Hs.2281 



serine (or cysteine) proteinase Inhibit 

NMJ)01176 4 :Homo sapiens Rho 0)P<flssocla 

Target Exon 

islet amyloid polypeptide 

tnterteuxin 22 receptor 

gb:Human mRNA done with similarity to L 

delta-tike homolog (Orosophila) 

secreted (rizzted- related protein 5 

tntegrin, alpha 5 (fibronectin receptor, 

ESTs 



AK001468 

AW203953 

H39960 

BE614743 

AAS25775 

R28205 

AW136973 

H05430 



Hs.62180 

Hs.150896 

Hs.288467 

Hs.146688 

Hs.292523 

Hs.24230 

Ks.288516 

Hs.288433 



AW083920 Hs.16098 



daudin2 

chromogranin A (parathyroid secretory pr 
apolipoprotein A-ll 
apolipoprotein C-lil 
MSTP043 protein 

solute carrier family 10 (sodium/bile ac 
gastrointestinal peptide 
vitronectin (serum spreading factor, som 
hypothetical protein RJ12604; WAA1692 
cytochrome P450, subfamily I1E (ethanol- 
mannose-bi riding lectin (protein C) 2, so 
coagulation factor IX (plasma thrombopla 
eteudm 10 

differentially expressed in hematopoiefi 
serine (or cysteine) proteinase inhlbito 
cadherm 7, type 2 

small inducible cytokine subfamily 8 (Cy 

apolipoprotein H (beta-2^1ycoprctein I) 

histidbe-rich glycoprotein 

solute carrier family 4, sodium bfcarbon 

haptoglobin 

matrix metalloproteinase 1 1 (MMP1 1; stro 
transferrin 

fatty acid binding protein 1, liver 
carbamoyt-phosphate synthetase 1, rmtoch 
transthyretin (prealbumin, amyloidosis t 
Target Exon 

NM_002864:Homo sapiens pregnancy-zone pr 

msulinoma-associated 1 

hypothetical protein FU22704 

amyloid P component, serum 

ESTs, Weakly similar to S10590 cysteine 

fibrinogen, gamma polypeptide 

ESTs 

apofipoprotein C*ll 

ESTs, Weakly similar to FATH.HUMAN CADHE 
Homo sapiens cDNA: FU22256 6s, clone H 
3^ydraxy-3-melhylg!ularyt-Coerizyme A sy 
small proline-rich protein 1B (comifin) 
ESTs 
ESTs 

serum amyloid A1 
mucin 1, transmembrane 
GaiNAc atoha-2, &-siaryttransferase I, I 
ISL1 transcripfion factor. UM/homeodoma 
CX000780:gi|6679197(reflNP_032800.1l pol 
C6001909;glI704441|dbi|BAA18909.1| (D298 
cytochrome P450, subfamily XXW (vitamin 
Target Exon 

ESTs, Weakly simflar to A56154 Abl subst 

collagen, type IX, alpha 3 

ATP synthase, H transporting, mitochondr 

sohite carrier family 7, (cafionic amino 

IGF-1! mRNA-bmding protein 3 

Homo sapiens cDNA FU1 1980 fc, done HE 

collagen, type XL alpha 1 

hypothetical protein FU14303 

Homo sapiens mRNA; cONA OKFZp564B2062 (f 

cycQn-dependent kinase inhibitor 2A (me 

complement component 6 

Homo sapiens mRNA; cDNA DKF2p434J1027 (f 

ephrin-A1 

chromogranin B (secretog renin 1) 
aniiBn {Drosophila Scraps homotog), act 
ESTs 

Homo sapiens cDNA FU 12280 fe, clone MA 

prostaglandin E synthase 

ESTs. Moderately similar to PC4259 fern 

ESTs 

ESTs. Weatdy similar to S69890 mitogen I 

neurotrtnun 

daudin2 
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410418 D31382 Hs.63325 transmembrane protease, serine 4 3.82 

415389 AI267700 HsJ3 17584 ESTs 162.50 

414987 AA524394 Hs.294022 hypothetical protein FU14S50 2.84 

400024 AFFX control - HUMRGE/M1 0093_5 4.82 

5 418067 AI127958 Hs.83393 cystatinE/M 4.19 

424687 J05070 Hs.151738 matrix inetaitoprotBinase 9 (gelatinase B Z92 

405909 NA Target Exon 71.80 

448811 AI590371 Hs.174759 ESTs 6.74 

430044 AA464510 Hs.152812 ESTs 14.91 

10 406690 M29540 Hs.220529 caranoembryonic antigen-related cell ad 757.80 

418245 AA088767 Hs.83883 transmernbrene, prostate androgen induced 1.B5 

423733 AA330281 gb:EST33985 Embryo, 1 2 week II Homo sapi 104.70 

450154 R15891 Hs.281587 Human (clone CT&A4) mRNA sequence 143.00 

422487 AJ010901 Hs.198267 mucin 4, tractieofrcnchial 311.80 

15 424902 NM 003866 Hs.153587 inositol polyphosphates-phosphatase, ty 63.00 

422330 030783 Hs.1 15263 eptregufin 141.70 

436749 AA584890 Ks.5302 lecfin, galactoside-blnding, soluble, 4 2.59 

423634 AW959908 Hs.1690 heparin-binding growth factor binding pr 181.90 

430691 C14187 Hs.103538 ESTs 95.80 

20 401682 NA Target Exon 6.17 

422440 MUJ04812 Hs.116724 aldo-keto reductase family 1. member B10 318.60 

431441 U81961 Hs.2794 sodium channel, nonvoltage-gated 1 alpha 2.51 

442560 AA365042 Hs.228598 ESTs, Weakly similar lo 2004399A chromos 3.90 

414812 X72755 Hs.77367 monokine Induced by gamma Interferon 434.60 

25 425211 M18667 Hs.1867 progastrin (pepsinogen C) 6.58 

421430 AW207555 Hs.97093 Homo sapiens cONA: FU23004 fc, done L 35.10 

419693 AA133749 Hs. 301 350 FXYD domain-containing ion transport reg 2.45 

409420 Z15008 Hs.54451 taminin, gamma 2 (nicein (100kD), kafmi a56 

448437 AW470125 gfcxw60c04jc1 NCLCGAP_Pan1 Homo sapiens 79.80 

30 406671 AA129547 Hs.285754 met proto-oncogene (hepatocyte growth fa 147.30 

411558 AA102670 Hs.70725 gamma-aminobutyric acid (GABA) A recepto 30.07 

424586 NNL003401 Hs.1 50930 X-ray repair complementing defect rep 55.10 

428227 AA321649 Hs.2248 small inducible cytokine subfamily B (CX 405.20 

438746 AI885815 Hs.184727 ESTs 3.57 

35 456032 AW957446 Hs.301711 ESTs 136.80 

431806 M307O3 Hs^270833 amphireguKn {sr^anrwma-derived growth 36.10 

423472 AF041260 Hs.1 29057 breast carcinoma amplified sequence 1 9.93 

439759 AL359055 Hs.67709 Homo sapiens mRNA fun length insert cON 146.40 

442295 A1827248 Hs.224398 Homo sapiens cOKA FU1 1 469 fis, done HE 20.60 

40 428928 BE409838 Hs.194657 cadherin 1, type 1, E-cadherin (epithefi 1.58 

437157 BE048860 Hs.120655 ESTs 91.80 

404285 NA C6001 909:giI704441|dbilBAA1 8909.1 |(D298 123.80 

424036 AA770688 Hs.28777 H2A histone family, member L 5.26 

422026 U80736 Hs.1 10826 trinucleotide repeat containing 9 130.40 

45 428664 AK001666 Hs.189095 similar to SALL1 (sal (Drosoph3aH3ce 48.80 

437935 AW939591 Hs£940 mucin 13, epithelial transmembrane 3.15 

423575 C18863 Hs.163443 Homo sapiens cDNAFUl 1576ns, clone HE 253.20 

422956 BE545072 Hs.122S79 hypothetical protein FU10461 80.00 

406722 H27498 Hs.293441 Homo sapiens SNC73 protein (SNC73) mRNA, 3.05 

50 413278 BE5630B5 Hs.833 inlerfemrvstimulated protein, 15 kDa 1.66 

439750 AL359053 Hs.57664 Homo sapiens mRNA full length insert cDN 23.02 

434377 AW137148 Hs.306593 Homo sapiens cDNA FU1 1382 fis, done HE 78.10 

425428 AL110261 Hs.157211 DKFZP586B0621 protein 1.74 

421298 AW172431 Hs.13012 ESTs 133.10 

55 422424 AI186431 Hs.296638 prostate dffeienfiation factor 2.65 

421582 A1910275 Hs.1406 trefoil factor 1 (pS2) 5.17 

401480 NA Target Exon 73.70 

409269 AA576953 Hs.22972 hypothetical protein FU 13352 137.70 

409757 NMJ5Q1898 Hs.123114 cystafinSN 9.36 

60 449722 BE280074 Hs.23960 cydinBI 162.70 

452240 AI591147 Hs.61232 ESTs 151.90 

415165 AW887604 Hs.76065 complement component 7 2.85 

423673 BE003054 Hs.1695 matrix rratafoprotemase 1 2 (rnacrophaga 290.30 

428450 NM.014791 Hs.1 84339 WAA0175 gene product 6.89 

65 409041 AB033025 Hs.50081 KIAA1 199 protein 334.10 

453331 AI240665 Hs.8895 ESTs 12.85 

400288 X06256 Hs.149609 Integrin, alpha 5 {fibronectin receptor, 12.42 

453160 AI263307 Hs.239884 H2B histone family, member L 156.40 

444015 AM72865 Hs.135534 ESTs 14.60 

70 421308 AA687322 Hs.1 92843 leudne zipper protein FKSG14 87.20 

448045 AJ297436 Hs.20166 prostate stem cell antigen 526.20 

422426 W79117 Hs.58559 ESTs 58.30 

450737 AW007152 Hs.203330 ESTs 281.00 

429504 X99133 Hs.204238 Epocatln 2 (oncogene 24p3) 31.25 

75 456553 AA721325 Hs.1 89058 ESTs. Highly similar to War to a Ce 78.00 

413281 AA861271 Hs^22024 transcription factor BMAL2 21210 

417866 AW067903 Hs.82772 collagen, type XI, alpha 1 3.40 

431630 NNLOQ2204 Hs35829 Integrin, alpha 3 (antigen C049C. alpha 3.48 

400298 AA032279 Hs.61635 sixtrartsmembraneepitheta^ 281.50 

80 431753 X76029 Hs.2B41 neuromedin U 60-50 

428651 AF196478 Hs.188401 annexinAlO 50a30 

424905 NMJB2497 Hs.153704 NIMA (never in mitosis gene a)-reiated k 85.80 

433132 AB026264 Hs.284245 liypothefieal protein IMPACT 55.30 
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435039 AW043921 Hs.130526 ESTs 64.00 

447033 AI357412 Hs.157601 ESTs 123.20 

433578 8E338B88 Hs.3416 adipose differenUation-relaled protein 9.22 

422511 AU076442 Hs. 11 7938 coaagen, type XVII. alpha 1 525.70 

5 411274 NM.002776 Hs.69423 krfitai 10(KLK10) (PRSSU) (nes1) 4436 

452705 H49805 Hs.246005 ESTs 12110 

428479 Y00272 Hs.184572 cell division cycte 2, G1 to S and G2 to 9130 

425397 J04088 Hs.156346 topoisomerase (DNA) II alpha (170kD) 29.37 

1/x 422562 AI962060 Hs.118397 AE-binding protein 1 3.84 

10 428579 NM.005756 Hs.184942 G pr^rwoupted receptor 64 27.80 

428242 H55709 Hs.2250 leukemia inhibitory factor (chdinergfc 4.09 

440868 R79707 Hs.263339 ESTs, Moderately similar to I38022 hypot 76.30 

421493 BE300341 Hs,104925 ectodermal-neural cortex (with BTB-fike 2.37 

410199 AW377424 Hs.205126 Homo sapiens cONA: FU22667 fe, done H 3.44 

15 426320 W47595 Hs.169300 transforming growth factor, beta 2 138.10 

419290 AI128114 Hs.112885 spinal cord-derived growth factor-8 3.45 

459309 AA040620 Hs.5672 hypothetical protein AF 140225 127.80 

415138 C18355 Hs.295944 fissue factor pathway Inhtoitor 2 361.20 

422553 A1697720 Hs.171455 ESTs,WeaWysiJTu}3rtoT31613hypotheti 136.60 

20 432375 BE536069 Hs.2952 S100 caldunvbtnding protein P 6.87 

400534 #(MOCAT) (^00015:gij12741327|reflXP.00883a2j2 89.00 

428970 BE276891 Hs.194691 retinoic acid induced 3 4.78 

423739 AA398155 Hs.97600 ESTs 135.60 

450375 AA009847 Hs.8850 adismtegrinandrnetaltoproteinasedoma 148.50 

25 423554 N0O516 Hs.1674 gtutamir«-fructose-6-phosphate transamin 87.70 

407001 U12471 Hs.247954 Human thrornbospondin-1 gene, partial cds 76.80 

419261 X07876 Hs.B9791 wfogtess-type MMTV integration site fami 110.60 

419948 AB041035 Hs.93847 NM.01 6931 ^omo sapiens NADPH oxidase 4 ( 234.60 

428471 X57348 Hs.184510 strafifin 3.72 

30 427051 BE178110 Hs.173374 Homo sapiens cDNA FU10500 fis, clone NT 437.90 

425234 AW152225 Hs.165909 ESTs, WeaMy similar to I38022 hypotheti 219.20 

419842 AA765489 Hs.104350 ESTs 3.80 

418007 M13509 Hs.83169 matrix rnetafloproteinase 1 (MMP1; inters 606.80 

444207 AI565004 Hs.79572 cathepsln D (lysosomal aspartyl protease 262 

35 442432 BE093589 Hs.38178 hypothetical protein FU23468 258.70 

413753 U17760 Hs.75517 lamtnin, beta3(nicein (125kD), kaGnin 304.80 

441384 AA447849 Hs.288660 Homo sapiens cDNA: FU22182 fis, done H 8.78 

418327 U70370 Hs.84136 palred-fike hcmeodomain transcription fa 10.95 

452401 NMJ07115 Hs.29352 tumor necrosis factor, alpha-induced pro 199.70 

40 438199 AW016531 Hs.122147 ESTs 67.70 

422420 U03398 Hs.1524 tumor necrosis factor (figand) siiperfarri 107.20 

431183 NWL006855 Hs.250696 KDEL(Lys^p^u4^u)erutopJasmicreric 3.59 

417389 BE260964 Hs.82045 midkine (neurite growth-promoting factor 3.45 

421937 A1878857 Hs.109708 hematological and neurological expressed 3.17 

45 427961 AW293165 Hs.143134 ESTs 109.30 

422043 AL133649 Hs.110953 retinoic acid Induced 1 2.98 

426711 AA383471 Hs.180669 conserved gene amplified in osteosarcoma 276.50 

450983 AA305384 Hs.25740 ER01 (S. cerevisiaeJ-Bke 5.28 

410268 AA316181 Hs.61635 six transmembrane epithelial antigen of 27.B5 

50 433001 AF217513 Hs^79905 clone HQ0310 PRO0310p1 34230 

424086 A1351010 Hs.102267 lysyloxirJase 213.50 

432731 R31178 Hs^87620 fibronectml 185.10 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast, h 106.10 

414085 AA114016 Hs.75746 aldehyde dehydrogenase 1 family, member 227 

55 417308 H60720 Hs.81892 WAA01 01 gene product 405.30 

438145 Z36842 Hs.57548 ESTs 8.38 

424800 AL035588 Hs.153203 MyoOfamiry inhibitor 17210 

416143 A1955650 Hs.79033 gtutaminyl-pepGde (^transferase {giu 45.70 

408380 AF123050 Hs.44532 dhiMquHin 11.18 

60 412140 AA219691 Hs.73625 RAB6mteractmg, kinesirvfike (rabkines 149.10 

422963 M79141 Hs.13234 ESTs 33.60 

409956 AW103364 Hs.727 inhibin,rjetaA(acthnnA.acavinABa 6,73 

407756 AA116021 Hs.38260 ubiqultln specific protease 18 8.96 

424897 DS3216 Hs.1 53684 HzzleoVelated protein 312.40 

65 421110 AJ250717 Hs.1355 cathepsinE 790.80 

411789 AF245505 Hs.72157 DKFZP564 11922 protein 3.17 

421485 AA243499 Hs.104800 hypothetical protein FU10134 8,52 

409632 W74001 Hs.55279 serine (or cysteine) proteinase inhibito 558.00 

406837 R70292 Hs. 1561 10 immunoglobulin kappa constant 4.36 

70 426440 BE382756 Hs.169902 solute carrier family 2 (faciBtated glu 283 

421470 R27498 Hs.1378 annexinA3 24290 

407242 M18728 gb:Human nonspecific crossreacring antig 36.91 

432101 A1918950 Hs. 123642 EphA3 221.60 

406687 M31126 Hs^72620 matrix metaSoproteinase 1 1 (MMP1 1; stro 5.34 

75 429170 NMJXJ1394 Hs.2359 dual spedSdty phosphatase 4 29200 

408308 AL033377 Hs.44197 hypothetical protein DKFZp564D0462 184.90 

435202 A1971313 Hs.170204 K1AA0551 protein 64.80 

407216 N91773 Hs.102267 tysyl oxidase 73.70 

409231 AA446644 Hs.692 GA733-2 anOgen; epMa! glycoprotein 3.20 

80 407881 AW072003 Hs.40968 heparan sulfate (glucosamine) 3-O-sulfot 288.70 

40781 1 AW190902 Hs.40098 cysteine knot superfamity t, BMP aniagon 50260 

420899 NMJN1629 Hs.100194 arachidonale 54ipcxygenase-actrvating p 6.13 

441020 W79283 Hs,35962 ESTs 178.90 
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453857 AL080235 Hs.35861 DKFZP586E1 621 protein 504.30 

428366 AF059214 Ks. 194687 cholesterol 2S4iydraxy1asa 24Z10 

413435 X51405 Hs.75360 cartwxypeptldase E 7.30 

436476 AA326108 Hs.33829 bHUi protein 0EC2 247.20 

5 406747 AI325153 Hs.217493 annexfnA2 110.00 

455800 R22479 Hs, 167073 Homo sapfenscDNAFU13047fis. done NT 112.10 

431211 M86849 Hs.323733 gap junction protein, beta 2, 26kO (conn 583.90 

431890 X17033 Hs.271986 integral. alpha 2 (C0498, alpha 2 subuni 6.56 

i _ 431958 X63629 Hs.2877 cadherin 3. type I.P^adherin (placenta 460.90 

10 444665 BE613126 Hs.47783 B aggressive lymphoma gene 204.40 

437763 AA469369 Hs.5831 tissue Inhibitor of metaUoprcteinase 1 7.75 

418870 AF147204 Hs.89414 chemoklne (C-X-C motiO, receptor 4 {fus 14.61 

424560 AA158727 Ks.150555 protein predicted by clone 23733 99.80 

436396 AI683487 Hs.152213 wingless-type MMTV integration site farni 242.20 

15 407137 T97307 gb:ye53h05.s1 Soares fetal Over spleen 17.88 

410668 BE379794 Hs.65403 hypothetical protein 4.18 

427660 AI741320 Hs.1 14121 Homo sapiens cDNA: RJ23228 fis, done C 116.40 

408826 AF216077 Hs.48376 Homo sapiens clone HB-2 mRNA sequence 60.30 

^. 442577 AA292998 Hs.163900 ESTs 4.18 

20 416498 U33632 Hs.79351 potassium channel, subfamily K, member 1 334.20 

447343 AA256641 Hs.236834 ESTs, Highly similar to S02392 alpha-2-m 8.16 

451277 AK001123 Ha36176 hypothetical protein FU 10261 375.30 

445133 AW157646 Hs.153506 ESTs 292.40 

414799 AI752416 Hs.77326 insuMke growth factor binding prote 4.38 

25 431806 AF186114 Hs.270737 tumor necrosis factor {ligarxl) superfami 89.00 

437330 AL353944 Hs.50115 Homo sapiens mRNA;cDNAOKF2p761J11 12 (f 322,10 

410687 U24389 Hs.65436 tysyt oxtdase4ke 1 9.10 

417409 BE272506 Hs.82109 syndecanl 4.05 

426471 M22440 Hs.170009 transforming growth factor, alpha 138.60 

30 458809 AW972512 Hs.20985 sin^associated polypeptide. 30kD 250.50 

448625 AW970786 Hs.178470 hypothetical protein FU22662 4.89 

450506 NM_004460 Hs.418 fibroblast activation protein, alpha 1176 

433336 AF017986 Hs.31386 secreted frizziecWelated protein 2 4.79 

„ 408491 AI088063 Hs.7882 ESTs &25 

35 437802 AI475995 Hs.122910 ESTs 4.54 

408296 AL117452 Hs.44155 DKFZP586G1517 protein 175.10 

421155 H87879 Hs.102267 rysyl oxidase 170.10 

451310 AW250651 Hs.26213 Human DMA sequence from done RP3-447F3 2.91 

439867 AA847510 Hs.161292 ESTs 261.60 

40 417771 AA804698 Ks.82547 retinoic arid receptor responder (tazaro 723.00 

410763 AF279145 Hs.8966 hypothetical protein FU21 776 251.70 

431385 BE176536 Hs.11090 membrane-spanning 4-domains, subfamily A 155.50 

457180 R26022 Hs.194662 calponln 3, acidic 68.00 

424408 A1754813 Hs.146428 collagen, type V. alpha 1 17.19 

45 452679 Z42387 Hs.83883 trartsmembrane, prostate androgen Induced 5.32 

425139 AW630488 Hs.325820 protease, serine, 23 371.90 

432978 AF126743 Hs.279884 DNAJ dcmahvcontaining 7.27 

406850 AI624300 Hs.172928 collagen, type 1. alpha 1 19.30 

421991 NM.014918 Hs.110488 WAA0990 protem , 190.50 

50 421814 112350 Hs.108623 triromtospondin 2 15.02 

409703 NM_006187 Hs.56009 2 , -5'-oligoadenylaia synthetase 3 (100 k 28.57 

452281 T93500 Hs.28792 Homo sapiens cDNA FU11041 fis, done PL 519.20 

413048 M93221 Hs.75182 mannose receptor, C type 1 240.60 

404210 #{NOCAT) NMJX)5936:Homo sapiens rr^otaVlymphcid 404.60 

55 452862 AW378065 Hs.8687 ESTs 364.20 

447072 D61594 Hs.17279 tyrosytprotein sutfbtransferase 1 226.20 

426935 NMJJ00088 Hs.172928 collagen, type I, alpha 1 4.31 

427390 AI432163 Hs.268231 Homo saptens cDNA: FU231 11 fis, done L 10.41 

417259 AW903838 Hs.81800 chondrdth sulfate proteoglycan 2 (vers 22.46 

60 451295 AI557212 Hs.17132 ESTs, Moderately similar to 154374 gene 23.74 

448569 BE382657 Hs.21486 signal transducer and arfvator of trans 5.68 

417148 AA35S896 Hs.293885 hypothetical protein FU14902 190.80 

432359 AA076049 Hs.274415 Homo sapiens cDNA FU 10229 fis, done HE 230.50 

„ 422278 AF072873 Hs.114218 frizzled (Drosophila) homolog 6 361.90 

65 422545 X02761 Hs.267820 fibronectlnl 8.81 

442379 KM.004613 Hs.8265 transglutaminase 2 (C polypeptide, prote 7.30 

417412 X16896 Hs.82112 interteukin 1 receptor, type I 267.20 

422110 AI376736 Hs.1 11779 secreted protein, acidic, cysteine-rich 5.07 

'431512 BE270734 Hs.2795 lactate dehydrogenase A 270.10 

70 417433 BE270266 Hs.82128 5T4 oncofetal trophobiast glycoprotein 504.60 

426369 AF134157 Hs.1 69487 Kretsler (mouse) maf-related leucine zip 10.62 

437470 AL390147 Hs.134742 hypothefeal protein OKFZp547D065 180 

417944 AU077196 Hs.82985 collagen, type V. alpha 2 14.01 

428797 AA496205 Hs.193700 Homo sapiens mRNA; cDNA DKFZp58610324 (f 9.15 

75 434423 NMJXJ6769 Hs.3844 UM domain only 4 297.30 

426125 X87241 Hs.1 66994 FAT rumor suppressor (Drosochfla) homolo 486.20 

422573 AW297985 Hs.295726 integrin, alpha V (vitronectin receptor 9.73 

421552 AF026692 Hs.105700 secreted frizzteoVeteted protein 4 76Z90 

424730 NMJJ03358 Hs.23703 ESTs. Moderately similar to CEGTJtUMANC 7.81 

80 400133 NA Eos Control 357.00 

444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypotheti 1150.30 

422048 NVL012445 Hsl288126 spondin I extracellular matrix protein 4.50 

446019 AI362520 Hs.279789 htstone deacetytase 3 11.26 
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426490 NM.001621 Hs.170087 

422687 AW068823 H$.1 19206 

432401 NMJM3330 Hs^74479 

437223 C15105 Hs.330716 

Table 41B 



aryt hydrocarbon receptor 
Insufin-Bke growth factor binding prate 
NME7 

Homo sapiens cDNA FU14368 fis, done HE 



45a50 
Z68 
4.99 
7.65 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

416913 
419570 
423733 
434665 
448437 

Table 41C 



CAT Number Accessions — — 

163001J AW934714 BE161007 BE162500 AW749902 AW749864 BE162498 BE161005 AA190449 AW513465 BE161006 BE1S2499 

1860604 1 WW38 W68831 

231476.1 AA330281 0AA330232AW962521 

390530 1 AA642125AA654516 

763310 1 AW470125AJ734B72Ai749559AW856504AI583942AV\^^ 



Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et a): refers to the publication entitled The DNA sequence of 

human chromosome 22." Dunham L et a).. Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which axons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 

- VL — — — 

NlJjQSRJOn 

278637-279292 

94182-94323.97056-97243,101095-101236.102824-103005 
677-1188 

138534-1 38629.139234-139294.140121-140335.142033-142479 
166120.166347.166451-166557.169651-169832 
50018-50158 
13022-13473 

19346-19525,19625-19708.19897-19973.20067-20130,20215.20414 
89914-90033.90729-90855,91131-91198 
5542-6176 

1414-1513,1624-1756 
80316-80459 
169926.170121 
32282-32416 
51086.51301 
53134-53281 
40977-41150 
11743-11929 

34202.34351,3519445336,4541245475.4573145958^^ 
17705-18287 



Pkey 


Ref 


Strand 


400534 


6981826 


Minus 


400560 


9843598 


Rus 


400836 


8954179 


Plus 


401201 


9743387 


Minus 


401480 


7321503 


Rus 


401541 


8072607 


Minus 


401682 


4755167 


Pius 


401732 


1200312 


Rus 


403207 


7630829 


Rus 


403574 


8101156 


Rus 


403776 


7770611 


Minus 


404142 


9856692 


Minus 


404210 


5006246 


Plus 


404285 


2326514 


Phrs 


404286 


2326514 


Plus 


404287 


2326514 


Rus 


404682 


9797231 


Minus 


404866 


9366919 


Minus 


405281 


6139075 


Minus 


405849 


7651817 


Minus 


405909 


7705180 


Minus 


406173 


7230224 


Rus 


406293 


5686274 


Minus 


406319 


9211730 


Minus 


406399 


9256288 


Minus 



12925-13213 
17646-17953 
82320-82561 
6344*63554 



TABLE 42A: 574 genes upregulated in pancreatic cancer relative to normal body tissues 

Table 42A fists about 574 genes unregulated in pancreatic cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, 
peptides, or antibodies. These genes were selected from 59680 probesets on the Eos/Aflymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this 
analysis was expressed as average intensity (Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domarns indicative of have oncogenic function or of transducing Intracellular signals, or of being modutatabte by small molecules, peptides, or antibodies (e.g. pkinase, deaflvdoman, 
7tm, phosphatase, orionjransporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UnlGenelD: UruGene number 

PredProtDomans: Certain predicted protein domains. Abbreviations used: TM. transmembrane domain; SS. signal sequence; =Y, very litery to contain; =M, likely to contain; other 

protein domain abbreviations are from PFAM (Nudeic Acids Research. 2002. 30^276-280). 
UruGene Title: UnKSene gene title 

R1 90th percentile of pancreatic cancer Ate divided by the 50th percentile of normal tissue Als 

R2 90th percentile of pancreatic cancer Ais divided by the 90th percentile of normal pancreas Als, where the 1 5th percentile of all normal tissue Als was subtracted 

from both the numerator and certominator 

Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProLOomains; R1; R2 

426230; AA357019; Hs.241395; protease, serine. 1 (trypsin 1); trypsin.toxin_4;SS=M; 107.29; 1.07 

415934; NMJM0928; Hs.992; phosphoiipase A2, group IB (pancreas); phosItp;SS=M; 83.67; 1.06 

421998; AW583807; Hs.1460; glucagon; tarmone2;SS=M; 59.35; 1.61 

406399; ; ; NM_003122\Homo sapiens serine protease ; kazal;SS=M; 55.49; 1.08 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Coilagen;TM=M;S$=M; 5165; 43.61 
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406685; M1872B; ; gfcHuman nonspecific crossreacflng snBg; frTM=M;SS=M; 5173; 2183 
428698; AAB52773; Hs.334838; KIM1866 protein; none;NA*IA; 3144; 13.11 
437145; AF007216; Hs.5462; solute carrier family 4. sodium bicarbon; HC03.cotransp;TW=Y^ 29.80; 1.46 
428874; W32133; Hs.194366; transthyretin (prealbumin, amyloidosis t Transthyretin;SS=M; 29.41. 1.94 
444754; T83911; Hs.374341; transmembrane 4 superfemity member 4; none;TM=Y;SS=M; 2178; 3.13 
418058; AW971155; Hs.293902; ESTs, Weakly similar to ISHUSS protein d; none;TM=M;SS=M; 28.61; 0,98 
438091; AW373082; Hs.351546; nudear receptor subfamily 1, group I, m; hormonejec.2*C4.none; 25.38; 3.63 
41 3719; BE439580; Hs.75498; small hducfote cytokine subfamBy A (Cy; IL8;SS=M; 24.64; 7.21 
417771; AA804698; Hs.82547; retinote add receptor responder (lazaro; ncne,none; 23.77; 6.74 
414998; NM.Q02543; Hs.77729; oxidised low density Ipoprotein (lectin; lectinjc;TM=Y;SS=M; 22.96; 4.57 
418318; U47732; Hs.84072; transmembrane 4 superfamity member 3; trarisrnembrane4;TM=Y;SS=M; 2131; 5.42 
425573; AB006423; Hs. 158308; serine (or cysteine) proteinase Miibito; serpln,GCV_H;TM=M;SS=M; 2131; 1.03 
433110; 056494; Hs.3191; rat regenerating IsleWeriveiHike, hum; lecOn_.c;TM=M;SS=M: 21.90; 0.60 
426490; NMJW1621; Hs.170087; aryl hydrocarbon receptor; PAC.PAS;TM=M;; 21.41; 19.89 
453863; X02544; Hs.572; orosornucokl 1; UpO(^n,a!dedh,iibl^iitin,IRK;SS=M; 20.80; 8.12 
421 1 26; M74587; Hs. 102 122; insufin-Bke growth factor binding prote; thyrogJobuTtn J ,IGFBP;SS=Y; 20.60; 8.48 
451035; AU076785; Hs.430; ptasBn 1 (I isoform); efhand,CH,Adaplin_N;SS=M; 1 9.25; 3.53 
41 3859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase tola; SAM_PNT»none; 18.38; 2.53 
420332; NMJW1756; Hs.1305; serine (or cysteine) proteinase inhibito; serp!n;TW=M;SS=M; 18.19; 129 
438089; W05391; Hs.351546; nuclear receptor suMamBy 1, group I, rrr, horrnone.rec.^CM.none; 17.67; 4.80 
417426; NM.002291; Hs.82124; tarrrinin, beta 1; laminin_EGF,lamlnhJ«errnJntegTin3;SS=M; 17.08; 6.37 
427509; MB2505; Hs.2161; complement component 5 receptor 1 (C5al; 7tmJ;TM=Y;SS=M; 16.89; 7.15 
441031; AI1 10684; Hs.7645; fibrinogen, 8 beta polypeptide; Sbrinogen_C,G-alpha,arf;TM=M;SS=M; 16.59; 7.74 
445033; AV652401 Hs.72901; cycRrKiependent kinase inhibitor 28 (p1; ante 16.28; 9.22 

431183; NM_006655; Hs.250696; KDEL (Lys^Ou-Leu) endoplasmic relic; ERJumenjeceptTM=M;SS=M; 15.96; 138 

444784; D12485; Hs.11951; ectonucleotide pyroc^iosphatase/phosphodi; Somatomedin_B,Ej^(xiLidease,PhosprwdestTM=Y;SS=M; 15.65; 1.33 

408243; Y00787; Hs.624; interleukin 8; HLH,PAS.IL8;TM=M;; 15.53; 4.34 

419355; AA42B520; Hs.90061; progesterone Wiring protein; hemeJ;TM=Y;SS=M; 15.45; 10.50 

426006; R49Q31; Hs.22627; ESTs; pkinaseJBC; 15.17; 0.58 

433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pn CARD,ICEj>10,ICE_p20;SS=M; 14.84; 3.04 
422260; AA315993; Hs.105484; regenerating gene type IV; tectin_c;SS=M; 14.71; 189 
430280; AA361 258; Hs.237868; interleuldn 7 receptor; fn3,none; 14.28; 1 1 .47 

408983; NM 000492; Hs.663; cystic fibrosis transrrernbrane conductanc; ABC^tran^C_membrane,PRK ) Bac_exporL3;TM=Y;; 13.98; 1.18 
414812; X72755; Hs.77367; monokine Induced by gamma Interferon; IL8;TM=M;SS=Y; 13.81; 7.69 

429170; NMJM1394; Hs.2359; dual specificity phosphatase 4; Rno<toese,DSPc,Yj>riQsphatra^ 13.59; 124 

425988; BE045897; Hs.53985; ESTs, Weakly simflar to 138022 hypotheti; none.none; 1 3.54; 0.95 

409512; AW979187; Hs.293591; melanoma differentiation associated prat; DEAD,heUcase_CCARD;TM=M;; 13.48; 3.59 

429556; AW139399; Hs.98988; ESTs; none;TM=M;; 13.20; 1.16 

417079; U65590; Hs.81134; interleuWn 1 receptor antagonist; IL1;SS=M; 1183; 7.72 

427286; AW732801 Hs.2132; epidermal growth factor receptor pathway; SH3.TonB_boxC;TM=M;; 1172; 9.01 

431912; A1660552; Hs.356183; ESTs, Weakly simflar to A561 54 Abl subst nor^K^dh^l-CcA_dh^M^!-CoA_dh^N; 1172; 6.72 

4121 16; AW402166; Hs.784; Epstein-Barr virus Induced gene 2 (lymph; 7tm_1;TM=Y;SS=M; 1171; 1156 

425397; J04088; Hs.156346; topoisomerase (DNA) II alpha (170kD); DNAjyraseB,DNA^topolsolV,HATPase_c;SS=M; 1152; 4.92 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC.tran 1 M,SMC_N,SWC„C l DUF164,none; 1138; 7.59 

428157; A1738719; Hs.198427; hexokinase 2; hexokmase.hexoWnase2,none; 1134; 11.53 

424273; W40460; Hs.144442; phospholipase A2, group * phosfip;TM=M;SS=Y; 12.32; 3.02 

414821; M63835; Hs.77424; Fc fragment of IgG. hfoh affinity la. re; ig;TM=Y;SS=M; 1129; 2.21 

415323; BE269352; Hs.949; neutrophfl cytosoSc factor 2 (65kD, chr; SH3,TPR;TM=M;; 1116; 4.14 

427283; AL1 19796; Hs.174185; ectonucleotide pyrophosphatase/phosphodi; SuHatase,Somatomedin _B,PhosphodiestEndonucle3se;TM=M;SS=Y; 1 1.97; 5.93 
434779; AF153815; Hs.50151; potassium Inwardry-recBfytng channel, s; IRK;TM=Y;; 11.76; 1.58 
426227; U67058; Hs.154299; Human proteinase activated receptor-2mR; 7tm_1;TM=Y;SS=M; 11.75; 3.56 
41 2228; AW503785; Hs.73792; cornptement component (3d/Epstetn Barr vt sushi;TM=Y;SS=M; 11.67;3.77 
450737; AW007152; Hs.63325; transmembrane protBase, serine 4; trypsmJdUecepLa,none; 1 1.65; 452 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length Insert cDN; l^DH.C,lMPD^N.CBSjntegrin3.RJcb_BJectin; 11.56; 5.46 
431512; BE270734; Hs.2795; lactate dehydrogenase A; ldhJdh_C I SH3,pkInase,UBA;TM=^A^, 11.55; 5.11 

429638; A1916662; Hs.211577; kinectin 1 (kinesln receptor); bZIPJropomyosln,specmn 1 t3P_BPLCETP,B56 l ^ 11.47; 4.65 

445133; AW157646; Hs.198689; ESTs; efriawl.srjecmXGASlSH3,Plectm^ 11.41; 12.62 

411352; NM.002890; Hs.758; RAS p21 protein activator (GTPase acfiva; SH2 t SH3,C2,PH,RasGAP;TM=M ; SS=M; 11.24; 9.95 

447343; AA256641; Hs.236894; ESTs. Highly simflar to SQ2392 atpha-2-m; none,none; 11.19; 4.16 

422616; BE300330; Hs.118725; selenophosphate synthetase 2^AIRSAIRS..C;TM=M;; 11.17; 5,98 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t; kinesm^Yj)hospf»atase;TM=M;; 11.14; 9.09 

440594; AW445167; Hs.126036; ESTs; none^one; 11.05; 16.45 

425289; AW139342; Hs.155530; interferon, oamnwnducibie protein 16; PAADJ>APIN,HlN;SS=M; 11.05; 10.38 
427700; AA262294; Hs.180383; dual spedficity phosphatase 6; Rhodanese,OSPc;TM=M;; 1 1.05; 4.70 
448811; A1590371; Hs.199460; ESTs; none;TM=Y,-; 10.85; 9.69 

424321; W74048; Hs.1765; lyrr^ocyte-specffic protein tyrosine kin; SH2,SH3,pldn3se;TM=M;; 10.72; a65 
429083; Y09397; Hs.227817; BCtf-reiated protein A1; Bcl-2;TM=M;; 10.51; 1197 

424247; X14008; Hs^34734; lysozyme (renal arrryloidosis); tys,lg,FAO.SyntriJdWdh_C,pkinase;SS=M; 10.37; 6.35 

436856; A1469355; Hs.127310; ESTs; pWnase,rnTvTM=M;; 10^6; 174 

427337; Z46223; Hs.176663; Fc fragment of IgG, tow affinity lllb, r, ig;TM=Y;SS=M; 10^4; 114 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma vfral related ; SHlSH3,pkinase;TM=M;; m34; 4.47 

418299; AA279530; Hs.83968; mtegrin. beta 2 (antigen CD18 (p95), ry; integrin_B.EGFPSl;TM=Y;SS=M; 10.21; 4^8 

451820; AW058357; Hs.199248; ESTs; 7tmJ;TM=Y;SS=M; 10.18; 167 

413048; M93221; Hs.75182; mannose receptor. C type 1; <hltecthi_c.r^iLBJecfin.Xr^TM=Y;SS=M; 10.17; 8.35 
429752; H52348; Hs.36636; ESTs; pkinase,pktnase; mi3; 1135 

452721; AJ269529; Hs.301871; solute carrier famfly 37 (giyceroW-pbo; MORrisugar.tnTM=Y;SS=M; 10.08; 8.74 
421462; AF016495; Hs. 104624; aquaporin 9; MIr>TM=Y^S=M; ia05; 6.06 
452698; NMJJ01295; Hs.301 921; chemokine (OC motif) receptor 1; 7tmJ;TM=Y;SS=M; 9.98; 3.16 
416389; AA180072; Hs.149846; mtegrin, beta 5; integrirLftnone; 9-85; 9^9 

421044; AF061871; Hs. 101 301 Human DNA sequence from done RP 1-238D15; fn3,vwa.ColIagen.TSPN;TKS=M;SS=M; 9.78; 5.96 

446620; AA128808; Hs. 179901 transportar-Ske protein; none;TM=Y;SS=M; 9.75; 164 

405102; ; ; C15001220*:gil4469558|gb|AAO21311.1| (AF; DAG^PE-btnd.PH,RhoGEF,DC1;SS=M; 9.74; 1.88 

418693; AI750878; Hs.87409; thrcmbospondin 1; EGF,tsp.1,vwc,TSPN,tsp_3;SS=M; SJZ, 6.94 
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426535; AU07701 2; Hs.288582; ESTs. Weakly shrflar to ubiquitous TPR m; KunHz_BPTl ,Kur^BPTJ.7tn\.ZHRM; 9.68: 10.58 

4481 05; AW591433; Hs.298241 ; Transmembrane protease, serine 3; W!_recepLalrypsln;TM=Y;SS=M; 9.67; 4.06 

456266; L29073; Hs.198726; cold shock domain protein A; 7tm.^HRM.CSC>;TM=Y;SS=M; 9.62; Z36 

410240; AL157424; Hs.61289; synaptojanln 2; Exo_en*uirK>s 4 SyjaJI,rm\Grar^^ 9.62; 3.77 

457001; J03258; Hs.2062; vitamin D {1,25- dihydroxyvilamin D3) re; rrarrrx>ne„rec^W.Melalto{hio_5;TM=M;; 9.60; 105 

456373; BE2477Q6; Hs.89751; membrane-spanning 4<Jomains, subfamily A; none;TM=Y;; 9.57; 3.77 

416847; L43821; Hs.80261; enhancer oJ Slarnentafion 1 (cas-Oke do; SH3;TM=M;; 9.56; 10.50 

437158; AW090198; Hs.348709; KIAA1150 protein: none;NA;NA; 9.55; 8.87 

426108; AA622037; Hs.166468; jwgrammed cefl dealh 5; DUF122;TM=M;; 9.47; 5.67 

403344; ; ; NK/L000341:Homo sapiens solute carrier fa; aipha-amyiase;TM=Y;; 9.47; 1.42 

449543; AF070532; Hs.23729; Homo sapiens clone 24405 mRNA sequence; KJetratoiiJrans,none: 9.46; 3.12 

433233; AB040927; Hs.301804; KIAA1494 protein; SH3.zW3HC4;TM=M^ 9.42; 4.01 

444838; AV651680; Hs.208558; ESTs; Megrin_A.F&GAP,none; 9.42; 1.87 

439803; AA001021; Hs.6685; thyroid hormone receptor interactor 8; none,none; 141; 5.55 

428505; AL035461; Hs.2281; chrornogranin B (secretogranin 1); Granin;SS=M; 9.40; 3.46 

411213; AA676939; Hs.69285; neuropiHn 1; ^J5_F8_type_C,OJB,aJB,MAM,F5.F8_rype.C; 9.38; 6.32 

432810; AA863400; Hs.374489; ESTs; none.Skp1.AAA; 9.38; 4.36 

427581; NM_014788; Hs.179703; K1AA0129 gene product SPRY^box;TM=M;; 9.34; 8.26 

413109; AW389845; Hs.1 10855; ESTs. similar to leukemia virus receptor PH04,none; 9.34; 4.67 

428450; NM 014791; Hs.184339; KIAA0175 gene product; KA1,pkinase;TM=M;; 9.31; 4.24 

4081 13; T82427; Hs.194101 ; Homo sapiens cDNA: FU20869 fs. done A; 7tn\.3,none; 9.24; 7.12 

448030; N30714; Hs.325960; membrane-spanning domains, subfamily A; none;TM=Y;SS=M; 9.23; 6.03 

437672; AW748265; Hs.5741; flavohemoprotein b5?. hen*J,r^Jsnding,npoxygen^ 9.22; 10.72 

416498; U33632; Hs.79351; potassium channel, subfamily K. member 1; ionJrans;TM=Y;SS=M; 9.20; 4.46 

409956; AW103364; Hs.727; inhibln, beta A (aclivin A. actMn AB a; TGF^eta.TGFb_propeptide.Tub;SS=M; 9.19; 1146 

413095; AA494359; Hs.30715; potassium voltage-gated channel Isk-rel; none.START; 9.15; 2.18 

418838; AW385224; Hs.35198; ectonucleoOde pyrophosphatase/ptosphodi; Phosphodiest;TM=Y;SS=tt 9.14; 3.03 

452960; AK001335; Hs.31 137; protein tyrosine phosphatase, receptor t Yj>hosphalase,none; 9.14; 1175 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cofinn_ADF;SS=M; 9.11; 4.29 

427157; U51166; Hs.173824; thymine-ONA gtycosytase; UOG;TM=M;; 106; 9.68 

431341; AA307211; Hs.251531; proteasome (prosome. macropain) subuniU proteasome;TM=M;; 9.05; 5.61 

413367; NM.006517; Hs.75317; solute carrier family 16 (rnonocarboxyfic; sugar Jr;TM=Y;; 9.04; 5.79 

437296; AA350994; Hs.20281; WAA1700; Rhodanese,OSPc;TM=l*; 9.02; 5.75 

418888; AU076801; Hs.89436; cadherin 17, U cadherin (iiver-intestin; cadherln;TM=Y;SS=M; 8.94; 5.01 

446406; A1553681 ; Hs.348490; Arg/Abl-interacfing protein ArgBP2; Sorb,none; 8.91; 1 .77 

428820; AA4361 87; Hs.172631 ; integrin, alpha M (complement component ; vwa,integrtoAFG-GAP;TM=Y;$S=rVi; 8.85; 4.74 
434398; AA121098; Hs.3838; serunvtnducible kinase (SNK); pWnase.POLOJxix;TM=M;; 178; 4.54 
453902; BE502341; Hs.3402; ESTs; none,none; 172; 3.71 

433334; AI927208; Hs.231958; matrix metafloproteinase 28; Pepfidase_Ml0.none; 871; 4.28 

446488; AB037782; Hs.15119; KIAA1361 protein; pkinase;SS=M; 170; 171 

450247; AF123303; Hs.24713; hypothetical protein; emand,mito_carr;TM=Y;SS=M; 8.68; 3.40 

432101; AI918950; Hs.123642; EphA3; fn3,pklnase.SAM,EPItibd;TM=Y;SS=M; 162; 5.62 

410763; AF279145; Hs.8965; hypothetical protein FU21776; nonejone; 8.61; 13.53 

422278; AF072873; Hs.1 14218; frizzled (Drosophila) homotog 6; Fz.Fri2zled Jtrru2;TM=Y;SS=M; 8.55; 4.82 

425465; L18964; Hs.1904; protein kinase C. iota; pk^e,DAGJ^-rind.pkinase.C.OPR;TM=M;; 8.50; 3.18 

4191 1 1; AA234172; Hs.137418; ESTs; none.IRK; 8.47; 7.51 

430024; A1808780; Hs.227730; integrin. alpha 6; mtegrin_A.F&GAP;TM=Y;SS=M; 8.45; 3.46 

447574; AF162666; Hs.18895; touslecUke kinase 1; pkinase;TM=M;; 8.45; 5.30 

447217; BE465754; Hs.17778; neurop3in 2; CUB,MAM.F5_F8.type.C;TM=M;SS=M; 8.44; 6.30 

419034; NMJJ02110; Hs.89555; hemopoietic cdl kinase; SH2,Sm.pkmase;TM=Mn 8.43; 4.87 

405555; ; ; homeodomain-mteracting protein kinase 3; trypsin;TM=Ms 8.39; 0.68 

417412; X16896; Hs.82112; interieukin 1 receptor, type I; tg,TlR;TM=M;SS=M; 135; 4.74 

405556; ; ; hcmeodomain-interacting protein kinase 3; trypsin;TM=Mr 8.31; 0.87 , 

407687; AK002011; Hs.37551 hypothetfcat protein FU11149; lys.kjm_SynftJdh.ldru(;pkinase;SS=M; 8.2B; 3.12 

408051; AI623351; Hs.172148; ESTs; PH.RhoGAP.none; 8.27; 165 

449523; NWL000579; Hs.54443; chemokine (OC mofiO receptor 5; 7tmJ;TM=Y;SS=M; 126; 5.49 

429732; U20158; Hs^488; lymphocyte cytosolic protein 2 (SH2 doma; SH2;SS=M; 8.24; 191 

405204; ; ; NM_002086':Homo sapiens growth factor re; SH2,SH3;TM=M;; 8.23; 6.43 

426806; T19228; Hs.172572; hypothetical protein FU20093; ank.pkinas8,UPF0073;SS=M; 8,20; 6.11 

428428; AL037544; Hs.184298; cydm-dependenl kinase 7 {homotog of Xe; pWnase;TM=M;; 118; 137 

450375; AA009647; Hs.352537; a disintegrfn and metaltoproteinase doma; Reprotysm,PepJl128 j>rof>ep,<fi^ 8.17; 12.24 

443303; U67319; Hs.9216; caspase 7. apoptosfswelated cysleine pr, pkmase.lCEj>10.ICEj)20;TM=M;SS=M; 115; 4.61 

413132; NM_006823; Hs.75209; protein kinase (cAMP-dependent catafyti; PKr;SS=M; 115; 11.12 

428513; BE220806; Hs.184697; Homo sapfens done 23785 mRNA sequence; PSI^one; 113; 13.28 

429345; R11141; Hs.199695; hypothetical protein; Kjetra,SAM; 113; 1.15 

425838; NM.014071; Hs.159613; nuctear receptor coactlvalor RAP250; per; none;TM=M;; 112; 4.54 

425836; AW955696; Hs.90960; ESTs; CbLN.Cbl.N2.Cbl JJ3,UBA^C3HC4.none; 11 1; 7.47 

406366; ; ; secreted frizzJed-related protein 4; trypsin;SS=M; 105; 0.69 

429663; M68874; Hs.211587; phospholipase A2. group IVA (cytosolic, ; C2.PLA^B;TM4fc 104; 5.20 

458946; AA009716; Hs.4231 1; ESTs; none.DSPt,Yj>hosphatase; 102; 1.93 

425280; U31519; Hs.1872; phosphoenolpyruvate carboxykinase 1 (sol; PEPCK;TM=M;; 757; 19.33 

445800; AA126419; Hs.32944; inositol coryphosphate4^phatase. ty; none.none; 7.90; 11.44 

449444; AW818436; Hs.351306; solute carrier family 16 (nrorracarboxylic; none;TM=Y;SS=M; 7.89; 7.00 

426167; AF039023; Hs.167496; RAN binding protein 6; Armadiito_seg.HEAT_PBS^ 7.83; 11.16 

400408; S75765; ; Homo sapiens delta CCK-8 gene, partial c; 7tm_1 t none; 7.81; 178 

448362; AA641767; Hs.2101 5; hypolhetjcal protein DKFZp564L0864 sim3; sugar.tnTR^YiSS^M; 7.78; 7.02 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase substra; SH3;TM=M;; 7.75; Z63 

409799; D1 1928; Hs.76845; phosphoserine phosphatasfrfika; Hydrolase;TM=M;; 7.7Z 2JSB 

447887; AA1 14050; Hs.19949; caspase 8, apoptosis-related cysteine pr, lCEj>10.IC^p20,DED;TM4fc 7.68; 140 

421684; BE281591; Hs.1 06768; hypothetical protein FU10511; ArrnadUto.seg;SS=M; 7.49; 6.57 

434699; AA643687; Hs.1 49425; Homo sapiens cONA FU11980fc, clone HE; NudeosideJraZrione; 7.47; 2.53 

417880; BE241595; Hs.82848; setecun L (lymphocyte adhesion molecule; EGFjectinjc^ushi;TM=M;SS=M; 7.38; 5.60 

436729; BE621807; Hs.351316; transmembrane 4 superfamfiy member 1; none;TM=Y;SS=Wt 7.29; 5.78 
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428970: BE276891; Hs.194691; retinoic add Induced 3; 7bnJ*TM=Y;SS=M; 7.26; 11XK) 

426761; AI01 5709; Hs.172089; PORIMIN Pro-cncosis receptor Inducing me; none;TM=Y;SS=M; 7.25; 7.22 

413880; AI660842; Hs.110915; interteukin 22 receptor, TissueJac;TM=Y;SS=M; 7.24; 0,98 

418945; BE246762; Hs.89499; arachidonate lipoxygenase; Bpaxygenase.PlAT;TM=M;; 7.22; 6.45 

413441; AI929374; Hs.75367; Src4!ke-adapter, SH2.SH3;TM=M;; 7.20; 5.72 

426158; NMJJ01982; Hs.199067; v-erW>2 avian eiythroblasfc leukemia v; Funn4i}«i ( pfe>a,RecepJ_d^ 7.13; 3.97 

428474; AB023182; Hs.184523; K1AA0965 protein; pkinase;TM=M;; 7.13; 5.43 

421582; A1910275; Hs.350470; trefoil factor 1 (breast cancer, estroge; trefoil,GasWn;SS=M; 7.08; 21 .61 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 7.07; 6.18 

452110; T47667; Hs.28005; Homo sapiens cONA FU11309 fis. done PU pkinase.Aclivfnjecp,none; 6.94; 4.82 

451295; A1557212; Hs.17132; ESTs, Moderately simOar to 154374 gene ; pJo^DAG_PE-biiid,pJdnase_C,OPRnone; 6.92; 15.34 

430680; AW1 38724; Hs.168974; ESTs, Highly similar to ALU7JWMAN ALU S; Yj)hosphatase^daptin_N,Y_phosphatase; 6.88; 1.94 

441600; AA939347; Hs.127223; Homo sapiens cysteine knot protein (ZSIG; 7trnJ,loXjecepU. WSS=M; 6.85; 0.97 

4106B7; U24389; Hs.65436; lysyl oxidase-Eke 1; LysyLoxidase;SS=M; 6.83; 7.24 

425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor t fn3jg,Yj>ru)sphat3se,MAM;TM=Y;SS=M; 6.83; 11.43 
400539; ; ; Target Exon; none;TM=M;; 6.70; 1.19 

431113; AK000673; Hs.274337; hypothetical protein FU20666; pkinase;TM=Mn 6.65; 2.21 

445280; AW0550S3; Hs.343220; v-crk avian sarcoma virus CT10 oncogene ; SH2,SH3,none; 6.61; 10.66 

425834; NM.001639; Hs.1957; amytokJ P component, serum; pentaxin;TM=M;SS=M; 6.57; Z20 

435706; W31254; Hs.7045; GL004 protein; PDEase,GAF,none; 6.55; 11.44 

415906; AI751357; Hs.288741; Homo sapiens cONA: FU22256 fts. done H; Ephriiytone; 6.45; 5.25 

408308; AL033377; Hs.44197; hypolhetica) protein DKFZp564D0462; none,none; 6.42; 9.14 

432336; NM.002759; Hs.274382; protein kinase, interferon-inducible dou; dsrm,pkinase;TM=M;; 6.42; 4.1 2 

417874; 8E616160; Hs.82B29; protein tyrosine phosphatase, noiwecept; Y_phosphatase;TM=Y;; 6.42; 2.26 

446872; X97058; Hs.16362; pyrirrddiriergic receptor P2Y, G-protein c; 7tm_1;TM=Y;SS=M; 6.41; 4.54 

444006; BE395085; Hs.10086; type I transmemtiane protein Fn14; !rJUecepLa,PKD l MHCJ;TM=M;SS=Y; 6.38; 3.55 

412970; AB026436; Hs.177534; dual specificity phosphatase 10; Rhodanese,OSPc;SS=M; 6.35; 4.95 

4225B3; AA410506; Hs.27973; K1AA0874 protein; ank,G-atpha;TM=M;; 6.35; 3.56 

452355; N54926; Hs.29202; G protein-coupled receptor 34; 7tm_1,OATP_C;TM=Y;; 6.32; 11.02 

422282; AF019225; Hs.114309; apofipoprotein U Mot\.ExbB;TM=Y;SS=M; 6l32: 5.15 

407235; D20569; Ks, 169407; SAC2 (suppressor of acGn mutations Z r, none,Ribosom3l.S1 3,Galactosyl_T I 2Ip 1 adh_shorUf-C3HC4; 6.30; 8.35 
428486; AW583497; Hs.184604; pancreatic pofypeptide; horrnone3;TM=M;SS=Y; 6.29; 3.51 
408847; AW290997; Hs.30348; ESTs; pkhiase,ig,none; 6.28; 3.63 

428179; A1127772; Hs.279696; serurn/fclucocorticoid regulated kinase^; pkuiase.PXpkinase_C;SS=M: 6.28; 3.50 

443614; AV655386; Hs.7645; fibrinogen, B beta odypeptida; none,none; 6.26; 7.48 

425354; U62027; Hs.155935; complement component 3a receptor 1; 7tmJ;TM=Y;SS=M; 6^5; 3.98 

448888; AW196663; Hs.200242; caspase recruitment domain protein 6; CARO;TM=M;; 6.21; 4.10 

428180; AI129767; Hs.182874; guanine nucleotide binding protein (G pn G-elpna.arf;TM=M;; 6.18; 4.62 

409245; AA361037; Hs.356436; tRNA isopentenylpyrophosphale transferas; Arrrtadil!o_seg;TM=M;; 6.17; 11.15 

417952; A1192838; Ks.372643; dual-specificity tymsin&{Y>phosphoryt; p)dnase.none; 6.17; 3.05 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; SH2,PH;TM=M;; 6.16; 1150 

425910; AA830797; Hs.184760; CCAAT-box-blnding transcription fadon none;TM=M;; 6.10; 2.96 

426797; AW936258; Hs.342849; ADP-ribosylation factor-like 5; arf ) Ca_channeLB,SH3; 6.03; 3.17 

408331; NMJXJ7240; Hs.44229; dual specificity phosphatase 12; DSPc;TM=M;; 5.99; 255 

441384; AA447849; Hs.288660; Homo sapiens cONA:FU22182 fis, done H; 7tm_3,none; 5.97; 13.12 

414217; A1309298; Hs.279898; Homo sapiens cONA: FU23165 fis, clone U none;NA;NA; 5.92; 6.47 

418506; AA084248; Hs.85339; Unknown protein for MGC29643; none,none; 5.91; 1.94 

436345; AA873008; Hs.121572; ESTs; CARD,BiRzl-C3HC4 ( CARD,BlR,zf-C3HC4; 5.90; 1.40 

414087; W19712; ; gtezb36d03.r1 Soaresj>arathyrddJumor..N; pkinase,none; 5.85; 0.90 

430396; D49742; Hs.241363; hyahnonan-binding protein 2; anMeaih.ZUS.EGF.Idngte.try^ 5.77; 1.24 

431385; BE178536; Hs.1 1090; membrane-spanning 4-domains, subfamily A; none,none; 571; 4.00 

427557; NMJJ02659; Hs.179657; plasminogen acfivator. urokinase recepto; UPARJ.Y6,ET ( PlA*jnh;SS=M; 5.71; 3.83 

414171; AA360328; Hs.855; RAP1A, member of RAS oncogene rarity; pkinase,DAG^PE-bind,RBD,ras l DC1,GFP;TM=M;; 5.69; 3.07 

418870; AF147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fus; 7trn_1,7bnJ;TM=Y;SS=M; 5.68; 1192 

425317; AW205118; Hs.210546; interteukin 21 receptor; none;TM=Y;SS=M; 5.60; 5.45 

417863; AB000450; Hs.82771 ; vaccinia related kinase 2; pWnase;TM=M;; 5.59; 4.19 

400151; ; ; Eos Control; AT_hook,DNA_mis _repair ( HATPase_cUCLcon;TM=M;; 5.53; 8.13 

450139; AK001838; Hs.355608; serurn^lucocortlcoW regulated kinase; none,none; 5.52; 8.61 

418203; X54942; Hs.83758; COC2B protein kinase Z CKSn 5.52; 10.04 

433556; W56321 ; Hs.1 1 1460; (^um/calmooy!i]vdependent protein kin; pkinase.none; 5.51 ; 6.75 

424701; NMJJ05923; Hs.151988; rnitogerhacfivated protein kinase kinase ; pkinase;TM=M;; 5.47; 4.58 

415875; AA894876; Hs.5687; protein phosphatase 1B {formerly 2Q, ma; PP2QTM=M;; 5.43; 5.30 

408761; AA057264; Hs.238936; ESTs, Weakly similar to (define not ava; 7tm J .none; 5.42; 2.59 

41 5444; BE247295; Hs.78452; solute carrier family 20 (phosphate tram PH04,UM;TM=M;; 5.37; 8.69 

444184; T87841 ; Hs.282990; Human DNA sequence from clone RP1-28H20 ; pkinase,RI01 ^PH.KOW;TM=M;; 5.36; 132 

410434; AF051 152; Hs.63668; toil-tike receptor 2; LRR,LRRCT,T1R;TM=HSS=M; 5.36; 194 

429023; NM_000312;Hs,2351; protetoCfjracfivator 5.31;4.30 

421559; NMJM4720; Hs.105751; Ste2T>rel3ted serine/threonine kinase; pkinase,UVR;TM=M;; 5.31; 3.26 

429922; Z97630;Hs326117; H1 Wstoiwfan^.nmberaiWcer.histor^ 

440682; AW362152; Hs.27181; nuclear receptor binding factor-2; cydb,bZlP;TM=Mn S2§ 4.82 

41 1558; AA102670; Hs.70725; gamma^rhinofautyric acid (GABA) A recepto; r^r.chan.UD,Nein > _cr^njT)emb;TM=Y;SS=M; 5.25; 11.26 
428234; U93553; Hs.183123; nudear receptor subfamily 5, group A, m; rtcimonejec^C4;SS=M; 5.20; 1.1 1 
408683; R58665; Hs.46847; TRAF and TMF receptor-assodated protein; Exo_endo_phos;TM=M;; 5.19; a25 
408657; AA782601; Hs.173328; ESTs; B56,none; 5.18; 5.47 

438746; A1885815; Hs.184727; Human melanoma-associated antigen p97 (m; transfenin.GuanylateJdn,PDZ,SH3; 5.17; 4.02 

438698; AW297855; Hs.361 171; ESTs, Weakly similar to 138022 hypotheti; ripoxygenase,PLAT,none; 5.16; 191 

442200; AW590572; Hs.235768; ESTs; none^one; 5.1 1; 4.22 

418738; AW388633; Hs.6682; solute carrier family 7, (caQonic amino; none.none; 5.08; Z71 

419088; AI538323; Hs.^7688; integrin, beta 8; integrbuB^one; 5.07; 3.53 

414555; N98569; Hs.76422; phosphoflpase A2, group UA (platelets. ; phoslip;TM=M;SS=Y; 5.05; 3,42 

408414; AI1 14688; Hs.1 93400; ESTs, Weakly similar to 21 0926QA B ceQ ; fn3jg;TS*=Y;SS=M; 5.05; 3.41 

430407; H23551; Hs.30974; ESTs; pkinase.PBD^cne; 5.03; 1.63 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.00; 5.14 
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452194; A1694413; Hs.373599; UbtqutOn-Hke protein FAT10???- diubtq; noruyione; 4.98; Z65 
410073; AYV4Q8163; Hs.58488; catenin (cadherin-assodated prolsin}, a; Staihmh.VlrcuEn;SS=M; 4.97; 10.60 
409430; R21945; Hs.346735; splicing factor, erginlnefcerine-rich 5; DSPc,Rhodariese,none; 4.96; 2.87 
432841; M93425; Hs.62; protsin tyrosine phosphatase, noiwecept YjJhosphatase;SS=M; 4.88; 21.69 
433470; AW960564; Hs. 35 131 6; transmembrane 4 superfamBy member 1; none;TM=Y;SS=to; 4.88; 4.60 

418529; AW005695; Hs.250897; TWUused gene; BanoL41.ERWlplona$e,lJ^UWCT.^^ 4.79; 
5.47 

421425; AK001564; Hs.104222; hypothefical protein FU10702; emand,kazai.arf.r3s,7tnLl;TM=N4;; 4.75; 5,41 

414135; NMJJ04419; Hs.2128; dual specificity phosphatase 5; r^anese,DSPc.Yjjhosphatase;TM=M;; 4.74; a76 

417640; D30857; Hs.82353; protein C receptor, endothelial (EPCR); none;TM=M;SS=M; 4.73; 4.68 

430630; AW269920; Hs.2621 ; cystafln A (stefin A); cystafin;TM=Ms 4.66; 5.61 

452239; AW379378; Hs.356289; protein tyrosine phosphatase, receptor t none,none; 4.63; 6.62 

427333; AF067797; Hs.176658; aquaporin 8; MtP;TM*Y;SS=M; 4.63; 0.80 

431890; X17033; Hs.271986; integrin, alpha 2 {CD49B, alpha 2 subuni; vwajntegrirLA.F&GAP;TM=Y;SS=M; 458; 1 1 .38 

428085; AI634046; Hs.157313; ESTs; ICEj>2O,DEO,lCEj>t0,lC£j>2O I OED; 4.55; 4.51 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.54; 8.76 

416224; NNL002902; Hs.79088; reticulocalbin 2, EF-hand calcium bindin; efhand;SS=M; 4.54; 19.57 

450056; BE047394; Hs.8208; ESTs, WeaHy similaf to S71512 hypotheti; ABC_tran^C_niemb^^ 4.49; 10.47 

414987; AA524394; Ms.294022; hypothe8cal protein FU14950; SH2;TM=M;; 4.41; 7.27 
447232; AW499834; Hs.327; interleukin 10 receptor, alpha; ncne;TM=M;SS=M; 4.41; 10.25 
433208; AW002834; Hs.24095; ESTs; arf,Ca_channel_B.SH3; 4.39; 12.14 
403208; ; ; Target Exon; lecfln_c,none; 4.37; 0.76 

440486; BE243513; Hs.7212; hypothetical protein PP1044; LRR,PAAD_DAPIN J AAA 1 CARO,NB-ARC;NA;NA; 4.36; 10.34 

414278; AA3301 16; Hs.355877; Human glucose transporter pseudogene; none,none; 4.35; 7.95 

424833; NNL003894; Hs.153405; period (Drosophila) homotog 2; PAS;SS=M; 4.34; 6.23 

422573; AW297985; Hs.295726; Integrin. alpha V (vttronecOn receptor; FG-GAP.integrin_A.none; 4.32; 5.85 

418721; NMJJ02731; Hs.87773; protein kinase, cAMP-dependent, catafyti; pkmase,pkmase..C;SS=M; 4.31; 3.09 

412330; NMJJ05100; Hs.788; A kinase (PRKA) anchor protein (gravin) ; none;TM=M;; 4.25; 1Z74 

421939; BE169531; Hs.109727; TAK1-tfnding protein 2; KIAA0733 protein; zf-RanBP,CUE;TM=M;; 4.25; 1Z54 

414774; X02419; Ks.77274; plasrranogen activator, urokinase; krirflle.tryj»in^anLtrtonins;SS=M; 4.24; 6.91 

418526; BE019020; Hs.85838; solute carrier family 16 (rnonocartxwyfic; none;TM=Y;SS=M; 4.22; 5.27 

41 5801; R24219; Hs.278443; Fc fragment of IgG. tow affinity lib, re; ig;TM=Yr, 4.1 6; 7.22 

417866; AW067903; Hs.82772; collagen, type XI. alpha 1 ; Cdlagen.CO LR.TSPN.laminin_G.CorA;SS=M; 4.16; 9.27 

445496; AB007860; Hs.12802; development and differentiation enhancin; SH3,ank,PH,ArfGap;TM=M;; 4.15; 23.43 

436075; BE090176; Hs.17990* transporter-tike protein; none;TM=Y;SS=M; 4.14; 3.76 

414462; BE622743; Ks.301064; arfaptin 1; none,none; 4.08; 13.43 

435730; AB020635; Hs.4984; KIAA0828 protein; AdoHcyaseJ*A-N,2-HacM.OH_C;TM=M;; 4.06; 9.12 

431681; AK000378; Hs.267566; hypothetical protein FU20371; sugar JnTM=Y;; 4.04; 10.05 

429379; NA*J)14840; Hs.200598; KIAA0537 gene product pkinase,Rl01;TM=M;; 4.00; 6.35 

429061; Y14039; Hs.195175; CASP8 and FADD-like apoptosis regulator; lCEj>20.DED;TM=M;; 3.98; 5.66 

405203; ; ; NM_002C86':Homo sapiens growth factor re; SH2,SH3;TM=Mn 3.95; 17.71 

409335; NMJX11502; Hs.53985; grycoprotein 2 {zymogen granule membrane; zona_petludda;TM=M;SS=M; 3.94; 0.58 

446006; NW_004403; Hs.13530; deafness, autosomal dominant 5; none;TM=M;SS=M; 3.89; 7.59 

41 3899; AFQ83892; Hs.75608; tight junction protein 2 (zona occtudens; SH3fOZ,Guanylate.kin;TM=H; 3.84; 8.89 

438000; A1825880; Hs.5985; non*inase Cdc42 effector protein SPEC2; none;TM=M;; 183; 4.22 

418054; NMJW2318; Hs.83354; tysyl oxidase* 2; SRCR,LysyLoxidasB;TM=M;SS=M; 3.81; 6.45 

450285; AW383256; Hjl24752; spectrin SH3 domain binding protein 1; SH3;TM=M;; 3.78; 8.49 

417141; U22662; Hs.347353; nuclear receptor subfamily 1, group H, m; hormone_rec t zf-C4;SS=M; 177; 4.22 

456376; AA663904; Hs.89862; TNFRSF1 A-assodated via death domain; death;TM=M;; 3.68; 4.92 

438113; AI467908; Hs.8882; ESTs; 7tmJ.none; 3.59; 1Z12 

414883; AA926960; Hs.348669; COC28 protein Wnase 1; CKS^ 158; 10.93 

429952; AF080158; Hs.226573; Inhibitor of kappa light polypeptide gen; pid!i3se,ubio^ffiri^^ 3.57; 5.10 

415088; A1077288; Hs.374374; serumfoiucocortfeoid regulated kinase; none.none; 3.56; 4.60 
418478; U38945; Hs.1 174; cycnn-dependeni kinase inhibitor 2A (me; ank;; 3.55; 4.52 

448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2,STAT,STAT_bind,STAT_prot;TM=M;; 3.54; 8.19 

434608; AA805443; Hs.179909; hypothefical protein FU 22995; none;TM=Mn 152; 9.70 

400288; X06256; Hs.149609; Integrin. alpha 5 (ffcronectin receptor,; integrb\AFG-GAP;TM=Y;; 3,45; 6.44 

445350; AF052112; Hs.12540; rysophospholipase I; abhydrolase_2;TM=M^ 3.41; 6.03 

41B255; AW135405; Hs.37251; ESTs; pkinase^one; 3.41; 1197 

408822; AW50071 5; Hs.57079; Homo sapiens cONA FU13267 fis. clone OV; PIP5K,none; 3.40; 8.97 • 

426432; AF001601; Hs.169867; paraoxonase 2; Arylesterase;TM=M;; 3.39; 11.24 

431629; AU077025; Hs.265827; interferon, alpha-inducible protein (do; none;TM=M;SS=Y; 3.39; 5.10 

414291; AI289619; Hs.1304O; G protein-coupled receptor 65; 7tmJ;TM=Y;SS=M; 3.38; 10.25 

457329; AI634860; Hs.247043; type 1 tumor necrosis factor receptor sh; Pepfidase_M1;SS=M; 3.38; 1178 

411125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 3.38; 4.17 

443710; A1928 136; Hs.969 1 ; Homo sapiens cONA: FU23249 fis, done C; G*lpha.none; 132; 2033 

454294; ABC00734; Hs.50640; JAK binding protein; SH2;TM=M;; 131; &94 

408912 AB011084; Hs.48924; WAAQ512gene product ALEX2; Armadffio_seg;TM=M;SS=M; 129; 3.07 

426728; NJUL007118; Hs.367689; tr^te functional domain (PTPRF irrterect;SH3,ig l pktee,PH,spectri^RhcGEF;TM=M;; 3.27; 14.90 

427202; BE272922; Hs.173936; interleukin 10 receptor, beta; Trssue_facVTM=Y;SS=M; 124; 4.49 

413076; U10564; Hs.75188; weel (S. pombe) homotog; pWnase;TM=M;; 124; 1Z27 

425976; C75094; Hs.334514; NG22 protein; vottage.aC;TM=Y;SS=M; 3.23; 13.40 

417534; NMJJ04998; rts.82251; myosin IE; SH3^iyosin_head,lQ;TM=M.*; 121; 15.21 

458097; AW341 135; Hs.58104; ESTs; none.SHlPlD; 3.21; 734 

437928; Nl^.005476; Hs.5920; UDP-N^tytglucosamme-2-ej)irr^asem^ hexokmase,FGGY.ROK 1 Epmerase_2;SS=M; 3.20; 138 
4251H; AF127577; Hs.155017; nuctear receptor Interacting protein 1; none;SS=M; 119; 5.09 
416034; AW995512; Hs.225977; nuclear receptor coactivator 3; none,none; 118; 4.17 

453489; AA300067; Hs. 102000; hypothetical protein DKFZp434N185; F5J8_r/pe^(Xpkin3S8.Ets,F5J8^type,C.pkin3se,Ets; 117; 7.88 

414914; U49844;Hs.77613; ataxia telangiectasia and Rao3 related; FAT.FATC,PI3 - PW.ldr^e;TM^ 116; 4.71 ... „. 

412767; AA233808; Hs. 286241; protein kinase. cAMP-dependent reguiato; SH17trru2,cadhenn.GPS.Iaminin - G.EGF.Iarranto 
7.19 

415662; AW972481; Hs.170610; ESTs, Highly shniiar to G01887 MEK kinas; pWnase f none; 116; 7.21 
4077B6; AA687538; Hs.38972; tetraspan 1; lraiisrrfimbrane4;TM=Y;SS=M; 115; 22.66 
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437175; AW968078; Hs.87773; protein kinase, cAMP-dependent. cateJyfi; pkinascpkinase.Cnone; 3.14; 11.72 

409270; BE090051; Hs.23120; P1ST; fn3.pWnase.POZ,DUF139;TM=Y;SS=M; 3.09; 7.81 

419591; AF090900; Hs.91393; Homo sapiens cDNA: FU21887 fis. done H; PDZ,L27;TM=M;; 3.06; 5.46 

447225; R62676; Hs. 17820; Rho-assodated, cofled-coa containing p; PK.pkinase.HR1 .none; 3.04; 1305 

412692; AF044288; Hs.74515; aryl hydrocarbon receptor nuctear transr; HlKPAS.PAC;TM=Mr, 2.95; 12.28 

409274; NM.003930; Hs.52644; SKAP55 homotogue; SH3.PH;SS*M; 290; 14.62 

417707; AL035786; Hs.82425; acfin related protein 2/3 complex, subun; none;TM=M;; 190; 1 1.00 

427045; H86504; Hs.173328; protein phosphatase 2, regulatory subuni; B56;TM=M;; 2.89; 6.12 

431 177; NML003304; Hs.250687; transient receptor potenfiaJ channel 1; fon_trans.ank;TM=Y^ 2.89; 6.53 

443426; AF098158; Hs.9329; diromosome 20 open reading frame 1; none;TM=M;; 287; 9.18 

418546; AA224827; ; gb:nc32g04.s1 NQ CGAP Pr2 Homo sapiens ; vwaJntegrin^A.FG-GAP.none; 2.86; 9.94 

446668; W58353; Hs^85123; Homo sapiens mRNA fuB length Insert cDN; NDK,PH,OxysteroLBP;SS=M; 2.85; 14.25 

454080; A119971 1; Hs.576; tucosldase, atpha-U 1. Gssue; AlrAaJJucos;TM=M;S$^Ut 2.81; 2&B4 

432874; W94322 Hs^7S551; melanoma Inhibitory activity; SH3;TW=M;SS=Y; 280; 10.53 

433000; U26710; Hs.3144; Cas-Bf-M (murine) ectropfc retroviral tn zraHC4 1 UBA.CbLN.CbLN2.Cbl_N3;; 277; 10.93 

444488; AW1 92879; Hs.355660*. ancient conserved domain protein 4: none,none; 277; 1256 

417904; AI750762 Hs.8291 1; protein tyrosine phosphatase type IVA. m; Yj)hosphatase.D$Pc;TM=M;; 276; 1278 

425204; NM.002436; Hs.1861; membrane protein, palmitoylated 1 (55kD); SH3.PD2Guarr/tateJdn;SS=M; 274; 5.71 

419262; AA834664; Hs.29131; nuctear receptor ccactrvator 2; PAS,zf-C2H2,SET; 273; 1250 

410793; AW581906; Hs.66392 IntersecCn 1 (SH3 domain protein); $H3,eIhand,C2PH,RhoGEF,M;SS=M; 2.73; 9.84 

446081; AA972412 Hs.13755; f-box and VvTMO domain protein 2; WD40,F^.RfoosomaLL14;TM=M;; 271; 1229 

414443; AU077268; Hs.76144; plateleWerived growth factor receptor.; ig,pkinase;TM=Y;: 2.71; 10.53 

452683; AI089575; Hs.374574; progesterone membrane binding protein; homeobox.none; 269; 1253 

423533; NNL014339; Hs.129751; interteuWn 17 receptor; none;TM=Y;SS=M; 267; &59 

422627; BE336857; Hs.118787; transforming growth factor, beta-induced; FascWin l ABC_tran^BCjiiembrane.GTP_EFTU;TM=M;SS=M; 267; 1222 

453915; AA588721; Hs.12284; ribosomal protein 144; nonej-box; 265; 6.38 

416810; AF035606; Hs.80019; programmed ceil death 6; efoand;TM=M;: 261; 1 3.89 

439658; AA332057; Hs.6639; hypothetical protein MGC1544Q; nooe;TM=M;SS=M; 2.5B; 10.19 

449924; W30681; Hs.146233; Homo sapiens cONA: FU22130 fis, done H; SH3,none; 256; 19.04 

412926; AI879076; Hs.75061; macrophage myristoylated aJanine-rich C ; MARCKS;SS=M; 255; 1459 

439237; AW408158; Hs.318893; ESTs, WeaWy similar to A47582 B-cell gn Furin^ite.pkir^e.Recep^Ldortiain.YtP.none; 252 14.71 

409098; AA132672; Hs.7984; pleckstrin homology, Sec7 andcoitedTcol; PH,Sec7;TM=Nfc 251; 14.51 

41 3040; AA193338; Hs.12321; sodium cakaum exchanger; Na.Ca_Ex;TM=Y;SS=*l; 249; 9.28 

422070; AF149785; Hs.111126; pituitary turrar-transforming 1 1nteracG; TCTP;TM=M;SS=Y; 245; 1249 

452289; BE568205; Hs.28827; rratogerKxtfvated protein kinase kinase ; pkinase;TM=Mr. 244; 6.68 

427657; AV652249; Hs.180107; polymerase (DNA directed), beta; none;TM=M;; 243; 7.97 

446287; BE247683; Hs.14611; dual sperificHy phosphatase 11 (RNA/RNP; DSPc;SS=M; 2.41; 9.51 

410017; AW952426; Hs.109438; Homo sapiens done 24775 mRNA sequence; none.none; 241; 14.01 

424756; AW504657; Hs.152931; lamln B receptor; ERG4_ERG24,FKBP;TM=Y;; 240; 5.98 

447580; AI953360; Hs.88201; ESTs; none.none; 236; 11.63 

426276; AW881411; Hs.169078; hypothetical protein FU23018; hormonaje<v«a;TM=M;; 234; 13.34 
424441; X14B50; Hs.147097; H2A histone family, member X; histone,CBFD_NFYB_HMF;; 2.33; 12.17 
429623; NM005308; Hs.211569; G fjrotein-coupted receptor kinase 5; pkinase,RGS;TM=M;; 232; 15.80 
439866; AA280717; Hs.6727; Ras-GTPase activating protein SH3 domain; rrm,NTF2TM=M;; 232 12.48 
453648; W21493; Hs.28329; hypoUieficat protein FU14005; none.none; 231; 13.19 
443951; F13272; Hs.356835; ferritin, fight polypeptide; PMP22_.Oaudin.none; 231; 8.51 
453327; AW500180; Hs.356109; tryptophanyMRNA synthetase; rrm.vwa.F&GAP; 230; 13.02 
439256; AA322302 Hs.183302 PCTA1RE protein kinase 2 none^one; 226; 10.36 

424467; A1929392 Hs.350026; DnaJ (Hsp40) homotog, subfamily B, membe; DnaJ.pkinase < UBA.pkinase_C;SS=M; 2.26; 11.82 

426440; BE3B2756; Hs.169902 sohite canter family 2 (facilitated gfu; sugar JnTM=Y;SS=M; 226; 1254 

456607; AI660190; Hs. 105070; cyciiiHtependent Wnase Inhibitor 1C (p5; CO);TM=M;; 225; 13.11 

423960; AA164516; Hs.136309; Sr^containing protein SH3GLB1; SH3,none; 220; 20.05 

424058; AL121516; Hs.138617; thyroid hormone receptor interactor 12; HECT,WWE;TM=M;; 220; 13.38 

446644; NMJJ03272 Hs.15791; transrnembrane 7 superfamlly member 1 (up; none;TM=Y;SS=M; 218; 15.68 

411218; H46440; Hs.180628; dynamm 1-Gke; dynamirL2,dynafnin,GED^one; 218; 13.83 

414721; X90392 Hs.77091; ribosomal protein 110: Exo_endoj>hos.RirjosomaU.10e^ 214; 11.24 

421759; AA027958; Hs.107979; small membrane protein 1; norte;TM3Y;SS=M; 214; 14.03 
416240; NfVL001981; Hs.79095; epidermal growth factor receptor rjathway; efliand,DUF164;TM=M;; 213; 1286 
43552V W23814- Hs 6361; mitogen-acGvaled protein kinase kinase ; none^one; 212 11.08 
409340; BE174629; Hs.321130; hypothec oroteto MGC2771; a^ 
21214.05 

453064; R40334; Hs.89463; potassium large conductance catdunvacti; none, none; 212 8.96 

409223; AA312572 Hs582852 phosr^olnostto34cin3se, regulatory su; SH2SH3.RhoGAP.none; 208; 11.60 

414482 S57498; Hs.76252 endotheiin receptor type A; 7tm_1;TM=Y;SS=M; 206; 14.23 

414496; W73853; Hs.355424; ESTs; pkinase^5J8.tyrje„C.arJhjshorUKTO; 2.05; 13.45 

450455; AL1 17424; Hs.25035; chloride Intracellular channel 4; noneJNF; 205; 19.04 

449906; NM.005638; Hs^4167; synajtobrevin-like 1; synafjtorjrevln,rTrF2TM=Y;; 204; 13.34 

422112 BE540240; HS.1117B3; Lsml protein; Sm,BAG;SS=M; 203; 1260 

434935; BE561824; Hs.273369; ^characterized hematopoietic stem/proge; none;TM=M;; 202 1&52 

433427: AI816449; Hs.171889; chctophosphotransferase 1; SH2C0P-OH_P^transf;TM=M f - 202 16.87 

410850; AW362867; Hs.302738; Homo sapiens cONA: FU21425 Rs. clone C; Suttate„transp.STAS.HMG_box; 2.02; 9.37 

440481; AA1 82907; Hs.7200; Homo sapiens, done MGG16714. mRNA, com; pWnase.RCC1 ;TM=M^ 202 12.31 

434645; AF255303; Hs.1 12227; mernbrane-associaled nucleic add binding; 2f-CCCH.gpdh^eno_E1B_55Kzf-C3HC4;T^M;; 200; 9.15 

4101 13; AW996564; Hs.250824; Homo sapiens cDNA: FU23435 fis, done H; p!dnase,none; 1.99; 10.64 

414636; AL120259: Hs.76691; stannin; none;TM=M;SS=Y; 1.95; 7.72 

408176; AK001553; Hs.43436; adenylate kinase 3 alpha Hke; ao^atekinase.rwne; 155; 14.95 

422690; AU077275; Hs.1 19222; suppression of hiniorigenirity 13 (colon ; TPR;TM=M;; 1 54; 10.91 

427881; BE538296; Hs^23834; cytochrome c oxidase subunit Va; ncne.GKAP; 1.93; 20.57 

433387; L76528; Hs.3260; preseniHn 1 (Atzhehner dfeease 3); Prcsedr^7trru3,oxidored_q5^N;TM=Y;; 1.92 1258 

453938; AF082569; Hs.36794; CMype cycftn-lnteracfing protein 1; B56;TM=Mu 1.90; 1274 

433592 NM.004642 Hs.3436; deleted in oral cancer (mouse, homotog) ; none;TM=M;; 1 .89; 2377 

447791; BE241859; Hs.19575; CGI-1 1 protein; VWVTPase_H^madiflo_seg:TM=M 1 '; 158; 1282 

426359; AA376409; Hs.1 0862 Homo sapiens cDNA; FU23313 lis. done H; adenylatexlnase.none; 1.88; 14.95 
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432650; 000860: Hs.56; phosphoribcsyl pyrophosphate synthetase ; none.none; 1.88; 1Z70 

424250; AF073310; HS.14364B; Insulin receptor substrate 2; PH,IRS;TM=tifc 1.86; 19.50 

424482: BH268821: Hs. 149155; vdtage^lependent anion channel 1; Eukjxxin;SS=M; 1.85; 1 139 

425335; BE394327; Hs.296267; foJUstaWte 1; e!hand.kaza1,arf,r8S,7tnLl;TM=M;; 1.85; 13.62 

426122; NMJJ06925; Hs.166975; splicing (actor, argininefeerinerch 5; rrrrr,SS=M; 1.83; 10.88 

451579; AW607731; Hs.26670; Human PAC done RP3-515N1 from 22q1 13^ kringle;TM=Y;SS=M; 1.83; 20.35 

428901; AI929558; Hs.146668; K1AA1253 protein; 7tnL2,UPF0073,TWS_TDE;TM=Y;SS=M; 1.83; 19,00 

453963; AA040311; Hs.28959; ESTs; pkmase>^ctMn_recp^one; 1.82; 15.25 

417414; AA434589; Hs.367676; dUTP pyrophosphatase; dUTPase,KRABn 1.81; 1430 

414521; 028124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 1.81; 2239 

425356; BE244879; Hs.155939; Inositol pdyphosrjhatD-S^hosrjhatase, 14; Exo_endo_phos.SH2;TM=M;; 1.80; 18.30 

41 7733; AUM8678; Hs.82503; Usapiens mRNA for 3UTR of unknown prat none;NA;NA; 1 .80; 6.28 

424805; AF230904; Hs.153260; c-CbMnteracting protein; SH3;TM=M;; 1.60; 1 1.99 

420747; BE294407; Hs.99910; phosplwfrudokinase, platelet; PFK;TM=Mn 1.79; 2535 

416819; U77735: rte.80205; plm-2 oncogene; rjkmase^S=M: 1.78; 1535 

437708; AB033020; Hs.5801; KIAA1 194 protein; LRR,Exo.endoj)hos;TM=M;; 1.77; 11.11 

439877; H39685; Hs.258730; tryptase beta 1; pWnase;SS=M; 177; 21.91 

440256; U23B41;Hs.1 8851 ;hyrjothetIcatrjroteinFU 10875; none.UBA.UBX; 1.76; 12.95 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 1.76; 21.01 

414703; BE243877; Hs.374366; ATPase, Na? transporting, beta 3 porypep; Na^.K-ATPase;TW=Y;SS=M; 1.75; 20.03 

443693; AI344782; Hs.349261; DnaJ (Hsp40) homoJog. subfamily C. membe; rrm.DnaJ.TPR;TM=M;; 1.75; 1339 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cONA DKF2p547C136 (fr; ABCJran,GTP_EFTU,ABCjnembrane.none; 1.75; 8.75 

413796; AW408094; Hs.75545; tnterieukin 4 receptor; th3,granuiin;TM=M;SS=M; 1.74; 14.73 

438438; AA257992; Hs.50651; Janus kinase 1 (a protein tyrosine kinas; pWnase,SH2.adenylatekinase,none; 1.73; 24.10 

429655; U48959; Hs.21 1582; myosin, tight porypepfide kinase; pkinase,fh3,tg,none; 173; 31.59 

421456; AW579842; Hs.104557; hypothetical protein FU10697; zf^2,OUF18,efhand.C2,PI-PLC.YPI-PLC-X;TM=M;; 1.73; 16,87 
444252; R21135; Hs.54985; ESTs; none,none; 1.71; 10.40 

442819; 8E622721; Hs.284275; Homo sapiens PAK2 mRNA, complete cds; none.pklnase.PBD; 1.69; 14.02 
447918; A1129320; Hs.1 15175; ESTs, Highly similar to JC5818 gamma-act pWnase.SAM.none; 1.69; 17.14 
429279; AB018271; Hs. 198589; KIAA0728 protein; ^^Xemand,specWn.GAS2,Myosin_tai]; 1.68; 1431 
450440; AB024334; Hs.25001; tyrosine 3-monooxygenase/lrypfophan Smo; 14-3^;TM=M;: 1.67; 24.67 
413423; AU076684; Hs.75350; vinculln; Vtocufin.none; 1.65; 29.28 

420972; AW814616; Hs.31431; hypothefical protein FU12171; FnictosamlnJdn;SS=M; 1.65; 10.75 

416884; M60484; Hs.80350; protein phosphatase 2 (formerly 2A). cat MeteHophos;SS=M; 1.63; 24.55 

436719; Y11192; Hs.5299; aldehyde dehydrogenase 5 family, member ; Dpocaib^ldedh,ubiquitin.lRK;SS=M; 1.61; 11.20 

419223; X60111; Hs.1244; C09 antigen (p24); trarernembrane4;TM=Y;SS=M; 1.61; 14.93 

414176; BE140538; Hs.75794; EDG-2 (endothelial differentiation, lys; 7tm_1.CRC8;TM=Y;; 1.61; &03 

431476; BE612705; Hs.256697; hts&fine triad nucleotide-binding prote; HIT;SS=M; 1.60; 24.37 

412347; AW970026; Hs.73818; ubkjulrK>l-<vtochrorne c reductase hinge p; UCrVhInge,G^rMarr;TM=M;; 1.59; 18.09 

423804; AW403448; Hs.1706; interferon-stimutated transcription fact; IRF^f^3HC4,IBR^f-RanBP,TM=M;; 1.59; 10.99 

426552; BE297660; Hs.170328; moesin; Band 41,Er^rjkinase,LRaUWCT,l^^ 1-58; 25- 97 

428216; M18468; Hs.183037; protein kinase, (^-dependent, regulate; cNMPJwrrfing,Rtla;SS=M; 1.56; 10.58 

421251; Z28913; Hs.102948; enigma (UM domain protein); UM.PDZ;SS=M; 1.56; 13.51 

448581; NM.002709; Hs.21537; protein phosphatase 1, catalytic subunit none,none; 1.55; 1133 

417098; AB017365; Hs.173859; frizzled (Drosophila) homotog 7; Frizz!ed,Fz,7tm_2,toxin_^TM=Y;SS=M; 1.55; 13.77 

437076; AA961260; Hs.5443; BCL2-associated alhanogene 5; BAG.Hantajiucleocap;TM=M;; 1.54; 10.93 

426653; AA530892; Hs.171695; dual specificity phosphatase 1; Rhodanese,DSPc,Y_pnosphalase;TM=M;; 1.54; 1 1.88 

421143; AB024536; Hs.102171; Immunoglobulin superfamily containing le; ig.LRR.LRRNT 1 LRRCT;TM=M;SS=M; 1.53; a05 

414457; AW514320; Hs.76159; ATPase, H transporting, lysosomal (vacuo: pWnase^TP-synLC^one; 1.53; 32.59 

414382; AW380339; Hs.8068; hematopoietic PBX-interacting protein; M;TM=M- 1.52; 8.66 

450998; BE387614; Hs.25797; splicing factor 3b, subunit 4, 49kD; rrrn;TM=M;; 1.52; 11.74 

402705; ; ; activator of S phase Wnase; AhpC-TSA;TM=M:SS=M; 1 .51; 26.85 

426268; AF0B3420; Hs.168913; serirfc/ltaeonine Wnase 24 (Ste20, yeast pkinase;SS=M; 1.50; 24.04 

414604; AU076649; Hs J6556; growth arrest and ONA-damage-lndudble 3; none;TM=M;; 1.50; 14.35 

445584; AF217518; Hs.8360; PTD012 protein; none;SS=M; 1.49; 1200 

407232; X04526; ; gb:Human liver mRNA for beta-subunit sig; WD40;TM=M;; 1.49; 19.32 

424206; NMJJ03734; Hs.198241; amine oxidase, copper containing 3 (vase; (Xan*nejwid t Cu_anime_^ 148 - 13 21 

458761; AF090922; Hs.152738; rnitocnondrial ribosomal protein L11; EFUumenjeceptR&osomaLlll,^^ 1-4* 12.50 

426340; Z97989; Hs,169370; FYN oncogene related to SRC, FGR, YES; BNRSH2,SH3,pkinase;TM=Y;SS=M; 1.48; 17.75 
414166; AYV888941; Hs.75789; N-myc downstream regulated; DEAD,heIicaseJXrrraNdr,CysJcr^ 

beta.DUF139.TPR,OSPc,tspJ,Ribosorr^_S21,rvp;TM=M;; 1.46; 20.47 
452516; AA058630; Hs.29759; RNA POLYMERASE I AND TRANSCRIPT RELEASE ; none;SS=M; 1.46; 1Z72 
414240; ALQ46742; Hs.75842; duaWspedficity tyrosine^YVphosphoryl; pkinase;SS=M; 1.45; 14.38 
420532; AA248016; Hs.1941 10; rr/pothefcal protein PRO2730; pkmase,WD40;SS=M; 1.43; 13.92 
402575; ; ; Rho GTPase activating protein 1; PAP2;TM=Y;SS=M; 1.43; 13.71 
414765; X07B54; Hs.77269; guanine nucleotide binding protein (6 pr, G^rpha^rf,TM=M;; 1.41; 24.62 
448423; BE3909O5; Hs.21 198; transtocase of outer rratochondrfal rnernbr; TPR;TM=M;SS=M; 1.41; 10.70 
422587; AI879352; Hs.118625; hexoWnase 1; hexoMnase^exoktnase2;TM=Mn 1.41; 19^1 
415995; NMJXM573; Hs.355888; phosphonpase C beta % <2.PI-PLC-Y,PM 3 LC-X;TM=*A,-; 1.40; 11.21 
446108; AL036596; Hs.42322; A kinase (PRKA) anchor protein 2; Paratemmln;TM=M;: 1.40; 13.98 
427721; A1582843; Hs.180455: RAD23(S. cerevisiae) homotog A; ubiqui5n,UBA,lnteQrtn_B;SS=M; 1.39; 15.01 
417891; W79410; Hs.82887; protein phosphatase 1. regulatory (inhib; none;TM=ffc 1^9; 15.97 
427373; AB007972; Hs.130760; myosin phosphatase, target subunil 2; ank;TM=M;; 1.39; 14.49 
446334; U52427; Hs. 14839; polymerase (RNA) U (DNA directed) polyp; 

C0X8,SHMT.M1F ( GST C.EF1G dornan ( GST.N.S1,Fz,Frizzled.rafrefl^^ 1^8; 12-58 

447042; AB035863; Hs.182217; succinats-CoA Ggase, ADP-forming, beta ; Dgaso^)MTP-grasp^p,CPSase_LD2,GARS3;TM=Y;SS=M; 1.37; 11.37 
427705; A1870421; Hs.180394; signal recognfuon parfide 14kD (homoto; SRP14,TNFR_c6;SS=M; 1.37; 2105 
425969; AW576265; Hs.301763; WAA0554 protein; SH3.FCRHR1 ;TM=*fc 1.37; U68 
43357Z AL046859; Hs-3407; protein Wnase (cAMP-dependent. catatyQ; PKI;SS=M; 1.35; 1Z43 

410597; W16518; Hs.279518; amyloid beta (A4) precursor-EXe protein; Kunit2 - BPTJ^4_EXTRA,aprogen_oxidas;TM=Y;SS^ 1.35; 22.54 
418424; Y13622; Hs,85087; latent trarisforming growth factor beta b; EGF 1 TB^pWertox[n,gramikvANFjBceptorSS=M; 1.34; 12.09 
442603; AL035719; Hs^03091; ptectetrfn homology, Sec7 end ccfledytoi; PH,Sec7;TM=M^ 1.34; 11.40 
418043; AW377752; Hs.83341 ; AXL receptor tyrosine kinase; m3,ig,pkinase;TM=Y;SS=M; 1 .31; 10.79 
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439278; AF077046; Hs.6518; ganglioskte expression factor 2; MAP1_LC3,arranotraiL3;TM=M,- 1.31; 15.89 
425875; AU077333; Hs.160483: erythrocyte membrane protein band 7.2 (s; PBP3and_7;TM=M^ 1.31; 17.93 
407744; AB020629; Hs.38095; ATP-oinding cassette, sub-family A (ABC1; ABCJran,PRK;TM=Y;SS=M; 1.29; 10.95 
420679; X57152; Hs.99853; fibriOarin; CK„rLbeta.RbrfllarraWO40;TM=Mn 1.29; 18.69 
427397; A1929685; Hs.177656; calmoduTin 1 (phosphorytase kinase, deft; efhand,RmaAD;SS=M; 1.29; 15.68 
424561; M29551; Hs.151531; protein phosphatase 3 (formerly 2B). cat; MetaOophos;TM=M;; 1.28; 13.39 
428950; BE311879; Hs. 194573; phosphoprotein enriched in astrocytes 15; DED;TM=M^ 1.27; 11.15 
440820; AL031846; Hs.3564 1 6; pJakophffin 4; none.none; 1.26; 10.65 
448153; Y10805; Hs.20521; HMT1 (hrtRNP methyltransferase, S. cerevi; NusG;$S=M; 1.25; 12.07 
447386; NM_006289; Hs.375001; K1AA1D27 protein; Band_41,LLWEQ f Apofipoprotein,(RS;SS=M; 1.22; 10.65 
433053; BE301909; Hs.279952; glutathione ^transferase subunfl 13 horn; HCCAJsomerase;TM=f*; 1.20; 15.78 
44070B; AF038962; Hs,7381; voltage-dependent anion channel 3; EuKjxjrin.EnterotoxirLA.PH04,none; 1.20; 14.06 
417069; AA442192; Hs.374980; cytochrome c oxidase subunit VIII; COX8,SHOT,M[F,GSTj;EF1Gjjorna^ 
1.18; 16,91 

402559; ; ; Rho GTPase activating protein 1; PAP2;TM=Y;SS=M; 1.16; 15.49 

426636; BE242634; Hs.2055; ubiquifin-acOvating enzyme E1 (A1S9T an; ThiF,UBACT;TM=M;; 1.14; 10.99 

428773; BE256238; Hs.193163; bridging Integrator 1; BAR.SH3;SS=M; 1.14; 11.38 

406906; Z25424; ; gbiRsapiens protrin-serine/lrueorttaeld; none,none; 1.13; 12.97 

443932; AW888222; Hs.9973; tensin; SH2,WW,PtD,none; 1.07; 15.41 

421996; AW583807; Hs.1460; glucagon; hormone2;SS=M; 59.35; 1.61 

414998; NMJJ02543; Hs.77729; oxidised low density Bpoprotein (lectin; lecBn_c;TM=Y;SS=M; 22.96; 4.57 

442573; H93366; Hs.7567; branched chain arnlnotransferase 1, cytos; arninotran_4,none; 21.41; 1.15 

451035; AU076785; Hs.430; plastin 1 (I isoform); efhand,CHMaptin^N;SS=M; 19.25; 3.53 

408243; Y00787; Hs.624; interleuWn 8; HLH.PAS,IL8;TM=M;; 15.53; 4.34 

421340; F07783; Hs.1369; decay accelerafing factor for complement; sushi;SS=M; 14.84; 19.59 

422260; AA315993, Hs.105484; regenerafing gene type IV; lectin_c;SS=M; 14.71; 2.89 

430280; AA381258; Hs.237868; interieukh 7 receptor; fn3.none; 14.28; 11.47 

412116; AW402166; Hs.784; Epstein-Barr vims induced gene 2 (lymph; 7tmJ;TM=Y;SS=M; 12.71; 12.56 

451820; AW058357; Hs.199248; ESTs; 7tmJ;TM=Y;SS=M; 10.18; 2.67 

418693; AI750878; Hs.87409; wrornbospondin 1; EGF,tspJ,vwcJSPN,tsp_3;SS=M; 9.72; 6.94 

448105; AW591433; Hs.298241; Transmembrane protease, serine 3; kfl - receptatrypsin;TM=Y;SS=M; 9.67; 4.06 

456266; L29073; Hs.198726; cold shock domain protein A; 7lm_2,HRM,CSD;TM=Y;SS=M; 9.62; 136 

413095; AA494359; Hs.30715; potassium voitage-gated channel. Isk-rel; none,START; 9.15; 2.18 

417933; X02308; Hs.82962; wymidytate synthetase; thymktytaLsynt < Km_WLE,MR_MLE_N;SS=M; 8.97; 5.01 

433334; AI927208; Hs.2319S8; matrix metalloproteinase 28; Pep&Jase_M10.none; 8.71; 4.28 

418030; BE207573; Hs.83321; neuromedin B; Bombesin;TM=M;SS=Y; 8.38; 1.55 

433437; U20536; Hs.3280; caspase 6, apoptosis-retated cysteine or; lCE_p10,ICE_p20;SS=M; a31; 4.23 

449523; NMJM0579; Hs.54443; chemoWne (C-C motif) receptor 5; 7tmJ;TM=Y;SS=M; 8.26; 5.49 

428513; 8E220806; Hs.184697; Homo sapiens clone 23785 mRNA sequence; PSI,none; 8.13; 13.28 

449444; AW818436; Hs.351 306; solute carrier family 16 (monocarboxytic; none;TM=Y;SS=M; 7.89; 7.00 

453459; BE047032; Hs.257789; ESTs; none,none; 7.40; 0.60 

436729; BE621807; Hs.351 316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 7.29; 5.78 
426761; A1015709; Hs.172089; PORIMIN Pn>oncoste receptor inducing me; none;TM*Y;SS=M; 7.25; 7.22 

426158; NM.001982; Hs.199067; v-erW>2 avian erythrobtastic leukemia v; FurWO^pWnase.RecepJ^dornafo.Furir^ 7.13; 3.97 

419968; X04430; Hs.93913; interteuWn 6 (interferon, beta 2); IL6;SS=Y; 6.93; 3.43 

4571 33; M54968; Hs.351221; v-Kkas2 Kirsten rat sarcoma 2 viral on; ras,tdh;SS=M; 6.90; 185 

420344; BE463721; Hs.97101; putafive G proteirvcoupied receptor; Methy)transL5;TM=Y;SS=M; &88; 3.10 

417874; BE616160; Hs.82829; protein tyrosine phosphatase. noiHecept Y_phosphatase;TM=Y;; 6.42; 126 

427969; NM.001963; Hs.2230; epidermal growth factor (bela-urogastrcn; EGF,WUecepU>.EB;TM=M;SS=M; 6.37; 1.07 

430396; D49742; Hs.241363; hyaUironan^rofing protein 2; ank,deatraU5,EGF,luinQje.trypsin,NebuIin,UM;SS=M; 5.77; 1.24 

427557; NMJJ02659; Hs.179657; plasminogen activator, urokinase recepto; UPAJUY6,ET,PLAljnh;SS=M; 5.71; 3.83 

418283; S79895; Hs.83942; cathepsin K (pycnodysostosis); Pepfidase_C1;SS=M; &\59; 38.68 

458471; AV648609; Hs.194240; ESTs; none.none; 5.23; 1.05 

433470; AW960564; Hs.351 31 6; transrnembrane 4 superfamily member 1; none;TM=Y;SS=M; 4.88; 4.60 
433293; AF007835; Hs.32417; hypothetical protein MGC4309; none;TM=M;; 4.56; 4.96 
410867; X63556; Hs.750; fibrillin 1 (Marfan syndrome); EGF JB,wnt,EBJIL;SS=M; 4.32; 26.87 
417512; X76534; Hs.82226; glycoprotein (transrnembrane) nmb; PKD;TM=Y;SS=M; 4.26; 9,04 

414825; X06370; Hs.77431 epidermal growth factor receptor (avian ; ftrin4ike.pkin3se,Recep_l w dorroin;TM=M;SS=M; 194; 1.16 

439180; AI3S3742; Hs.199067; v-erM>2 avian erythroblastic leukemia v; Furirdite.pKnase,Recep_Utom^ 3.76; 2.21 

41 9508; AW997938; Hs.90786; ATP-btoding cassette, sub-family C (CFTR; ABC_tran^Cjriernbrane;TM=Y;SS=M; 147; 2.24 
419749; X73608; Hs.93029; sparc/ostecnectin, cwcv and kazaWike d; kazal,thyroglobuIni_1;SS=M; 3.37; 7.10 
436576; AI458213; Hs.77542; ESTs; 7tm_1.DnaJ; 115; 3.27 
428093; AW594506; Hs.104830; ESTs; none^one; 201; 3.40 

459683; AI674906; Hs.199460; gb:wc73f01x1 NQ_CGAP_Pan1 Homo sapiens; none;TM=Yn 177; 1.36 
414443; AU077268; Hs.76144; piateteWerived growth factor receptor,; lg,pxmase;TM=Y;; 2.71; 10.53 
430451; AA836472; Hs.297939; cathepsin B; Peptidase_C1,proJsomerase;SS=M; 128; 14.59 

428953; AA3Q6610; Hs.348183; tumor necrosis factor receptor superfami; 60sjibosornai.Wbosorr^L10.TOf\.c6 t DEAD;; 2.21; 6.33 
435496; AW840171; Hs.265398; PAR-6 beta; none,none; 2.17; 2.00 

418641; BE243136; Hs.86947; a dislntegrin and rraMoprotelnase doma; a^integrfn,Reprorysin,Pep.M12Bjjropep,EGF;TM=Y;SS=M; 1.91; 13.06 

414521; D28124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 1.81; 22.29 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pHnase;TM=Y;SS=M; 1.52; 8.40 

452795; AW392555; Hs.18878; hypothetical protein FU21620; 20G*elLOxy;TM=M;; 1.49; 3.29 

432199; AI693815; Hs.127179; crypCcgene; none;TM=M;SS=M: 1.23; 1.60 

453966; BE148734; Hs.63325; transriwnbrane protease, serine 4; frypsln.ldLrecepLa,none; 1.00; 3.92 

445418; AW139377; Hs.127179; cryptic gene; none.none; 1.00; 2.45 

451106; BE382701; Hs.25960; r4-MYC oncogene; HLH,Myc_NJerm;TM=M;; 1.00; 1.87 

447993; AW139525; Hs.170362; ESTs; none.none; 1.00; 1.30 

TABLE 42B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



535 



WO 03/042661 



PCT/US02/36810 



Pkey CAT Number Accession 

405685 Oj) M18728 

414087 1632850 J W19712 BE247277 

400151 9575 21 BCOO6850 U07418 NMJM0249 U07343 AL574783 BI090482 86684481 AA385302 8G196167 B1091720 BG1 95132 AI680106 AJ457552 AA402478 

BG249688 AA3471 19 BG755996 BG822578 
418546 242836J T59708 AA224827 T59843BE156903 

TABLE 42C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (Gl) numbers. "Dunham 1. ei aL" refers to the publication entitled The DNA 

sequence of human chromosome 22.' Dunham I. el aL, Mature (1999) 402:489-495. 
Strand: indicates DNA strand from which exons were predicted. 
NLposi tion: indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpositfen 


406399 


9256288 


Minus 


63448-63554 


405102 


8076881 


Minus 


120922-121296 


403344 


8569726 


Plus 


70823-70990 


405555 


1552511 


Plus 


153405-153564,154623-154876.155272-15540 


405556 


1552511 


Plus 


163497-163623,164715.164968,165369-16550 


405204 


7230116 


Pius 


126569-126754 


406366 


9256126 


Minus 


10639-10800,10890-1 1 023,1 1 1 1 3-1 1293 


400539 


7574902 


Pfus 


85594721 


403208 


7630829 


Minus 


147706-147903,148667-148804 


405203 


7230116 


Plus 


125295-125463 


402705 


8782736 


Plus 


89961-901 14,90773-90895,91 131-91261 


402575 


9884830 


Minus 


109742-109883 


402559 


9864273 


Plus 


33539-33715 



TABLE 43A 43 genes unregulated in pancreatic cancer relative to normal body tissues 

Table 43A fists about 43 genes upregulated in pancreatic cancer relative to normal body tissues that are likely to encode proteins particularly useful for diagnostic or prognostic 
applications. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechlp array. Gene expression data far each probeset obtained from this analysis 
was expressed as average intensity (Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being moduiatable by small molecules, peptides, or antibodies (e.g. pWnase, death-domain, 7tm, 
phosphatase, or ionjtransporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M. likely to contain; other 

protein domain abbreviations are from PFAM (Nucleic Adds Research. 2002, 30:276-280). 
UniGene Title: UniGene gene title 

R1 30th percentile of pancreatic cancer Als divided by the 50th percentile of normal tissue Als 

R2 90th percentile of pancreatic cancer Als divided by the 90th percentile of normal pancreas Als. where the 15lh percentile of an normal tissue Als was subtracted 

from both the numerator and denominator 

Pkey; ExAccn; UnfgenelD; Unigene Title; Pred.ProtDomairer, R1; R2 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteopontin. ; Osteopcntin;SS=M; 44.95; 2.17 

421552; AF026692; Hs. 105700; secreted frizzfed-related protein 4; Fz,NTR;SS=M; 35.40; 29.13 

411274; NMJM2776; Hs.69423; kaiRkrein 10; bypsin;TM=M;; 30.10; 13.59 

446921; AB0121 13; Hs.16530; small inducible cytokine subfamily A (Cy; IL8;SS=Y; 29.33; 16.08 

413719; BE439580; Hs .75498; small inducible cytokine subfamily A (Cy; !L8;SS=M; 24.64; 7.21 

452281; T93500; Hs.28792; Homo sapiens cDNA FU11041 fis, done PU TGr^j)rop^tkle.TGR)eta > none; 23.81; 10.74 

407811; AW190902; Hs.40098; cysteine knotsuperfamity 1, BMP antagon; TGF-beta,DAN;SS=Y; 22.33; 10.20 

404682; ; ; C9001188*:gil12738842|reflNP.073725.1| p; none;TM=M;; 17.72; 1.40 

41 3554; AA319146; Hs.75426; secretogranin II (chromogranin C); Granin;TM=M;SS=Y; 17.36; 2.01 

428392; H10233; Hs.2265; secretory granule, reuroendocrme protet; none;TM=M;SS=M; 16.82; 1.70 

408243; Y00787; Hs.624; interteufen 8; HLH,PAS.IL8;TM=M-; 1 5.53; 4.34 

419216; AU076718; Hs.164021; small inducible cytokine subfamily B (Cy; ILJB;SS=M; 15.40; 3.70 

428242; H55709; Hs.2250; leukemia Inhibitory factor (chofinergic ; UFJ)SM;SS=M; 14.85; 6.58 

421340; F07783; Hs.1369; decay acceteraBng factor for complernent; sushi;SS=M; 14.84; 19.59 

409757; NMJJ01898; Hs.1231 14; cystaQn SN; cystafin;SS=M; 14.61; 12.75 

425071; NMJJ13989; Hs.154424; deiodmase, fc>dolhyronine, type II; T4_deiodinase;TM=M;SS=Y; 14.35; 17.22 
414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 13.81; 7.69 
409420; Z15008; Hs.54451; laminm, garmna2(rucein (100kD). kaTira; lamrr^_B,larranin_EGF;SS=M; 13.05; 7.72 
432596: AJ224741; Ks.278461; matrilin 3; EGF,vwa;SS=M; 12.8ft 9.91 

422109; S73265; Hs.1473; gastrirweteasing peptide; Bcmbesm,Defensiru)ropej>;TM=M;SS=M; 1*79; 4.69 

421 379; Y15221; Hs.103982; small indudble cytokine subfamily B (Cy; IL8;TM=M$S=Y; 1 1 .36; 2.22 

429547; AW009166; Hs.99376; FGENESH predicted novel secreted protein; none,none; 10.25; 5,62 

422424; AI186431; Hs.298538; prostate differenuafion factor, TGF-beta;SS=M; 9.96; 1.88 

428505; AL035461; Ks.2281; diromogranln B (secretogranin 1); Granin;SS=M; 9.40; £46 

409956; AW103364; Hs.727; inhibin. beta A (activin A, acOvin AB a; TGF-beta,TGFb_propeptide,Tub;SS-M; 9.19; 16.46 

418030; BE207573; Hs.83321; neuromedin B; Bombesln;TM=M;SS=Y; 8.38; 1.55 

452401; NMJJ07115; Hs.29352; tumor necrosis factor, alpha^nduced pro; XHnk.CUB;S$=M; 7.46; 4.96 
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421582; AI910275; Hs.350470; trefba factor 1 {breast cancer, estroge; treloilGastrirsS^M; 7.08; 21 .61 

423634; AW959908; Hs.1690; heparin-bindtng growth factor binding pn ncne;TM=M;SS=M; 6.78; 12.19 

428486; AW583497; Hs.1846D4; pancreafic polypeptide; rKxmone3;TM=M;SS=Y; 6.29; 3.51 

443646; AI085198; Hs.164226; ESTs; EGF.tspJ.vwcJSPN.tsp 3,none;6.17; 4.25 

457489; A1693815; Hs.1 27179; cryptic gene; none;TM=M;SS=M; 5.19; 2.79 

450983; AA305384; Hs.25740; ER01 (S. cerevfetaeHfce; none;SS=M; 5.01; 7.43 

422867; U2137; Hs.1584; carflage oDgomeric matrix protein (pse; tsp_3£GF;SS=M;4.87; 9.40 

426322; J05068; Hs.2012; transcobatemin I {vitamin B12 binding pr, Coba!amm.bind;SS=M; 471; 11.74 

414774; X02419; Hs.77274; plasminogen activator, urokinase; kringle,trypsin,plantlhiorrins;SS=M; 4.24; 6.91 

428758; AA433988; Hs.98502; CA125 antigen; mucin 16; SEA;TM=Y;; 3.52; 8.43 

422048; NM.012445; Hs.288126; spondin Z extraceiiutar matrix protein; tsp_1;TM=M;SS=M; 3.45; 7.69 

424687; J05070; Hs.151738; matrix rrtetaftoproteinase 9 (gelatinase B; fn2,hemopexin.PepHdase_M10;SS=M; 3.43; 10.37 

417931; W95642; Hs.82961; trefofl factor 3 (intestinal); trefofl;SS=M; 238; 9.65 

445417; AK001058; Hs.12680; Homo sapiens cONA FU10196 fis. done HE; tsp_1,ReprotYsm l Pep,M12B_propep,ncne; 2.97; 5.74 . 
432874; W94322; Hs.279651; melanoma Inhibitory activity; SH3;TNt=M;SS=Y; 2.80; 10.53 
431462; AW5B3672; Hs.25631 1; grartin-fike neuroendocrine peptide precu; none.nons; 2.70; 1.99 

TABLE 43C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbanx Identifier (G!) numbers. 'Dunham I. et aL' refers to the pubficauon entitled The DMA 

sequence of human chromosome 22" Dunham I. et at, Nature (1999) 402:489-495. 
Strand: Indicates DMA strand from which axons were predicted. 
NLposifion: Indicates nucleotide posiOons of predicted exons. 

Pkey Ref Strand NLposifion 

404682 9797231 Minus 40977-41150 



TABLE 44A: 754 GENES UP-REGULATED IN RHEUMATOID ARTHRITIS COMPARED TO NORMAL BODY 

Table 44A fists about 754 genes up-regulated in rheumatoid arthritis. These were selected from 35403 probesets on the Affymetrix/Eos Hu01 GeneChip. 
Pkey: Unique Eos probeset identifier number 



ExAccn: 
UnigeneiD: 


Exemplar Accession nur 
Unigene number 


nber, Genbank acces 


sion number 


Unigene Title: UnJgene gene title 






Pkey 


ExAccn 


UnigeneiD 


Unigene Title 


100042 


M10098 




AFFX control - HUMRGE/M10098_3 


101577 


M34353 


Hs.1041 


v-ros avian UR2 sarcoma virus oncogene h 


103353 


X89399 


Hs.1 19274 


RAS p21 protein activator (GTPase activa 


104743 


AA021157 


Hs.33619 


Homo sapiens cDNA FU 20096 fis, clone CO 


104996 


AA112307 


Hs.105894 


hypothetical protein FU21919 


105437 


AA252191 


Hs^5199 


hypothetical protein 


108258 


AA063269 




gbzm02a09.s1 Stratagene corneal stroma 


109086 


AA166695 


Hs^70737 


tumor necrosis factor (tig and) superfami 


109279 


AA196625 


Hs.86080 


ESTs 


109779 


F10527 


Hs.3353 


beta-1,^ucuroiiyttransferase 1 (glucur 


111794 


R32647 


Hs.23545 


ESTs 


112531 


R69798 


Hs.29036 


ESTs 


112784 


R96306 


Hs.191290 


ESTs 


113293 


T67026 


HS.1B7403 


ESTs 


115416 


AA283893 


Hs.337079 


ESTs 


116548 


D20433 




gb:HUMGS01407 Human promyelocyte Homo sa 


116565 


D45533 


Hs.129691 


hypothetical protein FU21603 


118104 


N55332 


Ks.39785 


ESTs 


119243 


T12603 




gb:CHR90123 Chromosome 9 axon II Homo sa 


119336 


T55340 


Hs.208238 


ESTs 


120101 


W95414 


Hs.55497 


EST 


120715 


AA292700 




gb:zs59a06.s1 NCLCGAP.GC81 Homo sapiens 


120872 


AA357993 


Hs.96996 


ESTs 


121010 


AA398355 


Hs.97330 


ESTs 


121509 


AA412092 


Hs.97888 


ESTs 


121722 


AA419482 


Hs.98874 


similar to proBne-rich protein 48 


122265 


AA436838 


Hs.98906 


EST 


123206 


AA489681 


Hs.102248 


Homo sapiens cONA: FU221 05 fis, clone H 


123490 


AA599723 




gb:ag1 1c07.s1 Gessler Wilms tumor Homo s 


124198 


H53099 


Hs.198271 


NADH dehydrogenase (ubiquinone) 1 alpha 


124294 


H90573 


Hs.102298 


EST 


125067 


T86429 


Hs.111725 


ESTs 


125153 


W38294 






125330 


AA401804 


Hs.114574 


ESTs 


125335 


T86620 


Hs.16230 


hypothetical protein FU20619 


125361 


T90348 


Hs.183404 


ESTs 


125439 


AA826305 




gb:PMf>UW17-03129$401<07 LT0017 Homo 


125535 


R17430 


Hs.22215 


secretogranin III 


125583 


R22272 


Hs.86022 


ESTs 


125590 


R23858 


Hs.143375 


Homo sapiens, done IMAGE:3840937, mRNA, 


125742 


H81181 


Ks.261023 


hypothetical protein FU 20958 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



125795 
125858 
125855 
126039 
126143 
126177 
126219 
126221 
126262 
126277 
126292 
126293 
126353 
126556 
126559 
126609 
126616 
12662B 
126636 
126861 
126990 
127017 
127049 
127209 
127331 
127357 
127368 
127374 
127429 
127490 
127502 
127647 
127650 
127676 
127746 
127812 
127824 
127933 
128006 
128011 
12803B 
128058 
128199 
128308 
128389 
128410 
129199 



134409 
134578 
134644 
100262 
100676 
100704 
100787 
100873 
100943 
100996 
101046 
101371 
101461 
101697 
101909 
102199 
102275 
102295 
102319 
102383 
102470 
102544 
102649 
102798 
102804 
102851 
102852 
102860 
103262 
103484 
103559 
103658 
103719 
103876 
103897 



T98190 
H11549 
H12876 
AA160575 
N29315 
K93164 
N36368 
AI248169 
C75147 
.N39132 
AA491328 
Z18870 
AI243114 
AA491325 
R15866 
W87435 
AA348581 
A1357886 
AA001527 
AA742428 
AA215510 
AA740146 
AA235966 
AA305023 
F20186 
AA452788 
AA434362 
AA448728 
AA961490 
W52891 
AA614422 
A!087279 
AA873776 
031237 
AI239495 
AA749094 
A1208365 
AA811102 
AA058693 
AI347067 
AA868782 
AI126617 
AI07354B 
AI079496 
A1142639 
AA452788 
H90914 
C00810 
AA281600 
AA194724 
S83308 
D38500 

HG3044-HT3742 

HG3242-HT3419 

HG3872-HT4142 

HG4333-HT4603 

HG880-HT880 

J03909 

K01160 

M13232 

M22430 

M64358 



U21128 

U30998 

U32581 

U34587 

U40622 

U49835 

U57721 

U6S133 

U86898 

U89942 

V00532 

V00571 

X00388 

X78565 

Y08374 

Z19585 

274615 

AA054109 

AA226865 

AA248870 



Hs.7756 

Hs.31066 

Hs.283078 

Hs.181102 

Hs.266331 

Hs.129750 

Ks.293483 

Hs.172965 

Hs.143764 

Hs.15441 

Hs.248121 

Hs.94031 

Hs.112227 

Hs.170263 

Hs.186802 

Hs.134605 

Hs.170994 

Hs.144432 
Hs.191650 
Hs,251946 
Hs.291811 
Hs.81964 



Hs.193326 

Hs.312110 

Hs.293751 

Hs.727B 

Hs.183502 

Hs.148410 

Hs.261957 

Hs.279938 

Hs.120189 

Hs.291434 

Hs.127811 

Hs.303581 

Hs.129908 

Hs.124636 

Hs.137024 

Hs.132449 

Hs.164597 

Hs.134169 

Hs.146662 

Hs.200332 

Hs.293981 

Hs.164915 

Hs.224137 

Hs.87224 

Hs^78468 

Hs.287820 

Hs.166110 

Hs.302063 

Hs.17364 

Hs.14623 



Hs.76422 



Hs.79914 
Hs.17752 
Hs.168052 
Hs.66578 
Hs. 150930 
Hs.154138 
Hs.169139 



Hs.83354 
Hs.93907 
Hs.75294 

Hs.289114 

Hs.75184 

Hs.75774 

Hs.172928 

Hs.4273 

Hs.8203 

Hs.55058 



proteasomQ (prosoms, macropain) 26$ subu 

ESTs 

HOAT4 

p30D8C protein 
hypothetical protein MGC4595 
hypothetical protein FU10546 
ESTs, Weakly similar to similar to C. el 
ESTs 

ESTs. Weakly similar to unknown [H^api 

Crm (Cramped Dmsophila)-fike 

gb:aa65d09.rt NCLCGAPJ5CB1 Homo sapiens 

G protein-coupled receptor 22 

ESTs 

membrane-associated nucleic acid binding 
tumor protein p53-binding protein, 1 
ESTs 
ESTs 

hypothetical protein MGC1 0946 
gbzf56g09.r1 Scares refina N2MHR Homo 
ESTs 
ESTs 

pdy{A)-binding protein, cytoplasmic 1-1 
ESTs 

SEC24 (S. cerevisiae) related gene famil 

gb:HSPD05873 HM3 Homo sapiens cDNA done 

gbzv80d10.r1 SoaresJotalJetus_Nb2HF8„ 

fibroblast growth factor receptor-Ske 1 

ESTs, Weakly similar to 138022 hypothet 

ESTs, Moderately similar to TPTE_HUMAN P 

cryptochrome 2 {photolyase-tike) 

ESTs 

ESTs 

ESTs 

HSPC067 protein 

ESTs 

ESTs 

ESTs 

ESTs, Moderately similar to ALU 1 .HUMAN A 

K1AA0591 protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

gb2v80d10.r1 SoaresJtolaUerjisjNb2HF8_ 
hypothetical protein FU20651 
guanine nucleotide binding protein (G pr 
small nuclear RNA activating complex, p 
hypothetical protein 
SRY (sex determining region Y>box 5 
postmeiotic segregation increased 2-1 ike 
fibronectin 1 

calcium channel, voltage-dependent, atph 
immunoglobulin heavy constant mu 
zinc finger protein 79 (pT7) 
gb:PMO-SN0019.28030<W)01-O11 SN0019 Homo 
interferon, gamma-inducible protein 30 

coagulation factor VII (serum prothrombi 
phosphoGpase A2, group (IA {platelets, 
gb:Human rhom-3 gene, exon, 

himican 

phosphatidylserine-specirtc phospholipas 
K1AA0421 protein 

cortJco tropin releasing hormone receptor 
X-ray repair complementing defective rep 
chiOnase 3-fike 2 

kynureninase (l-kynurentne hydrolase) 
gbAJ68133 Human cell line PCI-OSA Homo s 
gb:Human endogenous retrovirus H proteas 
lysyloxldas8-6ke2 
Interferon, alpha 14 
corticotropin releasing hormone 
gbtHuman prolactin gene 5* region, 
hexabrachion (tenascm C, cytotacOn) 
chitinase 3-like 1 (cartilage glycoprote 
thrombospondin 4 
collagen, type I, alpha 1 
hypothetical protein FU13159 
endomembrane protein emp70 precursor iso 
EH-domain containing 4 
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103906 


AAZ43437 




103985 


AA313880 




104056 


AA397529 




104209 


ABO0O221 


J 


104386 


H41895 




104398 


H53555 




104422 


H86858 




104561 


R60100 


1 A 


104593 


R81267 


104643 


AA004701 




104673 


AA007633 




104681 


AA009832 




104711 


AA017254 


ID 


104812 


AAD34111 


104877 


AA047437 




104886 


AA053348 




104924 


AA058532 




105071 


AA1 36532 


JA) 


105105 


AA151872 


105203 


AA195660 




105317 


AA233926 




105617 


AA280687 




105707 


AA291012 


Zj 


105754 


AA302657 


105770 


AA347964 




105882 


AA400292 




105883 


AA400490 




105890 


AA400766 


3U 


106080 


AA418046 


106090 


AA418909 




106096 


AA419609 




106124 


AA423987 




106308 


AA436186 




106438 


AA449199 


106660 


AA460936 




106731 


AA465657 




106880 


AA488889 




107055 


AA600152 


4U 


107151 


AA621169 


107183 


C20974 




107231 


059299 




107490 


W74158 




107572 


AA001903 


A C 

4j 


107620 


AA005039 


107801 


M0 19433 




107817 


AA020781 




107823 


AA021057 




107857 


AA024687 


CA 

5U 


107882 


AA025630 


108005 


AA037769 




108092 


AA0459S1 




108115 


AA047291 




108214 


AA058661 


JJ 


108382 


AA074885 


108409 


AA075578 




108436 


AA078801 




108625 


AA1 01983 




108631 


AA102553 




108763 


AA1 27539 


108852 


M133131 




108931 


AA147186 




108976 


AA151480 




109026 


AA157811 




109170 


AA1 80352 


109303 


AA206126 




109326 


AA210719 




109345 


AA213774 




109404 


AA224594 


/U 


109473 


AA233151 


109725 


F10003 




109794 


F10684 




109835 


H00615 




109896 


H04794 


75 


109918 


H05641 


109950 


H08200 




110078 


H15054 




110182 


H20402 




110213 


H23216 


80 


110310 


K38209 


110354 


H41280 




110413 


H48124 




110422 


H48467 




110433 


H49425 



Hs.317403 hypothetical protein MGC2744 

Hs.99872 WAtzheta antigen 

Hs.58297 CIIL8 protein 

Hs.1 6530 small inducible cytokine subfamily A (Cy 

Hs.144164 ESTs. Moderately similar to ALU8.HUMAN A 

Hs.36790 ESTs,WeaHysimOartoputafivep150[H 

Hs.132909 ESTs 

Hs.323817 OKFZP547E1010 protein 

Hs.98640 hypothetical protein FU21069 

Hs. 18978 Homo sapiens cDNA: RJ22822 fis, done K 

Hs.20010 ESTs 

Hs.34500 ESTs 

Hs.32794 ESTs 

Hs.124187 ESTs 

Hs.22968 Homo sapiens done IMAGE:451 939, mRNA se 

Hs.339699 growth dinerenfiafion factor 1 1 

Hs.28774 ESTs. WeaMy similar to 138022 hypothec 

Hs.29475 ESTs 

Hs.8701 6 hypothetical protein FU22938 

Hs.7882 ESTs 

Hs.52620 integrin, beta 8 

Hs.4069 pjucocorticoid modulatory etament bcndin 

Hs.37617 ESTs, Weakly similar to A53933 myosin I 

Hs.192028 ESTs 

Hs.269873 Homo sapiens done IMAGE297403, mRNA se 

Hs.81 988 disabled (Drosophfla) homoiog 2 (mitogen 

Hs.334907 Homo sapiens, done MGG 17333, mRNA, com 

Hs.30512 Homo sapiens mRNA for KIAA0556 protein, 

Hs.35124 ESTs 

Hs.169333 hypothetical protein DKFZp761E2110 

Hs.170121 protein tyrosine phosphatase, receptor t 

Hs.7567 Homo sapiens cONA: FU21962 fis. done H 

Hs.30662 ESTs 

Hs.21342 ESTs 

Hs.27056 KIAA1284 protein 

Hs.29205 alpha integrin binding protein 63 

Hs.32425 ESTs 

Hs.29419 ESTs 

Hs.8687 ESTs 

Hs.12114 vaninl 

Hs.34727 ESTs. Moderately similar to 138759 zinc 

Hs.103189 lipopolysaccharide spedfic response-68 

Hs.59962 ESTs 

Hs.60171 ESTs 

Hs.285803 Homo sapiens cDNA FU 10874 fis, done NT 

Hs.60847 ESTs 

Hs.60836 ESTs 

Hs.61208 ESTs 

Hs.231967 AU.1 fused gene from 5q31 

Hs.1 94293 ESTs. Weakly similar to 154374 gene NF2 

Hs.184029 hypothetical protein DKFZp761A052 

Hs.165216 ESTs 

Hs.60764 ESTs 

Hs.67726 macrophage receptor with collagenous str 
gb:zm88h03.r1 Stratagene ovarian cancer 
gb:zm94a09.s1 Stratagene colon HT29 (937 

Hs.283022 triggering receptor expressed on myeloid 

Hs.334337 ESTs 

Hs.281397 hypomeOcal protein AD034 

gbzm25d03.s1 Stratagene pancreas (93720 
gbzo38d01.st Stratagene endothelial ce! 

Hs.91202 ESTs 

gb2o35d07^1 Stratagene colon (937204) 

Hs.191472 ESTs. WeaWy similar to ALU1.HUMAN ALU 

Hs^69291 ESTs 

gb:zr88e04.s1 NC1_CGAP_GCB1 Homo sapiens 

Hs.203396 ESTs 

Hs.86941 ESTs 

Hs.81796 ESTs 

H&79658 casein kinase 1, epsOon 

Hs.23687 ESTs 

Hs.170044 ESTs 

Hs.30489 ESTs 

Hs.216701 Homo sapiens mRNA; cDNA OKF2p564l081 6 (f 

Hs.268770 ESTs, Weakly similar to 2004399A chrornos 

Hs.3 18773 WAA1836 protein 

Hs.31746 hypothetical protein DKF2p547F072 

Hs.86905 ATPase, H* transporting, lysosomal (vacu 

Hs.32728 EST 

Hs.22585 ESTs 

Hsl279454 ESTs 

Hs.36094 EST 

Hs301062 UDP44-ace1yWpha-CHatectosarr^potyp 
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He 9fi9QQ 


ESTs 




lluooJ 


noo904 


He 194QV1 


ESTs 




n men 


NAD// 


Ue TOQftl 


ESTs 




110827 




Hs. 14855 


ESTs 


5 


1 IU0/9 


N0UI9D 




ESTs 






(WOO OJ 


Hs.5170 


ESTs 




i i 1 1 nn 


iw/o// 


rc>./u*K>u 






111112 


k!R 7,701 
IMOO/O 1 


Hs.35452 


ESTs 


10 


11117Q 

1 1 1 1(3 


IMD//09 


ns. luiou 


RRnnrin (I RR class 1 \ 


mm* 

1 1 I 109 


WR7CR1 

nO/OO 1 


Hs. 12844 


FfiPJIktwkimain multioie 6 

C.\J| 1 IG! 1 1| IllWIUJfWO W 




111223 


N68921 


Ue 0.7/1070 


inAAifiCC nmlpin 
iww 1 OOO puUilll 




111275 


N70970 


KS.JDUUb 


tola 




111443 


R01901 




go.ncrno sapiens enoogenous reuovino w 




111573 


R10305 


HS. 100000 


CCTe 

to IS 


111590 


R11157 


nS./o4/0 


ubiquilin associalsd proton 




111671 


R19368 


Hs.229084 


-ntvnn* ePiUA CI H 1 RRR fie elAna V-l 

Homo sapiens cuna rui 1000 ns, ctone n 




111732 


R25153 


Hs. 163813 


CCTe 

ESTS 




1 1 1809 


R33616 


11 _ nlCQQ 

HS./40O0 


col 


/A) 


111629 


KOOU/U 




rrtvWrvmn eantonc firfl J on nth RKPff rOM A 


111944 


R40606 


il, <\4 oco 

Hs.21/63 


suppressor of potassium transport defect 




112)15 


K4/O0O 


lie 0*4100 


to 1 3 




113)23 


R43020 


Ue 77C771 

HS./ab//s5 


CCT 
COI 




112055 


R43621 


il. <]eion 

Hs.^oi oa 


CCTe 
to IS 




11/334 


PCC77.0 
K0O/J9 


Me OflpJRQ 


P9T«i WpaUv similar to ALUS HUMAN ALU S 

Lois, VfCoAij ouiiucu uj nuuuj luiiiiru'i ni.u \j 


11/04U 


KOOOU/ 


ns.owt 


In Kiinprfamllv runt pin 




ll/ooo 


DCflQRR 
KOOijOO 


ns./oo i o 


Hnmn sanlpne. mRNA! cDMA DKFZo58SF1323 (f 




112467 


R65706 , 




nhnn1Rn19 e1 Cnaroc ntaeonta KIK9MP Hnmn 
QD.yUCQiZ-5> OOoTBo ploLUJUd \\U<J\r nuilHJ 




1 1/4/ 0 


dc en R 7 
raouof 


Lie TRfiftd 

ns./ocxw 


ESTs 




112533 


Roaooo 




nh*viA7fftt «1 Qnarm nf swnhi Mh9HP Homo 


112588 


R77302 




nh*uT7<\hnfi e1 Cnsmc rJ'V'Onta Nh9HP Hnmn 
yuiyi/OIHKLS 1 009)65 JSaCWlla niMnr nwiiu 






R77783 


He 974/14 
HS.//4U4 






112676 


R86976 


HS.34Q60 


CCTe 




112744 


R93206 


HS.293762 


CCTe Wa^f\\i elmilar fn HRn99 hunnihpfi 

to 1 s t weaKiy similar 10 1 oou// nypotneu 


JJ 


112777 


R95869 


Ue 7CAC7 

nS.J040/ 


PCT 


112817 


R98491 


Ue 4 4CQ4 


CCTe 

COlS 




112902 


T09262 


Ue 10Q1 on 


Uiimon HMA com 10 nee fmm rtnno RPtL1A4A/51 

nUiuan una sequence uum uone r\r o- iu4ovs 1 




113009 
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130411 AA505009 Hs.1 69910 

130479 R44163 Hs.12457 
130511 L32137 Hs.1584 
__ 130521 U92971 Hs.194351 
75 130645 AA020942 Hs.1 7200 

130655 N92934 Hs.1 7409 

130656 Z20481 Hs. 330988 
130889 057622 Hs.20985 

_ _ 131064 AA598441 Hs.22583 
80 131070 F13694 Hs.22607 
131189 L16782 HsJ240 
131318 X51699 Hs2558 
131506 W47579 Hs*5801 



ESTs 

SHP2 Interacting transmembrane adaptor 
ESTs. WeaHy similar to S71949 metaUopr 
cex^pofuscinosis, neuronal 6 (epite 
six transmembrane epHheDaJ antigen of 
gb:EST48309 Fetal spleen Homo sapiens cD 
ESTs 
ESTs 

hypothetical protein M6C4090 
ESTs 

Homo sapiens done 191B7 placenta expres 
general transcription factor HE. polype 
Homo sapiens cDMA FU13830 fis, done TH 
ribophorin II 
ESTs 

ESTs, Weakly simitar to ALU1.HUMAN ALU S 
ESTs 

angtopoletin-Bka 2 

potassium voltage-gated channel. Isk-rel 
gb:zf84c06.s1 Soaresj)ineal_g)and N3HPG 
ESTs 

ESTs. Weakly similar to ALUD.HUMAN Ml 
ESTs 

ESTs. Weakly similar to YA02.HUMAN HYPOT 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA full length insert cON 

tumor rejection antigen (gp96) 1 

ESTs, WeaMy simHar to S18968 cyritesti 

ESTs, Moderately similar to KIAA1399 pro 

ESTs 

ESTs 

ESTs 

neurotrimin 

solute carrier family 4, sodium blcarbon 

uncharacterized hematopoietic stem/proge 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to I38022 hypotheti 
Homo sapiens cDNA FU14687 fis, done NT 
hOAT4 
ESTs 

fibrortectin 1 

inositol poryphosphate-4-phosphatase, ty 
Homo sapiens, done !MAGH:3638994, mRNA. 
KIAA1 117 protein 

deavage and pdyadenylafion specific fa 
neuropeptide FF-amkte peptide precursor 
katantn p80 (WD40-containing) subunit B 
ESTs 

transmembrane 4 superf amity member 5 
WAA0530 protein 
thrombospondin 2 
catumenin 

vascular cell adhesion molecule 1 
pregnancy specific beta-1 -glycoprotein 9 
hypothetical protein FU23153 
ESTs 

hypothetical protein RJ11264 

solute carrier family 4, anion exchanger 

collagen, type Hi, alpha 1 (Ehlers-Danl 

hypothefica! protein FU22301 

gb*yw75b05\s1 Scares_placenta_8to9weeks„ 

glucagon 

ESTs, Weakly similar to A46010 X-Med 
K1AA0173 gene product 
hypothetical protein FU 10814 
cartilage ofigomeric matrix protein (pse 
coagulation factor II (thrombin) recepto 
STAM-fike protein containing SH3 and ITA 
cysteme-fich protein 1 (intestinal) 
Homo sapiens. Similar to Bicaudal O (Dro 
sin3-assodated polypeptide. 30kO 
DKF2P434K2235 protein 
ESTs 

M-phase phosphoprotein 1 

bona gamma-carboxyglutamate (gla) protei 

WAA1194 protein 
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131551 AA127B67 HsJ8608 

131563 C20547 Hs.302810 

131830 U33054 Hs.32959 

131B79 AA017161 Hs.33792 

5 132017 W57251 HsJ67659 

132025 U58516 Hs.3745 

132096 AA131410 Hs,3964 

132159 D76435 Hs.41154 

132164 U84573 Hs.41270 

10 132180 AA405569 Hs.418 

132223 R77451 Hs.4245 

132238 AA453446 Hs.42673 

132406 F09979 Hs.4774 

132945 N40559 Hs.6129 

15 133185 AA481404 Hs.6686 

133193 C14015 Hs.303075 

133370 AA156897 Hs.72157 

133406 U22172 Hs.179697 

133409 U65918 Hs.73078 

20 133591 T82292 Hs.75111 

133899 X00588 Hs.77432 

134137 F1O045 Hs.79347 

134339 AA476971 Hs.81988 

134421 AA122386 Hs.82985 

25 134462 U11037 Hs.181300 

134515 C20737 Hs.84469 

134527 T40835 Hs.322978 

134711 X04011 Hs.88974 

134824 S78723 Hs.298623 

30 134854 J03484 Hs.179573 

134921 W60166 Hs.125511 

135003 H42527 Hs.26102 

135210 W90522 Hs.93589 

135348 AA442054 Hs. 2681 77 

35 100547 HG2149-HT2219 

100572 HG2271-HT2367 Hs.73995 

100887 HG3115-HT3291 

100695 HG315-HT315 Hs.272620 

101447 M21305 

40 102329 U35407 Hs.158084 

102892 X05232 Hs,83326 

103036 X54925 Hs.83169 

103206 X72755 Hs.77357 

103260 X78416 Hs.3155 

45 103751 AAQ82824 

104113 AA427510 Hs.181202 

104316 D61871 Hs.330821 

104453 M19169 Hs.123114 

104668 AA007312 

50 104916 AA056588 Hs.155489 

106151 M424958 Hs.294132 

106899 AA490107 Hs31753 

107379 U93868 Hs.333861 

107412 W26105 Hs.287797 

55 107652 AA010195 Hs.52642 

107754 AA017462 Hs.269244 

107897 AA026240 

108238 AA059473 Hs.66783 

108497 AA0B3070 

60 108710 AA121960 

109012 AA156576 Hs.5947 

109043 AA159605 Hs.72560 

109560 F01778 Hs.131740 

110572 H60523 Hs.37844 

65 110687 H93005 Hs.177311 

111418 R01084 HS.190B1 

111507 R0772B Hs.268668 

111644 R16539 Hel223649 

111919 R39926 Hs.21031 

70 112102 R44840 Hs.326475 

112229 R50938 Hs.24949 

112309 (€5021 

112368 R59371 Hs.26653 

112397 R60822 HsJ26805 

75 112532 R69824 Hs.28313 

112858 T02963 Hs.4454 

113170 T54342 Hs.270373 

113321 T70580 Hs.13759 

„ . 113404 T82323 Hs.70337 

80 113420 T83964 Hs.15400 

113613 T93337 Hs.17167 

113663 T95909 

113790 W33178 Hs.26912 



Homo sapiens cONA: FU 221 15 (is, cfcmeH 
Novel human gene mapping to chomosome 20 
G protein-coupled receptor kinase 2 (Dm 
ESTs 

vav 3 oncogene . 
milK tat globute-EGF factor 8 protein 
Homo sapiens clone 24877 mRNA sequence 
Zfc family member 1 (odd-paired Drosophi 
procollagen-lysine, 2-oxogiutarala 5-cfio 
fibroblast activation protein, alpha 
chromosome 1 1 hypothetical protein ORF3 
ESTs 

Homo sapiens mRNA; cONA DKFZp761C1712 (f 
ATP-binding cassette, sub-family B (MDR/ 
hypothetical protein DKFZp56401664 
EST 

DKFZP56411922 protein 

Human DNA damage repair and recombtnafio 

deleted in azoospermia-Cke 

protease, serine, 11 (IGF binding) 

epidermal growth factor receptor (avian 

KIAA0211 gene product 

disabled (Drosophila) homolog 2 (mitogen 

collagen, type V, alpha 2 

seM (suppressor of Un-1 2, C.etegans)- 

ESTs 

EST 

cytochrome b-245, beta polypeptide (chro 
5-rryoroxytry Diamine (serotonin) receptor 
colagsn, type I, alpha 2 

Homo sapiens mRNA; cDNA DKFZp434P1 530 (f 
trichorhinophalangeal syndrome I 
hypothetical protein DKFZp564B1 162 
phospholipase C, gamma 1 (formerly subty 
gb:Homo sapiens mucin (mucin) mRNA, part 
filaggrin 

glxHuman Gofli-mbp gene, exon 2 
pregnancy specific beta-1 -glycoprotein 9 
gb:Kuman alpha satelfite and satelHte 3 
peroxisome receptor 1 
matrix melaltoproteinase 3 (stromefysin 
matrix metalloproteinase 1 (interstitial 
monokine induced by gamma interferon 
casein, alpha 

gb:zo08b08.s1 Stratagene neuroepithelium 

hypothetical protein FU10038 

EST 

cystalinSN 

gb:EST376458 MAGE resequences, MAGH Homo 

NS1-associated protein 1 

ESTs 

JM5 protein 

polymerase (RNA) til (DNA directed) (32k 
integrin, beta 1 (fibronecOn receptor, 
ESTs. Weakly similar to ALUF.HUMAN III! 
ESTs 

gbjio77a05.s1 NCLCGAP_AA1 Homo sapiens 
EST 

gbzm85a05j1 Stratagene ovarian cancer 
gbzm24gQ9.r1 Stratagene pancreas (93720 
met transforming oncogene (derived from 
ESTs 

Homo sapiens cONA: FU22562 fis, done H 

EST 

ESTs 

ESTs 

ESTs 

EST, Moderately similar to Cd-7 MetaQo 
ESTs, WeaWy similar to t78885 serine/th 
ESTs 
ESTs 

ob:y}76d05.s1 Scares breast 2NbHBst Homo 
ESTs 

ESTs, Weakly similar to putative p1 50 ( 

ESTs 

ESTs 

ESTs. Weakly similar to S65657 arpha-1 C 
RAB3A interacting protein (rabm3}4ike 
irremir^gtobuTm superfamily, member 4 
ESTs, Weakly similar to S65824 reverse 
ESTs, Highly sinter to LRR FU-i intera 
gb.ye47g07.s1 Scares fetal liver spleen 
ESTs 
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113889 W72720 

114016 W90671 Hs.11087 

114251 Z39838 Hs.21948 

115187 AA261805 Ks.44021 

115722 AA417297 Hs.59609 

115775 AM24030 Hs.46627 

116380 AA598455 Hs.66817 

116551 D20458 Hs.229071 

117009 H85422 Hs. 108555 

117329 N23680 Hs.93670 

117523 N32626 Hs.145532 

118387 N64579 

118455 N66580 

118741 N74042 Hs.50421 

118771 N74690 Hs.50547 

119075 R36451 Hs.287820 

119217 R95778 Hs.237309 

119306 T26914 Hs.132785 

119347 T64349 



120006 


W90108 


Hs.10848 


120441 


AA243588 


Hs. 190035 


120651 


AA28728B 


Hs.99657 


120811 


AA346854 


Hs.52788 


121186 


AA400156 


Hs.339808 


121599 


AA416770 


Hs.98255 


122146 


AA435584 


Hs.250173 


122261 


AA436830 


Hs.98902 


122352 


AA443725 


Hs.159677 


122433 


AA447417 


Hs.285491 


122489 


AA448342 


Hs.178551 


122554 


AA451886 


Hs.154654 


122857 


AA463879 


Hs.99606 


122889 


AA465704 


Hs^87687 


123399 


AA521274 


Hs.105516 


123662 


AA609385 


Hs.1 12703 


123762 


AA610013 




123792 


AA620333 


Hs.112857 


123900 


AA621223 


Hs.1 12953 


123981 


C20797 


Hs.95481 


124126 


H1B517 


Hs.1 64568 


124404 


N31998 


Hs.164256 


124557 


N66025 


Hs.141604 


124703 


R07294 


Hs.300076 


124867 


R68971 


Hs.1 68500 


125092 


T92544 


Hs.137548 


125111 


T95240 


Hs.1 78658 


125331 


A1422996 


Hs.161378 


125349 


T87826 


Hs.1 64480 


125426 


R43963 


Hs.184029 


125436 


R64472 


Hs.1 6131 


125465 


AI375276 


Hs.158732 


125515 


R13353 




125626 


AI038854 


Hs.180789 


125656 


AA040118 


Hs.78687 


125743 


H17151 




125757 


AI274906 


Hs.166835 


125760 


W03020 


Hs.40300 


125804 


R79519 


6899 


125967 


A1341206 


Hs. 173770 


126068 


AI190171 


Hs.144413 


126081 


AI346024 


Hs.227835 


126150 


AA01B427 


Hs.64616 


126171 


M704771 


Hs.191942 


126198 


AJ469355 


Hs.127310 


126224 


A1097280 


Hs.44493 


126289 


AA194603 


Hs.73451 


126343 


AA628890 


Hs.158701 


126406 


AA034096 




126419 


AM51775 


Hs.129064 


126479 


T78141 


Hs.12285 


125500 


AA885308 


Hs.184376 


126520 


AA292966 


Hs.72071 


125701 


AA515212 


Hs.339670 


126718 


AA322718 


Hs.309435 


126739 


AJ160709 


HS.2B9047 


126745 


AA057506 




126846 


AA663527 


Hs.1 16910 


126872 


AA136653 




126952 


AA195575 


Hs.85962 


127036 


AJ46B598 


HSJ276916 


127039 


AA233366 


H&168103 


127067 


F06732 




127083 


244079 


Hs.91608 



gbzd51c03.s1 Soares_f^_heail.NbHH19W 

ESTs 

ESTs 

Homo sapiens mRNA for RJ00065 prolan, 

ESTs 

ESTs 

ESTs 

EST 

ESTs 

Homo sapiens cDNA FU22664 fis, done H 
ESTs, WeaWy similar b FV1 MOUSE FRIEND 
gb:yz51d11.s1 Morton Fetal Cochlea Homo 
gfcyy69f01.s1 Soares_muIljple_sdsfosts_ 
WAA0203 gene product 
ESTs 

fibro reclin 1 
EST 

EAP30 subunil of ELL complex 

gb:yc10d03.st Stratagene lung (937210) H 

WAA0167 gene product 

ESTs 

ESTs 

fragile X mental retardation, autosomal 
hypothetical protein FU10120 
EST 

hypothetical protein FU13158 

ESTs 

ESTs 

ESTs 

ribosomal protein LB 

cytochrome P450. subfamBy I (doxirvind 

EST. WeaWy similar to STK2.HUMAN SERIN 

Homo sapiens cDNA: FU21960 fis, done H 

EST 

ESTs, Moderately simitar to AF1 71 102 1 r 

gb:af18d04.s1 Soares_testis_NKT Homo sap 

ESTs 

EST 

ESTs 

fibroblast growth factor 7 (keratinocyte 

hypothetical protein FU20657 

ESTs, Moderately similar to ALU1_HUMAN A 

solute carrier family 22 (organic cation 

ESTs 

CO 84 antigen (leukocyte antigen) 
RA023 {S. cerevisiae) homotog 8 
ESTs 

ESTs, WeaWy similar to T50609 hypotheli 
hypothetical protein DKFZp761A052 
hypothetical protein FU12876 
ESTs 

gb:yf76c04.r1 Scares infant brain 1NIBH 
S164 protein 

neutral sphingomyelinase (N-SMase) activ 

gt7m37a05/l Soares infant brain 1NIB H 

ESTs, Highly similar to 1814460A p53-ass 

calpain3.(p94) 

ESTs 

ESTs 

ESTs 

WAA1049 protein 

chromosome 12 open reading frame 3 

ESTs 

ESTs 

Human DNA sequence from done 462023 on 
ESTs, Weakly similar to S55024 nebuGn, 
ESTs 

gb7v41h02/l Soares fetal liver spleen 
Homo sapiens chromosome 19, cosmtd F2216 
ESTs, Weakly similar to 15521 4 salivary 
synaptoscmal-assodated protein, 23kD 
hypothetical protein FU20038 
ESTs. WeaWy similar to AF147790 1 trans 
ESTs, WeaWy simaar to K1AA0927 protein 
Homo sapiens cDNA FU 14059 fis, done HE 
gb2f49g04.r1 Soares retina N2b4HR Homo 
ESTs 

gfcUl-H-BI3-alfra.12-WJI.s1 NCl_CGAP_Su 

hyaiuronan synthase 3 

nuclear receptor subfamBy 1, group D. m 

prp28.U5snRNP 100 kd protein 

gb:HSC1 JA051 normalized infant brain cON 

otofarfln 
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A A/41CC77 


Ue 1RQ1AC 
hS.103 1U0 


1«I/4<J2 


AI,Wf «?S4 




197CJI0 
II/343 


A10C/0E7 

Al<3o4oo7 










127555 


AA679831 


ll_ 4AAOOD 

Hs. 190228 


127859 


AA806B37 


Hs.291559 


127993 


AAcW7B5o 


Hs.1 24565 


128277 


a tni one 

AI018275 


HS.269791 


128285 


AA534559 


Hs. 13351 


128317 


AIG51950 


Hs. 303754 


128334 


A108Q130 


HS.1 34207 


128428 


AI1o571o 


Hs. 143900 


1 1OCS') 


U2*9oo 


nS.101o4U 


128592 


A A >(7flflCC 

AA4/WJ3D 


ns.11J9y4 


128751 


AA442274 


11. 4Q017G 

Hs.loJl/0 


129105 


AA2Z4d01 


nSlUoOOl 


129161 


N27334 


Li- 4oi*ron 

nS.1ol7oO 


129246 


N99174 


u» oactico 


129361 


X54229 


HS.1 10713 


129577 


AA424952 


Hs.82906 


129600 


N78980 


Hs.271599 


129989 


a cnncoQ7 

AF005887 


If. Oi7jlOO 

Hs.247433 


130024 


U15197 


Hs. 113271 


130292 


U70136 


Hs.218791 


130589 


AA234308 


Hs.16441 


130736 


T99385 




131238 


R82327 


Hs.24625 


131378 


AA463886 


HS-2Q3910 


131601 


M31165 


Hs.29352 


131605 


A AOCCOOA 


nS.293oo 


131676 


C20700 


uin oneix 
HS.0U514 


131861 


D11925 


Ue 40/TjIC 


1O4P70 




ns. loDooz 


132023 


F01927 


Hs^743 


132273 


AA489716 


Hs.43658 


132770 


AA425647 


Hs.56406 


132859 


D20925 


Hs.69235 


133052 


R40166 


Hs.105826 


133373 


S72487 


Hs.73946 


133446 


M25322 


Hs.73800 


134693 


N70361 


Hs.8854 


134733 


U03644 


Hs.89421 


134965 


J05480 


Hs.272458 


135327 


AA477989 


Hs.98800 


135377 


C21382 


Hs.99766 


135398 


AA194075 


Ks.287270 



Honra sapiens cDNAFU 11 529 Rs, done HE 

ESTs 

ESTs 

ESTs, Weakly similar to NBR1 3 [Rsapiens 

GalNAc alpha-2, &-sialyt transferase I. i 

Homo salens cONA RJ20780 (is, done CO 

gb:aa63g01r1 NCI.CGAP.GCBI Homo sapiens 

ESTs 

ESTs 

ESTs 

ESTs 

LanC (bacterial tan&bto&c synthetase c 

ESTs 

ESTs 

ESTs 

major histocompatibility complex, class 
Homo sapiens cDNA RJ 20796 lis, done CO 
ESTs 

Homo sapiens brain tumor associated prot 

hypothetical protein FU20241 

ESTs 

DEK oncogene (DMA binding) 

COC20 {cell division cycle 20, S. cerevi 

hypothetical protein MGC1 0500 

activating transcription factor 6 

ABO Wood group (transferase A, alpha 1- 

proteoglycan 4, (megakaryocyte so'mutaS 

DKFZP434H204 protein 

gbxw89g07.s1 Scares Jetaljver_spteen_ 

ESTs 

small gtutamine-rich tetratricopepfide r 
tumor necrosis factor, alpha-induced pro 
Homo sapiens mRNA; cDNA DKFZp434E2321 (f 
ESTs 

KJAA0929 protein Msx2 interacting nudea 
KIAA1683 protein 

matrix metalloprotefnase 24 (mernbrane-in 

DKFZP5B6L151 protBin 

Homo sapiens cDNA FU 1 3549 fe, clone PL 

transportin-SR 

WAA1696 protein 

endothelial cell growth factor 1 [ptatel 
setectin P {granule membrane protein 140 
Human transcription unit PVT gene, exons 
CBF1 interacting corepressor 
protein phosphatase 3 (formerly 28), cat 
ESTs 

Homo sapiens mRNA; cDNA DKFZp564J0323 (f 
ret proto-oncogene (multiple endocrine 



TABLE 44B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
10B497 



107897 
130736 
108710 
100943 
124575 
125439 
117697 
125515 
118387 
126292 
102798 
126378 
125743 
126406 



CAT number 
110079.2 



91776 1 
611414.1 
133560 1 
45976.1 
1666649.1 
465590.1 
. 499377 J 
181.2 
65081.-5 
327512.1 
34624.4 
244444.1 
5025.5 
95703.1 



Accessions 

AA074897 AA1 13914 AA064871 AA079329 AA071309 AA084710 AA1 29030 AA075042 AA074794 AA071453 AA078803 AA148628 

AA122204 AA074159 AA128185 AA0791 17 AA127069 AA070912 AA079280 AA131372 AA078833 AA071087 AA076131 AA071047 

AA079401 AA083070 AA1 02076 AA1 151 63 AA074198 AA134725M1 13889 M121 103 AA075041M0651 48 AA071310AA101 144 

AA079659 AA078931 AA079209 AA070928 AA068994 AA069817 AA076187 AA069053 AA131489 AA071 308 AA06331 7 AA070156 

AA071430 AA076056 AA075684 AA070053 AA126283 AA126078 AA075895 AA079208 AA074583 AA071086 AA079623 AA070627 

AA078802 AA076622 AA065051 AA079143 AA071 1 10 AA079434 AA148748 AA079230 AA085188 AA074485 AA070580 AA076151 

AA0831 66 AA0851 1 8 AA079450 AA085044 AA1 20938 AA079200 AA100188 AA081 472 AA1 22355 AA1 29031 AA085362 AA069220 

AA070940 AA075968 AA074563 AA084027 AA1 15929 

AA604872AA025240 

AI168326 T99385 

AA12 1959 AA1 21960 

AW864944 L07517AW869606 

N68168 N69188 N90450 

AW835829AAB26305 R01759 

N40976AA902795 

R13353R13890H11359 

N64579 

AA491328N42312 

U88896 U86898 AA916056 T03285 A1341594 AJ359534 A1634031 U88897 

N58924AA347842 

H17151 H11956 

N76683AA0340S5AA034082 
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127067 
119243 
111443 



127278 
103751 
126536 
127331 
127357 
126745 
126762 
126783 
112309 
126872 

120284 
111829 
104668 
127553 
120379 



127701 

128410 

114625 

109026 

108409 

100687 

109326 

123762 

116548 

125145 

125153 

116995 

102649 

118456 

102860 

120715 

120749 

113663 

113889 

108256 

101046 

129990 

122746 

124046 

108436 

124197 

101447 

108852 

101697 

108931 

101909 

117816 

119154 

119241 

119310 

119347 

119529 

112467 

112533 

112588 

121082 

123305 

123328 

100547 

123490 



1534978 1 
1774795.1 
31528J8 



240640.1 

118557.1 

80804.1 

379388.1 

288073.1 

104479.1 

110350J 

113388 1 

1576900.1 

142696.1 

158963.1 
46636 1 
82752.1 
202308.2 
34624.3 



405284J 

288073 1 

111686J 

150431.1 

113869 1 

ligr.HT329l 

genbanR_AA210719 

genbank^AAeiOOIS 

genbank_D20433 

entreOA/38001 

entrazJV38294 

genbank_H83928 

genbank_U68133 

genbankJJ66580 

entrezJC00368 

genbanK_AA292700 

genbanWA303235 

genbankJT95909 

genban^W72720 

genbankJ\A063269 

entrez.K01160 

genbank_N30316 

genbanlLM458791 

genbanK.F10243 

genbanlLAA078801 

ganbanK.H52921 

entrez_M21305 

genbanlLAA133131 

entre2LM64358 

genbank_AA147186 

entrez.S69265 

genban!LN48872 

genban)LR61293 

aenbankJT12559 

genbank_T40427 

genbankj"64349 

entrezJV38053 

genbanlLR65706 

genbanlLR69886 

genbanlLR77302 

08nbanU\A398722 

genbank»AA496133 

genbank_AA496968 

rjgr_HT2219 

genbankuAA599723 



F06732Z43705 
T12603T12604 

AF072503 AF208161 AA613238 H12439 N76991 D78692 BE019603 AA776439 R37932 T93615 AF072508 R00744 R01948 R68685 
All 28496 AA865193 AI797629 H13302 AF072506 NM.014590 AF072505 R00743 T93651 T39519 R68740 H13097 N58514 N77302 
H01372 N41878 H04136AM26511AW971553AW900030 R76136T52094A1598135 M781423R760B^ 

A1570707 R01901 R27412 N53177A)379210AI128526AA250958 R79323 R27389 H01325N55091 T69704 AA868777 T47345 R27591 

AA860368 AA729556 H04137 T87297 C17420 AA293243 AA419144 

AA342715AA367634 

AA1313S7M082824 

AA057531AAO01527 

F20186AA522352 

AA424107AA452788 

AA047854 AA057506 AA053841 

AA064613AA064671 

M083531 AA126047 AA074915 AA148649 
R55021 H26613 

AW450979 AA136653 AA136656 AW419381 AA984358 AA492073 BE 1 68945 AA809054 AW238038 BH011212 BE011359 BE011387 
BE011368 BE011362 BE011215 BE011365 BE011363 
AA1 79656 AA1 82626 AA 182603 
AF074991 R36070 

AW964385 AA007312 AI08171 1 AA318253 AW891655 T991 92 
AA505046 AW969109 AA505047 

AL042725BE063316AW975610AA457591 BE062092AI655202AA71 4296 AI267264AI 075321 AA223286AA071122 AA227849 

AA216700 A1696002 AA101867 AA099426 AA135997 AL041698 T02815 T51824 AA207189 T59230 T51868 AA663341 BE165757 

AW818104AW392886AA584918AA099408AW856396AW861859AA053045 

AA679064AA935466 

AA424107AA452788 

AA081507AA070071 AA070840AA084362 

AA157811 AA836869 

AA075631 AA075578 

L18862 

AA210719 

AA610013 

D20433 

W38001 

W38294 

H83928 

U68133 

N66580 

X00368 

AA292700 

AA303235 

T95909 

W72720 

AA063269 

KOI 160 

N30316 

AA458791 

F10243 

AA076801 

H52921 

M21305 

AA133131 

M64358 

AA147186 

S69265 

N48872 

R61293 

T12559 

T40427 

T64349 

W38053 

R65706 



R77302 

AA398722 

AA496133 

AA498968 

M57417 

AA599723 



TABLE 45A: 90 GENES DOWN-REGULATED IN RHEUMATOID ARTHRITIS COMPARED TO NORMAL BODY 

Table 45A lists about 90 genes town-regulated in rheumatoid arthrifis. These were selected from 35403 probesets on the Affymetrix/Ecs Hu01 GeneCttp. 

Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 
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Pkey ExAccn UnigenelD 

100137 D13627 Hs. 15071 

100240 D31767 Hs.75416 

5 100289 D45248 Hs. 179774 

100658 HG2855-HT2995 Hs.75452 

100763 HG3597-HT3800 

100779 HG3731-HT4001 Hs.302063 

101091 106132 Hs.149155 

10 101155 L13972 Hs.301698 

102223 U24685 

102282 U31383 Hs.79126 

102378 U40369 Hs.28491 

102386 U40998 Hs.81728 

15 102389 U41371 Hs.75916 

102480 U50327 Hs.1432 

102566 U59752 Hs.303091 

102605 U64444 Hs.181369 

102693 U73824 Hs.183684 

20 102710 U77827 Hs.1 13207 

102920 X12451 Hs.78056 

102929 X13238 Hs.74649 

103166 X67951 Hs.180909 

103283 X80199 Hs.83422 

25 103463 Y00281 Hs.2280 

103835 AA172215 Hs.93748 

104796 AA029368 Hs.33026 

105714 AA291429 Hs.12211 

105927 AA402968 Hs.332040 

30 105945 AA404512 Hs.14453 

106001 AA4109B6 Hs.8963 

106027 AA412119 Hs.234799 

106227 AA429262 Hs.19613 

106295 AA435664 Hs.8583 

35 106417 AA448008 Ks.261828 

107391 W02877 Hs.284294 

109107 AA169180 Hs.269280 

109885 F09325 Hs.28102 

110021 H11252 Hs.31037 

40 110738 H99370 Hs.139648 

112746 R93237 Hs.74170 

113059 T26925 Hs.172684 

113822 W47350 Hs.17466 

113859 W67225 Hs.13273 

45 113909 W78127 Hs.9956 

114693 AA122158 Hs^00683 

115399 AA283182 Hs.92023 

116606 D80217 Ks.259842 

116833 F02702 Hs.268726 

50 119254 T15837 Ks.279009 

119493 W35384 Hs,50477 

120108 W95696 Ks.16803 

120886 AA365566 Hs.301342 

120953 AA397911 Hs.97499 

55 121303 AA402441 Hs.303197 

121547 AM12448 Hs.104777 

123495 AA599850 Hs.106747 

123608 AA609144 Hs.112651 

123749 AA609949 Hs.112790 

60 124763 R39510 Hs.76288 

125366 H60192 Hs.76853 

125657 AA481719 Hs.150540 

125670 AI432621 Hs.82685 

125B82 H45538 Hs.101448 

65 126541 AA204913 Hs.7854 

126715 R70160 Hs^41552 

126817 AA478642 Hs.291623 

127112 A1143906 Hs.125103 

127273 AA335263 Hs.144950 

70 127615 AA718919 

127635 AA766903 Hs.116346 

128528 R39234 Hs.251699 

129398 AA437374 Hs.234573 

129621 AA489459 Hs.301005 

75 131037 AA256171 Hs.22391 

131328 V01512 Hsi5647 

131631 AA486868 Hs.29802 

132079 H67964 HsJ8694 

132455 T15774 Hs.4892 

80 132582 AA318547 Hsl278712 

132610 AA443114 Hs.5326 

132755 AA609201 Hs. 182635 

133192 AA393804 Hs.67052 



Unigene Title 

chaperonin containing TCP1, subunit 8 (t 
OAZ associated protein 2 
proteasoma (prosoma, macrapain) acOvato 
heat shock 70kD protein 2 
gb:Human major rustotxrnpatibjlity comple 
immunoglobulin heavy constant mu 
voltage-dependent anion channel 1 
siaiyitransferasa 4A (beta-galactosidase 
gb:Homo sapiens immunoglobulin heavy cha 
guanine nucleotide binding protein 10 
spemihfine/spermine Nl-acetyttransferase 
unci 19 (Celegans) homolog 
splicing factor 3b. subunit 2, 145kD 
protein kinase C substrate 8QK-H 
pleckstrtn homology. Sec7 and coiied/coi 
ubiquilin fusion degradation 1-Eke 
eukaryotic translation initiation factor 
G protein-coupled receptor 30 
cathepsin L 

cytochrome c oxidase subunit Vic 
peroxiredoxin 1 
MLN51 protein 
ribophorinl 

Homo sapiens cONA RJ 14676 fis, clone NT 
hypothetical protein PP2447 
GOP-fucose transporter 1 
hypothetical protein MGC13010 
interferon consensus sequence binding pr 
Homo sapiens mRNA full length insert cON 
breakpoint duster region 
ESTs 

similar to AP0BEC1 

G protein-coupled receptor kinase 7 

Breakpoint cluster region protein, uteri 

ESTs 

ESTs 

ESTs 

kinesin family member 1 C 

metalblhtonein 1E (functional) 

vesicle-associated membrane protein 8 (e 

retinoic add receptor responder (tazaro 

WAA0592 protein 

hypothetical protein FU20259 

Homo sapiens cDNA FU 12825 fis. done NT 

core Nstone macroH2A2^ 

protein kinase, AMP-acBvated, gamma 2 n 

ESTs, Highly slmHar to ZN91.HUMAN ZMC 

matrix Qa protein 

RAB27A. member RAS oncogene family 

LUC7(S.cerevisiae)-like 

hypothetical protein MGC4342 

ESTs, Wealdy similar to unknown [Rsaple 

B-cell aUlymphoma7C 

ESTs 

serine carboxypepfidase 1 precursor prot 

ESTs 

EST 

calpain 2. (rrvll) large subunit 

Homo sapiens mRNA: cDNA DKFZp434N1728 {f 

Homo sapiens, done IMAGE:3954961, mRNA, 

CD47 antigen (Rh-related antigen. Integr 

metastasis associated 1 

zinc/iron regulated transporter-tike 

KLAA0268 protein 

ESTs, Weakly similar to unnamed protein 

ESTs 

ESTs 

gb:zv88a04.s1 Scares JlhHMPu_S1 Homosapi 
ESTs, Highly similar to A46297 beta-1 ,6- 
ESTs, Weakly similar to IDN4-GGTR1 4 (H.s 
Homo sapiens mRNA for TL132 
purine-rich element binding protein B 
chromosome 20open reading frame 3 
v-fos FBJ murine osteosarcoma viral onco 
slit (Drosop hfl a) homolog 2 
ESTs 

Homo sapiens done 24841 mRNA sequence 
eukaryotic translation initiation factor 
amino add system N transporter 2; porcu 
ESTs 

vacuolar protein sorting 26 (yeast homol 
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133437 R57419 Hs.7370 phosphotidyRnosRoI transfer protein, b 

133449 AA094989 Hs.7381 voBage^apendenl anion channel 3 

133649 AA479139 Hs.75393 acid phosphatase! .soluble 

133814 M33882 Hs.76391 myxovirus (Influenza) resistance 1, homo 

134378 AF005088 Hs.82425 aciin related protein 2/3 complex, subun 

134419 108044 Hs.82961 trefoB factor 3 (Intestinal) 

134548 U41515 Hs.333495 Deleted in sptWiand/spIit-foot 1 regb 

134776 J05582 Hs.89603 mucin 1, transmembrane 

135032 AA243497 Hs.173665 hypothetical protein FU 1261 9 



TABLE 45B 



15 

20 

25 

30 

35 

40 

45 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Gen bank accession numbers 



Pkey 



CAT number Accessions 



127615 380951 1 AA626215 AA718919 

100763 figr_HT3800 X12432Y08S93 j ™^ ft ^„.^ 

102223 221 265 AF013616 AA300945 X65907 AF062264 AF062250 Z47228 Z75389 275374 AF062152 AF062146 275398 X64153 AF062101 AF062218 S59161 
275392 AF062196 AF062192 X65904 U24685 AF062181 247241 Z75376 AF062217 Z47234 X64152 AF062187 AF062173 AF0621 58 Z47229 
M74018 M74021 X54441 M84512 L29115 M84508 275384 AJ244983 AJ245240 AJ245030 AJ245042 M26998 L03635 S64473 AJ244997 AJ245013 
AJ279535 U89766 AF174049 AF174085 AF174088 U97246 AJ245011 AJ245017 AJ245028 AJ245041 AJ245051 AJ245055 AJ245235 U22391 
249143 274865 AF087428 S66098 270650 AJ244929 AF006528 AF022004 AF021983 U00556 AJ245035 270617 270605 AJ245052 AJ245046 
AF087424 AF174054 S671 10 U21257 U21267 U21268 235492 U71 103 AF021991 L2351 8 270644 AJ245036 249141 AF089001 274695 246304 
AF021957 AF021990 AF022005 AF052527 AF021947 270604 Z70610 AF052104 249135 X64235 246341 Z46305 246307 249136 AJ244996 
Z46342 AJ244931 AJ244935 AJ244937 AJ244938 L12192 AJ244939 AJ244940 AJ244941 246308 AJ244962 AF062234 AJ244973 AJ2449B4 
AJ244985 AF174088 AJ279519 AJ279521 AJ279526 AJ245009 AJ279531 AJ245008 AJ244994 AJ244991 AJ244990 AJ244988 AJ244987 X87440 
AJ245238 270625 270626 270641 Z70540 270643 AJ244975 270616 270637 AJ2449B2 AJ244967 AJ239377 AJ245057 AF021 948 AF107239 
AJ245040 U4163 AF062231 Z70627 AF062113 AF00B527 AF174041 AJ279537 270642 U00497 270639 AJ245054 AJ244960 AJ279524 AJ244943 
AJ249631 AF035041 AJ245039 AJ245050 AF107233 AJ239362 AJ244969 246278 246290 246274 246281 AJ239351 L25293 AJ244944 AJ244951 
Z46280 Z46270 AJ245043 Z46276 AF107241 246271 246277 AJ245034 246273 AJ244992 246282 270638 246275 AJ244972 246272 246279 
246269 AF087422 M74469 X64159 AF103243 X64156 AJ244942 246316 AJ222547 246322 246324 246326 246327 AJ222556 246329 246330 
246302 AJ222561 AJ222549 AJ222568AJ222570 AJ222571 Z49139 AJ222578 AJ222562AJ222577 246323 AJ222576AJ222566 246315 
AJ222557 AJ222564 AJ222559 AJ 222573 AJ 22257 5 246318 AJ222548 246319 AJ222552 AJ222550 AJ222567 AJ222558 AJ222563 246317 
X87438AJ222555AJ240581 AF103161 AJ2405B0 AJ240594 Y17929 AJ240553 AJ240573 AJ240558 AJ240555 Y17927 Y17949 AJ240561 Y17948 
Y17933 Y17947 Y17944 Y17928 Y17931 Y17934 AJ240595 Y17943 Y17932 Y17930 AJ240590 AJ240560 Y17945 AJ240556 S79918 AF103278 
AW364256 AF103299 AF103122 X75022 AF004937 230557 230677 230573 230576 230561 230674 230562 230675 AW403129 AI203192 
AW404253AW237246 A1654630 H61354 



50 



55 



60 



65 



70 



75 



80 



Table 46A lists about 714 genes upregulated in esophageal cancer relative to normal body tissues. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 
Genechip array. Gene expression data far each probeset obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative level of 
mRNA expression. 

Table 47A fists about 113 genes upregulated In esophageal tumors relative to normal esophagus. These genes were selected from 59680 probesets on the Eos/Afiymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative level of 
mRNA expression. 

Table 48A lists about 162 genes deregulated In esophageal tumors relative to normal esophagus. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 
Genechip array. Gene expression data for each probesel obtained from this analysis was expressed as average intensity (Al), a normalized vatua reflecting the relative level of 
mRNA expression. 

TABLE 46A: , . 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: 90th percentile of esophageal tumor Als divided by the 70th percentile of normal tissue Als, whe re the 1 5th percentne of the normal tissue Als was subtracted from both 

the numerator and denominator. 



toy" ■ 


ExAccn 


UnigenelD 


Unigene title 


ftl 


413808 


J00287 




Homo sapiens mRNA tor caldesmoa ? UTR 


31.57 


411243 


AB039886 


Hs.69319 


CA11 


26.06 


422168 


.AA586894 


Hs.1 12408 


S100 cakaum-binding protein A7 (psorias 


25.65 


401781 






Target Exon 


23.23 


424098 


AF077374 


Hs.139322 


small proiine-rich protein 3 


21.35 


425211 


M18667 


Hs.1867 


prog as tries hi (pepsinogen C) 


20.37 


417386 


BE185289 


Hs.1076 


smafl praline-rich protein IB (oomifin) 


20.33 


401780 






NM-00555r:Homo sapiens keratin 16 (foca 


18.94 


421948 


142583 


Hs.334309 


keratin 6A 


1B.13 


400289 


X07820 


Hs.2258 


matrix metaiioproteinase 1 0 (strcrnetysin 


18.01 


429538 


BE182592 


Hs.11261 


smafl protinewfeh protein 2A 


17.31 


400666 






NMJ»2425:Homo sapiens matrix metallopro 


17.28 


418007 


M13509 


Hs.83169 


matrix metaiioproteinase 1 (Interstitial 


16.96 
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430520 

408522 

413278 

421582 

425679 

421773 

433091 

422158 

444325 

431723 

420783 

423673 

426350 

432239 

446292 

421978 

448811 

453331 

423634 

413719 

406687 

454034 

450701 

418686 

421110 

407788 

424012 

423217 

427666 

450375 

401785 

445891 

437053 

423271 

409757 

444342 

452838 

429211 

428330 

448045 

408243 

429359 

437191 

407366 

424687 

421379 

414774 

439926 

446921 

429259 

419741 

424834 

429228 

426312 

431211 

441362 

414987 



409632 
422166 
417515 
428471 
422511 
444381 
401747 
421508 
416768 
417079 
432374 



409601 
444781 
407811 
425415 
431958 
415989 
406673 
449228 
436749 
444527 
418663 



414915 



N*U)16190 
AI541214 
BE5630&5 
AI910275 
X05997 
WS9233 
Y12642 
L10343 
AW1 52618 
AW058350 
AI659838 
BE003054 
NMJJQ3245 
X81334 
AF081497 
AJ243662 
AI590371 
AI240665 
AW959908 
BE439580 
M31126 
MM_000691 
H39960 
Z36830 
AJ250717 
BE514982 
AW368377 
NMJJ00094 
A1791495 
AA009647 

AW391342 

AU077018 

W47225 

MUL001898 

NWL014398 

U65011 

AF052693 

L22524 

AJ297436 

Y00787 

W00482 

NM.006846 

AF026942 

J05070 

Y15221 

X02419 

AW014875 

AB012113 

AA420450 

NM_007019 

AK001432 . 

A1553633 

AF026939 

M86849 

BE614410 

AA524394 

AK001898 

W74001 

W72424 

124203 

X57348 

AU076442 

BE387335 

NWL004833 
AA3S3733 
U65590 
W68815 
AF063611 
AF237621 
NM.014400 
AW190902 
M 13903 
X63629 
- AI267700 
M34996 
AJ403107 
AA584890 
NMJJ054Q8 
AK001100 
BE440042 
NM.002462 



Hs.242057 
Hs.46320 
Hs£33 

Hs.159177 
Hs.112457 
Hs.3185 
Hs.1 12341 
Hs. 16757 
Hs.16762 
Hs.99923 
Hs.1695 
Hs.2022 
Hs3936 
Hs.279682 
Hs.110196 
Hs.199460 

Hs.1 690 
Hs.75498 

Hs.575 
HS.2B8467 
Hs.87268 
Hs.1355 
Hs.38991 
Hs.137569 
Hs.1640 
Hs.180142 



chromosome 1 open reading frame 10 
SmaQ pofine-rich protein SPRK (human, 
tnterferon-sQmulated protein, 1 5 kDa 
trefoil (actor 1 (breast cancer, estroge 



Hs.199460 

Hs.3235 

Hs.126256 

Hs.123114 

Hs.10887 

Hs.30743 

Hs.198249 

Hs.2256 

Hs.20166 

Hs.624 

Hs.2399 

Hs.331555 

Hs.17518 

Hs.151738 

Hs.103982 

Hs.77274 

Hs.137007 

Hs.16530 

Hs.292911 

Hs.93002 

Hs.153408 

Hs.326447 

Hs.181874 

Hs.323733 

Hs.23044 

Hs.294022 

Hs.16740 

Hs.55279 

Hs.112405 

Hs.82237 

Hs.184510 

Hs.1 17938 

Hs.283713 

Hs.105115 

Hs.1032 

Hs.81134 

Hs,301885 

Hs.1 18633 

Hs.80828 

Hs.1 1950 

Hs.40098 

Hs.157091 

Hs.2877 

Hs.198253 

Hs.148590 

Hs.5302 

Hs.1 1383 

Hs.41690 

Hs.83326 

Hs.76391 



ESTs 

lymphocyte anBgen 6 complex, locus D 
protease Inhibitor 3, skin-derived (SKAl 
ESTs 

Homo sapiens mRNA; cONA OKFZp564B2062 (f 
lectin, gajactoside-btnding, soluble, 7 
matrix metalloproteinase 12 (macrophage 
transglutaminase 3 (E polypeptide, prote 
matrix metalloproteinase 1 3 (collagen ase 
Rh type C glycoprotein 
N1CE-1 protein 
ESTs 
ESTs 

hepan^bindtng growth factor binding pr 
small inducible cytokine subfamily A (Cy 
matrix metalloproteinase 11 (stromelysin 
aldehyde dehydrogenase 3 family, member 
hypothetical protein XPJ98151 
annexinAS 
cathepsinE 

S1 00 calcium-binding protein A2 
tumor protein 63 kDa with strong homolog 
collagen, type VII, alpha 1 (epidermotys 
calrnodufin-I ke skin protein (CLSP) 
a disintegrin and metalloproteinase doma 
NMJ)02275*:Homo sapiens keratin 15 (KRT1 
DPCR1 protein 
keratin 4 

interleukin1,beta 
cystatinSN 

similar to lysosome-associaied membrane 
preferentially expressed antigen in mela 
gap junction protein, beta 5 (conrtexin 3 
matrix metalloproteinase 7 (matrirysin, 
prostate stem cell antigen 
interteukin8 

matrix metalloproteinase 14 (membrane-ln 
serine protease inhibitor, Kaia) type, 5 
gb:Homo sapiens cig33 mRNA, partial sequ 
matrix metaJtoproteinasB 9 (gelafinase B 
small inducible cytokine subfamily B (Cy 



ESTs 

small inducibSe cytokine subfamily A (Cy 
PlakophTin 

ubiquitln carrier protein E2-C 

Homo sapiens cDNA FU 10570 fis, clone NT 

ESTs 

interferon-biduced protein with tetratri 
gap junction protein, beta 2, 26kD (conn 
RAD51 (S. cerevisiae) homotog (EcotiRe 
hypothetical protein FU 14950 
hypothe&ai protein FU11036 
serine (or cysteine) proteinase inhibtto 
S1M calcium-binding protein A9 (calgran 
ataxia-telangiectasia group r>associated 
straUGn 

coflagen, type XVII. alpha 1 

ESTs. WeaWy similar to S64054 hypotheti 

Homo sapiens keratin 17 (KRT17) 

absent in melanoma 2 

regenerating islet-derived 1 alpha (pane 

interieukin 1 receptor antagonist 

Homo sapiens cDNA FU 1 1 346 fis, clone PL 

Z-S-otigoadenytate synthefasa-Gke 

kerafin 1 (epidermoJyfic hyperkeratosis) 

GPl-enchored rnetastasis-associated prote 

cysteine knot superfamDy 1, BMP antagon 

invoSucrin 

cadherin 3, type 1 , P-cadherin (placenta 
ESTs 

major histocompatibility complex, class 
protein related with psoriasis 
lectin, galadostde-binding, soluble, 4 
small inducible cytokine subfamily A (Cy 
desmocoifin 3 

matrix metalloproteinase 3 (stromelysin 
myxovirus (influenza) resistance 1, homo 



16.35 
16.22 
15.64 
14.86 
14.53 
14.26 
14.26 
13.93 
13.24 
13.19 
11.98 
10.99 
10.77 
10.31 
9.69 
9.68 
9.38 
9.37 
9.28 
9.18 
9.13 
9.04 
8.77 
8.76 
8.42 
8.42 
8.38 
8.18 
8.11 
8.03 
7.97 
7.95 
7.93 
7.80 
7.74 
7.64 
7.58 
7.55 
7.26 
7.14 
7.13 
7.08 
7.04 
7.04 



6.84 
6.82 
6.77 
6.71 
6.67 
6.61 
6.60 
6.58 
6.55 
6.54 
6.53 
6.51 
6.49 
6.48 

a46 

&45 
6.44 
6.42 
6\42 
6.42 
6.41 
6.38 
6.38 
6.36 
6.35 
6.33 
a32 
6.30 
6.23 
6.21 
6.21 
6.18 
6.06 
6.04 
5.98 
5.96 
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452401 

452304 

418004 

424620 

425650 

4006S5 

427747 

425247 

414004 

422765 

433606 

445417 

433447 

428227 

408000 

413219 

428450 

424408 

416250 

447164 

412326 

439223 

431629 

402994 

447333 

426991 

454241 

408716 

449722 

428434 

426283 

418941 

417720 

424008 

419216 

431620 

430280 

422627 

402075 

413753 

445537 

446619 

418558 

422440 

428188 

406663 

409178 

443426 

410700 

418054 

4S2281 

412471 

411274 

407756 

409893 

433800 

412755 

416530 

429058 

442117 

426711 

405770 

444783 

420859 

426866 

423017 

455601 

409956 

427786 

409420 

444371 

431009 

434826 

406690 

409402 

408202 

401994 

425292 

421574 

429299 

422109 

439453 

407944 



NM.007115 

AA025386 

U37519 

AA101043 

NM.001944 

AW411425 

N&/L005940 

M737033 

AW409701 

W79123 

AK001058 

U29195 

M321649 

L11690 

AA878200 

NM.014791 

A1754813 

AA581388 

AF026941 

R07566 

AW238299 

AU077025 

BE090580 

AK001536 

GE144666 

AI567839 

BE280074 

AW363590 

NMJXJ3937 

AM52970 

AA205625 

RD2740 

AU076718 

M126109 

AA361258 



Hs.29352 
Hs.61311 
Hs.87539 



Hs.7155 

Hs.1578 

Hs.585S1 

Hs.12680 

Hs^281 

Hs.2248 



Hs.17518 
Hs.73B17 



Hs.70704 



Hs.151714 

Hs.23960 

Hs.65551 



U17760 

AJ245671 

AU076643 

AW082266 

NM.004812 

M98447 

U24683 

BE393948 

AF098158 

AA352335 

NMJ02318 

T93500 

M63193 

NW.002776 

AA116021 

AW247090 

A1034361 

BE144306 



AF138863 
AW664964 
AA383471 

AK001468 

AW468397 

U02330 

AW178761 

AI368680 

AW103364 



Z15008 

BE540274 

BE149762 

AF155661 

M29540 

AF208234 

AA227710 

NM005824 

AJ000152 

A1620463 

S73265 

BE264974 

R34008 



tumor necrosis factor, alpha-induced pro 5.93 

ESTs, Weakly sim3<r to S 10590 cysteine 5.92 

aldehyde dehydrogenase 3 famBy, member 5.92 

Hs. 151 254 kalGkrein 7 (cirymotryprjc, stratum com 5.84 

Ms. 1925 desmogJein 3 (pemphigus vulgaris antigen 5.76 

NM_002425:Hcmo sapiens matrix metaflopro 5.75 

Hs. 180655 serine/threonine kinase 12 5.72 

Hs.155324 matrix metal loprotanase 1 1 (stromerysin 5.72 

ESTs, ModefateV similar to 21 15357A TYK 5.71 

bacutovrral (AP repeat-containing 5 (sur 5.70 

G protein-coupled receptor 87 5,70 

Homo sapiens cDNA RJ10196 fis. clone HE 5.68 

neuronal pentraxin II 5.67 

small inducible cytokine subfamily B (Cy 5.64 

Hs.198689 bullous pemphigoid antigen 1 (23G/240kD) 5.62 

Hs.118727 HomosapienscDNAFU13692fe,clonePL 5.60 

Hs.184339 KIAA0175 gene product 5.53 

Hs.146428 collagen, type V. alpha 1 5.50 

Hs.73452 rrypothefical protein MGC10791 5.48 

Homo sapiens dg5 mRNA, partial sequence 5.47 

smaU Inducible cytokine A3 (homologous 5.44 

Hs.250618 UL16buidlngproteki2 5.44 

Hs.265827 interferon, atpha-bducible protein (do 5.42 

NM.002463*:Homo sapiens myxovirus (influ 5.40 

hypothetical protein dJ61 6B8.3 5.40 

Homo sapiens cDNA FU10674 fis. clone NT 5.36 

gb:CM2-HT01764M1099^17^2 HT0176 Homo 5.33 

Homo sapiens mRNA for KIAA1 769 protein, 5.32 

cyclinBI 5.31 

Homo sapiens, Similar to DNA segment Ch 5.30 

Hs.169139 kynureru'nase (L-kynurenine hydrolase) 5.29 

Hs.239527 E1B-55kDa-associated protein 5 5.29 

Hs.208067 ESTs 5.29 

Hs.1 37555 putative chemoWne receptor; GTP-binding 5.28 

Hs. 1 64021 small inducible cytokine subfamily B (Cy 5.27 

Hs.264981 Z^-cBgoadenylate synthetase 2 (69-71 5.26 

Hs.237868 tnterteukin 7 receptor 5.25 

Hs.1 1 8787 transforming growth factor, beta-induced 5.24 

ENSPO0O0O251056*:Plasma membrane calcium 5.24 

laminin, beta 3 (nicein (125kD), katinin 5.24 

EGHike-domain, multiple 6 5^2 

secreted phcsphoprotein 1 (osteopontin, 5,22 

Fas (TNFRSF6)-assoclaied via death domal 5.21 

Hs.1 1 6724 aldo-keto reductase family 1 , member B10 5.20 

Hs.22 transglutaminase 1 (K porypeplide epider 5.20 
irnmunogtobuDn heavy constant mu 5.19 
kaflikretnS 5.15 
chromosome 20 open reading frame 1 5.14 
hypothetical protein FU20073 5.10 
lysyl oxidase^ 2 5.09 
Homo sapiens cDNA FU11041 lis, done PL 5.09 
endothelial cell growth factor 1 (plate! 5.08 
kaDikretn 10 5.07 
ubJquirjn specific protease 1 8 5.03 
rninichrornosome maintenance deficient (S. 5.03 
Hs.1 351 50 king type-l ceil membrane-associated gty 5.02 
Hs.179891 ESTs.WeakrysinilartoP4HA..HUMANPROLY 5.02 
Hs.79361 kaTCkrein 6 (neurosln, zyme) 5.02 
Hs .35254 hypothetfcal protein FLB6421 6.00 
Hs.128899 ESTs; hypothetical protein for IMAGE:447 5.00 
Hs.343800 conserved gene amplified in osteosarcoma 4.97 
NM_0O2362:Homc sapiens melanoma anligen, 4.96 
Hs.62180 anflOn (DrosophDa Scraps homolog). act 4.94 
Hs.1 00000 S100 calcium-binding protein A8 (catgran 4.94 
Hs.1 7281 6 neureguEn 1 4.93 
Hs.227948 serine (or cysteine) proteinase Enhlbtto 4.92 
Hs.81 6 SRY (sex determining region Y>*ox 2 4.91 
Hs.727 inhibrn, beta A (activin A, acuVin AB a 4.90 
Hs^56871 ' ESTs 4.87 
Hs.54451 Iamirun,ganirna2(iu^ 4.86 
forkheadboxMI 4.66 
gap junction protein, beta 6 (ccnnexin 3 4.85 
pyruvate dehydrogenase phosphatase 4.64 
Hs. 220529 caxhoembrycnic antigen-related cell ad 4.83 
Hs.695 cystatin B (stBfin B) 4.81 
Hs.43658 DKF2P586L151 protein 4.79 
Target Exon 4.77 
Hs.155545 37 kDa leudne-rfch repeat (LRR) protein 4.74 
Hs.105924 defenstn, beta 2 4.69 
Hs.347408 hypothetical protein MGC13102 4.69 
gastrirwBteasing peptide 4.68 
thyroid hormone receptor tnteractor 1 3 4.68 

4.67 



Hs.75517 
Hs.12844 
Hs.313 
Hs.86131 



Hs.293441 

Hs.50915 

Hs.9329 

Hs.65641 

Hs.83354 

Hs.28792 

Hs.73946 

Hs.69423 

Hs.38260 

Hs.57101 



Hs.239 

Hs.48956 

Hs.22265 



Hs.1473 
Hs.5566 



Hs.239727 desmocoD'tn 2 
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411296 BE207307 Hs.10114 gmlhsuprjfessoM 4.65 

433384 AI075407 Hs.296083 ESTs, Moderately similar tal54374 gene 4.65 

425234 AW152225 Hs. 165909 ESTs, WeaWy similar to (38022 hypotheti 4.61 

421335 X99977 Hs. 103505 ARS component B 4.60 

5 422515 AW500470 Ks.117950 rrwltifum^nalporyr^ptidesMartoS 4.59 

453779 N35187 Hs.43388 28kD interferon responsive protein 4.59 

423575 C18863 Hs.163443 periosBn (OSF-2os) 4.59 

417308 H60720 Hs.81892 K1AA0101 gene product 4.58 

. _ 428651 AF196478 Hs.188401 annexin A10 4.58 

10 424354 NM 014314 Hs.145612 RNAheficase 4.58 

404996 Target Exon 4.56 

404240 NH_018950:Homo sapiens major histoccmpat 4.56 

453095 AW295660 Rs^52756 ESTs 4.55 

410407 X66839 Hs.63287 carbonic anhydrase IX 4.55 

15 418678 NMJJ01327 Hs.87225 cancer/testis antigen (NY-ESO-1) 4.55 

450685 L15533 Hs.423 rjancreatifis-associaled protein 4.54 

425483 AF231022 Hs.15B159 FAT tumor suppressor (Drosophila) homoto 4.53 

425397 J04C88 Ks.156346 topoisomerase (ONA) Uafoha(170kD) 4.52 

. _ 408380 AF123050 Hs.44532 diuWquttin 4.47 

20 443859 NM.013409 Hs.9914 foflistafin 4.46 

411773 . NM.006799 Ks.72026 protease, serine, 21 (lestisin) 4.44 

412140 AA219691 Hs.73625 RAB6 interacting. Wnestn-Gke (rabkines 4.44 

421777 BE562088 Hs.108196 HSPC037 protein 4.44 

408908 BE296227 Hs.250822 senneflhreonine kinase 15 4.43 

25 408122 AI432652 Hs.42824 hypothetical protein FU 107 18 4.42 

422487 AJ010901 Hs.198267 mucin 4. tracheobronchial 4.42 

400419 AF084545 Target 4.42 

452571 W3151B Hs.34665 ESTs 4.41 

„ 430044 AA464510 Hs.152812 ESTs 4.41 

30 414732 AW410976 Hs.77152 minichionwscme maintenance deficient {S. 4.39 

448111 AA053486 Hs.20315 interferoTHnduced protein with letratri 4.39 

443347 AI052543 Hs.1 33244 meianoma-derived teucine zipper, extra-n 4.39 

453884 AA355925 Hs.36232 K1AA01 86 gene product 4.38 

436481 AA379597 Hs.5199 HSrei50r^nsitrraartoubiquilrrH»n 4.37 

35 417900 BE250127 Hs.82906 CDC20 (cefl division cycle 20, S.cerevi 4.37 

424046 AF027866 Hs.138202 serine (or cysteine) proteinase inhibito 4.37 

427983 M 17706 Hs.2233 colony stimulating factor 3 (granulocyte 4.36 

448357 N20169 Hs.108923 RAB38, member RAS oncogene family 4.36 

409041 AB033025 Hs.50081 Hypothetical protein, XPJJ51B60 (KIAA1 19 4.34 

40 439999 AA115811 Hs.6838 ras homciog gene family, member E 4.34 

410361 BE391804 Hs.62661 guanytate binding protein 1, interferon- 4.34 

409703 NM.006187 Hs.56009 ?.5'^oadenytate synthetase 3 (100 k 4.32 

402447 C100X)^1:gi|^16tgb|AAA02627.1|{L0519 4.31 

426514 BE616633 Hs.170195 bone morphogenetic protein 7 (osteogenic 4.28 

45 432731 R31178 Hs.287820 fibronectinl 4.27 

422397 AJ223366 Hs.116051 Homo sapiens cDNA: FU22495 fis, clone H 4.27 

413670 AB000115 Hs.75470 hypothetical protein, expressed In osteo 4.25 

425580 L11144 Hs.1907 gatanln 4.25 

421506 BE302796 Hs.105097 thymidine kinase 1, soluble 4.23 

50 409433 AA0743B2 Hs.135255 ESTs 423 

430630 AW269920 HsJ2621 cystafin A(stefinA) 4.22 

447343 AA256641 Hs.236894 ESTs, Highly similar to S02392 aIpha-2-m 4.21 

407047 X65965 grr.H.sapiens SOO-2 gene for manganese su 4.20 

432375 BE536069 Hs.2962 SIWcateiimvcMng protein P 4.20 

55 434449 AW953484 Hs.3849 hypothetical protein FU22041 similar to 4.19 

417866 AW067S03 Hs.82772 collagen, type XI, alpha 1 4.19 

436291 BE568452 Hs.344037 protein regulator of cytokinesis 1 4.18 

418140 BE613836 Hs.83551 rrrfCTofibrElar-associated protein 2 4.17 

410286 AI739159 Hs.61898 " DKFZP586N2124 protein 4.16 

60 448844 AI581519 Hs.177164 ESTs 4.16 

432680 T47364 Hs.278613 interferon, atpha-inducibte protein 27 4.16 

417599 AA20468B Hs.62954 ESTs 4.16 
402992 Target Exon 4.15 

429500 X78565 Hs.289114 hexabrachion (tenasdn C, cytotactin) 4.14 

65 422100 A1096988 Hs.111554 ADP-ribcJsylaton factcr4ike 7 4.13 

409512 AW979187 Hs.293591 melanoma differentiation associated prot 4.12 

446985 AL038704 Hs.156827 ESTs.WeaWysrmitartoALU1J1UMANALU S 4.11 

407137 T97307 gb:ye53h05.s1 Scares fetal Over spleen 4.10 

„ 411263 BE297802 Hs.69360 kinesuvJike 6 (mitotic centrcmere-assoc 4.10 

70 439979 AW600291 Hs.6823 hypothe6cal protein FU 10430 4.10 

423905 AW579960 Hs.135150 fung type-i ceH memrjrar»^ssociated gty 4.09 

427337 Z46223 Hs.176683 Fc fragment of IgG, tow affinity ttlb,r 4.08 

417933 X02308 Hs.82962 Oryrnkfytate synthetase 4.08 

418689 A1360883 Hs.274448 hypothetical protein FU11029 4.06 

75 417678 X06560 rK82396 Z.S'-oEgoadanytato synthetase 1 (4046 4.06 

451541 BE279383 Hs.26557 ptatophilin3 4.06 

433848 AF095719 Hs.93764 carboxypepfidase A4 4.06 

418113 A1272141 Hs.83484 SKY (sex determining region Y)-txK 4 4.04 

429599 AA806106 Hs.123664 ESTs 4.03 

oO 450823 T81223 Hs.22011 ccrnplement-c1q tumor necrosis factor-rel 4.02 

423787 AJ 295745 Hs.236204 nuctear pore complex protein 4.00 

431250 BE264649 Hs^51377 taxol resistance associated gene 3 4.00 

416091 AF295370 HsJ83082 defensh,beta3 &97 
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427557 NM.002659 Hs, 179657 plasminogen activator, urokinase recepto 197 

427099 AB032953 Hs.173580 odd Oz/terwn hornobg 2 (DrosophRa, mous 197 

402408 NMJ330920\Homo sapiens hypothetical pro 3.97 

424927 AW973566 Hs.153850 hypothetical protein C321D2.4 195 

5 414907 X90725 HsJ7597 pob (DrosophiaHIke kinase 195 

452888 AW955454 Hs.30942 ephnrv-82 195 

456525 AW4S8397 Hs.1 00000 S100cakaurn*rnding protein A8{calgran 195 

450983 AA305384 Hs.25740 ER01 (S. cerevisiaeHike 194 

419693 AA133749 Hs.301350 FXV'Ddomaiwxmlairdngiontrarisportreg 194 

10 420596 NM.002692 Hs.99185 polymerase (DNA directed), epsiton 2 194 

422094 AF129535 Hs.272027 F-box only protein 5 194 

414945 BE076358 Hs.77667 ryrnphocyle antigen 6 complex, locus E 193 

404286 C6O)1909:giR04441|dbilBAAl8909.1|(D298 193 

423961 D13666 Hs.136348" periosfin (OSF-2os) 192 

15 426075 AW513691 Hs.270149 ESTs, Weakly similar to 2109260A B ceD 191 

447377 X77343 Hs.334334 Iranscripfon factor AP-2 alpha 191 

435066 8E261750 Ks.4747 <ryskeratosis congenita 1, dyskerin 191 

446998 N99013 Hs.16762 Homo sapiens mRNA; cDNA OKFZp564B2062 (f 191 

421904 BE143533 Hs. 109309 hypothetical protein FU2Q035 190 

20 441553 AA281219 Hs.121296 ESTs 190 

428093 AW594506 Hs.104830 ESTs 190 

441020 W79283 Hs.35962 ESTs 189 

447078 AW88S727 Hs.9914 ESTs 189 

437044 AL035864 Hs.69517 differentially expressed in FanconTs an 189 

25 417621 AV654694 Hs.82316 Interferon-induced, hepatitis Oassocial 187 

424905 NMJJ02497 Hs.153704 NIMA (never In mitosis gene a)-related k 187 

426059 BE292842 Hs.166120 interferon regulatory factor 7 186 

419833 AA251131 Hs.220697 ESTs 185 

451807 W52854 Hs.27099 hypothetical protein FU23293 simBar to 185 

30 422530 AW972300 Hs.116110 bone marrow stromal ceH antigen 2 3.83 

452203 X57522 transporter 1,ATP-binding cassette, sub 3.83 

414020 NM 002984 Hs.75703 srr^iruludDte(^WneM(horiK)logc»is 3.83 

414809 A1434699 Hs.77356 transferrin receptor (p90. CD71) 183 

442599 AF07B037 Hs.324051 RelAassociated inhibitor 182 

35 405387 NM_02217(T:Hc^sapiertsWiliiams-Beuren 182 

449539 W80363 Hs.58446 ESTs 182 

419079 AW014836 Hs,18844 ESTs 181 

410434 AF051 1 52 Hs.63668 toMke receptor 2 181 

408660 AA525775 ESTs, Moderately similar to PC4259 ferri 180 

40 409142 AU36877 Hs£0758 SMC4 (structural maintenance of chromoso 180 

435099 AC004770 Hs.4756 flap structure-specific endonuclease 1 180 

444006 BE395085 Hs.10085 type I transmembrane protein Fn14 179 

426761 A1015709 Hs.172089 Homo sapiens mRNA; cDNA DKFZp586l2022 (f 179 

444665 BE613126 Hs.47783 B aggressive lymphoma gene 178 

45 427528 AU077143 Hs.179565 minichromosome maintenance deficient (S. 178 

414561 A1064813 Hs.195155 Homo sapiens amino acid transport system 178 

411789 AF245505 Hs.72157 Adfican 177 

428311 NNL0Q5651 Hs.183671 tryptophan 2>dioxygenase 177 

449378 AW664026 Hs.59892' ESTs 176 

50 449961 AW265634 Hs.133100 ESTs 176 

443378 AW392550 Hs.9280 protsasome (prcsorne, macropain) subunit, 3.75 

407242 M18728 gb:Human nonspecific crossreactlng antig 3.75 

414416 AW409985 Hs.76084 hypothetical protein MGC2721 175 

_ _ 422283 AW411307 Hs.114311 COC45 (cell division cycle 45, Sxerevis 175 

55 422675 BE01B517 Hs.119140 eukaryoGc translation initiation factor 3.74 

422699 BE410590 Hs.1 19257 emsl sequence (mammary tumor and squamou 174 

441954 A1744935 Hs.8047 Fancod anemia, canriementa3on group G 174 

410290 AA4O2307 Ks.322844 hypothetical protein OKFZp564A176 173 

422648 D86983 Hs.1 18893 Melanoma associated gene 172 

60 428953 AA306610 Ks.348183 tumor necrosis factor receptor superfami 171 

443883 AA1 14212 Hs.9930 serine (or cysteine) proteinase inhibito 171 

428728 NM_016625 Hs.191381 hypothetical protein 171 

400245 Eos Control 171 

442432 BE093589 Hs38178 hypothetical protein FU23468 170 

65 428484 AH 04032 Hs.1 84601 solute carrier family 7 (cafiordc amino 170 

424840 D79987 Hs.1 53479 extra spindle poles, S, cerevisiae, homo 170 

440659 AF134160 Hs.7327 daudinl 169 

414821 M63835 Hs.77424 Fc fragment of IgG, high affinity la, re 3.67 

413083 AL035737 Hs.75184 chiSnase 3-fike 1 (cartilage gtycoprote 3.67 

70 425081 X74794 Hs.154443 minfc^romosorne maintenance deficient (S. 166 

403432 D49372 Hs.54460 small inducibte cytokine subfamily A (Cy 165 

428291 AA534009 Hs.1 83487 interferon stimulated gene (20xD) 163 

414883 AA926960 C0C28 protein kinase 1 163 

428398 A1249368 Hs.98558 ESTs 163 

75 428479 Y00272 Hs.334562 cell drvision cycle 2. G1 toSandG2to 163 

408482 NM_000676 Hs.45743 adenosine A2b receptor 163 

404287 C6001909:gir704441ldbiiBAA18909.1l (D298 163 

431941 AK000106 Hs.272227 Homo sapiens cDNA FU20099 fis, dene CO 161 

414110 BE251752 gb:601112444F1 NIH_MGC_16 Homo sapiens c 161 

80 427857 AL133017 Hs.2210 hypothetical protein FU22865 161 

419968 X04430 Hs.93913 interleukin 6 (interferon, beta 2) 161 

430413 AW842182 Hs.241392 sma8 Inducible cytokine A5 (RANTES) 160 

416209 AA236776 Hs79078 MADS (mitotic arrest deficient yeast h 160 
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433001 AF217513 Hs^79905 doraHG0310PRO0310p1 3-60 

430994 AA49G346 Hs.40530 Homo salens, done MGC:17624, mRNA.com 3.60 

456534 X91195 Hs. 100623 phosphofipase C, bete 3, neighbor pseudo 3.59 

_ 437340 AL3S3935 Hs. 1359 17 hypothetical protein DKF2p761D1823 3.59 

5 435793 AB037734 Hs.4993 KIM1313 protein 3.59 

437016 AU076916 Hs.5398 guanine monphosphate synthetase 3.59 

420247 AA256930 Hs.44660 hypothetical protein FU20979 3.58 

424308 AW975531 Ks. 154443 mirrichrcmosoroe maintenance deficient (S. 3.57 

422282 AF019225 Hs.1 14309 apofyoprolein L 3.57 

10 424635 AA420687 Hs.115455 Homo sapiens cDNA FU 14259 fis, done PL 3.57 

421044 AF051871 Hs.101302 Human DMA sequence from done RP1-238D15 157 

408015 A W1 36771 Hs.244349 epidermal tfiffeferrtiafion complex protei 356 

422956 BE545072 Hs.122579 EOT protein (Epithelial cell transform! 3.56 

449039 AI962502 Hs.74284 hypothetical protein MGC271 4 156 

15 446269 AW263155 Hs.14559 hypothetical protein FU10540 155 

400297 AI127076 Hs.306201 hypothetical protein 0KFZp564O1 278 155 

42B977 AK001404 Hs.194598 cyc0nB2 155 

402995 NM_002463^Hcmosaptensinyxmrfnjs(lnflu 155 

416065 BE267931 Hs.78996 proliferating cefl nuclear antigen 154 

20 432917 NMJ14125 Hs.241517 PRO0327 protein 154 

439750 AL359053 Hs.57664 Homo sapiens mRNA full length insert cDN 153 

445411 AL137255 Hs.12646 hypothefical protein FU22693 3.52 

438113 AI467908 Hs.8882 ESTs 152 

414420 AA043424 Hs.76095 jmrnerfiate early response 3 151 

25 419682 H13139 Hs.92282 paired-fike homeodornaln transcription fa 150 

447208 BE315291 Hs.237971 hypolhetical protein MGC5627 150 

432543 AA552690 Hs.1 52423 Homo sapiens cDNA: RJ21 274 fis, done C 3.49 

442295 A182724B Hs.22439B Homo sapiens cONA FU1 1469 fis. done HE 149 

426440 BE382756 Hs.169902 soiute carrier family 2 (facilitated g!u 149 

30 429249 X81479 Hs.2375 egf-Cxe module containing, mucin-like, . 148 

413900 AW409747 Hs.75612 stiessnnducecHariaphoprotein 1 (Hsp7G/H 148 

424242 AA337476 Hs.347408 hypothetical protein MGC13102 148 

414761 AU077228 Hs.77256 enhancer of zeste (Orosophila) homoiog 2 147 

446480 NM014578 Hs.1 51 14 ras homoiog gene family, member 146 

35 414825 X06370 ' Hs.77432 epidermal growth factor receptor (avian 146 

428865 BE544095 Hs.164960 BarH4ike horneobox 1 146 

449003 X76342 Hs389 alcohol dehydrogenase 7 (class IV), mu o 146 

450506 NM 004460 fibroblast activation protein, alpha 146 

421307 BE539976 Hs.1 03305 Homo sapiens mRNA; cDMA DKFZp434B0425 (f 145 

40 422938 NM.001809 Hs.1594 centromere protein A (17KO) 145 

405545 Target Exon 145 

418322 AA284166 Hs.84113 r^din^rw!entldnaselrmibitDr3(COK 144 

441703 AW390054 Hs.192843 leucine zipper protein FKSG14 144 

417944 AU077196 Hs.82985 collagen, type V, alpha 2 144 

45 417924 AU077231 Hs.82932 cycfin D1 (PRAD1: parathyroid adenomatos 144 

431228 AB006746 Hs.198282 phosphdipid scramblase 1 144 

422363 T55979 Hs.115474 replfcafion factor C(acfivator 1)3 (38 143 

440502 A1824113 Hs.78281 regulator of Gfroteln signalling 12 3.43 

448741 BE614567 Hs.19574 hypothetical protein MGC5469 143 

50 453922 AF053306 HsJ6708 budding uninhibited by benzimldazoles 1 143 

406646 M33600 Hs.308026 major rustocompatoility complex, class 142 

413281 AA861271 HsJ222024 transcription factor BMAL2 142 

449101 AA205847 Hs.23016 G protein-coupled receptor 142 

_ r 430890 X54232 Hs.2699 gtyptean 1 141 

55 422809 AK001379 Hs.121028 hypothetical protein FU 10549 141 

412429 AV650262 HsJ5765 GR02 oncogene 141 

443211 AI128388 Hs.143655 ESTs 3.41 

422209 AF005210 Hs.1 13222 chemoWne (C-C motif) receptor 8 140 

428303 AW974476 Hs.183601 regulatoofG^xoternsignafflng16 139 

60 421817 AF146074 Hs, 108660 ATP-brnding cassette, sub-family C (CFTR 139 

428664 AK001666 Hs.189095 similar to SALL1 (sal (DroscphilaHike 139 

422101 AW404176 Hs.111611 rirxsomal protein 127 3.39 

457670 AF119666 Hs.23449 insulin receptor tyrosine kinase substra 138 

437033 AW248364 Hs.5409 RNA polymerase I subunit 137 

65 425322 U63630 Hs.155637 protein kinase, DNAnaclivated, catalytic 137 

417059 AL037672 Hs.81071 extracellular matrix protein 1 137 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 136 

414812 X72755 Hs.77367 monokine Induced by garoma interferon 136 

436748 BE159107 Hs.1 59263 coflagen, typeViafcha 2 3.36 

70 401797 Target Exon 136 

428309 M97815 Hs.1 83650 cellular retinae ackWnnding protein 2 135 

421563 NM.006433 Hs.105806 granutysb 135 

402294 Target Exon 3.34 

__ 414024 AA134712 Hs.22410 gbzm79g03.r1 Strategerro neuroepithetium 134 

75 401961 NMJJ21626:Homo sapiens serine carboxypep 133 

418462 BE001596 Hs.85266 integrin, beta 4 133 

418867 D31771 Hs.89404 msh (Drosophila) homeo box homoiog 2 133 

424800 AL035588 Hs.1 53203 MyoD famfly Inhibitor 133 

OA 412420 AL035668 Hs.73853 bone morphogenetic protein 2 133 

80 404440 NM_021048:Homo sapiens melanoma anfjgen, 133 

432398 AA307808 Hs.2979 trefoil factor 2 (spasmolytic protein 1) 133 

421677 H64092 Hs.38282 ESTs 3.33 

407792 A1077715 HsJJ9384 putative secreted Rgand homologous to f 132 
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449048 Z45051 Hs.22920 similar to SS8401 (cattle) glucose Indue 3.32 

417197 AW994561 Hs.1 51777 eukaryofc translation initiation factor 3.32 

429669 BE185499 Hs.2471 WAA0020 gene product 3.32 

409636 AA305729 Hs.18272 amino acid transporter system A1 3.32 

5 429415 NMJJG2593 Hs.202097 procollagen C-endopeptidase enhancer 3.32 

405386 Target Bran 3.32 

410274 AA381807 Hs.61762 hypcoda^nducjble protein 2 3.31 

448275 BE514434 Hs.20830 Wnesin-Eke2 3.31 

. ^ 418245 AA088767 Hs.83883 transmembrane, prostate androgen induced 131 

10 452291 AF015592 Hs.28853 COC7 (ceil division cycle 7, a cerevisi 131 

431830 Y16645 Hs.271387 smanindua^ecytc^esuMamilyA(Cy 3.31 

422575 AK000546 Hs.118552 hypothetical protein RJ20539 3.31 

404171 NM_000636*:Komo sapiens superoxide dismu 131 

418464 R87580 Hs.144531 gb^9h07^ Soares adult brain N2b4HB5 131 

15 425566 AW162943 Hs.250618 UL1 6 binding protein 2 131 

410226 AI831958 Hs.61053 hypothetical protein 3.30 

432281 AK001239 Hs.274263 hypothetical protein FU 10377 130 

443247 BE614387 Hs.333893 c-Myc target JPOl 3.30 

449717 AB040935 Hs.23954 cerebral cell adhesion molecule 130 

20 428336 AA503115 Hs.183752 nucroseminoproteln, beta- 3.29 

416111 AA033813 Hs.7901B chromatin assembly factor 1 , sub-unit A { 129 

420759 T11832 Hs.127797 Homo sapiens cDNAFUl 1381 fis, clone HE 128 

432336 NMJ302759 Hs.274382 protein kinase Jnten^rorvinducibledou 128 

405778 NMJM5361 :Homo sapiens melanoma antigen," 128 

25 419488 AA316241 Hs.90691 nudeophosmin/rwcteoplasmin 3 3.27 

421150 AI913562 Hs.1899Q2 ESTs 127 

406400 kailikrein 8 (neuropsin/ovasin) (KLK8) 3.27 

455813 BE141577 gb:QV2-HT008!0712994)18^11 HT0083Homo 127 

426064 BE387014 Hs.1 66146 Homer, neuronal immediate earty gene, 3 127 

30 458814 AI498957 Hs,170861 ESTs, Weakly similar to Z1 95_HUMAN ZINC 127 

458791 BE615453 Hs.346509 dedicator of cytokinesis 1 127 

419551 AW582256 Hs.91011 anterior gradient 2 (Xenepus laevls) horn 3.26 

429002 AW248439 Hs3340 iunction ptakogtobin 3.26 

450000 A1952797 Hs.10888 hypothetical protein FU21709 125 

35 407777 AA161071 Hs.71465 squalene epoxidase 125 

419485 AA489023 Hs.99807 ESTs, Weakly similar to unnamed protein 125 

426437 BE076537 Hs.169895 uWquitiiwjoniugating enzyme E2L 6 124 

415701 NMJJ03878 Hs.78619 gamma^Uitamyl hydrolase (conjugase, 161 124 

412817 AU037159 Hs.74619 proteasome (prasome, macropain) 26S subu 124 

40 447519 U46258 Hs.339665 ESTs 124 

412561 NM_002286 Hs.74011 lymphocyte-activation gene 3 3.24 

446528 AU076640 Hs.15243 nucleolar protein 1 (120kD) 124 

423198 M81933 Hs.1634 cell division cycle 25A 123 

415091 AL044872 Hs.77910 lhydroxy-3^ethykjlutaryl^nzyrne A sy 123 

45 441085 AW136551 Hs.181245 Homo sapiens cONA FU1 2532 fis, done NT 122 

443071 AL080021 Hs.8986 complement component 1, q subcomponent, 3.22 

408901 AK001330 Hs.48855 hypothetical protein FU1 046 B 122 

425849 AJ000512 Hs.296323 serurWgtucocorticoid regulated kinase 122 

410275 U85658 Ks.61796 transcription factor AP-2 gamma (activat 122 

50 415817 U88967 Hs.78867 protein tyrosine phosphatase, receptor-t 121 

409197 N54706 Hs.303025 chronwsome11orjenreaoTngframe24 121 

412641 M16660 Hs.74335 heat shock 90kO protein 1, beta 121 

413436 AF238083 Hs.68061 sphingosine kinase 1 121 

408636 BE294925 Hs.46680 CG1-12 protein 3.21 

55 412115 AK001763 Hs.73239 hypothetical protein FU 10901 121 

413142 M81740 Hs.75212 ornithine decarboxylase 1 121 

411573 ABQ29000 Hs.70823 WAA1077 protein 120 

428242 H55709 Hs.2250 leukemia inhibitDTy factor (cholinergic 119 

409361 NNL005982 Hs.54416 sine ocutis homeobox (Drosophila) homoio 119 

60 435014 BE560898 Ks.10026 mitochondrial ribosornal protein L17 118 

401176 Target Exon 118 

434551 BE387162 Hs.280858 ESTs, Wghly stmflar to A35661 DNA excis 117 

410310 J02931 Hs.62192 coagulation factor 111 (thrombopiastjn, 116 

427584 BE410293 Hs.179718 v-myb avian rrr/ehblastosis viral oncogen 116 
65 423725 AJ403108 Hs.132127 hypothetical protein LOC57822 3.16 

452012 AA307703 Hs.279766 ktoesin family member 4A 116 

407289 AA135159 Hs.203349 Homo sapiens cDNA FU12149 6s, done MA ■ 115 

409461 AA382169 Hs.54483 N-myc(and ST AT) interactor 115 

433020 AI375726 Hs.279918 hypothetical protein 114 

70 437915 AI637993 Hs.202312 Horro sapiens clone N11 NTera201 teratoca 114 

426997 BE620738 Hs.173125 peptidylprolyl tsomerase F {cydophtGn 114 

420005 AW271106 Hs.1 33294 ESTs 114 

426935 NMJ300038 Hs.172928 collagen, type I, alpha 1 113 

412270 AC005262 Hs.73797 guanine nucleotide binding protein (G pr 113 

75 421975 AW961017 Hs.6459 hypothetical protein FU11858 113 

427585 031152 Hs.179729 collagen, type X, alpha 1 (Schmid metaph 3.12 
448140 AF146761 Hs.20450 BCJMke membrane protein precursor 111 
431722 AF161528 Hs.268049 hypothetical protein 3.11 
427239 BE270447 Hs.174070 ubiquitin carrier protein 111 

80 413385 M34455 Hs.840 irwWeamne-pyrrde 2,3 dirjxygenase 110 

439780 Alt 09688 gb.Homo sapiens mRNA full length insert 110 

422885 BE244068 Hs.121544 interteukki 12 receptor, beta 1 110 

418090 U57059 Hs.83429 Urmor necrosis factor (Ogand) superfami 3.10 
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439755 AW748482 Hs.77873 B7hornotog3 110 

4041 70 N^L000636*:Homo sapiens superoxide dismu 3.09 

417370 T28651 Hs.82030 tryptophanyMRNAsynOietase 3.09 

410006 AW732308 Hs.57783 eukaryotic translation initiation faclor 3.09 

J 446291 8E397753 Hs.14623 interferon, gamma-indudble protein 30 3.08 

421155 H87879 Ks.102267 lysyl oxidase 108 

441224 AU076964 Hs.7753 caJumenin 3.08 

424326 NM.014479 Ks.145296 (fisintegrin protease 108 

iA 429413 NMJM4058 Hs.201877 0ESC1 protein 108 

10 438251 BE515065 Hs.296585 nucleolar protein (KKE/D repeal) 108 

446510 H58306 Hs.15165 retirwfc add induced 14 108 

442620 C00138 Hs.8535 Homo sapiens mRNA for K1M1 668 protein, 107 

409637 AA323948 Hs.55407 Homo sapiens mRNA; cDNA DKF2p434K0621 (f 3.07 

426682 AV660038 Hs.2056 UDP glycosyltransferase 1 family, potype 107 

15 448853 NMJJ12204 Hs.22302 genera! transcription factor IHC. polyp 107 

453775 NM.002916 Hs^5120 replication factor C (activator 1)4(37 107 

408915 NM.016651 Hs.48950 heptacelMar carcinoma novel gene-3 pro 106 

435505 AF200492 Hs.211238 interleukin-1 homotog 1 106 

412577 Z22968 Hs.74076 C01 63 antigen 106 

20 410575 BE207480 Hs.6994 Homo sapiens cDNA: FU22044 lis, done H 106 

416084 116991 Hs.79006 deoxythymldytate kinase (thymidyiate kin 105 

430393 BE185030 Hs.241305 estrogen-responsive B box protein 105 

447342 AI199268 Hs.19322 Homo sapiens, Simitar to RIKEN cDNA 2010 104 

_ _ 451578 NIWL016323 Hs.26663 cydin-E binding protein 1 104 

25 444726 NMJ)06147 Hs.84981 interferon regulatory factor 6 3.04 

447733 . AF157482 Hs.19400 MAD2 (mitotic arrest deficient, yeast, h 104 

437741 BE561610 Hs.5809 putative transmembrane protein; homoiog 3.04 

442643 U82756 Hs.3991 PRP4/STK/WD splicing factor 104 

„ 429358 AB037825 Hs.200317 WAA 14 04 protein 103 

30 410)68 AI633888 Hs.58435 FYN-binding protein (FYB-12Q/130) 103 

426746 J03626 Hs.2057 uridine monophosphate synthetase (orotaJ 103 

409154 U72882 Hs.50842 hterferorwrtduced protein 35 102 

442173 N76101 Hs.8127 WAA01 44 gene product 102 

447400 AK000322 Hs.18457 hypothetical protein FU2031 5 101 

35 450962 8E535547 Ks. 25723 Sjogren's syndrane/sderoderma autoantig 101 

407634 AW016569 Hs. 136414 UDP-GlcNAcbetaGal beta-l.macetytgiuc 101 

411387 AW842339 Hs.130815 hypothetical protein FU21 870 101 

438662 AA223599 Hs.6351 deavage and potyadenytation spedfic fa 101 

Ar . 459107 AA811881 Hs.285Q5 ubiquitkvconjugating enzyme E2H (homoto 100 

40 430287 AW182459 Hs.125759 ESTs, Weakly similar to LEU5_HUMAN IEUKE 100 

416110 Z42262 Hs.322844 hypothetical protein DKFZp564A176 3.00 

435523 T62849 Hs.1 1090 membrane-spanning 4-domains, subfamily A 100 

448569 BE382657 Hs.21486 signal transducer and activator of trans 100 

410268 AA316181 Hs.61635 six transmembrane epithelial antigen of 100 

45 400200 NM_002788*:Homo sapiens proteasome {pros 3.00 

403330 Target Exon 2.99 

413833 Z15005 Hs.75573 centromere protein E (31 2kD) 199 

403416 AI744626 WAA0564 protein 197 

403438 NM_031419*:Homosapiens molecule possess 2.96 

50 447942 F12628 Hs.155470 hypothetical protein MGC16040 196 

427722 AKO0O123 Hs.180479 hypothefical protein FU201 16 2.95 

414806 D14694 Hs.77329 phosphafidyiserine synthase 1 2.94 

440086 NNL0Q5402 Hs.288757 v-ral simian leukemia viral oncogene horn 2.94 

429547 AW009166 Hs.99376 ESTs 2.93 

55 419121 AA374372 Hs.89626 parathyroid hormone-Gke hormone 2.90 

431890 X17033 Hs.271986 integrin, alpha 2 (C049B, alpha 2 subuni 2.69 

417259 AW903838 Hs.81800 chondrdtln sulfate proteoglycan 2 (vers 189 

418203 X54942 Hs.83758 CO C28 protein kinase 2 186 

441633 AW958544 Hs.112242 normal mucosa of esophagus spedfic 1 186 

60 423425 AA375756 Hs.14449 KIAA1 609 protein 186 

412851 AI826502 Hs.106149 ESTs 186 

400664 NM_002425:Homo sapiens matrix metallopro 166 

454140 AB040888 Hs.41793 hypotheGcal protein FU 10474 185 

435602 AF217515 Hs.283532 uncharacterized bone marrow protein BM03 185 

65 421116 T19132 Hs.101850 rafinoWnding protein 1, cellular 184 

432343 NM.002960 Hs.2961 SlOOcalctum-Wnding protein A3 183 

423767 H18283 Hs.132753 F-box only protein 2 182 

413476 U25849 Hs.75393 add phosphatase 1, soluble 182 

441801 AW24Z799 Hs.86366 ESTs 180 

70 441565 AW953575 Hs.303125 p534nduced protein PI6PC1 180 

416539 Y07909 Hs.79368 epHhefel membrane protein 1 179 

428959 AF100779 Hs.194680 WNT1 inducible signalng pathway protein 179 

422947 AA306782 Hs.1 22552 G-2 and S-phase expressed 1 175 

417849 AW291587 Hs.82733 nldogen2 174 

75 450434 AA166950 Hs.195B70 nypolhetJcal protein FU14991 173 

430466 AF052573 Hs.241517 poryrnerase (DMA (Greeted), theta 172 

431448 AL137517 Hs.306201 hypotheticai protein DKFZp56401278 171 

424874 AA347951 Hs.326413 Homo sapiens cDMA FU20812 fis, clone AD 171 

0 _ 453633 AA357001 Hs.34045 hypothetical protein FU20764 171 

80 447854 AW138454 Hs.1 1594 ESTs 171 

427581 NMJM4788 Hs.179703 WAA0129 gene product 170 

412636 NMJXM415 desmoplakm (DR. OPtl) 169 

420576 AA297634 Hs.54925 WAA1858 protein 168 
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442932 AA4S7211 Hs.8858 bromodomain adjacent to zinc finger doma 2.68 

425071 NM_013989 Hs.154424 detodtnase, iwtothyrorfne. type II 2.68 

410491 AA465131 Hs.64001 Homo sapiens clone 2521 8 mRNA sequence Z66 

_ 428698 AA852773 Hs.334838 KIAA1866 protein 2.64 

5 451277 AKD01123 Hs.26176 hypolhefical protein FU 10261 2.64 

447347 AA570056 Hs.122730 ESTs.(A)deratf3lysimiIartoKIAA1215pio 2.64 

429505 AW820035 Hs.278679 a dismtegrin and metafloprotelnase doma 2.63 

406137 N^LOOOng^Homo sapiens mulS(Ecofi)h 263 

419594 AA013051 Hs.91417 topoisomerase (DNA) II bindsig protein 2.62 

10 443054 AI745185 Hs.8939 yes^ssociated protein 65 kDa 259 

452620 AA436504 Hs.119286 ESTs 2.59 

420552 AK000492 Hs.98806 hypothetical protein 2.59 

420931 AF044197 Hs.100431 small inducible cytokine B subfamily (Cy 2.56 

434517 AA635690 Hs.337251 hypothetical protein MGC2487 2.56 

15 448454 NMJJQ5879 Hs.21254 TRAF Interacting protein 2.55 

425776 U25128 Hs.159499 paratrryroa hormone receptor 2 2.55 

436238 AK002163 Hs.301724 rrypothefcal protein FU 11 301 2.54 

440676 NMJXM987 Hs.112378 UM and senescent eel anfigen-dke doma 2.54 

425811 ALO39104 Hs.159557 karyophenna!pha2(RAGcotort1 t impor 2.54 

20 429113 D28235 Hs.1963B4 prostaglandir^doperoxide synlhase2(p 2.53 

407804 AF228603 Hs.39957 pleckstrin 2 (mouse) homoiog 2.53 

452679 242387 Hs.83883 transrnembrane, prostate androgen induced 251 

411908 127943 Hs.72924 cytkEne deaminase 249 

449230 BE613348 Hs.211579 melanoma cell adhesion molecule 2.48 

25 430024 AIB08780 Hs.227730 integrin, alpha 6 2.47 

458079 AI796870 Hs.54277 DNA segment on chromosome X (unique) 992 2.46 

425345 AU077297 Hs.155894 protein tyrosine phosphatase, non-recept 2.45 

423881 AK001720 Hs.134403 hypothetical protein FU10858 2.45 

407853 AA336797 Hs.40499 dfckkopf (Xenopus laevis) homoiog 1 2.45 

30 457819 AA057484 Hs.35406 ESTs, Highly similar to unnamed protein 2.44 

408296 AL117452 Hs.44155 DKFZP586G1 517 protein 2.42 

413048 M93221 Hs.75182 mannose receptor, C type 1 2.40 

403851 C5002l54^il7299015|gblAAF54217.1|(AEO 239 

433745 AF075320 Hs.28980 hypothetical protein FU14540 2.37 

35 423903 M57765 Hs.1721 interieukin 11 2.37 

427700 AA262294 Hs.180383 dual specificity phosphatase 6 2.36 

419373 NNL0Q3244 Hs.90077 TG4nteracting factor (TALE family homeo 232 

426827 AW067805 Hs.1 72665 melhylenetetrahydrofolale dehydrogenase 2.31 

440282 BE262388 Hs.7137 dones 23667 and 23775 zinc finger prate 2.31 

40 406974 M57293 gtxHuman parathyroid hormone-reiated pep 2.31 

401924 ENSP00000246632*£DNAFU20261(is,clon 2.30 

444190 AI878918 Hs.10526 cysteine and glycine-rich protein 2 2.29 

420923 AF097021 Hs.273321 differentiaRy expressed in hematopoleti 2.29 

436608 AA628980 down syndrome critical region protein OS 2.28 

45 427509 M62505 Hs.2161 cornplernent component 5 receptor 1 (C5a I 2.27 

434398 AA121098 Hs.3838 serum-inducible kinase 2.27 

419490 NMJB6144 Hs.90708 granzyme A (granzyme 1, cytotoxic T-tymp 226 

418030 BE207573 Hs.83321 neuromedin B 2.25 

404927 Target Exon 2.25 

50 438549 BE386801 Hs.21858 Mnudeotide repeat containing 3 2.24 

409038 T97490 Hs.50002 small inducible cytokine subfamily A (Qy 223 

411388 X72925 Hs.69752 desrnccoflin 1 2.21 

445757 AW449065 Hs.13264 WAAQ856 protein 2.18 

405069 NNL00621 2*:Homo sapiens ^fhosphofructo- 117 

55 414035 Y00630 Hs.75716 Serbia (or cysteine) proteinase Inhibtto 216 

443168 AJ038653 Hs.50500 ESTs 2.15 

444301 AK000136 Hs.10760 asporin(LRR class 1) 2.13 

433345 AJ681545 Hs.152982 hypothetical protein FU13117 211 

426471 M22440 Hs.170009 transforming growth factor, alpha 210 

60 445019 A1205540 Hs.281295 ESTs 208 

402021 NM.W1891:K<mu)sapienscaQTienn20.type 207 

431866 NMJJ12098, Hs.8025 angiopoieCn-Cke 2 205 

454219 X75042 Hs.44313 we) avian reficutoemtouieliosis viral 204 

409571 AA504249 Hs.187585 ESTs 203 

65 450831 R37974 Hs.25255 ESTs 199 

408353 BE439838 Hs.44298 rrdtochondrial ntosomal protein S 17 1.99 

445960 A1268399 Hs.140489 ESTs, Weakly similar to LIN1_HUMAN LINE- 1.98 

448356 AL120837 Hs.20993 r^ucose-regulated protein 8 1.97 

429732 U20158 Hs.2488 lyrrrphocyte cytosoOc protein 2 (SH2 doma 1.91 

70 426850 BE247670 Hs.172766 rMPrntotiibule affinity-regulating kina 1.90 

427335 AA448542 Hs.251677 G antigen 7B 1.90 

450649 NM.001429 Hs.25272 E1A binding protein p300 1.88 

418460 M26315 Hs.85258 C08 antigen, alpha polypeptide (p32) 1.88 

449523 NMJ»0579 Hs.54443 chemokine (C-C mofif) receptor 5 1.88 

75 416975 N&U04131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-iymp 1.86 

433226 AW503733 Hs.9414 WAA1488 protein 186 

413129 AF292100 Hs.104613 RP42 homoiog 1.85 

432606 NM_002104 Hs.3066 granzyme K (serine protease, granzyme 3; 1.85 

446620 AA128808 Hs.179902 transporter-like protein 1.81 

80 449008 AW578003 Hs.22826 bopwnodulin 3 (ubiquitous) 1.79 

433160 AW207002 Hs.134342 TASP for testis-specific adramydn sens 1.78 

420802 U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 1.77 

423482 BE280172 Hs, 129228 gatactottiase 2 1.77 
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1.23 


430686 


NMJXM942 


Hs.2633 


desmoglein 1 


1.21 


429325 


AW088739 


Hs.24o770 


ESTs 


1.19 


406703 


X13100 


Hs.173084 


myosin, heavy polypeptide 3, skeletal mu 


1.03 


418827 


BE327311 


Hs.47166 


HT021 


1.01 


404104 






C600137T:gil1 171748|sp|P46530IMOTCJRAR 


1.00 



TAfl.E46B 



Pkey. Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Gen bank accession numbers 



FEey 
413808 



CAT Number 
2905J 



421582 13358.1 



453331 16559.1 



406687 
450375 



0.0 

16559.3 



415989 10194.1 



426991 



454241 



29771J 



Accession 

AI570199 AI888812 AW867550 AI921557 AW469096 AI925581 AI679986 AW473623 BE841640 BF061 525 A1445703 A1925072 AW8631 88 
AW863076 BE841731 AWB63167 BE841390 BE841385 BF374078 BE841760 BE841694 BE841769 AA335110 BE841692 BF374073 AA335204 
BF374079BE841713AA335167BE8415MAW868103Bh^16«BEW^ BE841758AW868911 AW863155 

AW868847 BE841651 AA335145 BE841670 BF374260 BF374088 BE841661 BE841728 BI335729 BE841739 BEB41663 AW863104 AA335201 
AA3351 43 BF906955 AW867493 BE841505 BF374250 BE841766 BF373837 AW863191 BE841705 AW863154 AW858673 AW86731 1 AA335896 
BE841753 AW863407 BE957102 BF374252 BF374247 BF374255 BE841785 AW029590 AW131278 AI801021 AW058240 AW058400 AW029230 
AW029432 AW130809 AW029128 AW130469 AI570155 A1620272 AW029259 A18013B9 A1888662 AI926902 AI801799 A1610344 AI452852 
AW131 174 AI581069 A12K028 A1446689 A1923321 AJ439430 AI801502 A1679707 AW028944 AI933684 AI801724 AI537779 A1354652 A1470250 
A1536872 A1891151 AW868019 AW006034 AI702599 AA335192 AA335165 AA335189 A1933725 AW044393 AI888797 BE841677 BE841681 
AA335141 AW008176 AA335223 A1888837 AW868622 AI803901 AW005718 AI538062 A1282258 A158067B AI445803 AM45394 AI858168 
AA335144 AI926349 AA335210 AA334919 AA335163 AA335216 AI678342 BF374135 AI932922 AA335214 AA335109 AI570325 AI452619 AJ926109 
AI453488 AJ678606 AW869289 AW86921 1 8E841580 AI679368 A18B8882 AI926170 BF508305 AW869315 AA334926 BE84171 2 AW026584 
AA335200 BE841 764 AV730339 AW474979 A1285344 AI446430 A1537612 AA3351 66 AW868051 A1679133 AJ949520 BE841 652 A1949532 
BE9371 13 BE841789 BE841 643 AW1 30556 BE841761 AW868716 AW868698 BEB41669 BE937108 AA335158 AA335153 AA335159 AW867404 
AW868692 BE841742 AW868711 AW867546 BE841699 AA335196 AA335146 AW868150 BE841660 T99129 BE841740 BE841714 AA335154 
AW868815 BF373812 BE841657 BE841780 A1440394 AA335215 AA335202 AA335162 AA335160 A1801656 A1678499 BF374019 AW130236 
A1826057 AI572459 A1932773 AA335197 A1611752 AA335224 AI452592 AA335147 AA335149 AA334928 AA3351 14 AA3351 1 1 A1567048 
AW029395 AI570326 BF373838 BE841691 BE841776 AW883485 BF374093 AW130376 BE841732 AI446393 AJ446781 AW867547 AW029012 
AA335227 AW8693Q7 AW869350 AW868709 AW869407 AW005017 AI679252 A1925523 AW151553 AW863109 A1445917 A1799620 A1921607 
AW008153 A1520957 A1610620 A1679828 AI868151 AI537839 A1679547 T28354 AI282567 AA335207 R83655 BF906963 AW1311 60 AI925626 
AW029396 AW028445 AW008410 AW1 52586 AW0Q8476 AI801040 A1453669 AI621200 AA334925 BF374069 BF374075 N53208 BF374246 
AVV86o723BE937150AAS«(X)2AWo^3338BE841767 „,^.„* ttM 
XD0474 NM.003225 X52003 M12D75 81765761 AW950155 AI571948 B1760569 AA308400 AA568312 BI761955 AA507595 AA614579 AA614409 
BF747698 BM142326 AA307578 A1925552 AA578674 AA582084 AW009769 AA514776 AA588034 BG271505 AA858276 BM142503 AW05070O 
AJ307407AJ2CE532/v\K4242AI9rj9772A1970^BG23^ 

BG571303AA410586AA035018 BG572117 8^20022 AA147247 BG005785 BG014448 R31981 H02668 H12498 R36203 BF992089 R73999 
T49904 R75732 BI057974 T53681 AA147933 M50695 R68S88 R25671 R31 935 R251 10 R36105 AK055628 BE1 57467 AW663674 AA190^3 
H01642 BF510304 AA626915 AA746952 AI161 01 4 AA099554 BG572534 A1803329 A1809932 AI808765 AA41 1449 AI378760 AA976929 AI3786M 
AA9096WR756^AI36t)919AI350463AV^9127AM11^ BE238298H03612H12839 N58781 R75957 BF995484 AI240665 

BF989591 BI0S8086 BG001590 BF10703S 
M31126 

BG570705 BG572749 AW608284 H04021 AA151 166 AW954405 AA131254 BG056461 W46291 H01532 H04384 H03231 AA852876 H04410 
H59605 BE1 57601 AA1 13758 

BC013389 BC01 7398 A1023543 AA191 424 AI267700 A1469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF0951 53 
BG285837 A1720344 BF541715 AA355086 AA172236 nn n „ lf ^„ 

AK001536 AKD56135 BM474813 BE887303 AK022914 AW581996 AW812945 BE882302 AA134266 BI043873 AA019433 81862088 BM468657 
AU128438 BE384458 AL353967 BI857117 BF686525 BI465223 BM460132 AU129877 BI222283 BG171592 81043544 BG496295 BG750710 
B1256542 BG108520 AU150719 AW510354 A1554256 AL353968 AA191092 BF132635 
BE184942 BE184946 AW238414 BE144666 

558 



WO 03/042661 



PCT/US02/36810 



452203 2630 1 BCO14081 NM 000593 X57522 L21 208 L21 207 L21 2)6121205 L2 1204 AL561404M545423AL560492AL556882AL541576AL550654B1823519 

B1770Q23 AL554969 BI489906 A1304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561518 BM009470 
BG742981 AA2796B5 AA847441 AA313737 BF172639 BF897216 BF914190 BF903647 S70277 A1559684 AW073298 A1361 433 AA564644 
AA487429 BE858232 AA838810 AI5391 14 AI719375 AI829129 BG057675 AM23422 AU 158860 BE300855 AW1 70777 AA586956 AL571 889 
AL556850AL576404AL582800BI256544BF342301 BG875994AA05445BAA353161 AI940434 BE816522AL57T836AI479650AW1 50377 
AU154395 AW951271 AI032220 AI819778 AI346733 AW771 150 AW512525 AI249904 AA279809 AI352549 AW512517 BG056280 AA521222 
BE271 141 AL581932 AL541575 BI819184 AV660190 AL556475 AI620020 AW089888 AW079179 221518 AA687601 F04651 AI783S61 T57198 
AI433367 T78S52 AL5549B8 AA365648 AL582619 BE874501 BFB04669 AL574458 BM145502 Al 266 51 4 AI538823 A1475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 AI6B2892 AA830989 AA862356 AA653084 BM0091 54 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA678742 AL556474 AA 135770 BE774050 BF914200 H88457 AA627746 81560216 BI753586 
408660 105529.1 AW975281 AA664986 AA525775 AA056342 A1538978 1B ^ jei „ w , n 
400245 12188 1 X79449BC017853 AL121035BF196384AW119044 AI028023 AW451 1 10 AI97191 1 AW015069 AI079170A1376367 AI264113AA829646 AA737579 
AA449679 AA740864 NM-001 11 1 U18121 AU67297 BG773801 BF973874 AV687104 AA527579 AA843525 BE706355 AI074589 AI523475 
BE890249 AW406263 BE074258 AV729485 BF809610 BG058619 AA677244 BE179838 AA622264 AM60105 AA74041 1 AI499168 AI078223 
AI682923 BE696559 AW375385 AA788739 B6984978 Z40874 T17054 F09669 AW844043 U10439 BI711870 AW245957 AU158567 AA679305 
AA679316 W72510 AI346029 BG059762 AW251062 AA132373 A1925621 AI860230 AI340172 AW192891 AI707980 AI094937 AI0421 15 AI200901 
BE328452 AA644678 AA551209 BE351065 AA970761 N68609 AW002028 AA 160826 AI422774 AW8731 14 AW073597 AW664483 A1218710 
AW020550 AW190607 AI984545 A1871921 AI333970 A1452887 AI818335 AA398655 A1554424 A1274187 BE465703 AW51 2940 AW241366 
AI923954 AA576649AW168294AA813181 AA91 2168 AI049738AW51 4073 AA548255A1569630BE710031 AA244182AI341697AA563904 
AI537990 AW517908 AW172943 Z39498 AI750294 AW150414 AI253293 BE825720 T31860 AW150775 D20310 AA150692 AU133933 BE781 148 
AL038957 BF910979 AA352297 BG988142 AW372175 BF229106 AW865705 BE093482 BG990396 AI499917 AA054452 H05484 AI828502 . 
BM467331 AU140570 AL135417 BF947202 AW391926 BE813418 BF998473 T92021 BI021048 BM048783 AW501366 AW501342 AW501549 
BE939021 BE707147 BE160974 BE305207 N49011 AA947119 AA678801 BE536876 AW897428 BG329648 BG818540 BE542344 BI919250 
BI253018 AW130996 BE074249 BE895428 BI034862 BE083277 BF952166 
414883 8371 2 AF274943 BG494894 AI719075 AA908783 AI935150 AI422691 AA910644 AA583187 BM272167 AIB28996 AA527373 AW972459 AI831360 

■ ~ M772418 AI033892 AA100926 AU154749 A1459432 AI423513 AI094597 M74081 7 A1991988 AI090262 AI312104 B1256707 AA459522 AA41 6871 

A1075239 A1339996 AA701623 AI139549 AJ336880 AA633648 A1989380 A1362835 AA399239 All 46955 BF514270 N92892 A1348243 AI278887 
AA459292 AI494230 BF507531 A1492600 AA962596 AW613002 AA293140 AA235549 BF108854 M954344 N49682 AI457100 AW589407 
AW300758 BE220715 BE220698 BE569091 BM009647 BF900351 A1537692 Al 203723 Al 857576 AA584410 AW371667 BM172363 
16341 67 1 BE253764 BE250764 BE255757 BE251752 BE251925 

1529 1 ' U09278NM 004460U76833AF007822AL550894BG203919AL575714 AI478772 AW022667 AW613820AI435793A1051768AI200109AA436611 
BG208151 ^446661 BG215551 BM449645AW630055BG620125AL550932AW471133AU136648BE925603BF828688 
BE141577 BE141585BE141587 
AU 09588 R23665 R26578 

BC005265 BG176720 AW006027 BM352064 AW026316 A1635B22 AI880584 A1693769 AI092211 B1492387 AI400449 AW166297 BF939910 
AA232282 AW021432 AI333893 AA494308 AA854899 A1436795 AW069256 AA682373 AI092748 AA9931 84 AI126077 AI081758 AI240886 
AI261863 AI378423 AA465237 AI376096 AA035579 AI087306 AA4481 62 AA129977 AI090903 A1080686 A1288939 N330O4 A1801240 AW021 546 
AI370773 AI086064 M669528 AI250053 AI870113 AA853181 AA858014 BG055562 BG939559 AW080765 AA032283 AW467587 H405Q6 D00762 
KM 002788 AA641 134 AI582295 AI417525 A1563975 AI093566 AI707743 AI290741 AW073417 BE875418 BM264076 BG8768B4 AI680535 
AW854219 BE774635 AW854212 BG952443 AW854221 AW854208 BE156348 BE843056 AW858991 BE937569 BG878291 BG876450 AW819099 
AI908570 AA449871 AU135228 BM478404 BF126296 AA375499 AA248473 

lil77830 NM 004415 AF139065 BG681 1 1 5 BG740377 BI712964 BG000656 AA128470 BI438324 H27408 BE931630 BE167165 AW370827 
AW370813J05211 BG698865 BG740734 BG680618 BG739778 BI765807 BM353403 BM353248AW177784AW205789 AW951576AW848592 
BE182164 BF149266 BE940187 BI060445 B1060444 BF350983 BE720095 BE720069 BE715154 BE082584 BE082576 BE004047 AA857316 
BI039774 BE713818 BE713548 AW170253 BE160433 B1039775 AW886475 BM462504 BE931734 BF149264 AA340777 BF381 183 BG621737 
AU127260 AW364859 BF993352 BG223489 BE819009 BF381184 BE715955 R58704 AAB52212 AW366566 B1090358 BF087707 BE819046 
BE819005 AA377127 BE073467 BE819069 BE819048 BI036306 BG990973 B1040954 BF91991 1 AU140155 AI951766 AI434518 AW804674 
BF752969 BE837009 BE925B26 BF149265 AW995615 BE814264 BI039782 AU 140407 BE144243 BE709863 BF985642 BE001923 BF933510 
AW265328 BG436319 BE1 82166 AW365175 AW847688 BE818280 AW177933 BF873679 AW178000 8E082526 BF476866 BF086994 BF592276 
BE082507 BE082514 BE082505 BF873693 AW068840 AW847678 BF804153 AW385157 BEB13930 BE002030 AW365153 BE184941 BF749421 
BE184920 BF839562 BE184933 BF842254 BE698470 BE931048 BF999889 BF368816 BE1B4924 BE159646 BE714632 BE184948 BG986845 
AA131 1 28 AA099891 W39488 C04715 BF0961 24 BE865341 AW799304 AU5031 16 BE149760 BE705967 BE705966 BE705968 AW848723 
AW376699AW376817 AW376697 BG005097 BF751115 BE696084 AW848371 AW376782 AW848789 AW849074 AW361413 BF927725 BF094211 
AW997139 BE865474 BE185187 BE166621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088676 BE705939 AW752599 
BG005197 BF350086 BE715196 BE715155 BF752396 BF093817 BF831 190 BF752409 BE006561 BG959922 BF094833 BF094748 BF094583 
AW377699 AW607238 BE082519 AW377700 BF349467 AI190590 AI554403 AI392926 AU158477 BI467252 AU159919 AI760816 BF082516 
AI439101 AA451923 AI340326 A1S90975 B1791 553 A1700963 AI142882 AA039976AA946936AA644381 BM314884AA702424A14T7612 
AW190555 AI220573 A1304772 A1270345 A1627383 AA552300 AI911702 AW166807 AI346078 W95070 AA149191 AA026864 AI830049 AW780435 
AI078449 AI819984 AI858282 BW68588 AI860584 AI025932 AA026047 AA703232 AA658154 AA515500 AW192085 AA918281 T77861 AI927207 
AI205263 BF082491 AW021347 A1568096 BE939862 AA088866 D12062 AA056527 AA782109 W19287 W02156 AW150038 AA022701 T87181 
H44405 AI910434 BF082513 AI494059 AI270027 AI635B78 AA128330 BG681425 BE706078 R20904 BG680059 BG676647 BF764409 AA026654 
AV745530 BI762796 BG287391 AW798780 BE706045 BE926470 AW79911B BF0B7996 BE002273 AW879451 AI571075 BE067786 AV721 320 
AI022862 N29754 C0337B N84767 AA131077 H30146 BE714290 AI686869 A1568892 AI915596 AW105614 A1887258 AI538577 BE926474 
BE067737 BG31 9486 AA247685 AW798883 AW1 03521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE713868BE713763 
BG950164 BE713810 AW365151 BG955489 BE005272 BF915937 AW365148 AI905927 BF992780 AW853812 BG954443 BI770853 BG679406 
BG740832 BG681087 BG698430 AA45510O T87267 BE696209 BE696210 BI089483 BE006273 BEB72225 AW39191 2 BE925515 BG677012 
BG741970 AA026480 BE705999 BG677157 BE009090 BG581378 BE712291 BG961498 BG678984 BI040941 AA337270 AW384371 AW847442 
BI058659 BE813665 W95048 W25458 AW177786 AA025851 BE931733 BF154837 BG949393 BE714441 AW996245 BE711801 AI284O90 
BE064323 BE719390 BE940148 BG991212 BF375714 BF349522 BG996267 T48793 BI013292 BE001925 AW365156 AW365154 AW606653 
BF763109 BE931637 BE167181 BE713879 BF354008 BF678726 H90899 AW365145 W38382 AJ498487 
436608 32229J2 BC015981 AJ301615AA628980AI126603BF184719 



414110 
450506 



455813 1515590 J 
439780 49082J 
400200 3806.1 



412636 1438.1 



TABLE 46C , : — 

Pkey: Unique number corresponding to an Eos pro beset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. -Dunham, et al" refers to the publication entitled The DMA sequence of 

human chromosome 22* Dunham, el al (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLpositkm: Indicates nucleotide positions of predicted exons. 



Pkey Ref Strand NLposition 

401781 7249190 Minus 83215-83435,83531-83656,8374043901,8423 

559 



WO 03/042661 



PCT/US02/36810 



4017B0 


7249190 


Minus 


28397-28617,28920-29045,29135-29296341 


400566 


8118496 


Plus 


178*2-18115,20297-20456 


401785 


7249190 


Minus 


165776-165996,166189-166314,166408-16656 


401747 


9789672 


Minus 


118596-118816,119119-119244,1190)9-11976 


400665 


8118496 


Plus 


16879-17023 


402994 


2996643 


Minus 


4727-4969 


402075 


8117407 


Plus 


121907-122035.122804-122921,124019-124t6 


405770 


2735037 


Plus 


61057-62075 


401994 


4153858 


Minus 


4290443124,43211-43336,44507-44763,4519 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872.4055 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402447 


9796640 


Plus 


4760S47729 51696-51821 52070-52257 .5330 


402992 


7767907 


Minus 


4213742515 


402408 


9796239 




110326.110491 


404286 


2326514 


Plus 


51086-51301 


405387 


DOO/D ID 




0 / OSNM J, 3 / Uo*0030 


404287 


2326514 


Plus 


53134-53281 


402995 


2996643 


Minus 


5962-6216 


405545 


1054740 


Plus 


118677-118807,119091.119296,121626-12182 


401797 


6730720 


Plus 


6973-7118 


402294 


2282012 


Minus 


2575-3000 


401961 


4581193 


Minus 


124054-124209 


404440 


7528051 


Plus 


80430-81581 


405386 


6579238 


Minus 


4095941297 


404171 


9930793 


Plus 


173667-173783,176876-177055 


405778 


7280331 


Plus 


18748-19757 


406400 


9256298 


Plus 


1553-1712,1878-2140.42524385.5922-6077 


401176 


9438469 


Minus 


20475-20734 


404170 


9930793 


Plus 


168836-169248 



TABLE 47A: 

Pkey: Unique Eos probeset identifier number " 
ExAocrc Exemplar Accession number, Genbank accession number 
Ura'genelD: Unlgene number 
Unlgene Title: Unlgene gene title 

R1: Maximum of esophageal tumor Ats divided by the 98th percentile of the normal esophagus Ate 



Pkey 


ExAccn 


UnlgenelD 


Unlgene Title 


R1 


400289 


X07820 


Hs.2258 


matrix metatloprotemase 10 (strometysin 


31.70 


411243 


AB039886 


Hs.69319 


CA11 


30.12 


418007 


M13509 


Hs.83169 


matrix metaflcproteinase 1 (interstitial 


18.46 


444325 


AW15261B 


Hs.16757 


ESTs 


18.22 


444381 


BE387335 


Hs.283713 


ESTs, Weakly similar to S64054 hypotheti 


17.52 


421379 


Y15221 


Hs.103982 


small Inducible cytokine subfamfly B (Cy 


16.28 


400666 






NM_002425:Homo sapiens matrix metaflopro 


15.59 


425211 


M18667 


Hs.1867 


progastricsin (pepsinogen C) 


15.22 


425679 


X05997 


Hs.159177 


lipase, gastric 


14.60 


432239 


X81334 


Hs.2936 


matrix metaitoproteinase 13 (coliagenase 


1114 


431723 


AW058350 


Hs.16762 


Homo sapiens mRNA; cONA DKFZp564B2062 (f 


12.60 


446519 


AU076643 


Hs.313 


secreted phospho protein 1 (osteopontin. 


12.00 


453331 


AI240665 




ESTs 


11.20 


431620 


AA126109 


Hs.264981 


M-cligoadenyiate synthetase 2 (69-71 


10.77 


408380 


AF123050 


Hs.44532 


diubJquitin 


10.32 


423673 


BE003054 


Hs.1695 


matrix metaitoproteinase 12 (macrophage 


10.32 


412326 


R07556 


Hs.73817 


small inducible cytokine A3 (homologous 


10.22 


419216 


AU076718 


Hs.164021 


small Inducible cytokine subfamily B (Cy 


10.18 


408243 


Y00787 


Hs.624 


interteuWn 8 


9.80 


414359 


M62194 


Hs.75929 


cadherin 1 1, type 2, OB-cadherin (osteob 


9.75 


450375 


AA009647 




a dislntegrin and metaitoproteinase doma 


9.12 


407366 


AF026942 


Hs.17518 


gbiHomo sapiens cig33 mRNA, partial sequ 


8.88 


433447 


U29195 


Hs.3281 


neuronal pentraxin 11 


8.64 


421508 


NM_004833 


Hs.105115 


absent in melanoma 2 


8.46 


452862 


AW378065 


Hs.8687 


ESTs 


6.34 


432828 


AB042326 


Hs.287402 


chondroifin 4-sutfotransferase 


7.92 


452281 


T93500 


Hs.28792 


Homo sapiens cDNA FU11041 fe t clone PL 


7.86 


409757 


NMJW1898 


Hs.123114 


cy statin SN 


7.62 


452838 


U65011 


Hs.30743 


preferentially expressed antigen In mela 


7.60 


413670 


AB000115 


HsJ5470 


hypothetical protein, expressed In osteo 


7.58 


452410 


AL133619 




Homo sapiens mRNA; cONA DKFZp434E2321 (f 


7.46 


437330 


AL353944 


Hs.50115 


Homo sapiens mRNA; cDNA DKFZp761J11 12 (f 


7.44 


406587 


M31126 




matrix metaitoproteinase 1 1 (stromelysin 


7.24 


430280 


AA361258 


Hs.237868 


mterieukin 7 receptor 


7.18 


439343 


AF086161 


Hs.1 14611 


hypothetical protein FU 11 808 


7.13 


429228 


A1553633 


Hs.326447 


ESTs 


7.04 


421110 


AJ250717 


Hs.1355 


calhepsinE 


6.98 


414004 


AA737033 


Hs.7155 


ESTs, Moderately similar to 21 1 5357A TYK 


6.88 


424321 


W74048 


Hs.1765 


lymphocyte-specific protein tyrosine kin 


&88 


406673 


M34996 


Hs.198253 


major Wstocompalic^^comptex, class 


6.72 


421562 


AJ910275 




trefoO factor 1 (breast cancer, estroge 


6.52 
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447164 AF02694t Hs.17518 Homo sapiens dgSmRNA, partial sequence 6.40 

409403 AA668224 Hs.6634 Homo sapiens cONA: FU22547 fo, done H 6.32 

439926 AW014875 Hs.137O07 ESTs 6.32 

418460 M26315 Hs.85258 CD8 antigen, a3pha polypeptide (p32) 6.12 

411296 BE207307 Hs.10114 growth suppressor 1 6.03 

426312 AF026939 Hs. 181 874 interferon-induced protein with tetratri 5.88 

413441 AJ929374 Hs.75367 Src43u>edapter 5.86 

427337 Z46223 Hs.t76663 Fc fragment of IgG, low affinity lllb, r 5.81 

417715 AW959587 Hs.86366 ESTs 5.76 

413808 J00287 Homo sapiens mRNA for caJdesmon, 3" LfTR 5.63 

400665 NM_002425;Homo sapiens matrix metaliopro 5.60 

424408 AI754813 Hs.146428 collagen, type V, alpha 1 5.53 

418299 AA279530 Hs.83968 mtegrin. beta 2 {anfigen CD18 {p95). ry 5.44 

444527 NM.005408 Hs.1 1383 small inducible cytokine subfamily A <Cy 5.42 

428368 BE440042 Hs.83326 matrix metanoproteinase 3 {stromerysin 5.40 

416768 AA363733 Hs.1032 regenerating tslekierived 1 atpha (pane 5.38 

430413 AW842182 Hs.241392 small inducible cytokine A5 (RAMTES) 5.08 

427509 M62505 Hs.2161 complement component 5 receptor 1 (C5a I 5.08 

422530 AW972300 Hs.1 181 10 bone marrow stromal ceil anfigen 2 5.04 

413278 BE563085 Ks.833 rnterferorvstimulated protein, 15 kDa 4.92 

436856 AI469355 Hs.127310 ESTs 4.80 

426711 AA383471 Hs.343800 conserved gene amplified in osteosarcoma 4.60 

421362 AK000050 Hs.103853 hypothetical protein FU20043 4.53 

452401 KM_007115 Hs.29352 tumor necrosis factor, atprunnduced pro 4.48 

404240 NM_01895a.Homo sapiens major histocompat 4.36 

435523 T62849 Hs.11090 membrane-spanning 4-domafns, subfamily A 4.34 

437763 AA469369 Hs.5831 tissue inhibitor of metalloproteinase 1 4.29 

425139 AW630488 Hs.25338 protease, serine, 23 4.24 

415989 AI267700 ESTs 4.20 

408202 AA227710 Hs.43658 DKFZP586U 51 protein 4.11 

450701 H39960 Hs.288467 hypothetical protein XP_098151 4.06 

423271 W47225 Hs.12j6256 interteukin 1, beta 4.02 

414774 X02419 Hs.77274 plasminogen activator, urokinase 3.96 

443907 AU076484 Hs.9963 TYRO protein tyrosine kinase binding pro 3.90 

424687 J0507O Hs.151738 matrix metattoprotetnase 9 {gelatinase B 3.86 

444006 BE395085 Hs.10086 type I transmembrane protein Fn14 3.86 

414915 NfcL002462 Hs.76391 myxovirus (influenza) resistance 1, homo 3.76 

408122 AI432652 Hs.42824 hypothetical protein FU 10718 3.49 

408049 AW076098 Hs.345588 desmoplakin (DPI, OPtl) 3.44 

431629 AU077025 Hs.265827 Interferon, alphannducibie protein (do 3.37 

435370 AI964074 Hs.225838 ESTs 3.29 

443378 AW392550 Hs.9280 proteasome (prosome, macropaln) subunit 3.19 

443071 AL080021 Hs.8986 omiplement competent 1,qsu^ 3.18 

409154 U72882 Hs.50842 toterferorhmduced protein 35 3.13 

445417 AK001058 Hs.12680 Homo sapiens cDNA FU10196 lis, done HE 3.12 

413142 M81740 Hs.75212 ornithine decarboxylase 1 3.00 

406646 M33600 Hs.308026 niajor Mstaarnpafaffl^ 2.76 
402992 Target Exon 2.57 

452304 AA025386 Hs.61311 ESTs, Weakly similar to S 10590 cysteine Z54 

418245 M088767 Hs.83883 transmembrane, prostate androgen Induced Z52 

413945 NrM.000591 Hs.75627 CD14 antigen 2.51 

423225 AA852604 Hs.125359 Thy-1 cell surface antigen 150 

443883 AA114212 Hs.9930 serine(or cysteine) proteinase inhibito 2.48 

415149 X12451 Hs.78056 cathepsinL . 2.47 

425247 NM.005940 Hs.1 55324 matrix metanoproteinase 11 {stromelysiri 2.46 

410422 AI042014 Hs.63348 Homo sapiens, done MGG1 5203, mRNA, com 245 

413936 AF113676 Hs.297681 serine (or cysteine) proteinase inMbtto 2.45 

409202 AA236881 Hs.51043 hexosaminidase B (beta polypeptide] 2.39 

422562 AI962060 Hs.1 18397 A&bmding protein 1 2.35 

443639 BE269042 Hs.9661 proteasome (prosome, macropain) subunit, Z28 

444652 BE513613 Hs.11538 acfin related protein 2/3 complex, subun 2.19 

412471 M63193 Hs.73946 endothelial ceil growth factor 1 (plate! 2.19 

449717 AB040935 Hs^3954 cerebral cell adhesion molecule 2.03 

417389 BE260964 Hs.82045 midkine (naurite yow1h-promo6ng factor 2.03 

428981 BE313077 Hs.93135 ESTs, Weakly similar to AIU2_HUMAN ALU S 1.83 

445109 AF039916 Hs.1 2330 ectonudeoslde triphosphate dlphosphohyd 1.79 

406778 H06273 Hs.101651 Homo sapiens mRNA; cDMA DKFZp434C107 (fr 1.70 

408716 AI567839 Hs.151714 Homo sapiens mRNA for K1AA1769 protein. 1.69 

412773 H157B5 Hs.74573 similar to vaccinia vims Hindlll K4L OR 1.66 

414024 AA134712 Hs.22410 gfczm79g08.r1 Stratagem neuroepitheTiim 1.65 

426530 U24578 Hs.278625 wmptement component 4A 1.58 

414945 BE076358 Hs.77667 ryrnplw^8nDgen6cc^ 1.52 



TAB1 5473 

Pkey Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Gen bank accession numbers 

Pkey CAT Number Accession ~ 

453331 16559J BG571303 AA410586 AA035018 BG572117 BG620022 AA147247 BG005785 BG0 14448 R31981 H02668 H12498 R36203 BF992089 R73999 
T49904R75732BI057974T53581 AA1 47933 N50695 R68588 R25671 R31 935 R25110R361 05 AK055628BE1 57467 AW663674 AA190993 
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H01642 BF510304 AA626915 AA746952 AI1610H AA099554 BG572534 AIB03329 AI809932 AI808765 AA41 1449 AI378760 AA976929 A1378620 
AA909884 R75632 A13S0919 AI350463 AWD69127 AA411621 AA742532 H12451 BE208298 H03612 H12839 N58781 R75957 BF995484 AI240665 
BF989591 B1056086 BG001 590 BF1 07035 

450375 16559 3 BG5707QS B6572749 AW6082B4 H04021 AA151166AW954405M131254 BG056461 W46291 H01532 H04384 H03231 AA852876 H04410 
H59605BE157601AA11375B 

452410 59661 1 AL1S361 9 AI435410 AA622747 AW272464 A1215S34 AI673758 AM76447 A1604128 A1581345 A1026826AI300820AW513621 AA255162AI559724 
AJ493388 AA614641 Al 125754 Al 21 4351 AI567080 A120081 3 AI476629 A1685732 AA602400 AA730140 A1565082 AI263603 A1807095 AA905453 
AA505909 AI204595 A1582930 AJ686077 AA757863 AA7301 54 AA654048 BIB31663 A1734138 AI734130 A1732734 AW043563 AI741 241 AI732741 
BF1 11446 BE677727 AA437369 AA426284 AA433997 AA425820 

406687 0.0 M31126 

421582 13358 1 XD0474NM_003225 X52003M12075B!765761 AVV9501 55 AI571 948 BI760569AA308400AA56831 2 BI761 955/^7595 AA61 4579 AA61^ 
BF747698 BM142326 AA307578 AI925552 AA578674 AA582084 AW009769 AA514776 AA588034 BG271505 AA858276 BM142503 AW050700 
AI307407 AI202532 AA524242 AI909772 A1970839 BG23651 6 AW750216 AA587613 A1909749 AI909751 AI910083 M614539 R55292 AA50741 8 

413808 2905J AJ570199 AI888812 AW857550 AI921557 AW469096 A1925581 AI679986 AW473623 BE841640 BF061 525 AI445703 AI925072 AW8631 88 

AW863076 BE841731 AW863167 BE841390 BE841365 BF374078 BE841760 BE841694 BE841769 AA335110 BE841692 BF374073 AA335204 
BF374079 BE841713 AA335167 BE841584 AW868103 BE841645 BE841765 AI076336 AW857433 BF373831 BE841758 AW86891 1 AW863155 
AW888B47 BE841651 AA335145 BE841670 BF374260 BF374088 BE841661 BE841728 BI335729 BE841739 BE841653 AW863104 AA335201 
AA335143BF9069S5AW867493BE841505BF374250BE841766BF373837AW863191 BE841705AW863154AW868673AW867311 AA335896 
BE841753 AW863407 BE937102 BF374252 BF374247 BF374255 BE841785 AWD29590 AW131278 A1801021 AW058240 AW058400 AW029230 
AW029432 AW130509 AW0291 28 AW130469 AI570155 AI620272 AW029259 AI801 389 A1888662 A1926902 AI801799 AI610344 AI452852 
AW131 174 AI581069 AI225Q28 AI446689 AI923321 AI439430 AI801502 AI679707 AW028944 AI933684 AI801724 A1537779 A1354652 AI470250 
A1536872 A1891 151 AW868019 AW006034 AI702599 AA335192 AA335165 AA335189 AB33725 AW044393 A1888797 BEB41677 BE841681 
AA335141 AW008176 AA335223 Al 888837 AW868622 A1803901 AW005718 A1538062 AI282258 AI580678 AI445803 AM45394 AI868168 
AA335144 AI926349 AA335210 AA334919 AA335163 AA335216 AI678342 BF374135 A1932922 AA335214 AA335109 AI570325 A1452619 AI926109 
A1453488 Al 678606 AW869289 AW86921 1 BE841580 AI679368 A1888882 AI9261 70 BF508305 AW86931 5 AA334926 BE84171 2 AW026584 
AA335200 BE841764 AV730339 AW474979 A1286344 AI445430 AI537612 AA335166 AW868051 A1679133 AI949520 BE841652 A1949532 
BE9371 13 BE841789BE841643 AW130556 BE841761 AW868716 AW868698 BE841669 BE937108AA335158 AA335153 AA335159 AW8674Q4 
AW868692BE841742AW868711 AWB67546 BE841699AA335198AA^^^ 

AW868815 BF373812 BE841657 BE841780 A1440394 AA335215 AA335202 AA335162 AA335160 A1801656 AI578499 BF374019 AW130236 
A1826057 A1572459 A1932773 AA3351 97 AI81 1752 AA335224 AI452592 AA3351 47 AA335149 AA334928 AA335114AA335111 A1567048 
AW029395AI570326BF373838BE841691 BE841776AW863485BF374093AW130376BE841732A1446393AI446781 AW867547 AW029012 
AA335227 AW869307 AW869350 AW868709 AW869407 AW005017 AI679252 AI925523 AW151553 AW863109 AI445917 AI799620 A1921607 
AW00B153 A1520957 AI610520 AI679828 AI888151 AI537839 A1679547 T28354 A1282567 AA335207 R83655 BF906963 AW131 160 AI925625 
AW029396 AW028445 AW008410 AW152586 AW008476 A1801040 AI453669 AI621 200 AA334925 BF374069 BF374075 N53208 BF374246 
AW868723 BE9371 50 AA955002 AW863338 BE841767 
41 5989 10194.1 BC013389 BC017398 AI023543 AA1 91424 AI267700 AI469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF0951 53 
BG285837 AI720344 BF541715 AA355086 AA172236 



TABLE 47C 



Pkey: Unique number corresponding to an Eos probesel 

Ref. Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gl) numbers. "Dunham, et at" refers to the publication entitled "The ONA sequence of 

human chrornosome 22" Dunham, et at (1999) Nature 402:489-495. 
Strand: Indicates DMA strand from which exons were predicted. 



Ntoositlon: 


Indicates nucleotide pa 


sitions of predicted exons. 


Pkey 


Ref 


Strand 


NLposition 


400666 


8118496 


Rus 


17982-18115,20297-20456 


400665 


8118496 


Plus 


16879-17023 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402992 


7767907 


Minus 


42137-42515 



TABLE 48A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unlgene number 

Unigene Title: Unigene gene GDe 

R1: 90th percentile of normal esophagus Als divided by the 90th percentile of esophageal tumor A!s 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


407245 


X90566 


Hs.172004 


tifin 


37.43 


426752 


X69490 


Hs.172004 


fitm 


30.23 


425545 


N98529 


Hs.158295 


Homo sapiens, clone MGG12401, mRNA, com 


23.69 


407013 


U35637 




gb:Human nebufin mRNA, partial cds 


17.09 


400440 


X83957 


Hs.83870 


nebufn 


15.56 


406704 


M21665 


Hs.929 


myosin, heavy polypeptide 7, cardiac mus 


14.21 


428087 


AA100573 


Hs.182421 


troponin C2, fast 


13.03 


417070 


Z19077 


Hs.172004 


liCn 


13.02 


406707 


S73840 


Hs.931 


myosin, heavy polypeptide 2, skeletal mu 


12.61 


405001 


U58196 




tnterteukin enhancer binding factor 1 


1153 


418391 


NMJW3281 


Hs.84673 


troponin I, skeletal slow 


12.46 


418205 


121715 


Hs.83760 


troponin I, skeletal, fast 


12.40 


422633 


X56832 


Hs.118804 


enotase 3, (beta, muscle) 


1121 


400499 






C10001858^I6679124|refjNP.02G759.1l ne 


11.99 


418390 


AF133820 


Hs.64665 


GOn immunoglobulin domain protein (myo 


10.53 


412519 


AA198241 


Hs, 73980 


troponin T1, skeletal, slow 


10.21 


417435 


NMJJ05181 


Hs.82129 


carbonic anhydrase 111. musda specific 


10.14 


413778 


AA09Q235 


Hs.75535 


myosin, GgM polypeptide 2, regulatory, 


10.13 


408493 


BE206854 


Hs.46039 


phosphogrycerate mutase 2 (muscle) 


10.00 


416373 


AA195845 


Hs.73680 


ESTs, Weakly similar to S12658 cysteine- 


9.65 


415672 


N53097 


Hs.193579 


ESTs 


9.57 


409096 


AA194412 


Hs.50550 


sarcomerfc muscle protein 


9.48 
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431360 NM_000427 Hs.251680 lonerin 9.42 

416982 J05401 Hs.80691 creatine kinase, mitochondriai 2 {sarcom a20 

426429 X73114 Hs.169849 myosin-fcnding protein C, slow-type 9.15 

_ 422069 AJ010063 Hs.343603 CSn-cap (telelhonin) a96 

5 409028 AB014513 Hs.49998 Z-tend alternativdy spQced PDZ-mo&f 8.64 

437206 AW975934 Hs.283382 ESTs, Weakty similar to 138344 tilin, ca &48 

421296 NM_002666 Hs.103253 penTrpin a47 

412129 M21984 Hs.73454 troponin T3, skeletal, fast 8.39 

_ 434352 AF129505 Hs.86492 small muscle protsh, X-Onked 8.28 

10 416026 BE379727 Hs.83213 fatty add binding protein 4, adipocyte 7.93 

408591 AF015224 Hs.46452 mammagtobin 1 7.88 

435124 AA725362 Hs.12Q456 ESTs 7.76 

430681 AW969675 Hs^91232 ESTs 7.70 

454229 AW957744 Hs.278469 lacrimal proline rich protein 7.68 

15 424734 AI217685 Hs.96844 ESTs 7.59 

428221 U96781 Hs.183075 ATPase, Ca transporting, cardiac musde, 7.57 

431204 F28841 Ks.250760 cytochrome c oxidase subunit Via porypep 7,41 

443727 Z25389 Hs.18459 ESTs 7.21 

408753 AI337192 Hs.47438 SH3 domam binding glutamic adtktch pr 7.04 

20 413132 NMJ06823 Hs.75209 protein kinase (cAMP-dependent, catalyfl 6.98 

424485 AI685069 Hs.272556 pepiidylarginine deiminase type I 6.93 

403805 Target Exon 6.87 

429997 NkL006789 Hs.227457 apdipoprotein B mRNA editing enzyme, ca 6.72 

_ _ 418532 F00797 Hs.85844 neurotrophic tyrosine kinase, receptor, 6.70 

25 419711 C02621 Hs.159282 ESTs 6.70 

422640 M37984 Hs.1 18845 troponin C slow 6.68 

433839 F35430 Hs.146070 ESTs, Weakty stmBar to ALU1.HUMAN ALU S 6.55 

406703 X13100 Hs.173084 myosin, heavy polypeptide 3, skeletal tnu 6.34 

451621 A1879148 Hs.26770 tatty acid binding protein 7, brain 6.27 

30 446962 A1351421 Hs.279709 musde specific ring finger protein 1 6.20 

411102 AA401295 Hs^3926 triadin 6.17 

411852 AA528140 Hs.107515 ESTs, Weakly similar to T00329 hypotheS 6.15 

454059 NM.003154 Hs.37048 statherin 5.95 

451957 AI796320 Hs.10299 Homo sapiens cDNA FU13545 fis, clone PL 5.85 

35 434360 AW015415 Hs.127780 ESTs 5.57 

420813 X51501 Hs.99949 proiacthvinduced protein 5.52 

417376 AA253314 Hs.154103 UM protein (simflar to rat protein Wna 5.46 

424668 AA216287 Hs.1815 myosin, light polypeptide 3, alkali; ven 5.42 

446523 NMJ03063 Hs.334629 sarcoHpln 5.41 
40 402270 Target Exon 5.25 

437846 AA773866 Hs.244569 esophagus cancer-related gene-2 5.24 
424982 U94777 phosphorytase, glycogen; muscle (McArdle 5.17 

414657 AA424074 Ks.76780 protein phosphatase 1, regulatory (inhib 5.14 
410621 M194329 Hs.172004 tifin 5.10 
45 429134 AA446953 Hs.99004 ESTs 5.06 
436519 AJ278124 Hs.236756 myozenin 5.04 
447023 AA356764 Hs.17109 integral membrane protein 2A 5.03 
427639 AW444530 Ks.105362 Homo sapiens, done MGC: 18257, mRNA, com 5.02 
426451 AI908165 Hs.169946 GATA-Wndlng protein 3 (T-cefi receptor 5.00 
50 433635 AIO74502 Hs.1 34292 hypothetical protein MGC1 2921 4.98 
429892 NMJ03803 Hs.2504 myomesin 1 (skelemin) (185kO) 4.96 
411021 F00055 Hs.172004 tifin 4.95 
416349 X69089 Hs.79227 rnyomesin (M-protein) 2(165kD) 4.93 
424897 D63216 Hs.153684 Wzzled-rdated protein 4.92 
55 408741 AA058357 Ks.74466 carchoembryonk antigerKelaied cell ad 4.92 
428824 W23624 Hs.173059 ESTs 4.78 
418692 AK000268 Hs.87383 hypothetical protein 4.74 
448405 AW772298 Hs.21103 Homo sapiens mRNA; cDNA DKFZp564B076 (fr 4.73 
^ 432306 Y18207 Hs.303090 protein phosphatase 1, regulatory fmhib 4.66 
60 424049 AB014524 Hs.1 38380 WAA0624 protein 4.65 
439609 AW971945 Hs.293236 ESTs 4.65 
433122 AB019391 Hs£8049 ESTs 4.62 
415447 297171 Hs.78454 rrryorilin, trabecular meshwork Inducible 4.59 
415655 W05433 ESTs 4.59 

65 442376 W95588 Hs.1 29982 Horrw sapiens cONARJI 2228 fe, clone MA 4.58 
452308 AI167560 Hs.61297 ESTs 4.57 
418072 F35210 Hs.86507 Human DNA sequence from done RP3-353C17 4.56 
429413 NM.014058 Hs.201877 DESC1 protein 4.53 
423725 AJ403108 Hs.1 321 27 hypothetical protein LOC57822 4.53 
70 438704 AI435060 Hs.32825 ESTs 4.50 
413391 A1223328 Hs.75335 gtydne amirtndransferase (L-er#rane:g 4.49 
430699 AW969847 Hs.292718 ESTs, Weakry similar to RET2JWMAN RETUM 4.48 
419050 NM.000036 Hs.89570 adenosine monophosphate deaminase 1 fso 4.46 
__ 422313 AF045941 Hs.115166 sdelfm 4.43 
75 417045 F01180 Hs.33203Q Homo sapiens ORF1 4.41 
426158 NM_001982 Hs.1 99057 v-erM>2 avian erythroblastic leukemia v 4.39 
435101 AI743156 Hs.131064 ESTs 4.37 
432408 N39127 ESTs. We^ similar to A460 10 X4inked 4.35 

0 _ 439706 AW872527 Hs.59761 ESTs, Wfeafcty similar to DAP1_HUMAN DEATH 4.35 
50 429930 AI580809 Hs.99569 ESTs 4.30 
429624 AA458648 Hs.99476 ESTs, Weakty simflar to 13131848 atphal 4.26 
429454 AL039940 Hs.202949 WAA1 102 protein 4.20 
411000 N40449 Hs.201619 ESTs, Weakly simflar to S38383 SE64B pro 4.11 
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3.57 
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TABLE; 4SQ 



Pkey: Unique Eos probeset kJentifter number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 

407013 2073.7 U35^7M192323AA1W508BG011583F25712AL59682X)BE18 _ 

424982 25362^1 AKD57547 BG181248 AA883756 F25670 AA778128 F27657 F18914 F25171 AA178844 F21556 F25872 F20457 F27617 F36059 F34817 F26967 
F25922 F31278 F34666 F01176 F38333 F01226 F27408 F27130 F28742 F24126 F29B91 AA195955 AA086351 W69291 F25880 F32791 F31311 
F32380 F25216 F19679 F188S6 F29700 F24954 F32741 F30404 F35470 F33989 F33141 F36382 F34118 F17714 AA176345 F24700 AA59094O 
F18617 F16859 F15633 F34675 F16528 F17281 AA086388 F30859 F21852 C02644 F29425 F25286 C03553 F35259 W80691 F16457 F24094 
F16783 AA180319 F28443 F17763 F17448 F00542 AA197179 AA193012 
415655 15499J AJ276240 N70563 F37502 F29200 F27903 F18577 F19683 F20867 Z28857 F30994 F31752 F17375 F1 5601 F17543 F1 741 1 
432408 2061J8 AV724258 AA247153 BF736219 BF513744 AW058048 A1082691 AA865520 N391 27 AV724549 F20776 AA249747 AW970392 AA535433 F36954 
F33894 

409702 38388,1 AK056951 AK026458 81439120 BM021106 F30243 BM055214 BM054962 BM069867 F37401 AA563621 AI752243 AI 72077 3 AI933014 £189j* 

F35317 F35258 F27772 H39537 AW445222 F 1940S H28557 F30608 F31797 F30980 BF837737 BF837688 AL551046 BI758668 BI765033 BI837440 
BE392882 K438801 AI093511 AJ752244 AJ7B4111 BG490221 BF338840 BF338974 BG896472AL576843 AW966769 F25388 F37436 H28558 
A1025548 AA782333 F3C929 F36002 F21229 AI720539 AA7 19449 F 21 231 F18924 AA625886 F30774 F27704 F3141 1 F31127 F33381 P36153 
F31793 F31138 F31966 F33901 AA298244 BI757347 AI810201 AI692843 F29441 H51409 F21804 AW973249 F18440 F17572 F32499 AA327152 
AA534140 A1188088 F18893 F23382 AA010888 F18143 Z28500 H27651 A1720790 F22425 H13178 H28677 F21098 F37777 F21466 
F2342D AL574723 R75610 F34035 F17845 F18560 F25902 R791 17 F35534 F15713 AJ612800 F16563 F15645 F33609 F29995 BG939623 F17385 
F17384 F18660 F17922 F15523 AI093253 F18359 F31452 F00232 AJ583430 BM021353 AA284108 H27650 H29935 BE708208 AA010737 H51451 
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219399 AI578418 AI952535 F17265 F17826 F37939 F35639 F17367 W75962 R70189 228755 R72105 AA335915 R75700 R79116 W72887 
AI581552 R71403 F23388 C03913 BI756149 BI116109 BF790727 AL553994 R82966 W47487 AA455065 AW984508 BE708220 BG490537 W47419 



TABLE 48C 

Pkey: Unique number corresponding to an Eos probeset 

Ref : Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. Dunham, et al." refers to the publication entitled 'The ONA sequence of 

human chromosome 22" Dunham, et at. (1999) Nahjre 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiUon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposSton 


405001 


6015406 


Minus 


104646-104819 


400499 


9796071 


Minus 


148495-148806 


403805 


8140491 


Minus 


51483-51742,53429-53511 


402270 


3108020 


Rus 


117656-117822 


404270 


9828129 


Minus 


3649-3750.4161-4306.5962-6049.684W955 



Table 49A. 1562 genes upregulaled in lung cancer relative to normal body tissues 

Table 49A shows 1562 genes unregulated in lung cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, or 
antibodies. These genes were selected from 59680 probesets on the Eos/Aflymetrix Hu03 GenecWp array. Gene expression data for each probeset obtained from this analysis was 
expressed as average intensity (Al). a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain, 7tm. 
phosphatase, or ^transporter). Certain predicted protein domains are noted. 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

PredProtDcmains: Certain predicted protein domains. Abbreviations used: TM, trarcmembrane domain; SS. signal sequence; =Y, very Ifcety to contain; =M, likely to contain; other 

protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276*280). 
UniGene Title: UniGene gene title 

90th percentile of fung tumor Ab divided by the 50th percentile of normal tissue Als, where the 15th percentile of normal tissue Ais was subtracted from the 
numerator and denominator. 



R1 



Pkey; ExAccn: UnigenelD; Unigene Title; PreAProlDorains; R1 

421 502; AF1 1 1 856; Hs.105039; solute earner family 34 (sodium phosphate), member 2; Ribosomal L20,Na PLcotrans;TM=Y;; 24.06 
439335; AA742697; Hs.62492; ESTs, WeaHy similar to B39066 profine-rich protein 1 5 - rat IRjiorvegicus); none;SS=M; 21 .70 
406621; X57809: Hs.181 125; Immunoglobulin lambda locus; ig,HSP70.Ppx-GppA;TM=M;; 19.36 
421341; AJ243212; Hs.279611; deleted in malignant brain tumors 1; zonaj>e]IuckJa,CUB,SRCR;SS=M; 16.99 
452304; AA025386; Hs.61311; ESTs, Weakly similar to S10590 cysteine proteinase (Ksapfensl; none.none; 16.67 
429259; AA420450; rte.292911;ESTs,rfi^sin^aitoS60712band^tein[H^ns^ none,none; 16.50 
454034; NM_000691; Hs.575; aldehyde dehydrogenase 3 family, member Al; atdedh;; 1&24 
408000; L1 1690; Hs.620; bullous pemphigoid antigen 1 (230/240kD); emand,sr^,GAS2,SH3,Recta^ 
14.75 

421798; N74880; Hs.29877; f^acylsphingosine amidohydrotase (add cerarnJdaseHike; SAPA.Surfactant_0,none; 14.18 

Mf* 72527 * H8.59761; ESTs, Weakly similar to OAP1.HUMAN DEATH-ASSOCIATED PROTEIN 1 [risaptensl; none.none; 1*94 
431846; BE019924; Hs.271580; uroplatdn 1B; rjBnsmembrane4;TM=Y;SS=M; 13.54 
417079; U65590; Hs.81 134; Interteukin 1 receptor antagonist IL1;SS=M; 12.97 

tISS SSSS^ 1 ^'?^ 7131 ESTs ' W8aWy sNlarto S64054 tWtte^ protein YGL050w - yeast (Saoharornyces cerevisiae) (S-cerevisiaej; <*8agen;TM=M;SS=M; 12.92 

408243; Y00787; Hs.624; interteukin 8; HLHPAS,tL8;TM=M;; 12.76 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Folate_rec,MIP;TM=M;SS=M; 12.50 

414809; AI434699; fe.77356; transfem'n recep^ 12.12 

436553; AW407157; Hs.181125;inuTiunogiobuIin lambda locus; ^,HSP70,Ppx-GppA;TM=M^ 1Z00 

418738; AW388833; Hs.6682; solute carrier family 7, (catfonte amino acid transporter, y system) member 1 1; none, none; 1 1.99 

419693; AA133749; Hs.301350; FXYD doman-containing ton transport regulator 3; ATP1G1 PWLMAT8;TM=Y;SS=M; 1 1.88 

417866; AW067903; Hs.82772;anagen.typeXl.at#a1;a 11.38 

414998; NM.002543; Hs.77729; oxidised tow density fipepratein (fecBMB®) receptor 1; tecfin_c;TM=Y;SS=M; 1 1.21 

428970; BE276891; Hs.194691; retinofc acid Induced 3; 7tm 3;TM=Y;SS=M; 11.08 

41 8004; U37519; Hs.87539; atdshyde dehydrogenase 3 family, member B2; atdedh;TM=M;SS=M; 1 1.01 

425397; J040B8; Hs. 156346; topoisomerase (DNA) II alpha (170kD); ONA»gyraseB.DNAJopc^,HATte 10.69 

418478; U38945; Hs.1 174; cydin-dependent kinase inhibitor 2A (melanoma, p16, InhibQs COK4); anlq; 10.65 

439223; AW238299; Hs.250618; UL16 binding protein 2; ULrecepUPKD,MHCJ;TM=M;SS=Y; 10.52 

^P^iS advan JS d Qtyccsylation end producfepedfic recepta; rujmeobax/cyttransferase^ 10.47 
451558; NM.001089; Hs.26630; ATP-blnding cassettB, sub-family A (ABC1), member 3; ABC tran,SRP54;TM=Y;SS=M; 10.33 
443426; AF098158; Hs.9329; chromosome 2) open reading frame 1; none;TM=ftfc 10.21 
452747; BE153855; Hs.61460; Ig superfamily receptor LNIR; Ig.Rhabd _glycop;TM=Y;SS=M; 1tt14 
417389; BE260964; Hs.82045; midkine (neurite growth-promofing factor 2); PTN_MK;TM=M;SS=Y; 10,13 
433091; Y12642; Hs.3185; rymphocyte anSgen 6 complex, locus D. UPAR^LY6,toxm,Actrvin jecp;TM=M;SS=Y; 10.12 
454098; W27953; Hs.29291 1; ESTs, Highly similar to S60712 liatwf^rotein (Rsaptensl; none.none; 10.05 
4 1 481 X X72755; Hs.77367; monokine Induced by gamma interferon; IL8;TM=M;SS=Y; 9.98 
430832; AKJ73913; Hs.100686; ESTs. WeaWy similar to JE0350 Anterior gradient-2 [risaptensl; noncnone; 9.79 
422310; AA316622; Hs.98370; cytochrome P450, subtamDy IIS, polypeptide 1; none^dnase,m3,ig; 9.60 
414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;; 9.54 
439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAA^VBC_tran,CoaE;TM=M;; 9.52 
430280; AA361258; Hs.237868; Interteukin 7 receptor; fnS^cne; 9.48 
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423217; NMJBQ094; Hs.1640; collagen, type V8. a!pha 1 {epidermolysis bullosa dystrophic, dominanl and recessive); Kuni(z w BPTI,fra,vwa,CoIagen,bela^actamase;TM=M;SS-M; 
9.44 

41 8882; MKU04995; Hs.89433; ATP-bindfog cassette, sub-family C (CFTR/MRP), member 1; ABC_membrane^BC_bran;TM=Y;SS=M; 9.32 

435472; AW972330; Hs.283022; triggering receptor expressed on myetoid cells 1; ig;TM=M,SS=M; 9,26 

447343; AA256641; Hs.236894; ESTs. Highly similar to S02392 8fpha-2-macrog1obuIin receptor precursor (rUapiensl; none.none; 9.18 

41 9508; AW997938; Hs.90786; ATP-oinding cassette, suWamily C (CFTR/MRP), member 3; ABC_tran,ABC_membrane;TM=Y;SS=M; 9.06 

441384; AA447849; Hs.288660; Homo sapiens cDNA RJ22182 fis. done HRC00953; 7tm_3,none; 8.98 

446292; AF081497; Hs.279682; Rh type C glycoprotein; Ammonrurrufransp ( FecCD;TM=Y;SS=M; 8.74 

436972; AA284679; Hs.25640; daudin 3; PMP22_Ctaudin;TrVNY;SS=M; 8.71 

42181 7; AF146074; Hs.108660; ATP-binding cassette, sub-family C (CFTR/MRP), member 5; FasdcHn.ABCJran^BCjiier^ 8.71 

423354; AB01 1130; Hs.127436; cafcturn channel voltage-dependent alpha 2/deUasubunit 2; vwa,Cache;TM=Mn 8.66 

439606; W79123; Hs.5B561; G proteirwoupted receptor 87; 7tm_1;TM=Y;SS=M; a63 

438091; AW373082; ; nuclear receptor subfamily 1, group i, member 3; hormon8_rec^f-C4 t none; a60 

421506; BE302796; Hs.105097; thymidine kinase 1, soluble; TK;TM=M;; 8.57 

413278; 8E563085; Ks.833; interferon-stimutated protein. 15 kDa; ubiqdtin;SS=W; 8.56 

408908; BE296227; Hs.250822; serineAhreonine kinase 15; pkin3se;SS=M; 8.52 

414774; X02419; Hs.77274; plasminogen activator, urokinase; lv!i^ t trypstn 1 planLtrUoruns;SS=M; 8.49 

430630; AW269920; Hs.2621; cystatin A (stefin A); cystafin;TM=M;; a42 

413011; AW068115; Hs.B21; biglycan; LRR,IRRNT;SS=M; 8.40 

446291; BE397753; Hs.14623; interferon, garmria-induclble protein 30; GILT;TM=M;SS»Y; 8.39 

41 1 089; AA456454; ; cell division cycle 2-!ike 1 (PITSLRE proteins); none.none; 8.37 

422765; AW409701; Hs.1578; bacutovtra) (AP repeat-containing 5 (survivtn); BIR;TM=M;; 8.34 

453922; AF053306; Hs.36708; budding uninhibited by benzimidazoles 1 (yeast homolog), beta; none;SS=M; 8.25 

449019; AI949095; Hs.67776; ESTs, Weakly simBar to T22341 hypothetical protein F47B8.5 - Caenorhabditis elegans IC.elegans]; none.none; 8.24 
409799; 011928; Hs.76845; phosphoserine phosphatase-like; Hydralase;TM=M;; 8.22 
416819; U77735; Hs.80205; plm-2 oncogene; pkinase;SS=M; 8.19 
451541; BE279383; Hs.26557; plakophilin 3; Armadillo seg;TM=Mr. ai6 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromosomes 4, yeasQ-like 1; ABCjranM$MC_N,SMC_C l DUF164 l none; 8.16 
429002; AW248439; Hs.2340; junction plakogtobin; Armadillo.seg;TM=Mn 8.14 
445033; AV652402; Hs.72901; mucin 13. epithelial transmembrane; ante ai4 
421757; Z20897; Hs.296259; paraoxonase 3; Arytesterase;SS=Y; 8.10 

414821; M53835; Hs.77424; Fc fragment of tgG, high affinity la. receptor for (CD64); ig;TM=Y;SS=M; a03 
439285; AL133916; ; hypothetical protein FU20093; lg,pldnase,LRR,LRWJT,LRRCT,none; 7.97 

439738; BE246502; Hs.9598; sema domain. IrnrnunoglobuHn domain (Ig). transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4B; SemaPSI ,lntegrin_B;TM=Y;; 
7.86 

424905; NM.0Q2497; Hs.153704; NIMA (never in mitosis gene a^related kinase 2; pWnase;TM=M;; 7.85 
424779; AL046851; Hs.153053; CD37 antigen; trartsmernbrane4;TM=Y;SS=M; 7.85 

409340; BE174629; Hs.321130; hypothetical protein MGC2771; aajjermeases.pyridoxalJeC 1 bromc4omain,PHD.MBD^TjM 
7.84 

415323; BE269352; Hs.949; neutrophil cytosolic factor 2 (65kO, chronic granulomatous disease, autosomal 2); SH3.TPR;TM=M;; 7.73 

427337; Z46223; Hs.176663; Fc fragmentof IgG. tow affinity Utb. receptor for (CD16); fg;TM=Y;SS=M; 7.72 

430378; Z29572; Hs.2556; tumor necrosis factor receptor superfampy, member 17; IL2;SS=M; 7.71 

451253; H48299; Hs.26126;claudin 10; PMP2^_aaudin,Peptidase_M1,K„tetra;Tl^Y;SS=t*, 7.70 

435575; AF213457; Hs.44234; triggering receptor expressed on myeloid celts 2; ig;TW=Y;SS=M; 7.70 

427747; AW41 1425; Hs.180655; seruie/threonine kinase 12; pWnase;TM=M;; 7.70 

426251; M24283; Hs.168383; intercellular adhesion molecule 1 (CD54), human rhinovirus receptor; lg,ICAM_N;TM=M;$S=M; 7.67 
422282; AF019225; Hs.1 14309; apoprotein U Mot\.ExbB;TM=Y;SS=M; 7.64 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kinase 4 mRNA, 3 untranslated region, parual sequence; SAMJ>NT,none; 7.54 
424008; RD2740; Hs.137555; putative chemokfne receptor; GTP-bmding protein; 7tmJ;TM=Y;SS=M; 7.52 

418322; AA284166; Hs.84113; cydin^ependent kinase inhibitor 3 (CDK2-associaied dual specificity phosphatase); Y_phosphatase t DSPc;TM=M^ 7.46 

421071; AI31 1238; Hs.1 04476; ESTs, Weakly similar to CGHU1E collagen alpha 1(Xi) chain precursor [KLsapiens]; none;TM=Y;SS=M; 7.40 

421481; AW391 972; Hs.104695; KIAA1324 protein; none;TM=M;SS=M; 7.39 

438089; W05391; ; nuclear receptor subfamily 1, group I, member 3; to>rrnonejec;tf£4,none; 7.38 

428484; AF1 04032; Hs.1 84601 ; solute carrier family 7 (caDonic amino acid transporter, y system), member 5; 

aajemTeases.pyrldoxaLdeC.brornodomaln.PHD.^ 
448988; Y09763; Hs.22785; garruna-aminobutyric add (GABA) A receptor, epsllon; Neur_charuLBD l Neur.chanjnemb;TM=Y;SS=M; 7.36 
416178; AJ808527; Hs.192822; serologically defined breast cancer anfigen NY-BR-81; none;TM=M;; 7.31 
418506; AA084248; Hs.85339; G proteirwoupted receptor 39; none,none; 7.25 
441553; AA281219; Hs.121296; ESTs; none.FG-GAP^ntegriiLA; 7.25 
422311; AF073515; Hs.114948; cytokine receptor-like factor 1; m3;TM=M;; 7.21 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-type, Z polypeptide 1; fn3.Yjtephatase.caro_anhydrase;TM=Y;SS=M; 7.20 

43B746; A1885815; Hs.184727; Human melanorna-asscciated antigen p97 (rnelanctransfemn) mRNA. 3' flank; transferrin.Guanylate_kin,PDZ.SH3; 7.20 

412723; AA648459; Hs.335951 ; hypothetical protein AF301222; rione;TM=M;; 7.14 

418203; X54942; Hs.83758; CDC28 protein kinase 2; CKS;; 7.14 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 7.12 

418462; BE001596; Hs.85266; (ntegrin, beta 4; m3,lntegrtrLB.C8lx*eta.EGF;TM=M;SS=M; 7.08 

420344; BE463721; Hs.97101; putative G protein-coupled receptor; Methyllransf.5;TM=Y;SS=M; 7.02 

428450; NM_014791; Hs.184339; KIAA0175 gene product; KA1,pkinase;TM=Mn 7.00 

449230; BE61334B; Hs.21 1579; melanoma ceB adhesion molecule; roJsoali.Ribc5omaLL6 1 F-box;TM=Y;SS=M; 6.98 

439237; AW408158; Hs.318893; ESTs, Weakly simBar to A47582 &<*n growth factor precursor [Rsapjensfc Furin^pkinase,Recep_L w daTiain.YLP 1 none; 6.97 

421508; NMJXJ4833; Hs.105115; absent In melanoma 2; PAAD DAPlN.HiN;TM=Mr, 6.96 

410342; R31 350; Hs.743: Fc fragment of IgE, high affinity I, receptor ton gamma polypeptide; ITAM;TM=Y;SS=M; 6.93 

428479; Y00272; Hs.334552; cell division cycle 2, G1 to S and G2to M; pkinase.lCE_p10 l IC6_p20;TM=M;SS=M; 6.93 

421532; AW138207; Hs.146170; hypothetical protein FU22969; Arrnadfflo^seg^EAT;TM=M;; 6.91 

451035; AU076785; Hs.430; piastin 1 (I isoform); emand,CH,AdapGn_N;SS=M; a86 

432407; AA221036; ; gbzrfBf 1 Zrl Stratagene NT2 neuronal precursor 937230 Homo sapiens cDNA clone 5* similar to SW:POL_BAEVM P10272 POL POLYPROTEIN ;. mRNA 

sequence; DEADMcasej;,nTn.Ndr,(^Jmc^ 

beta,DUF139 1 TPaDSPc.tspJ l Ribosomal_S21,fvp;TM=M;; 6.84 
442599; AF078037; Hs.324051; RelA-assodated inhibitor; SH3,ank;TM=M^ E77 
448243; AW369771; Hs.52520; Integrin, beta 8; lntegrin_B.none; a76 

427557; NM - 002659; Hs.179657; plasminogen activator, urokinase receptor. UPAR_LY6.ET.PlA^inh;SS=M; &75 

418054; NM„002318; Hs.83354; lysyt oxidase-like 2; SRCaLysyLoxklase;TM=M;SS=M; 6.74 

426440; BE382756; Hs.1 69902; solute carrier family 2 (facilitated glucose transporter), member 1; sugar_tr;TM=Y;SS=M; 6.73 
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430397; AI924533; Hs.105607; bicarbonate transporter related protein 1; HC03_cotransp;TM=Y;; 6.71 
449523; NM.000579; Hs.54443; chemokine (C-C motif) receptor 5; 7tm_1;TM=Y;SS=M; 6,71 

431630; NMJJ02204; Hs.265829; irtegrin, alpha 3 (antigen C049C, alpha 3 subunit of VLA-3 receptor); FG-GAP,Rhabdjlycop4ntegrm J A;TM=Y;SS=M; 6.70 

410434; AF051152; Hs.63568; tolWta receptor 2; LRR.LRRCT.TI R;TM=M;SS=M; 6.69 

424925; KM 002432; Hs.153837; myeloid cell nuclear differenfiafion antigen; PAAO.DAPtN.HiNn 6.69 

431890; X17033; Hs.271986; integrin. alpha 2 (C049B. alpha 2 subunit of VLA-2 receptor); vvyajntegrinJ^FG-GAP;TM=Y;SS=M; 6.65 
428157; AI738719; Hs.1 98427; hexokinase 2; texoicinase.hexokinase2.none; 6.64 
430770; AA765694; Hs.123296; ESTs; none.none; 6.63 

412270; ACC05262; Hs.73797; guanine nucteofide binding protein (G protein), alpha 15 (Gq class); G-alphaMTM=M;; 6.59 

439750; AL359053; Hs.57664; Homo sapiens mRNA nil length insert cDNA clone EUROIMAGE 2005735; lMPDH_C,lMPDK.N,CBS.lntegrin_B r RIcin_B_lecim; 6,59 

427700; AA262294; Hs.180383; dual specificity phosphatase 6; Rhodanese,DSPc;TM=M;; 6.59 

413048; M93221; Hs.75182; mannose receptor, C type 1; fn2Jectin.c,Ricin^lecfin^TM=Y;SS=M; 6.58 

429345; R11141; Hs.199695; hypothetical protein; KJetra,SAM; 6.58 

416110; Z42262; Hs.322844; hypothetical protein DKFZpS64A176; Serna,PSI ) TlGjntegriruB;TM=Y;SS=M; 6.58 
418883; BE387036; Ks.121 1 ; add phosphatase 5, tartrate resistant; MetaBophcs;TM=M;SS=M; 657 

426746; J03626; Hs.2057; uridine monophosphate synthetase (orotate phosphoribosyl transferase and orotidtne-5 , <decarboxylase): Pribosyltran,OMPdecase;TM=M;; 6.57 
402260; ; ; NM.001436*:Homo sapiens fMarin (FBL), mRNA. transcript) (F8A), mRNA.; pkirase.FibriDarin.none; 6.56 

456373; BE247706; Hs.89751; membrane-spanning domains, subfamily A, member 2 {Fc fragment of IgE. high affinity I. receptor for; beta polypeptide); none;TM=Y;; 6.53 
444006; BE395085; Hs.10086; type I transmembrane protein Fn14; idjecepLa,PKD,MHCJ;TM=M;SS=Y; 6.53 

41 1027; AF072099; Hs.67846; leukocyte immunoglobulin-llke receptor, subfamily 8 (with TM and JTIM domains), member 4; inositoi_P,ig;TM=M;; 6.52 
435523; T62849; Hs.1 1090; membrane-spanning 4-domams. subfamily A, member 7; none;TM=Y;SS=M; 6.52 
432920; U37689; Hs.3128; polymerase (RMA) II (DNA directed) polypeptide H; none;TM=M;; 6.48 
412773; H15785; Hs.74573; simitar to vaccinia virus Hindlll K4L ORF; PLDc;TM=M;; 6.48 

. 409208; Y00093; Hs.51077; integrin, alpha X(anfigen CD11C (p150), alpha polypeptide); vwa,FG-GAP l integrirL^vwa,integrin - A.FG-GAP; 6.43 
424441; X14850; Hs.147097; H2A histone family, member X; Mstone,C8FD_NFYB..HMF;; 6.43 
416918; X07871; Hs.89476; CD2 antigen (p50). sheep red blood cell receptor; fg;TM=Y;SS=M; 6.41 

413219; AA878200; Hs.118727; Homo sapiens cDNA FU 13692 fis, clone PLACE20001 03; HLH,deam,TNFfU6.Acyt-CoAJiydro; 6.41 

429170; NM_001394; Hs.2359; dual specificity phosphatase* Rhodanese.DSPc,Yj)r^phatase,RibosomaLS3_r^TM=M;; 6.39 

453914; NMJJ00507; Hs.574; fructose-l.^tsphosphatase 1; FBPase;TM=M;; 6.37 

424273; W40460; Hs.144442; phospholipase A2, group X: phosfip;TM=M;SS=Y; 6.37 

428385; AF 112213; Hs.1 84062; putative RabSinteracting protein; SH2,SH3;SS=M; 6.36 

432636; AA340864; Hs.278562; claudin 7; PMP22_aaudin;TM=Y;SS=M; 6.34 

409430; R21945; Hs.346735; splicing factor, arginine/serine-rich 5; DSPe,Rhodanese,none; 6.34 

451734; NM-006176; Hs.26944; neurogranin (protein kinase C substrate, RC3); IQ,7tmJ;TM=M;; 6.34 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding protein; none;TM=M;SS=Y; 6.34 

401027; ; ; Target Exon; none,none; 6.26 

418299; AA279530; Hs.83968; integrin, beta 2 {antigen C018 (p95), lymphocyte furriiorvassociated antigen 1; macrophage antigen 1 (mac-1) beta subunit); 

tntegrin_B.EGF,PSI;TM=Y;SSsM; 6.22 
429732; U20158; Hs.2488; lymphocyte (*tosotic protein 2 (SH2 domain-containing leukocyte protein of 76kD); SH2;SS=M; 6.21 
4081 1 3; T82427; Hs.194101 ; Homo sapiens cDNA: FU20869 fis, dona ADKA02377; 7tmJ,none; 6.20 

408771; AW732573; Hs.47584; potassium voltage-gated channel, delayed-rectifier, subfamily S, member 3; efhand.ton_trans.KJetra.none; 6.19 
456534; X91 195; Hs.100623; phospholipase C, beta 3, neighbor pseudogene; UM,PDZ,pkJnase;SS=M; 6.18 
408482; NMJXXJ676; Hs.45743; adenosine A2b receptor. 7trnJ;TM=Y;SS=M; 6.17 
426427; M86699; Hs.169840; TTK protein kinase; pkinase;; &17 
445019; AI205540; Hs.281295; ESTs; none,none; 6.16 

438552; AJ245620; Hs.6314; type I transmembrane receptor (seizure-related protein); none»none; 6.16 

414907; X90725; Hs.77597; polo (DrosophiaHike kinase; R^malJ.37ae,pWmBe,POLOJw^ 6.14 

425322; U63630; Hs.155637; protein kinase, DNA-adivated, catalytic potypepfide; PI3_PWJdnase,FAT,FATC;TM=M- 6.13 

417421; AL138201; Hs.82120; nuclear receptor subfamily 4, group A, member 2; hormon8_rec,rf-C4;SS=M; 6.13 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;SS=M; 6.12 

422278; AF072873; Hs.114218; frizzled (DrosophDa) homolog 6; Fz,Frizzled,7tm_2;TM=Y:SS=M; &12 

427490; 295152; Hs.178895; mitcgen-activated protein kinase 13; pkinase;TM=M;; 6.12 

421445; AA913059; Hs.104433; Homo sapiens, clone 1MAGE4054868, mRNA; torLtrans,K_tetra,asp; &11 

444143; AW747996; Hs.1 60999; ESTs. Moderately similar to A56194 thromboxane A-2 receptor, endothelial {Ksapienst Bcl-2,none; 6.10 

423887; AL080207; Hs.134585; DKF2P434G232 protein; ABC tran;TM=Y;; 6.10 

409636; AA305729; Hs.1 827 2; amino add transporter system A1; AaJrans;TM=Y;; 6.09 

41 1020; NM.006770; Hs.67726; macrophage receptor with collagenous structure; SRCRCollagen;TM=Y;SS=M; 6.09 

425354; U62027; Hs.155935; complemen! component 3a receptor 1; 7tm J;TM=Y;SS=M; 6.08 

439963, AW247529; Hs.6793; platelet-acfivating factor acetythydralase, isotoim lb, gamma subunit (29kD); PAF-AH Jb,Upase J3DSl;TM=M;; 6.07 
421753; BE314828; Hs.10791 1; ATP-bindmg cassette, suWamSy B (MORTTAP), member 6; ABCjran,ABCjnembrane;TM=Y;SS=M; 6.07 
406908; Z25437; ; gbiH.sapiens protein-tyrosine kinase gene, complete COS.; none.none; 6.07 
425849; AJ000512; Hs.296323; semrrJgtucccorticokl regulated kinase; pkinase,pkinase_C;TM=M;SS=M; 6.06 

452363; AI582743; Hs.94953; Homo sapiens, Similar to complement component 1, q subcomponent, c polypeptide, done MGG17279, mRNA, complete cds; C1q,Co0agen;SS=M; 
6.05 

414883; AA926960; ; COC28 protein kinase 1; CKSn 6.05 

414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD,netee_C.rm*Ndr.Cy^^ 

beta.DUF139,TPR.DSPc,tspJ,Ribosomal^S21 jvp;TM=M;; 6.03 
452888; AW955454; Hs.30942; ephrin-82; Ephrm,m2;TM==Y;$S=M; 6.03 
448782; AL050295; Hs.22039; KIAA0758 protein; 7tmJ!Jg,GPS,SEA;TM=Y» 6.03 
449101; AA205847; Hs.23016; G protein-coupled receptor; 7tmJ;TM=Y;S$=M; a01 
445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.00 
424381; AA285249; Hs.146329; protein kinase Chk2; pWnase,FHA.DnaJ;TM=Kfc 6.00 
420162; BE378432; Hs.95577; cycRn-de pendent kinase 4; pWrtase;TM=M;; 5.99 
439310; AF086120; Hs.102793; ESTs; caseinJtappa,pkinasejg,none; 5.97 
414972; BE263782; Hs.77695; WAA0008 gene product; GKAP;TM=M;; 5J7 
425976; C75094; Hs.334514; NG22 protein; voIiageJ3.C;TM=Y;SS=M; 5.94 

444946; AW139205; Hs.1 56457; hypothetical protein FU22408; ab^ydrolasQ,abhydfd3se_2;TM=Y;SS=M; 5.93 
41 1263; BE297802; Hs.69360; kinesin-Rke 6 {mitotic centrornere-associated Wnesin); kinesin;TM=M;; 5.93 
421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 5t92 

426761; AI015709; Hs.1 72089; Homo sapiens mRNA; cDNA DKFZp586i2022 (from done OKFZp586l2022); none;TM=Y;SS=M; 5.92 

407792; AI077715; Hs.39384; putafive secreted Bgand tomotogous to ft>1; none;TM=M;SS=Y; 5,91 

428771; AB028992; Hs.193143; WAA1069 protein; C2WlJC-Y,R-PLC-X;TM=Mn 5.91 

438564; AA 38 1553; Hs.1 98253; major r&tocompaucOity complex. dassllDQ alpha 1; tg,MHCJLalpha.none; 5.91 
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44000S; AK000517; Hs.6844; hypothetical protein FU20510; AAA.KB^RC,PAAD_DAPIN;NA,NA; 5.90 

449027; AJ271216; Hs.22880; dipeptkJytpep&lase ID; PepQdase_M49,EGF,ig,Keiiregu!m;TM=M;; 5.90 

408790; AW580227; Hs.47860; neurotrophic tyrosine kinase, receptor, type Z jg,pWnase,tWLRRNT.LRRCT;TM=Y;SS=M; 5,89 

4131 86; AU077141 ; Hs JS231 ; solute canter family 16 {ronocarboxyfic acid transporters), member 1; sugar Jr;TM=Y;SS=M; 5.89 

430696; AA531276; Hs.59509; ESTs; pWnase,PP2Cjwne; 5.88 

422609:246023; Hs.118721; slaOdase 1 (lysosomal siaMase); BNRSH2,SH3,pkinase;TM=Y;SS=^ 5.88 

425367; BE271188; Hs. 155975; protein tyrosine phosphatase, receptor type, C-assodated protein; none;TM=M;SS=Y; 5.88 

429619; AL1 20751; Hs.21 1568; eukaryouc translation initiation factor 4 gamma, 1; none.none; 5.86 

437429; H79981; Hs.5613; Homo sapiens mRNA; cDNA DKF2p564E2222 (from clone DKFZp564E2222); SH2.SH3.BTB; 5.86 

436576; A145B213; Hs.77542; ESTs; 7tmJ,DnaJ; 5.85 

429663; M68874; Hs.21 1587; phosphdipase A2, group iVA (cytoscfc, calcium-dependent}; C2.PLA2_B;TM=M;; 5.85 
419981; AA897581; Hs.128773; ESTs; pJdnase,DA{^PE-bind,oWnase_C,OPanone; 5.83 

428953; AA30661 0; Hs.348183; tumor necrosis factor receptor superfamily, member 6b, decoy; 60sjibcsomal,RibosomaLL10,TNFRjc6 ( DEAD^ 553 
414806; 014694; Hs.77329; phosphatidytserine synthase 1; PSS;TM=Y;SS=M; 5.82 
451320; AW118072; ; diacytpjycerol kinase, zeta{104kD); none;TM=Mn 582 
400991; ; ; Target Exon; Armadillo sag Jectin_c, none; 5.61 

456906; AF117646; Hs.156637; Cas-Br-M (murine) ectropic retroviral trartfoming sequence c; zMaHC4 l Cbl_N,CbLN2 i a!_N3;TM=M;; 5.81 
434263; N34895; Hs.44648; ESTs; ig,none; 5.81 

428293; BE250944; Hs.183556; solute carrier ferrfly 1 (neutral amino acid transporter), member 5; elF6,SDF;TM=M;; 578 
421959; AW751497; Hs.98370; cytochrome P450, subfamily IIS, polypeptide 1; p450;TM=Y;SS=M; 5.78 
449539; W80363; Hs.58446; ESTs; pJtee,Furirake 1 Recep_l_doma]n^one; 5.77 
409012; AL117435; Hs.49725; DKF2P434I21 6 protein; PH,RhoGEF;TM=M;SS=M; 5.77 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (glycosylated hibiimg factor); MIF.sugarJr.none; 5.75 
409533; AW969543; Hs.21291; mitogen-activated protein kinase kinase kinase 13; PeptMase_C4B,none; 5.73 
457001; J03258; Hs.2062; vitamin D (U5> rfihydroxyvitamln 03) receptor; rrorrnone_r^,zf-C4,Metailolh'io„5;TM=M;; 5.73 
416084; L16991; Hs.79006; deoxylhymidylate Wnase (thymldylate kinase); none^one; 5.72 

448569; BE382657; Hs.21486; signal transducer and activator of transcription 1. 91kD; SH2,STAT,STAT_bind,STAT_prot;TM=M;; 5.72 
452295; BE379936; Hs.28B66; programmed cell death 10; serpin.none; 5.72 

448775; AB025237; Hs.388; nudix (nucleoside diphosphate Bnked moiety XHype motif 1; NUDIX;TM=M;SS=M; 5.72 

448733; NMJJ05629; Hs.187958; solute carrier farnily 6 (neurotransmitter transporter, creatine), member 8; SNF;TM=Y;; 5.71 

417015; M83772; Hs.80876; flavin containing monooxygenase 3; FMO-Tike,pyr_redox;TM=Y;SS=M; 5.69 

453323; AF034102; Hs.32951; solute carrier family 29 (nucleoside transporters) , member Z Nucleoside Jran;TM=Y;SS=M; 5.69 

410290; AA402307; Hs.322844; hypothetical protein DKF2p564A176; Sema,PSI,TIG,integrin_B;TM=Y;SS=M: 5.69 

412182; AA205588; Hs.155160; Splicing factor, arginlnefeerine-rich, 46kD; rrm,honrwnej'ec,2f-C4^ugar_tr;; 5.69 

418526; BE01902Q; Hs.85838; sdute carrier family 16 (tronocarboxyijc acid uansporters), member 3; none;TM=Y;SS=M; 5.66 

447250; AI878909; Hs.17883; protein phosphatase 1G (formerly 2C), rnagneslum-dependent, gamma isoform; PP2QTM=Mn 5.65 

438113; AI467908; Hs.8882; ESTs; 7trn_1,none; 5.65 

421391; AW304350; Hs. 1 91 958; immurtogtobufin superfamily receptor translocation associated Z Ig.none; 5.64 
417115; AW952792; Hs.334612; small nuclear noonucteoprotein polypeptide E; Sm.pkinase;; 5.64 

406137; ; ; NM_000179*^omo sapiens rnutS (E. coH) homotog 6 (MSH6), mRNA. VERSION NNL00017ai Q; MulS_C,PWWP,MutS_N;TM=M;; 5.63 

421917; AB028943; Hs.109445; WAA1020 protein; BTB^C2H2,PI3_Pl4Jdnase t PI3Ka;TM=Mr 5.62 

445873; AA250970; Hs.251946; pory(AH>indlng protein, cytoplasmic 1-fike; PABP l rrm,pkinase.14-3-3; 5.62 

447365; BE383676; Hs.334; Rho guanhta nucteofide exchange factor (GEF) 5; SH3,PH.RhoGEF;TM=M; 5.61 

446872; X97058; Ks.16362; pyrimidinergic receptor P2Y, G-protem coupled, 6; 7tmJ;TM=Y;SS=M; 5.59 

433662; W07162; Hs.150826; CATX-8 protein; ras^C_tran,arf;TM=M;SS=M; 5.59 

449029; N28989; Hs.22891 ; solute carrier family 7 (cafionlc amino acid transporter, y system), member 8; aaj>errneases;TM=Y;SS=M; 5.58 
431236; AV656840; Hs.2851 15; intBrleukin 13 receptor, alpha 1; fn3;TM=Y;SS=M; 5.57 
430508; AI015435; Hs.104637; ESTs; SDF;TM=Y;SS=M; 5.56 

426227; U67058; Hs. 154299; Human proteinase activated receptor-2mRNA, 3 , UTR; 7tmJ;TM=Y;SS=M; 5.55 
421677; H64092; Hs.38282; ESTs; A1pp,AjTnadilto seg.IBB; 5.54 
429083; Y09397; Hs.227817; BCtf4elated protein A1; BcW;TM=ftfc 5.54 

429563; BE619413; Hs.2437; eukaryotlc translation toiSauon factor 2B. subunit 5 (epsHon, 82kO); hexapep,W2,hormone2,OUF29;TM=M;; 5.52 
412817; AL037159; Hs.74619; proteasome (prosome, macropain) 26S subunit, non-ATPase, t, PC_rep;TM=M;; 5.51 
452291; AF015592; Hs.28853; COC7 (cell division cycle 7, S. cerevisiae, hornotogHike 1; pWnase;TM=M^ 5.51 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKFZp547C136 (from clone OKFZp547C136); ABC_tran,GTP.EFTU^BC_membrane t none; 5.50 

423778; Y09267; Hs.132821; flavin containing monooxygenase 2; FMCMke,pyrjedox;TM=Y;SS=M; 5.48 

422846; BE513934; Hs. 1583; neutrophil cytosolic factor 1 (47kD, chronic granulomatous disease, autosomal 1); SH3,PX;TM=M;; 5.48 

434699; AA643687; Hs.149425; Homo sapiens cDNAFUl 1980 fe, done HEMBB1 001 304; Nudeosidejra2.none; 5.48 

426691; NMJXJ6201; Hs.171834; PCTAIRE protein kinase 1; pkmase;TM=M;; 5.48 

453905; NMJKJ2314; Hs.36566; UM domain kinase 1; pkinase,UM.PDZ,z^PARP;TM=M;; 5.48 

412939; AW411491; Hs.75069; eukaryoGc (ransla&on elongation factor 1 gamma; none,noae; 5.44 

430486; BE062109; Hs.241551; chloride channel, calcium activated, family member 2; ncne;Tto=Y;SS=M; 6.43 

430066; AI929659; rK237825; signal recognition particle 72kD; TPKA!RC,SAlCAR.synt 5.40 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor type, C; khes!n,fn3 ( Yj)hosphatase;TM=M;; 5.40 

411825; AK000334; Hs.72289; hypothetical protein FU20327; SNF,Zip;TO=Yr, 5.36 

400205; ; ; NM_006265*:Homo sapiens RAD21 (& pombe) homotog (RAD21), rnRNA.(APO-1/C095 (Fas)-3SS0ciated phosphatase) (PTPN13), mRNA.; DUF173;SS=M; 5.35 
410687; U243B9; Hs.65436; lysyl oxidase-iike 1; lysylc*idase;$S=M; 5.34 
407788; AA687538; Hs.38972; tetraspan 1; traremembrane4;TM=Y;SS=M; 5.34 

425118; AU076611; Hs.154672; methylene tetrahydrofoteio dehydrogenase (NAD dependent), rrethenyltetrahydrctoate cyctonydrolase; myb_DNA- 

boiding,THF - DHG_CYH,THF - DKG_CYH w QCAP - GLY^^ 5.32 
400210; ; ; Eos Control; Adap comp sub,Qat_Bdaptor s;TM=M;; 5.32 

414825; X05370; Hs.77432; epidermal growth factor receptor (avian erythroblastic leukemia viral (v-erb-b) oncogene bornolog); Furin^.pxinase,Recep^domain;TM=^SS=M; 
5.31 

41 4035; Y00630; Ks.75716; serine (or cysteine) proteinase inhftntor, dade B (cvaibumin). member 2; serpin;SS=M; 5.30 

416000; R82342; Hs.79856; ESTs, Weakly similar to S65657 alpha-l&adrenergic receptor spfice form 2 [H. sapiens]; none^ugar.tr; 5.30 

414368; W70171; Hs.75939; uridine rruDnophosphate kinase; PRK.CoaE;; 5.29 

424321; W74048; Hs.1765; rymprttcyte-specific protein tyrosine Wnase; SH2,SH3,pkinase;TM=M;; 5.29 

450296; AUM1949; Hs.24756; hepatocyte growth factor-regulated tyrosine kinase substrate; none.none; 5.29 

456672; AK002016; Hs. 11 4727; Homo sapiens, done MGC16327, mRNA, complete cds; rwne,Pr;PK-C^nyosin^head,RhoGAP; 5.28 

410068; AJ633888; Hs.58435; FYr«>mfing protein (FYB-1207130); SH3;TM=ftfc 5^8 

456629; AW891965; Hs.279789; histone deacetylase 3; HSP90,HATPase_c^C2H2,PHD,none; 5.27 

417218; AA005247; Hs.285754; met proto-oncogene (hepatocyte growth factor receptor); p)on3se,Sema.PSI.TIG,integrin_B;TM=Y;SS=M; 5.26 
444051; N48373; Hs.10247; activated leucocyte ceO adhesion molecule; none^one; 5^6 
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404083; ; ; C60021 59-^528027 tp^[A53593 protelrHyrostoe-ptoJsphatase (EC 11.148), nonreceptor ty; none;SS=M; 5.26 
422051; AW327546; Hs.1 1 1024; sotutB earner famtJy 25 (ntftochondrial carrier, citrate transporter), member 1 ; rrtto_carr;TM=Mn 5.26 
419034; NM.002110; Hs.89555; hemopoietic ceJl kinase; SH2,SH3,pkinase;TM=M;; 5.26 
427732; NMJJ02980; Hs.2199; secretin receptor; 7tnv2.HRM;TM=M;SS=M; 5.25 

425921; NNL007231 ; Hs.16221 1; solute carrier famfly 6 (neurotransmitter transporter), member 14; SNF;TM=Y;SS=M; 5.25 

448030; N30714; Hs.325960; membrane^panning 4-domams. subfamily A, member 4A; none;TM=*Y;SS=M; 524 

441607; NMJW5010; Hs.7912; neuronal cell adhesion molecule; WD40^3^g;TM=M^ 5.23 

446620; AA 128808; Hs. 179902; transporter-tike protein; none;TM=Y;SS=M; 5.23 

422616; BE300330: Hs.116725; selenophosphate synthetase 2; AIRS.AIRS_C;TM=M;; 5.23 

447131; NM_004585; Hs.17466; reb'notc acid receptor responder (tazarotene induced) 3; none;TM=Yn 5.21 

446272; BE268912; Hs.14601; hematopoietic cell-specific Lyn substrata 1; SH3,HS1j"ep;TM=Mn 5.20 

450447; AF212223; Hs.25010; hypothetical protein P15-2; MTF2;TM=M;; 5.19 

425003; AF1 19046; Hs.154149; apurinlc/apyrfrnidinic endonuclease(APEX nudeaseyike 2 protein; Tn^,Exo_errfoj)hos l IQ;TM=M;; 5.19 
446636; AC002563; Hs.15767; citron (rho-interacting. serine/threonine kinase 21): CNKDAG_PE-btnd,PH,lnvolucrin,M;TM=M;; 5.19 
434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.19 
447081; Y13896; Hs.17287; potassium Hwodly-recti^ng channel subfamily J, member 15; 1RK;TM=Y^ 5,19 

407949; W21874; Ks.247057; ESTs. Weakly similar to 2109260A B ceil growth factor [Usapiensfc Rit)OSoniCS14 < ank,pkinase,death,none; 518 
442200; AW590572; Hs.235768; ESTs; none,none; 5.18 

446566; K95741; Hs. 17914; membrane-spanning 4-domains, subfamily A. member 6A; none;TM=Y;S$=M; 5.18 
452690; AI536070; Hs.15085; ESTs; pou.homeobox.lig.chan^NF.receptor, 5.18 

419138; U48503; Hs.89631; ryanodine receptor 1 (skeletal); fen_trans,SPRY,RYDR^ITPR,RyR,MIR;TM=Y^ 5.17 

431441; U81961; Hs.2794; sodium channel. ncrwdtage-gated 1 alpha; ASC;TM=Y;; 5.16 

41 8945; BE246762; Hs.89499; arachidonata Sflpoxygenase; lipoxygenase,PLAT;TM=M;; 5.16 

407601; AC002300; Hs.37129; sodium channel, nonvoltage-gated 1, beta {Uddle syndrome); ASC;TM=Y;SS=M; 5.15 

429500; X78565; Hs.2891 14; hexabrachion (tenascin C. cytotacBn); EGF,fn3.fibrino9en_C,toxIn_2 T Keraim_B2;TM=M;SS=Y; 5.15 

411984; NMJW5419; Hs.72988; signat transducer and activator of transcription 2, 113kD; SH2,STAT.STAT_bind.STAT_prot;TM=M;; 5.15 

433470; AW960564; ; transmembrane 4 supsrfamHy member 1; none;TM=Y;SS=M; 514 

452817; AA322859; Hs.284275; Homo sapiens PAK2 mRNA. complete cds; pkinase^6D;TM=M;; 5.14 

453102; NM.007197; Hs.31664; frizzled (Drosophfla) homclog 10; Fz.Frizzled,7tm_2;TM=Y;SS=M; 5.14 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfamily. member 7; SRP14,TNFRj#SS=M; 5.14 

430563; AA481269; ; ATP-birtding cassette, sub-femfly C(CFTR/MRP), member 5; ABCjran,GTP_EnU,ABCjnembrane,none; 5.13 

431681; AK000378; Hs.267566; hypothefcal protein FU20371; sugar_tr;TM=Y;; 5.12 

431181. NM_006855; Hs.250696; KDEL (Ly&Asp^lu-Leu) endoplasmic reticulum protein retention receptor 3; EHJumenjecept;TM=M;SS=M; 5.12 

417771; AAB04698; Hs.82547; retinofc add receptor responder (tazarotene induced) 1; none,none; 5.11 

418513; AA744529; Hs.86575; mitogen-acGvated protein kinase kinase kinase kinase 1; pkinase,CNH;TM=M;; 5.1 1 

409524; AW402151 ; Hs.54673; tumor necrosis factor (Bgand) superfamily, member 1 3; TNF;TM=Y;SS=M; 5.1 1 

436856; AI469355; hte.127310; ESTs; pkinase^m;TM=M;; 5.09 

41 1296; BE207307; Hs.101 14; growth suppressor 1; 20G-Feil Oxy;TW=M;SS=M; 5.09 

410082; AA081594; Hs, 15831 1; Musashl (Drosophfla) homclog 1; rrm;TM=M;; 5.09 

404440; ; ; NM_021048:Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA. VERSION NMJE1049.1 Gl; MAGE;TM=M;; 5.08 

424977; AA349289; Hs.100057; Homo sapiens cDNA: FU22902 fis. clone KAT05581; none,none; 5.08 

422100; AI096988; Hs.1 1 1554; AOP-ribosytauon factor-like 7; arf,ras;TM=M;; 5.07 

452222; AW806287; Hs.21432; SEX gene; Sema,TlG,PSI,GOI; 5.07 

430300; U60805; Hs.238548; oncostaJIn M receptor, fn3;TM=Y;SS=M; 5.07 

408369; R38438; Hs.182575; solute carrier family 15 (H77? transporter), member Z PTR2;TM=Y;; 5.07 

422112; BE540240; Hs.111783; Lsm1 protein; SnxBAGSSsM; 5.06 

449961; AW265634; Hs.133100; ESTs; pldnase.Furifv^ika.Recep^Ldoman.none; 5.06 

430024; A180878Q; Hs.227730; integrin, alpha 6; integrin J A.F^GAP;TM=Y;SS=M; 5.06 

412641; M16660; Hs.74335; heat shock 90kD protein 1, beta; HSP90,HATPase„.c;TM=M;; 5.05 

437608; AA761605; Hs.?92308; ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [RsapiensI; pkinase,Rl01.none; 
505 

400296; AA305627; Hs.139336; ATP-cinding cassette, sub-family C (CFTR/MRP), member 4; ABCJran,ABCjnembrare;TM=Y; 5.04 
446232; AI281848; Hs.194691; retinote add Induced 3; 7tnU,none; 5.04 
425262; D87119; Hs.155418; GS3955 protein; pkinase;SS=M; 5.04 

414703; BE243877; Hs.76941; ATPase, Na? transporting, beta 3 polypeptide; NaJCATPase;TM=Y;SS=M; 5.03 

434808; AF155108; Hjl2561 50; Homo sapiens, Similar to RIKEN cDNA 2810027019 gene, done MGCc14827, mRNA, complete cds; none;TM=M;; 5.03 
425852; AK001504; Hs.159651; death receptor 6, TNF superfamily member 21; death,TNFRjc6;TM=Y;SS=M; 5.03 
449437; AI702038; Hs.100057; Homo sapiens cDNA: FU22902 lis, clone KAT05581; none.none; 5.03 
448913; AA194422; Hs.22564; myosin Vt nwf^BP,pWrttse,G$Tj;Ets,SAMJW^ 

C2H2,PHD,BTB,TfllSAT_hook,SAM;TM=M;; 5.02 
413441; AI929374; Hs.75367; Src^ke-adapter; SH2,SH3;TM4fc 5.02 

427618; NMJ0076Q; Hs.2175; colony stimulating factor 3 receptor (granulocyte); fn3;TM=M;SS=M; 5.02 

417666; A1345001; Hs.82380; menage atroisl (CAK assembly factor); zK3HC4;TM=M;; 5.02 

429903; AL134197; Hs.93597; cyciiHtependent kinase 5, regutatory suburet 1 (p35); COK5_acuva!of,none; 5.01 

445333; BE537641; Hs.44278; hypothetical protein FU 12538 similar to ras-related protein RAB17; ras,arf,TK;SS=M; 5.01 

426265; U20620; Hs.343581; karyopherin alpha 1 ftrnperfin alpha 5); ArrnadiDo_seg,IBB;TM=M,-; 5.01 

421233; AA209534; Hs.284243; tetraspan NET-6 protein; transrnerrtbrane4;TM=Y;SS=M; 5.01 

424517; A1539443; Hs.137447; Homo sapiens cDNA FU12169 fis. clone MAMMA10QQ643; SH2,STAT,STAT.bind < STAT_prot,none; 5.00 

425345; AU077297; Hs.1 55894; protein tyrosine phosphatase, non-receptor type 1; Yj3nosphat3se,DSPc;TM=M ; SS=M; 500 

446946; A1878932; Hs.317; topolsomerase (DNA) I; Topdsomer8seJJopdsomerJ_N,RmaAD,Hanla.nu^ 4.99 

41 3900; AW409747; Hs.75612; stress-irduced-phospr«protein 1 (Hsp70/Hsp90^xaanlzmg protein); TPR.PD2.WW l Guanylate_kin;TM=M;; 4.98 

4121 1 6; AW4021 66; Hs.784; Epstein^arr virus induced gene 2 (N/mphocyte-specific G protein-coupled receptor); 7tm_1;TM=Y;SS=M; 4.98 

400792; AA635062; ; Homo sapiens mRNA; cDNA DKF7p434O0515 (from done DKFZp434O051 5); z^C3HC4,CARD,BlR;TM=Mr, 4.98 

417018; Ml 6038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related oncogene homotog; SH2,SH3,pkinase;TM=M;; 4.98 

427247; AW504221; Hs.174103; Integrin. alpha L (anfigen COI 1A (p180). rymphocyte fimceon-associated antigen 1; alpha polypeptide); vwa,integrin_AFG-GAP;TM=Y;SS=M; 4.98 
442080; AW444761; Hs.44565; ESTs; ante 4.97 

454042; H22570; ; hypothetical protein FU20093; jg,ptee,LRRLRRNT,LRRCT.none; 4.97 

452698; NM.001295; Hs.301921; chemokine (OC mofif) receptor 1; 7tm_1;TM=Y;SS=M; 4.96 

416276; U41060; Jte.79136; UV-1 protein, estrogen regulated; PepMase„C4,Osteopontin 1 Zjp;TM=Y;SS=W; 4.96 

408847; AW290997; Hs.30348; ESTs; pMnaseJg^one; 496 

419452; U33635; Hs.90572; PTK7 protein tyrosine kkiase 7; ig,pkinase;TM=Y;SS=M; 4.95 

450737; AWO0715S Hs.203330; ESTs; trypsin,WljBcepLa,none; 4.95 

443354; AW970672; Hs.9247; protein kinase, AMP-activated, alpha 1 catalytic subunit pWnase.Rl01;TM=Mn 4.94 
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414135; NMJM4419; Hs.2128; dual specfficfty phosphatase 5; Rhodanesa.DSPc,Y_phosphatase;TM=M;; 4.94 

424247; X14008; Hs.234734; lysozyma {renal amyWdcsls); tys.lg,FAD.Synth,ldh4dh_Cpkinase;SS=M; 4.94 

434206; AW1 36973; Hs.180479; ESTs, Weakly amQar to S59890 mitogen inducible gene m!g-2 |H.sapiensl; PH;TM=M;; 4.93 

418870; AF147204; Hs.89414; chemoWne (C-X-C moGQ t receptor 4 (fusin); 7tnU.7tro.2;TM=Y;SS=M; 4.93 

408716; AI567839; Hs.151714; Homo sapiens mRNA for K1AA1769 protein, partial cds; UvrW\e&ase,RNB.RuntTM=M; 4.93 

426437; BE076537; Hs.169895; ubiquiSn-conJugafing enzyme E2L 6; Arma^lto_seg,U(^con,none; 4.92 

424241; AW995948; Hs. 182339; Homo sapiens pyruvate dehydrogenase kinase 4 mRNA, 3 untranslated region, partial sequence; Ets,SAM_PNT;TM=M;; 4.92 
414570; Y00265; Hs .76473; insufin-Oke growth {actor 2 receptor, fh2.GMR;TM=M;S$=M; 4.92 

407239; AA076350; Hs.67846; leukocytB imnwr«globutin-lke receptor, subfamily B (with TM and ITIM domains), member 4; lg;TM=Y;SS=M; 4.92 
409512; AW979187; Hs.293591; melanoma diflerentlafion associated protein-5; DEAD,helicase_C,CARD;TM=M;; 4.91 
416714; AF283770; Hs.79630; C079A arisen (immunoglobufln-assodated atpha); kj,ITAM,Znj*is;TM=Y;SS=M; 4.91 

404289; ; ; NM (K)2944':Homo sapiens v-ros avian UR2 sarcoma virus oncogene homolog 1 (ROS1). mRNA.; m3,pkinase,DUF139;TM=Y;SS=M; 4.90 
428141; D50402; Hs. 18261 1; solute carrier famfly 1 1 (protorwoupled divalent metal ion transporters), member 1; Nramp;TM=Y;; 4.90 
407853; AA336797; Hs.40499; dickkopf (Xenopus laevfe) homoiog 1; none;TM=M;SS=Y; 4.89 
432179; X75208; Hs.2913: EphB3; EPHJbd,fn3 [ pkin3se l SAM;TM=Y;SS=M; 4.89 

401083; ; ; NNL016582*:Homo sapiens peptide transporter 3 (LOC51296), mRNA. VERSION NMJ)16579.1 61; PTR2;TM=Y;SS=M; 4.89 
402211; AA81 1738; ; KIAA0430 gene product; ton_trans ( ietetra;TM=Y;; 438 

421541; NMJJ03942; Hs.105584; ribosomat protein S6 kinase. 90kD, potypepUde 4; pkinase,pkinase_C;TM=M;; 4.87 

431810; X67155; Hs.270845; kinesin-Kke 5 (mitotic kinestn-like protein 1); kinesin;TM=M;; 4.86 

425295; AA431366; Hs.37251; ESTs; pWnase,none; 4.86 

424439; AA579635; Hs.1770; figase t, ONA, ATP-dependent DNAJigase;; 4.86 

419168; AI338132; Hs.33718; Homo sapiens cDNA FU12641 fis, done NT2RM4001953; none,none; 4.86 

442875; BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mRNA sequence; KJelra.DUF51 .none; 4.86 

425465; L18964; Hs.1904; protein kinase C, iota; pWr^,OAG.PE4)ind,pldnase.C 1 OPR;T^rVfc 4.66 

410293; AK000047; Hs.61960; hypothetical protein; KJetra;TM=M;; 4.86 

443623; AA345519; Hs.9641; complement component 1, q subcomponent alpha polypeptide; C1q,Cc41agen;SS=M; 4.85 

445903; AI347487; Hs.1 32781 ; dass I cytokine receptor; m3;TM=Yr, 4.85 

427509; M62505; Hs.2161; complement component 5 receptor 1 (CSaligand); 7tm_1;TM=Y;SS=M; 4,85 

428820; AA436187; Hs.172631; integral, alpha M (complement component receptor 3. alpha; also known as C011b (p170), macrophage antigen alpha polypeptide); 

vwajntegrin JVFG«AP;TM=Y;SS=M; 4.84 
445143; U29171; Hs.75852; casein kinase 1. delta; zf^C4,R!anTM-8J>ox.NH^ 4.82 
427157; U51 166; Hs.173824; uiymine-DNA grycosyiase; UDG;TM=M;; 4.81 

427857; AL133017; Hs.2210; hypotheOcal protein FU22865; rnyosin_head,lQ^-MYND;TM=M;SS=M; 4.81 

422293; X94453; Hs.1 14366; pyrroltr^Scarboxytate synthetase (gtutamate g^mnia-semialdehyde synthetase); a!dedh,aakin3se;TM=M;; 4.81 
414280; BE410769; Hs.75873; zyxin; UM.lg.pklnase;TM=M;SS=M; 4.81 
424570; AA343306; Hs.13351 1; ESTs; SH3,ank,none; 4.80 

451 144; AW956103; Hs.61712; pyruvate dehydrogenase kinase, isoenzyme 1 ; HATPase_cnone; 4.80 

402705; AA214618; ; activator of S phase Wnase; AhpC-TSA;TM=M;SS=M; 4.80 

410024; AW191024; Hs.55016; hypothetical protein FU21935; SH3;TM=M;; 4.80 

419972; AL041465; Hs.182982; golgiiv67; none.none; 430 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 4.80 

413476; U25849; Hs.75393; acid phosphatase 1, soluble; LMWPc;TM=M;SS=M; 4.80 

415801; R24219; Hs.278443; Fc fragment of IgG, low affinity lib, receptorfbr(C032);ig;TM=Y;;4.79 

402233; ; ; NM_030760*:Homo sapiens endothelial differentiation, spWngofipid (^Jrotelrwoupled receptor, 8 (EDG8), mRNA.; 7tm J;TM=Y;SS=M; 4.79 
448153; Y10805; Hs.20521; HMT1 (hnRNP methyltransferase, S. cerevisiaeHike Z NusG;SS=M; 4.79 
407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) Wnase;pfl(B;TM=M;; 4.79 

405370; ; ; NMJM)5569*:Homo sapiens UM domain kinase 2 (UMK2), transcript variant 2a, mRNA.; pkinase,UM 1 PDZ;SS=M; 4.79 

416498; U33632; Hs.79351; potassium channel, subfamBy K, member 1 (TWIK-1); ionJrans;TM=Y;SS=M; 4.78 

429921; AA526911; Hs.82772; collagen, type XI, alpha 1; CoBagen 1 COtATSPN,larninin - G,CorA;SS==M; 4.78 

424415; NM_001975; Hs.146580; enolasa 2, (gamma, neuronal); eno!ase;TM=M;; 4.78 

433133; AB027249; Hs.104741; POZ-Wnding kinase; T-cdl originated protein kinase; pkinase;TM=M;; 4.78 

431629; AU077025; Hs.265827; mterferon. alphannduclble protein (done IFI-6-16); none;TM=M;SS=Y; 4.78 

417929; R27219; Hs.74647; Human T-ceH receptor active alpha-chain mRNA from JM cell line, complete cds; lg,abhydrolase; 4.78 

450334; AF035959; Hs.24879; phosphatide acid phosphatase type 2C; PAP2;TM=Y;SS=M; 4.78 

447674; BE270640; Hs.19192; cycilinJependent kinase 2; pkinase;SS=M; 4.77 

409744; AW675258; Hs.56265; Homo sapiens mRNA; cDNA DKFZp586P2321 (from done DKFZp586P2321); none;NA;NA; 4.77 

446196; A1744888; Hs.149470; ESTs; z^C3HC4,Sulfate_transp ( STAS; 4.77 

429305; AF095727; Hs.287832; myefin protein zeroJike 1; ig,trarisrrienTbrane4;TM=Y;SS=M; 4.77 

426812; AF105365; Hs.172613; solute carrier tamfly 12 (potassiunvttloride transporters), member 7; none;TM=Y^ 4.77 

42581 1; AU039104: Hs.159557; karycpherin atpha 2 (RAG cohort 1, hnporfin alpha 1); Armadiltoj5eg,IBB,DEAD,heficase JXSe^ 4.77 

444664; N26362; Hs.1 1615; map kinase phosphatase* protein MK-STYX; DSPc;TM=Ma 4.77 

452256; AK000933; Hs.28661; Homo sapiens cONA FU10071 6s, done HEMBA1Q01702; GDI.7tm_1.none; 4.76 

447207; AA442233; Hs.17731; hypothetical protein FU12892; none;TM=M;; 4.76 

400846; ; ; sorfiluwelated receptor, L(DLR class) A repeats-containing (SORL1); ECT,m3JdhjecepLa#l^ 4.75 
452355; N54926; Hs.29202; G protBirwoupled receptor 34; 7tmJ,OATP_C;TM=Y;; 4.75 

406809; AF000574; Hs.22405; leukocyte IntirwrwgtobutWike receptor, subfamily B (with TNI and ITIM domains), member Z ig,Geminunov;TM=M;SS=M; 4.75 
• 427378; 8E515037; Hs.177556; melanoma antigen, family D, 1; MAGE;TM=M;; 4.75 
444042; NM.004915; Hs.10237; ATP4)mamg cassette, subfamily G (WHITE), member 1; ABC_tran.PRK,GBP;TM=Y- 4.74 
410406; AI969703; Hs.1 466; gfycerd kinase; FGGY,FGGY_C;TM=&fc 4.73 
41 1653; AF070578; Hs.71 168; Homo sapiens done 24674 mRNA sequence; none;NA;NA; 4.73 
437667; BE616412; Hs.286218; junctional adhesion molecule 1; none,HLH; 4.73 
417781; BE279380; Hs.82563; WAA0153 protein; TTUcyUransf. 4.73 
453966; BE148734; Hs.63325; transmembrane protease, serine 4; trypsin.ldLrecepLa.none; 4.73 
412228; AW503785; Hs.73792; complement component (3d/Epstein Barr virus) receptor 2; sushhTM-Y;SS=M; 4.73 
418255; AW1 35405; Hs.37251; ESTs; pkmase,none; 4.73 

41 3472; BE242870; Hs.75379; solute canter family 1 (gtlaJ Wgh affinity glutamate transporter), member 3; SDF;TM=Y;SS=M; 4.73 
406906; Z25424; ; gteksapiens protein-senne/threonine kinase gene, complete COS.; none,none; 4.73 
432065; AA401039; Hs.2903; protein phosphatase 4 (formerly X). cataryCc subunit; r^tatlophos;TVN^ 4.72 
424909; S78187; Hs.1 53752; ceil division cycle 258; Rhodanese;SS=M; 4.72 

422599; BE387202; Hs. 118638; norwneteteticcens 1, protein (NM23A) expressed in; NDK.PHOxysteroLBP;S$=M; 4.71 
4261 36; AW957239; ; gb£ST369309 MAGE resequences, MAGD Homo sapiens cDNA. mRNA sequence; PP2C.none; 4.71 
446203; 247553; Hs.1 4286; flavin containing monooxygenase 5; FMCWke.pyr_redox;TM=Y;SS=M; 4.71 

451295; AI557212; Hs. 17132; ESTs, Moderately slmfiar to 154374 gene NF2 protein {H^aptenst r^d^.OAG.PEWpkinase.C.OPR.none; 4.71 
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424099; AF071202; Hs. 139335; ATP-binding cassette, sub-family C (CFTR/MRP), member 4; ABCJran,ABC_rrembrane;TM=Y;; 4.70 

424959; NMJXJ5781; Hs.153937; activated p21cdc42Hs Wnase; Wh,l<fli.C.SH3,pkin3se.UBA;TM=M;; 4.70 

427206; NMJHJ45B6; Hs.173955; ribcsomal protein S6 Hnase, 90kD. polypepSde 3; none.none; 4.70 

421562; NM 014141; Ks. 106552; cefl recognition motecute Caspr2; EGF,F5J*Jvpej;tarnJnmJ3,Sulfa^^ 

413431; AW246428; Hs.75355: ubiquiGn-coniugating enzyme E2N (homologous to yeast UBC13); UQ_con;TM=M;; 4.70 

405484; ; ; C30021 24':gj|1273728OJreflXPJ0668Z2| keratin 18 [Homosapiens]|I6633; none;SS=M; 4.70 

401345; M83738; ; protein tyrosine phosphatase, non-receptor type 9; none;TM=M;; 470 

416602; NMJXJ8159; Hs.79389; net (chk*en)-Gke Z EGF,vwcJSPN;SS=Y; 4.69 

412507; 136645; Hs.73964; EphA4; m3,pHnase,SAM.EPHJbd;TM=Y;SS=M; 4.69 

437897; AA770561; Hs.146170; hypothetical protein FU22969; zf-DHHC,none; 4.69 

432886; BE159028; Hs.279704; chromatin accessibility complex 1; none;TM=M;; 4.69 

400843; ; ; NMJXBIOS'tHomo sapiens sortmrwelaled receptor, L(DLR class) A repeals-containing (SORL1), mRNA; 

EGF,m3,ldlrecepLaldLrecepL^ 4.68 
433409; A1278802; Hs.25561 ; ESTs; pkinase.pkinase; 4.68 
413869: NM.000878; Hs.75596; mterleuUn 2 receptor, beta; none;Tto=Y;SS=M; 4.68 
430259; BE550182; Hs.127826; RalGEWite protein 3, mouse homolog; (n3,RA.Ras6EF;TM=M;SS=M; 4.68 
425761; AW664214; Hs.196729; ESTs; SH3,rcbosomal_S3Ae; 4.68 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU 20099 fis. done COL04544; pkinase,Furin-!ike,Recep.U.domain,none; 4.68 
419493; AF001212; Hs.90744; proteasome (prosome, macroparn) 26S sutwnit. norvATPase, 1 1; COK5_activator > Pa,none; 4.67 
425966; NM_001761; Hs.1973; cyctin F; cycDn 1 F-box 1 cyc2n.C;TM=M;; 4.67 
408056; AA312329; Hs.42331; ephrin-M Ephrin;TM=M;SS=M; 4.67 

453476; A1640500; Hs.24833; SAM domain, SH3 domain end nuclear localisation signals, 1; SH3.SAM;SS=M; 4.67 

412926; AI879076; Hs.75061; macrophage myristoytated alanlne-rich C kinase substrate; MARCKS;SS=M; 4.67 

424635; AA420687; Hs.115455; Homosapiens cDNA FU14259 fis, clone PLACE1001076; pWnase l Furin-like ( Recep_Ldcmain,none; 4.66 

446051; BE048061; Hs.37054; ephrin-A3; EprwA-deanw.dsmu-alpha; 4.66 

436729; BE621807; ; transmembrane 4 superfam3y member 1; none;TM=Y;SS=M; 4.66 

408204; AA454501; Hs.43656; protein tyrosine phosphatase type IVA, member 3; Yj>hosphatase;TM*M;; 4.66 

435542; AA687376; ; ESTs; SHSJg.pWnase.PKspectrin.RhoGEF.none; 4.66 

429682; NMJW6306; Hs.211602; SMC1 (structural maintenance of chromosomes 1,yeasf)-fike 1; ABC_tran,SMC_N,SMC_CKlD;TM=M;; 4.66 

417497; AW402482; Hs.82212; C053 antigen; transmembrane4;TW=Y;SS=M; 4.66 

418736; T18979; Hs.87908; Snf2-related CBP activator protein; heltease_C^T_hook,SNF2_N;TM=M;; 4.65 

415117; AF120499; Hs.78016; porynudeofide kinase 3'i)hosphatase; Viral_heficase1;T^M;; 4.65 

418629; BE247550; Hs.86859; growth factor receptor-bound protein 7; SH2,PH,RA;SS=M; 4.65 

426108; AA622037; Hs.166468; programmed ceil death 5; DUF122;TM=M;; 4.64 

429263; AA019004; Hs.198396; ATP-bMng cassette, sub-family A (ABC1), member 4; ABCjran,SRP54;TM=Y;SS=M; 4.64 
431886; L77964; Ks.271980; rdtogen^aclivated protein kinase 6; pkinase;TM=M;; 4.63 
435049; AL122067; Hs.4746; hypothetical protein FU21324; none;TM=M;; 4.63 

437763; AA469369; Hs.5831; tissue Inhibitor of rnetalbprotdnase 1 (erythrcid potentiating activity. coDagenase inhibitor); TIMP,pkinase,DAG_PE-bind f RBD; 4.63 

413436; AF238083; Hs.68061 ; sphtngosine kinase 1 ; DAGKc;TM=M;: 4.63 

421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; efhand,ldi^recepLa;SS=W; 4.62 

442590; AI002686; Hs.130313; ESTs; fK)r«,Yj)hosphatase l Band^41 l connexin; 4.62 

416224; NMJJ02902; Hs.79088; reticulocalbin 2. EF-hand calcium binding domain; efhand;SS=M; 4.62 

423740; Y07701; H&293007; aminopeptidase puromycin sensitive; Peptaase.M1>rmadBlo„seg; 4.61 

429300; AB011108; Hs.198891; serineAhreorrine-protein kinase PRP4 homolog; pkinase;TM=M;; 4.60 

447232; AW499834; Hs.327; mterteukin 10 receptor, alpha; none;TM=M;SS=M; 4.60 

412942; AL120344; Hs.75074; mitogen-activated protein Wnase-activated protein kinase 2; pkinase;TM=fofc 4.60 

419596; BE379320; Hs.91448; MKP-1 like protein tyrosine phosphatase; OSPc;; 4.59 

417880; BE241595; Hs.82848; selectin L (lymphocyte adhesion molecule 1); EGFJectin_c^ishi;TM=M;SS=M; 4.59 

41 1125; AA151647; Hs.68877; cytcdtrome b-245, alpha polypeptide; none;TM=Y;SS=M; 4.59 

434883; AW381538; Hs.19807; hypothetical protein MGC12959; SH3,PH,WW.RhoGAP;SS=M; 4.58 

447312; AI434345; Hs.36908; activating transcription factor 1; rTm,zf-Rar£P,pkina$e,OT_C,Ets,SA^ 

C2H2,PHD,BTB,TRlS ) ATJwok t SAM;TM=M;; 4.58 
435254; AW194689; Hs.30778; ESTs; pkfriase.BacteriaLPQQ.none; 4.58 

426925; NM_001 196; Hs.315689; Homo sapiens cDNA: FU22373 fis. done HRC06741; Esterase l enol3se,Pepftlase_S9;TW=M;; 4.58 

421685; AF189723; Hs.106778; ATPase, Ca transporting, type 2C. member 1; CaSorLATPaseJXCafionJVTPa^^ 4.58 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor type, U; fh3.lg 1 Y_phosphatase.MAM;TM=Y;SS=M; 4.58 

427640; AF058293; Hs. 18001 5; Mopachrome tautomerase; COX8.SHMT,MlF,GST_C l EF1 G_domatn,GST_N,S 1 ( Fz,Friz2ded,(^reticurinJlm_2^PAP - assoc;TM=Y;SS=M; 4.57 
441085; AW136551; Hs.181245; Homo sapiens cDNA FU 12532 lis, clone NT2RM4Q0Q2QO; none^one; 4.57 
409581; U66243; Hs.55039; iriiogen-activated protein kinase 12; pkmase;SS=M; 4.57 
423184; NM.004428; Hs.1624; ephnrhAI; Ephrln;TM=M;SS=M; 456 

443920; AL037764; Hs.35304; Homo sapiens cONA FU13655 fis, clone PLACE1011503; none.FMCMike; 456 

422627; BE336857; Hs. 118787; transforming growth factor, beta-Induced, 58kD; Fascidm^C_tranABCjnerr*rar«,GTP_EFTU;TM=M;SS=M; 4.55 

418869; AW516565; ; gbaq01d05 Jt1 Soares_NHCeC cervical tumor Homo sapiens cDNA done 3" similar to contains Aiu repetitive element contains element MER1 1 repetitive 

element mRNA sequence; none.RasGAP.WW.IQ; 4.56 
430016; NM.004736; Hs.227656; xenotropic and polytropic retrovirus receptor. SPX,EXS;TM=Y;; 4.56 
437157; BE04886G; Hs.120655; ESTs; IRK,none; 4.55 

422769; AA938905; Hs.120017; olfactory receptor, family 7, subfamily E, member 38 pseudogene; none^one: 4.55 

457918; AL359590; Hs. 162604; hypothetical protein DKFZp762M1BS; PLDc;TM4fc 4.55 

434467; BE552368; Hs.231853; Homo sapiens cDNA FU 13445 fis, done PLACE1002962; 7tmJ .none: 4.55 

421140; AA298741; Hs.102135; signal sequence receptor, delta (trarisloco^associated protein delta); none;TM=Y;SS=M; 4.55 

406364; ; ; Target Exon; hexapep;TM=M;; 4.55 

434682; AA827165; Hs.191958; irnmunogtobuSn superfamDy receptor translocation associated Z ig^one; 4.54 

438939: H21012; Hs.287657; Homo sapiens cDNA: FU21291 fc. done COL01963; F5_F8_type_C.pkinase,Ets,none: 454 

433435; BE545277; Hs.340959; Ts translation etongaiion factor, rnitochondrial; EFJTS.UBA;; 4.54 

411165; NM^000169; Hs.69089; gatactosidase, alpha; Me(Ibiase;SS=M; 4.54 

408956; AK001868; Hs.49344; hypolheQrd protein FU11006: farutrans;TM=Yr. 4.54 

416847; L43821; Hs.80261 ; enhancer of fiJamentaSon 1 (cas-Oce docking; Crk-assoctated substrate related); SH3;TM=M;; 4.53 

410226; A1831958: Hs.61053; hypothefkal protein; SH3.TPR;TM=M;; 4.53 

422753; AI9289S5; Hs.1 575; smaD nuclear ribonucteoproteM D3 polypeptide (1 8kO); Sm;SS=M; 452 

418355; L42563; Hs.1 165; ATPase, H? transporting, nongastrlc. alpha porypepUde; EI-E^TPase.CaOofUVTPaseJS.Cafi^ 4.52 

400261; ; ; Eos Control; ig,MHCJLbeta;TM=Y;$S=M; 452 

444633; AF111713; Hs.286218; junctional adhesion rmlecute 1; igiTM^SS^M; 4.52 

422940; BE077458; ; gfcRC1^T060£<)905NW)154)04 BT0606 Homo sapiens cDNA, mRNA sequence: Sec7,PH^NF_receptorJig_chan.WD40.1RK; 452 
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400303; AA242758; Hs.79136; UV-1 protein, estrogen regulated; none,none; 4.51 

412S04; AW978324; Hs.1904; protein kinase C tote; pkin3se,DAG_PE^,plcnase_(;0PR;TM=H; 4.51 

448633; AA311426; Hs.21635; tubuBn, gamma 1; tubufin;TM=M^ 4.51 

457906; AW975939; Hs. 153290; Homo sapiens cONA RJ14318 fis, done PLACE3000402; none.pkinase; 4.51 
456362; AW973Q03; Hs, 179909; hypothetical protein FU22995; none;TM=Mn 4.51 
429690; AW956329; Hs.23721; ESTs; none,sugar_t;.Ribosoma)_S25; 4.50 

424618; L29472; Hs.1802; major histoaimpatibifity complex, class II. 00 beta; lg,MHCJI_beta;TM=Y;SS=M; 4.50 
444823; BE262989; Hs.12045; putative protein; Mra1 ,MBOAT;TM=M;SS=Y; 4.50 

405490; ; ; NM_Q31414:Homo sapiens sermerthreonine kinase 31 (STK31), transcript variant 1, mRNA.; pWnase,TUDOR;TW=M;; 4.50 
424494; U78575; Hs,149255; pr^phafldyumBitoU^hosphate 54dnase, type I, alpha; P1P5K;SS=M; 4.50 
441031; AI110684; Hs.7645; fibrinogen, 6 beta porypepfide; Sjrfnogen_C,G^pha.arf;TM=M;SS=M; 4.50 
443951 ; F1 3272; Hs.1 1 1334; ferritin, Tight polypeptide; PMP22J2audin,none; 4.50 

410423; AW402432; Hs.63489; protein tyrosine phosphatase, non-receptor type 6; SH2,Yj)hosphatase,DSPc;T^M;; 4.50 

429556; AW139399; Hs.98988; ESTs; none;TM=M;; 4.50 

458791; BE615453; Hs.346509; dedicator of cytokinesis 1; none;TM=Y;; 4.49 

425209; AU049761; Hs.155140; casein kinase 2. alpha 1 polypeptide; pkmase.ABC1;TM=M;; 4.49 

425695; NMJJ05401; Hs.159238; protein tyrosine phosphatase, non-receptor type 14; Yj)hosphatase,Band_41,0SPc;TM=M;; 4.49 

424943; AU077260; Hs.153924; deattvassociated protein kinase 1; ank.ptfnase.deaft.SPRY.SAP^ 4.49 

412970; AB026436; Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPc;SS=M; 4.48 

400755; AA635062; ; Homo sapiens mRNA; cDNA OKFZp434O0515 (from clone DKFZp434O0515); z».C3HC4,CARD,BIR;TM=H; 4.48 
425566; AW162943; Hs.250618; UL16 binding protein 2; ldLrecepLa,PKD,MHCJ;TM=M;SS=Y; 4.48 

410151; X15723; Hs.59242; paired basic amino acid cleaving enzyme (furin, membrane associated receptor protein); Pep8dase._S8.P;TM=Y;SS=M; 4.48 
423536; L22075; Hs.1666; guanine nucleotide binding protein (G protein), alpha 13; UCrV»nge.(^pha,arfJM=^; 4.48 
424711; N1VL005795; Hs.152175; calcitonin receptor-like; 7trn_2,HRM;TM=Y;SS=M; 4.48 
427878; C05766; Hs.181022; CGWJ7 protein; none,rf-C2H2; 4.48 

443991; NM.002250; Hs.10082; potassium intermediate/small conductance cateiurrvactivated channel, subfamily N, member 4; CaMBD,SK_channel,ion_trans;TM=Y;SS=M; 4.48 
422605; H16646; Hs.118666; hypothetical protein PP591; PAPSjBduct,MoCF_blosynth;; 4.47 

410583; AW770280; Hs.36258; ESTs, Moderately similar to JC5238 ga'acta^ceramide-Gke protein. GCP [H.sapiens* SH3,POZ.Guanylate_kin,none; 4.47 
434419; AL040606; Hs.296938; dual specificity phosphatase 7; DSPc;TM=M;; 4.47 

410032; BE065985; ; gb:RC3^T0319-12020(MJ14-a09 BT0319 Homo sapiens cDNA, mRNA sequence; abhydrolase_2,none; 4.46 

423078; M35198; Hs.123125; integrin. beta 6; hn^rin3,EGF,pp*irKiing;TM=Y;SS=M; 4.46 

400263; ; ; Eos Control; GTP_EFnJ,EFG_C,GTP_EFTl)_D2 < serpin;TM=M;; 4.46 

441406; Z45957; Hs.7837; phosphoprotein regulated by mitogenic pathways; pkina$e;TM=M;; 4.45 

434551; BE3871 62; Hs.280858; ESTs, Highly similar to A35661 DNA excision repair cross-complementing protein ERCC3 (Rsapiens]; none;TM=M;; 4.45 

413227; M79082; ; ESTs; none^one; 4.45 

441321; H17182; Hs.7771; B-celi associated protein: Band J;TM=M;; 4.45 

457194; H20669; Hs.35408; ESTs. Highly similar to unnamed protein product JRsapiens]; none,pkmase,PBD; 4.45 
414745; AA16051 1; Hs.5326; amino acid system N transporter 2; porcupine; none.none; 4.45 

404276; ; ; NM.002944*;Homo sapiens v-ros avian UR2 sarcoma virus oncogene homolog 1 (ROS1), mRNA.; fh3.pkinase.OUF1 39;TM=Y;SS=M; 4.45 
426966; AI493134; ; sclerostin; OAN;TM=W:SS=M; 4.45 

408873; AL046017; Hs.182278; catmoduTtn 2 (phosphorytase kinase, delta); none.none; 4.44 

426486; BE178285; Hs.170056; Homo sapiens mRNA; cDNA DKFZp586B0220 (from done DKFZp586B0220); pWnase,none; 4.44 
432798; AA565309; Hs.194015; ESTs; WegriruB.Sema,PSI,TIG,none; 4.44 

439668; AI091277; Hs.302634; frizzled (Drosophila) homolog 8; Fnzzted.Fz,7tnu2,toxin_2;TM=Y;SS==M; 4.44 
417886; AA214584; ; ESTs; SPRY,7trn_3,ANF J receptor,none: 4.43 

452)98; A1858183; ; gb:wl46a12jc1 NCLCGAPJJtl Homo sapiens cDMA clone 3 similar to contains Alu repetitive element, mRNA sequence; SH3,none; 4.43 

426874; N67325; Hs.347487; ESTs; SH3JonB JtoxOnone; 4.43 

422714; AB0 18335; Hs.1 19387; WAA0792 gene product; OUF221;TM=Y;SS=M; 4.42 

410741; 21 1695; Hs.324473; mitogen-activated protein kinase 1; pkinase,none; 4.42 

432193; AA372264; Hs.273193; hypothetical protein FU10706; pkfnase;TM=Mr ( 4.41 

409506; NM.006153; Hs.54589; NCK adaptor protein 1; SH2,SH3;TM=M^ 4.41 

429390; AB040942; Hs.201500; WAA1509 protein; none;TM=M;; 4.41 

421859; AA356S20; Hs.108947; KIAA0050 gene product; arJc,PriArfGap;SS=M; 4.41 

451527; AF022813; Hs.26518; transmembrane 4 superfamily member 7; none,none; 4.41 

421748; NM.014718; Hs.107809; WAA0726 gene product; cadherin;TM=Yr. 4.40 

410416; BE410072; Hs.63304; protein phosphatase methytesterase-1; none;TM=Mn 4.40 

450457; AA367701; Hs.6639; WAA1624 protein; none;TM=M;SS=M; 4.40 

433029; NIVL014322; Hs.279926; opsin 3 (encephalopsln); 7trnJ,Monooxygenase;TM=Y;SS=M; 4.40 

408805; H69912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;; 4.40 

421585; U95626; Hs.302043;cherrridne(C^ 

440014; AW960782; Hs.6856; ash2 (absent, small, or homeotjc, Drosophila, homotogHike; SPRY.BAG.UPF0001; 4.40 
451154; AA015879; Hs.33536; ESTs; TIMP.none; 4.40 

433895; A1287912; Hs.3628; mitogerKsuvated protein kinase kinase kinase kinase 4; pWnase,zHM,CNH,ERM;TM=M;; 4.40 
422034; AC006486; Hs.333069; Ets2 repressor factor; Ets;TM=Nfc 4.39 
444009; A1380792; Hs.135104; ESTs; TNFK.c6.TIL.none; 4.39 
420020; BE295866; Hs.94382; adenosine kinase; pfkB;SS^M; 4.39 

416207; NMJJ14745; Hs.79077; Homo sapiens, clone MGC-2908, mRNA, complete cds; none;Tto=Y;SS=M; 4.39 

417655; AA780791; Hs.14014; hyrjothefical protein FU14813; pWnasej)kiriase_C;TM==M;; 4.39 

402915; ; ; ENSP0000020258T:Bicarbonate transporter-related protein BTR1.; HC03_cotransp;TM=Y;; 4.39 

453199; A1336266; Hs.32353; mitogen-activated protein kinase kinase kinase 4; pkmasa;TM=M;; 4.38 

416033; NM.012201; Hs.78979; Golgl apparatus protein 1;cysjich_FGFR;TM=Y;SS=M; 4.38 

453672; U73531; Hs.34526; G protein-coupled receptor, 7tmJ;TM=Y;SS=M; 4.38 

437852; BE001836; Hs.256897; ESTs, WeaWy similar to (U365012.1 [rlsapiensfc GPS,7tm_2;TM=Y;; 4.3B 

420039; NMJ304605; Hs.94581; sulfotransferasB family, cytosoSc, 2B, member 1; Sulfotransfer,SS=M; 4.38 

412834; R77123; Hs.79881; Homo sapiens cDNA: FU23006 lis, done LNG00414; 7tmJ,ncne; 4.38 

452203; X57522; ; transporter 1, ATP-bmding cassette; subfemfly B (MDR/TAP); ABC_tran^jraml)rane l SRP54,TrryTnM 4.37 
425317; AW205118; Hs^10546; Interteukin 21 receptor; none;TM=Y^S=M; 4.37 

432945; AL043683; Hs.8173; hypothetical protein FU 10803; none;TM=M;SS=M; 4.37 « A „™v dma- 

424028; AF055084; Hs.1 53692; Homo sapiens cDNA FU14354 8s. done Y79AA1001384. higWy similar to Homo sapiens very targe G-protein coupled receptor- 1 (VIGR1) mRNA. 
none.none; 437 

434071; AF1 16553; Hs.341 92; Homo sapiens PRO0823 mRNA. complete cds; none;TM=M;; 4.37 

412596; AA161219; Hs.799; diphtherfa toxin receptor (heparin-Wndlng epidermal growth factor-Bke growth factor); EGF;TM=Y;SS=M; 4.38 
440270; NIWL015986; Hs.7120; cytokine receptor-like molecule 9; m3;SS=M; 4.36 
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432937; AI864771 ; Hs.27954; C088 antigen (C028 anSgen Egand 2. 87-2 antigen); none;TM=Y;SS=M: 4.36 

436943: AA773838; Hs.5353: caspase 10, apoptoste^lated cysteine protease; IC£j>10.lCE j>20,DED;TM=M;; 4.36 

457897; AI3S61 25; Hs. 34 51 68; ESTs. Weakly similar to HXA2JWMAN HOMEOBOX PROTEIN HOX-A2 [Rsapiensfc homeobox;NA;NA; 4.36 

406671; AA1 29547; Hs.285754; mel proto-oncogene (hepatocyte growth factor receptor); Senia,pkmase,TIG,PSI.none; 4.36 

413969; X14034; Hs.75648; phosphofipase C gamma 2 (prxisphalkSyOnositol^pedfic); SH2.SH3,C2PH,R-PLC-Y,PI-aOX,PDGF;SS=M; 4.35 

408101; AW968504; Hs.123073; CDC2-retated protein kinase 7; none.none; 4.35 

414029; BE297731; Hs.75709; manrose-6-phosphatQ receptor (cation dependent); Marv6-P_recep;TM=M;SS=M; 4.35 

425069; AA687465; Hs.298184; potassium voltage-gated channel, shaker-related subfemfly, beta member 2; aldo_ketjed,none; 435 

438937; AW952654; Hs.244624; ESTs; EPrUbd 1 pxinase,m3.SAM 1 ra>r^ 435 

412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 2489 expressed sequence; nona,lectin_c; 4.35 
436540; BE397032; Hs.14468; hypothe&at protein MGC14226; rrm,7tmJ,SNF;TM4fc 4.34 
435267; N23797; Hs.110114; ESTs; none.Sy!a.N.Exo.endo_phos; 4.34 
405616; ; ; Target Exon; none,SH3 BAR; 4.34 

432141; BE410964; Hs.272736; nuclear receptor binding protein; pWnase;TM=M;; 4.33 
417927; R73095; Hs.24122; ESTs; ncne,pkin3se; 4.33 

423849; U33053; Hs.2499; protein kinase Cfike 1; pktnase,pkinase_C,HR1;TM=M;; 433 
425743; BE396495; Hs.159428; BCL2-assodated X protein; Bd-2;TM=Y;; 4.33 
453863; X02544; Hs.572; orosornucoid 1; 8po(^,a1d^ubiQ^ifa,r*KSS=M; 433 

400847; ; ; NM_0031 05*:Homo sapiens sorfiErwetated receptor, L(DLR class) A repeats-containing (SORL1), mRNA.; 

EGF,fa3,ldLrecepLa l ldljecepUM 
414914; U49844; Hs.77613; ataxia telangiectasia and Rad3 related; FAT,FATC.P13_Pt4Jdnase;TM=M;; 4.33 
413858; NM_001610; Hs.75589; add phosphatase 2, lysosomal; adcLphosphat;TM=Y;SS=M; 4.33 

442539; AL1 19506; Hs.58220; Homo sapiens cDNA: FU23005 fe. clone LNG00396, highly similar to AF055023 Homo sapiens clone 24723 mRNA sequence; 

R2sGAP,aderrytatekinase; 4.33 
419607; R52557; Hs.91579; Homo sapiens done 23783 mRNA sequence; IMP4;TM=M;; 4.32 
436703; AW880614; Hs.146381; RNA binding motif protein, X chromosome; rrm,SH3,PH,CH,RhoGEF; 432 
414899; AW975433; Hs.36288; ESTs; pHnase,SH2,SH3,none; 432 

444895; A1674383; Hs.22891; solute carrier family 7 (cafionic amino acid transporter, y system), member 8; ASC,death,TNFR_c6; 4.31 
415135; AW673559; Hs.78040; KDEL (lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 1; ER_tumen_recept,none; 4.31 
444070; NrA.015367; Hs.10267; MIL1 protein; Bd-2;TM=Y;; 431 

42261 1; AA158177; Hs.1 1 8722; rurosyltransferase 8 (alpha (1,6) fucosyltransferase); SH3,K-box;TM=M;SS=:Y; 431 
437162; AW005505; Hs.5464; thyroid hormone receptor coactivating protein: bromodomain;TM=M;; 430 
440983; M20681; Hs.7594; solute carrier family 2 (facilitated glucose transporter), member 3; sugar Jr;TM=Y;SS=M; 430 
414080; AA135257; Hs.47783; B aggressive lymphoma gene; A1pp;TM=ftfc 4.30 

415072; BE253687; Hs.77876; Homo sapiens, clone IMAGE3461982, mRNA, partial cds; Metaltophos^rmadiUo seg;TM=M;; 430 
442994; AI026718; Hs.16954; ESTs; ank.rddnase.death.Ribosomal.SU; 4.30 

432328; AI572739; Hs.195471; $-pr«Br*o1ructo-24dnase^^ 4.29 
439490; AW249197; Hs. 100043; ESTs, Weakly similar to A46302 PTB-assodated splicing factor, long form [Hsapiensj; none;TM=M;; 4.29 
422005; BE266556; Hs.1 10702; Homo sapiens mRNA; cDNA DKFZp761E212 (from done DKFZp761E212); none.Na.H.Exchanger; 4.29 
415214; A1445236; Hs.125124; EphB2; fn3.pWnase.SAM,EPRJbd;TM=Y;SS=M; 439 

430316; NM.000S75; Hs.239176; insulin-lte growth factor 1 receptor, m3.Fun^pkinase t RecepXdomab;TM=M;SS=M; 4.29 
429099; BE439952; Hs.196177; phosphorytase Wnase, gamma 2 (testis); pkinase,Bac_Dr^WrKfing;TM=M,- 439 
425843; BE313280; Hs.159627; death associated protein 3; mybJ)rW-blnalng.PAH,BAH^ 4.28 
437603; AW979259; Hs.293673; ESTs; death,none; 4.28 

439975; AW328081; Hs.6817; inosine triphosphatase (nudeoside triphosphate pyrophosphatase); Ham1p_like;TM=M,-; 4.28 
424512; X53002; Hs.149846; integrin, beta 5; WegTin3,EGF;TM=Y;SS=M; 4.28 
442980; AA857025; Hs.8878; klnesin-like 1; kinesto,luteo.ORF3,DUF164;Tr«t: 4.28 

420166; AW732276; Hs.95583; transmembrane 4 supertamily member (tetraspan NET-7); transmembrane4;TM=Y;SS=M; 4.27 
409582; R27430; Hs.271565; ESTs; nofB.Neiir^charLLBD.NeurjAarunemb; 437 
439096; AA830185; ; ESTs; ras.none; 4.27 

414561; AI054813; Hs.195155; Homo sapiens amino add transport system N2 (SN2) mRNA, complete cds; AaJrans;TM=Y;; 4.27 

41 1835; U29343; Hs.72550; hyaluronarHnedlated motility receptor (RHAMM); bZiP;SS=M; 4.27 

428781; AF1 64799; Hs. 1 93384; putatative 28 kDa protein; pkkiase ( DAG_PE-blnd,pklnase_C 1 OPR;SS=M; 437 

430603: AA148164; Hs.247280; HBV associated factor; zf-C3HC4^RanBP,pkinase; 4.27 

415149; X12451; Hs.78056; cathepsin L; Pep8dase_C1;SS=M; 4.26 

444838; AV651680; Hs.208558; ESTs: integnXAF&GAP.none; 436 

402328; ; ; Target Exon; pJdnase;TM=M,- 436 

416094; AW995512; Hs.225977; nudear receptor coacflvator 3; none.none; 4.26 
420942; H03514; Hs.15589; ESTs; none,pWnase; 4.26 
453902; BE502341; Hs.3402; ESTs; none,none; 436 

425505; AL036458; ; gb:DKFZp564D2062j1 564 (synonym: rrfbr2) Homo sapiens cDNA clone DKFZp564O2062 5', mRNA sequence; arf,G-a!pha,none; 4.26 

427344; NM.000869; Hs.2142; S^ydroxytryptarnine (serotonin) receptor 3A: Neur_chan_LBO,NeUTj*anjiiemb;TM=Y;SS=^ 4.26 

432269; NMJJ02447; Hs.2942; macrophage sWaSng 1 receptor (c-met-related tyrosine kinase); pJtoe,Sema,PSI,TIG^4„EXrRA;TM=M;SS=M; 4.26 

417007; AF224741; Hs.80768; chloride channel 7; C8S,voltage_aC;TM=Yr.4.26 

447960; AW954377; Hs.26412; ring finger protein 26; zf-C3HC4;TM=Y;SS=M; 436 

442300; AI76590B; Hs.129166; ESTs; none;SS=M; 435 

421856; NM.Q16447; Hs.108931; MAGUK protein p55T; Protein Associated with tins 2; SH3,PDZ,Gu3nytateJdn.l37;TM=M:; 4.25 
4521 1 0; T47667; Hs.28005; Homo sapiens cDNA FU 1 1 309 te. done PIACE1 01 0076; pWnase,AdMnjecp^one; 435 

422451 ; AA31 0753; Hs.42491 ; ESTs, Weakly simflar to S65657 atpha-1C*drenerafc receptor spBce form 2 (KsapfensJ; PDZ,SH2,STAT,STATJxnd,STATj)rolnone; 4.25 
453955; AW579207; Hs.304666; ESTs, Weakfy similar to I78885 seniie/lhreonlr^pectfic protein kinase (H.sapiens]: th3,ig,MAMjone; 4.25 
457670; AF119666; Hs.23449; insufin receptor tyrosine kinase substrate; SH3;TM=M;; 435 

419133; U461 16; Hs. 89627; protein tyrosine phosphatase, receptor type, G; fn3,Y jjhosphatase,carb_arirrydrase,DSPc;TM=Y;SS=W; 4.25 
419560; BE280337; Hs. 194693; solute carrier famSy 7 (cattoruc amino add transporter, y system), member 7; aaj>errneases;TM=Y;SS=M; 4.25 
415198; AW009480; Hs.943; natural kffier ceO transcript 4; none;TM=M;; 434 

41 6440; AI82391 2; Hs.79335; Homo sapiens. Similar to SW1/SNF related, matrix associated, acun dependent regulator of chromatin, subfamily d. member 1 , done MGS15280. 

mRNA, complete cds; SWIB;TM=Ms 4.24 
41 9169; AW851980; Hs.262346; ESTs, Weakly similar to S72482 hypctheScal protein [Usapiens]; rwr^pectrin.SH3,PH l CH; 4.24 
449444; AW8 18436; Hs.23590; solute canter family 16 (rrcnccarboxytic add transporters), member 4; none;TM=Y;SS=M; 434 
433848; AF095719; Hs.93764; carboxyrjepfidase A4; Zn_carbOpeptPropep J^14;SS=M; 4.24 
442213; N361 10; Hs.305971; solute carrier family 2 (facilitated glucose transporter), member 10; sugar_tnTM=Y;SS=M; 434 
412681; AW983655; Hs.1 72004; tiiin; m3 ( lg,SGXXSG < pkinas8;TM=M,-; 4.24 

424653; AW977534; Hs.1 51469; ca!dumfca^uIrrHiependent serine protein kinase (MAGUK family); ncne,none; 434 
421066; AU076725; Hs. 101408; branched chain aminotransferase 2. mitochondrial; aminotranj;; 4.23 
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428338; AF147765; Ks732093; ESTs; m2.CtMR;TM=M:SS=M; 4.23 

443329; BE262943; Hs.9234; hypothetical protein MGC1936; none;TW=Y;SS=M; 4.23 

432314; AA533447; Hs.3t 2989; ESTs; XGrdywne; 473 

434608; AA80S443; Hs. 179909; hypothetical protein FU22995; none;TM=M;; 473 

454166; AW993356; Hs.285814; sproury (Drosophaa) homolog 4; SH2,SH3;TM=M;SS=M; 4.23 

442596; AI457102; Hs.347970; Human glucose transporter pseudogene; none, none; 4.23 

442549; AI751601; Hs.8375; TNF receptor-associated factor 4; MATH f zf-TRAF,zf-C3HC4;S$=M; 4.22 

424154; AF026Q04; Hs.141660; chloride channel 2; voilage_aC,C8S,EPO_TPO,PC_rep; 4.22 

433419; A1830342; Hs.211272; ESTs; traremembrane4,none; 4.22 

421921; H83363; Hs.6820; translocase of inner mitochondrial membrane 10 (yeast) homotog; zf-Tim10_ODP,emano\CH ( spectrin.serpin;TM=M;; 4.22 

445633; AI453385; Hs.17287; ESTs, Wealdy similar to S26689 hypothetical protein hcl - mouse [MjhuscuIusJ IRKjone; 4.22 

424812; AF059252; Hs.153299; DOM-3 (C. eiegans) homolog Z; none;TM=M;; 4.22 

410668; BE379794; Hs.65403; hypothetical protein; death,TNFR_c6;TM=Y;SS=M; 4.22 

416636; N32S36; Hs.42645; solute carrier family 16 (monocarboxylic add transporters), member 6; none,none; 4.22 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=Mn 4.21 

447200; BE543146; rte.281434; Homo sapiens cONA FU14028 6s, clone HEMBA1003838; none^one; 4.21 

400208; ; ; Eos Control; FCH,RhoGAP,SH3;TM=M;; 471 

405369; ; ; NMJ)05569*:Homo sapiens UM domain kinase 2 (UMK2), transcript variant 2a, mRNA.; pkinase,UM t PDZ;SS=M; 471 
445350; AF0521 12; Hs.12540; rysopfrerjhoHpase I; abhydrotase„2;TM=M;; 471 

441208; A1339704; Hs.1 50401; ESTs. WeaWy similar to ALU1JRJMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [Rsapiens}; 

ion_traiis,RYORJTPR,MiR,none; 4.21 
427217; AA399272; Hs.144341; ESTs; ANP.GHMPJdnases^one; 471 

400845; ; ; NM_003105*:Homo sapiens sortflb-reiated receptor, L(DLR class) A repeat&containing (SORL1), mRNA.; 

EGF,fn3.loljecepLa.IdLrecepLb,granulin,BNR;TM=Y;SS=M; 4.21 
422667; H25642; ; ESTs; FMCMike,FMCWike; 471 

450056; BE047394; Hs.8208; ESTs. Weakry similar to S7151 2 hypothetical protein T2 - mouse [Mmusculus); 

A8Cjran,ABCjnembrane 1 ig,MHCJLbeta.SRP54,prote^ 
448950; AF288687; Hs.9275; CGH52 protein; E1-E2JffPase,Hydrolase;TM=Y;; 470 
408634; AW407254; Hs.1 82278; calmoduOn 2 (phosphorylase kinase, delta); none.none; 4.20 
422335; AA375957; Hs.6682; solute carrier family 7, (cattonic amino acid transporter, y system) member 1 1 ; none, none; 4.20 
426754; NMJH4264; Hs.172052; serine/Uveonine kinase 18; pWnase;TM=M;; 470 
435810; BE349853; Hs.2785; keratin 17;2^Tlm10J)DP l SH2 f SH3^r^e f PH3Tr;Ribos()mal_L44; 4.20 
446143; BE245342; Hs.306079; sec61 homolog; NUDtX.secY.E1 Jehydrc^,transkeU)ynTM=Y;SS=M; 470 
426626; A1124572; Hs.323879; inhibitor of kappa light polypeptide gene enhancer In Brails, kinase gamma; zM2H2;TM=M;; 4.20 
403716;;; Target Exon;Adap comp sub.POZ.DEP.DIX.DisheveIled,hexapep.W2ABC_tran;4.19 
415749; BE262529; Hs.78771; phosphogfycerate kinase 1; PGK.none; 4.19 
434599; AB002313; Hs.3989; ptexin B2; PSLSemaJlGflA^A; 4.19 
412600; L28824; Hs.74101; spleen tyrosine kinase; SH2.pkmase;; 4.19 
416738; N29218; Hs.40290; ESTs; ABC.tranABC_inembrane,none; 4.19 
410639; BE269047; Hs.65234; hypothetical protein FU20596; DEAD,hdicase_C,PRKA!P3;TM=M;; 4.19 
431385; BE1 78536; Hs.1 1090; mernbrarchsf>annlng 4^ornains, subfamfly A, member 7; none,none; 4.19 

407305; AA71 5284; ; gb:nv35f03.r1 NCLCGAP_PrS Homo sapiens cONA clone similar to contains Alu repetitive element mRNA sequence; pkinase,integrin^B,Sema,PSI,TIG.none; 
4.18 

452880; AA079332; Hs.87549; ESTs; none.lntegnn_B; 4.18 

426245; AF151048; Hs.183180; anaphase promoting complex subunlt 11 (yeast APC11 homolog); none;SS=M; 4.18 
421964; X73079; Hs.288579; polymeric immunoglobulin receptor; ig,Cobalamin_bind;TM=M;SS=M; 4.18 
409213; U61412; Hs£1133; PTK6 protein tyrosine kinase 6; SH2,SH3 ( pkinase;TM=M;; 4.18 

421790; AW896201; Hs.22654; sodium channel, voltage-gated, type I. alpha pdypepfide; ion_trans,IQ.PEP-ulflizers_C;TM=Y;; 4.18 
429668; AA626142; Hs.179991; ESTs, WeaWy similar to S28942 protein kinase C IRsapiens]; nrmnone; 4.18 
443068; Al 188710; ; ESTs; Endcmuclease,ptdnaseActrvtojeq},none; 4.18 
418827; BE32731 1; Hs.47166; HT021; none;TM=fVfc 4.18 

447887; AA1 14050; Hs.19949; caspase 8. apoptosIs-reSaled cysteine protease; ICEj>10,lCEj)20,DED:TM=M;; 4.18 

429109; AL008537; Hs.198352; neutrophil cytosoDc factor 4 (40xD); SH3,OPR,PX;TM=M;; 4.18 

422083; NM_001 141; Hs.1 1 1256; arachidonate 15-IIpoxygenase, second type; none.none; 4.18 

438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZ;SS=M; 4.18 

413407; AI356293; Hs.75339; inositol polyphosphate phosphatase^ce 1; SH2,SAM.Exo_endoj)hos;SS=M; 4.18 

424954; NMJJ00546; Hs.1846; tumor protein p53 (Ufraumenl syndrome); P53,WD40,IRK;TM=rvfc 4.17 

421836; AF109219; Hs.108787; phosphatidytinositol glycan, class N; none.none; 417 

431544; AK000770; Hs799329; Homo sapiens cONA FU 2)783 fis, done COL0991 1; none,none; 4.17 

413781; J05272; Hs.850; IMP (inosine monophosphate) dehydrogenase 1; C8S.lMPDR.C,lMP0HJi,NPD;TM=M;; 4.17 

452012; AA307703; Hs.279766; Wnesin family member 4A; WnesiaDNA.topoisoIV 1 K4)Ox;TM=M;; 4.17 

425606; U52112; Hs.15B331; renin-binding protein; none;; 4.16 

416817; AA398045; Hs.104679; ESTs; FurirOke.pkiiiase.Re^^ 4.16 

402447; ; ; CI 000201 #120441 6Igb|AAA02627. 11 (L05195) fructose transporter {Rattus norvegicus] gj}44; none;TM=Y;SS=M; 4.16 
452875; BE275760; Hs.30928; DNA segment on chromosome 19 (unique) 1177 expressed sequence; EuKj»rin;TM=M;SS=M; 4.15 
426395; BE151985; Hs.5722; hypothetical protein FU23316; pWnase.none; 4.15 

404140; ; ; NM_006510:Hofno sapiens ret finger protein (RFP), transcript variant alpha, mRNA.; zK^HC4,SPRY^B_box;SS=M; 4.15 

432268; BE311856; Hs.274230; 3T-phosphoadenoslne S^osphosutfata synfoase 2; Arej(ma5eATP-suifiiryl3se;TM=M;; 4.15 

405516; ; ; ENSPC00()0200457^Thyroid receptor Interacting protein 6 (TRIP6) (OPMnteractingproteln 1) (Zyxin related protein 1) (ZRP-1).; LIM;TM=M;; 4.15 

448390; AL035414; Hs.21068; hypothetical protein; FGGY_QTM=Mn 4.15 

435732; AF229178; Hs.1 23136; leucine rich repeat and death domain containing protein; none.none; 4.15 

414108; AI267592; Hs.757S1; SFRS protein kinase 1; ank,PH.OxysteroLBP,pkinase;TM=M;; 4.15 

41 1558; AA102670; Hs.70725; c^rruiia^nrfnobutyric acid (GABA) A receptor, pi; Neur.cr^LBD.Neur_chanjiiemb;TM=Y;SS=M; 4.14 
424339; BE257148; Hs.145416; endoglycan; none;TM=Y;SS=M; 4.14 

427274; NMJXJ5211; Hs.174142; colony stimulating factor 1 receptor, formerly McOonough feline sarcoma viral (v-fms) oncogene homolog; ig,pkinase;TM=Y;SS=M; 4.14 
440524; R71264; Hs.16798; ESTs; SH3^.pxmase^H,spectr^RrK>GEF,r«)ne; 4.14 
436115; AW512033; Hs. 102004; ESTs; pHnasejone; 4.14 

447050; Nf^016314; Hs.1 7200; STAM-Eo protein containing SH3and ITAM domains 2; SH3,VHS.UIM;SS=M; 4.14 

418529; AW005695; Hs.250Kfr; TRK-fused gene; Band_41,ERM,ekir^,LRaLi«CT^WNudw 414 
420727; H75701; Hs.99886; complement component 4-bbding protein, beta; susht;SS=M; 4.14 
433075; NM_002959; ; scrtilin 1; Exo_erwtoj^AtrcoWn-13NRKelch;TM=^; 4.14 
422783; AA598956; Hs.1 20439; ethanctemme kinase; <^jGro^kinase;TM=Y: 4.14 
410726; AI623859; Hs.1 5936; ESTs; pJdnase,proJsornerase.none; 4.14 
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417903; NM.002342; Hs.1 1 16: lynphotaxin tela receptor (TNFR superfamDy, member 3); TNFRj£;TM=M;S$=M; 4.14 

428307; W27393; Hs.1 8384 8; protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), Interacting protein (Iprtn), alpha 1; SAM,SH3,HS1_rep; 4.14 
442434; AA995787; Hs.129583; ESTs; IRK/wne; 4.13 

438361; AA805656; Hs. 14621 7; Homo sapiens cDKA: FU 23077 fis, done LNGQ5840; pkhase^ddnase.Qnone; 4.13 

445580; AF167572; Hs.12912; skbl (S. pombe) hornotog; none;SS=M; 4.13 

421425; AK0O1564; Hs.104222; hypothetical protein FU10702; etod.kazaI,arf,ras.7tm_1;TM=M^ 4.13 

400252; ; ; NM_00465V:Homo sapiens ubiquiftn specific protease 11 (USP11). mRNA. substrate 1 (PTPNS1), mRNA.; UCrRUCH^TM^Mr. 4.13 

446641; AL049229; Hs.15787; Homo sapiens mRNA; cDNA DKF2p564O1016 (from done DKFZp564O1016); none,pktnase,PBD; 4.13 

400209; ; ; NM_001666:Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA. VERSION NM_006083.2 O; FCH,RhoGAP,SH3;TM=M;; 4.13 

429012; AW629596; Hs.194726; BCL2-associated athanogene 4; Sm,BAG;SS=M; 4.13 

411826; AW947946; Hs.26706; CGH21 protein; none,DSPc; 4.13 

423189; M59371; Hs.171596; EphA2; fn3,pWnase,SAM,EPHJbd;TM=Y;SS=M; 4.12 

413934; U03056; Hs.75619; hyaluronogjucosarninidase 1; htegrm_B,Gryco_hydro„56;SS=M; 4.12 

414874; D26351; Hs.77515; inositol 1,4,5-Mptesphate receptor, type 3; tonJrans,MIR,RYDRJTPR;TM=Y;; 4.12 

432047; NM.016247; Hs.272380; interphotoreceptor matrix proteoglycan 200; EGF.SEA;TM=Y;SS=M; 4.12 

451820; AW058357; Hs.199248; ESTs; 7tmJ;TM=Y;SS=M; 4.12 

445515; BE38B665; Hs.179999; Homo sapiens, clone IMAG&3457003, mRNA; ztC2H2.BTB,ietetra l WD40,Syntaxin; 4.12 

424539; L0291 1; Hs. 150402; Acfivln A receptor, type I (ACVR1) (ALK-9; pla^eMvinjecp;TM=M;$S=M; 4.12 

405110; ; ; C7000199^qi2643960|sp|Q9Y6T71KDGB^HUMAN DiACYLGLYCEROL KINASE, BETA (DIGLYCERJDE KINASE :; none,none; 4.12 

441026; AW179058; Hs.99858; ribosomal protein L7a; pkinase l LRR.LRRCT,Ribosomal.L7Ae,none; 4.11 

443142; AI69651 3; Hs. 108705; protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform; HEAT,VileIlogenInJl,HEATJ 5 BS;S$=M; 4.1 1 
450505; NM_004572; Hs.25051; piakophilin 2; Arrnadillo seg;TM=M;; 4.11 

459601; AL044470: Hs.270604; ESTs, WeaWy simflar bALU7_HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION WARNING ENTRY [Rsapiens]; 
none.SH3,PGAM,UBA;4.10 

417300; AJ765227; Hs.55610; solute carrier family 30 (zinc transporter), member 1 ; Catkm_efflux;TM=Y;SS=M; 4.10 

427315; AA179949; Hs.1755S3; Homo sapiens mRNA; cONA DKFZp564N0763 (from clone DKFZp564N0763): none,spectrin.SH3,PH,CH; 4.10 

416239; AL03845O; Hs.48948; ESTs; E1-E^TPase,C&ionJttPasej;^^ 4.10 

429311; AFQ80157; Hs.198998; conserved hefe-top-netix ubiquitous kinase; pkin3se,none; 4.10 

412146; M92444; Hs.73722; APEX nuclease (mulGfunctional DNA repair enzyme); Exo_endo_phos^lrophin-1,BNR,Kdch;TM=M;; 4.10 

418420; AW604405; Hs.324874; hypothetical protein MGC3079; PhosphodlestTM^Y;; 4.10 

434396; AA63227Q; Hs.162851; Homo sapiens cDNA FU14317 6s. done PLACE300Q401; pklnase.none; 4.10 

454438; AA224053; Hs.172405; ceO division cycle 27; SPRY,7tm_3ANFjeceptor; 4.10 

439578; AW263124; Hs.3151 11; nuclear receptor coTepresscr/HDAC3 complex subunit; WD40;TM=M;; 4.10 

451995; AI827431; Hs.224645; ESTs, Weakly similar to IF16_HUMAN GAMMA-INTERFERON4NDUC1BLE PROTEIN IFI-16 [H.sapiens]; none,PAAD_DARN.HIN; 4.10 

420340; NMJJQ0734; Hs.97087; C03Z antigen, zeta polypeptide (TiT3 comptex); fTAM;TM=M;SS=M; 4.10 

442942; AW167087; Hs.131562; ESTs; pkmasejone; 4.09 

428187; A1687303; Hs.285529; G potern-coupted receptor 49; 7trrLl .none; 4.09 

418838; AW385224; Hs.35198; ectonudeofide pyrophosphatase/phosphodiesterase 5 (putative function); Phosphodiest;TM=Y;SS=M; 4.09 
416445; AL043004; Hs.79337; K1AA0135 protein; pWnase,PAS;TM=Mn 4.08 

427001; NM.006482; Hs.173135; duakpecifidty tyrosIne-(Y)-phcsphorylal]on regulated kinase 2; pkinase;TM=M;; 4.08 

403508; ; ; C3001 199:gjl7494834|pirlIT15308 hypothetical protein B0286.2 - CaenorhabdiSs elegansi)41; 7tm J ,7trrL2,GPS 1 WIF;TM=Y;SS=M; 4.08 

427177; AB006537; Hs. 173880; lnterteuKn 1 receptor accessory protein; lg,TlR;TM=Y;SS=M; 4.08 

401241; AB028989; ; rnitogen-activaied protein kinase 8 interacting protein 3; Cys_knot,TGF-beta,vwa,vwc,vwd,TlL 1 DUF139;SS=M; 4.07 

444805; AB007899; Hs.12017; homotog of yeast ublquilin-protein figase Rsp5; potential epltheBal sodium channel regulator; VVW,HECT,RNA_poLA.none; 4.07 

448888; AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;; 4.06 

426006; R49031; Hs.22627; ESTs; pWnase.TBC; 4.06 

434521; NM_002267; Hs.3886; karyopherin alpha 3 (import* alpha 4); AimarJtojeg,IBB;TM=M^ 4.06 

408761; AA057264; Hs.238936; ESTs, WeaMy similar to (defline not available 7496841) [aetegans]; 7tm_1,none; 4.05 

425289; AW139342; Hs.1 55530; interferon, garnma-inducible protein 16; PAADJ)AP!N,H1N;S$=M; 4.05 

413109; AW389845; Hs.1 10855; ESTs; PH04,none; 4.05 

426457; AW894667; Hs.169965; cWmerin (chimaerin) 1; DAGJ , E-blnd,RI»GAP.SH2;TM=M;; 4.05 
435730; AB020635; Hs.4984; K1AA0828 protein; AdoHr^ase,TrkA^^acirJLPH.QTM=M;; 4.04 

429747; M87507; Hs.2490; caspase 1, apoptosis-related cysteine protease (interteuWn 1, beta, convertase); CARD,ICE_p10.iCE_p20;SS=M; 4.04 

444378; R41339; Hs.12569; ESTs; Ig.pklnase.LRRLRRNT.LRRCT^one; 4.04 

449843; R85337; Hs.24030; solute carrier family 31 (copper transporters), member 2; none;TM=Y;SS=M; 4.04 

427359; AW020782; Hs.79881; Homo sapiens cDNA; FU230C6 fis, done LNG00414; 7trru1.none; 4.04 

41 3095; AA494359; Hs.30715; potassium voltage-gated channel, Isk-related family, member 3; none.START; 4.04 

41 8540; A1B21597; Hs.90877; ESTs, Weakly similar to ALU1.HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [risapiens}; ank,CAP_GLY,7tni_1 ; 
4.03 

442007; AA301116; Hs.1 42838; nucleolar phosphoprotein Nopp34; rrm,IRK;SS=M; 4.02 

448659; AF191838; Hs^1712; TANK-blnding kinase 1; pldnase;TM=Mu 4.02 

412935; BE267045; Hs.75064; tubuEn-epedfic chaperons c; none;; 4.02 

414844; AA298874; Hs.77494; deoxyguanosine kinase; dNK;; 4.02 

445817; NMJJ03642; Hs. 13340; histone ace tyltransf erase 1; none;TM=M;; 4.02 

426728; NMJJ07118; Hs.171957; triple functional domain (PTPRF interacting); SH3,ig l r J klnase,PH f spe^ 4.02 
420676; AI434780; Hs.4248; vav 2oncogene; r^EF,PH 1 CKSH2,SH3,DAG_PE-bind^ione; 4.02 

405102; ; ; C15001220 4 ^i|4469558teb|AAO21311 .11 (AF1 26008) breast cancer nuctear receptor-binding auxi; DAG_PE-bindPHRhoGEF,DC1;SS=M; 4.02 
439964; AI732902; Hs.1 24652; Homo sapiens cONA FU 12376 fis, done MAMMA1002494; pkinase,none; 4.01 
429680; AL035754; Hs.2474; toIHike receptor 1 ; LRR,LRRCT,TlR;TM=M;SS=Mt 4.01 

453891; AB037751; Hs.36353; Homo sapiens mRNA full length insert cONA done EUROIMAGE 1 035904; none.none; 4.01 

426535; AU077012; Hs.288582; ESTs, WeaWy similar to utrfqutous TPR moCf. Y Isoform [risapiensl; Kunitz_BPTl,Kunitz_BPTl,7lrrL2,HRM; 3.99 

424232; AB015982; Hs.1 43460; protein kinase C, nu; pkina^0AGJ 3 E-bind,PH;TM=Mr. 3.99 

408308; AL033377; Ks.44197; hypothetic^ protein DKFZp564D0462; none.none; 3.98 

449517; AW500106; Hs.23643; seririerthreonhe protein kinase MASK; pWnase;TM=Mr, 198 

404185; ; I Target Exon; sugar JnTM=Y;SS=M; 3.98 

441226; BE563042; Hs.1 18820; Homo sapiens. Similar to RIKEN cONA 061001 2G03 gene, done MGG14132. mRNA. complete cds; none;TM=M;; 3.98 

429638; A1916562; Hs.21 1577; JdnecSn 1 (Hnesin receptor); bZlP,Tropomyosb^f^tnn,l^P3Pl_CETP356,M;T^Y;SS=M; 3.97 

417386; AL037228; Hs.82043; D123p^ne product; NUDIX^ecY.EIJeriyoTcg.transteU^Tl^Y-.SS^ 3.97 

452721; AJ269529; Hs.301871; solute carrier famfly 37 (gjycerd^)hosphate transporter), member 1; MORN,sug*JnTlYfc=Y;$$=M; 3.96 

417183; R52089; Hs.172717; ESTs; pldnase.LRRCT.ig.LRRlKRNT^cne; 3.95 

439176; AI446444; Hs.190394; ESTs. Weakly similar to B28098 Hne-1 protein ORF2 [rlsapienst none;TM=Mn 194 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pWnase;TM=M;; 3.94 

422610; AF 153820; Hs.1 547; potassium inwadly-rectifying channel subramily J, member Z IRK;TM=Yn 3.94 
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450746; D82673; Hs.278589; general transcription (actor II, none.SH3.PX; 3.94 

418516; NMJM6218; Hs.85701; phosphoInosiBde-3-kin3se t catalytic alpha polypeptide; PI3_PI4Jcinase.PI3Ka,Pl3K_C2,Pl3K_rtxi,Pl3K_p85B,nom; 3.94 
414217; AI309298; Hs.273898; Homo sapiens cDMA: HJ23165 fis, done LNG03846; none;NA;NA; 3.93 
41 6537; TS9086; Hs.144904; nuclear receptor co-repressor 1; rnyb.DNA-binding.RNAjJolAnone; 3.93 
5 450747; AI064821; Hs.318535; ESTs. H^hly similar to 1818357A EWS gene {H^aplens); rrm,zf-RanBP,GAS2; 193 
444825; AW167613; ; mitogen-activated protein kinase kinase kinase 8; pkinase;TM=M;; 3.93 
408354; A13828Q3; Hs.159235; ESTs; none,none; 3.93 

453945; NM_005171; Hs.36908; activating transcription factor 1; rrm^RanBP,pkinase,GST_(;Ets l S^ 
. _ C2K2.PHD,BTB.TF!IS^T_booKSAM;TM=M;; 3.93 

1 0 428532; AF1 57326; Hs. 184786; TBP-toteracQng protein; ArmadHtoj>eg,VHS,HEAT;TM=M;; 3.92 

413967; AW204431; Hs.117853; ESTs, WeaWy similar to 138022 hypothetical protein IH^apiens); AnnadiBo.seg.lBB.PHD.DDT.none; 3.91 

415906; AI751357; Hs.288741; Homo sapiens cDNA: FU22256 fe, clone HRC02860; Ephrin^one; 3.91 

450139; AK001838; Hs.296323; serurn/giucoccrticoid regulated kinase; none,none; 3.91 

440255; A1932285; Hs.160569; ESTs; none.pWnase; 3.90 
1 5 421077; AK000061; Hs.101590; hypoUiefcal protein; ank,pkin3se,deam.SPRY,SAP,RR}OSom^^ 3.90 

433211; H11850; Hs.12808; MARK; pkinase,UBA,KA1;SS=M; 3.90 

433233; AB040927; Hs.301804; KIAA1494 protein; SH3,zf.C3HC4;TM=M;; 3.90 

419609; U46415; Hs.270379; gb:HSU46415 Human pancreatic cancer eel] line Patu 8988t Homo sapiens cDNA clone xs476. mRNA sequence; PWWP.none; 3.90 
433198; AA992841; Hs.27263; KIAA1458 protein; none,none; 3.89 
20 407721 ; Y12735; Hs.3801 8; dual-specificity tyrosine-(YH)hosphorytation regulated kinase 3; pkinase;TM=M;; 3.89 
427657; AV652249; Hs.180107; polymerase (DMA directed), beta; none;TM=M;; 3.89 
453035; AW581943; Hs.334; Rho guanine nucleotide exchange factor (GEF) 5; none,none; 3.89 

446329; NM.013272; Hs.14805; solute carrier family 21 (organic anion transporter), member 11; kazal,OATP._N,OATP_.C;TM=Y;SS=M; 3.89 
_ _ 429922; Z97630; HsJ226117; HI histone family, member 0; nnker_histone;TM=M;; 3.88 
25 432074; AA525248; Hs.149723; ESTs; Y_phosphatase.none; 3.88 

435143; R12375; Hs.194600; ESTs; SH3Jg l pkinase,PH^pectrin.RhoGEF.none; 3.87 

423198; M81933; Hs.1634; cell division cycle 25A; Rhodanese.none; 3.87 

428474; AB023182; Hs.184523; K1AA0965 protein; pkinase;TM=M;; 3.87 
„ rt 419073; AW372170; Hs.183918; Homo sapiens cDMA FU12797 fis, done NT2RP2002066, highly similar to Rattus norvegicus transmembrane receptor Unc5H2 mRNA; 
3 0 death ZU5*SS=M' 3.86 

415457: AW081710; Hs.7369; ESTs, Weakly similar to ALU 1.HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [Ksapiens]; 
MORN^ugar_tr,TM= s Y;SS=M; 3.86 

447061; D86984; Hs.17211; dedicator of cyto-kinesis 2; SH3;TM=Ms 3.86 
0 426490; NM.001621; Hs.170087; aryl hydrocarbon receptor; PAC,PAS;TM=M,~ 3.86 

35 451961; NM_003800; Hs.27345; RNA guanyryttransferase and ^phosphatase; mRNA u cap_enzyme ) DSPc, DNA_Ggase l mRNA L _cap_C;TM=M;; 386 
417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-receptor type 2; Y_phosphatase;TM=Y;; 186 
446874; AW968304; Hs.56156; ESTs; none,RGS; 185 

418630; AI351311; Hs.251946; pory(A)-binding protein, cytoplasmic 1-Cke; pkinase.none; 3.85 
416140; AI918035; Hs.301 198; roundabout (axon guidance receptor, DrosophBa) homotog 1 ; none,none; 3.85 
40 425474; Z48054; Hs.158084; peroxisome receptor 1; TPR;TM=M;; 3.85 

413073; AL0381 65; Hs.75187; translocase of outer mitochondrial membrane 20 (yeast) homotog; MAS20,zf-A20,VPS9;TM=M;SS=M; 3.85 
41 1770; NMJH4278; Hs.71992; heat shock protein (hspl 10 famfly); HSP70;TM=Mn 3.84 
428782; X12830; Hs.193400; interieukln 6 receptor; fn3,ig;TM=Y;SS=M; 3.84 
. . 450684; AA872605; Hs.25333; mterteuxin 1 receptor, type II; ig;TM=Y;SS=M; 3.84 

45 433376; AI249361; Hs.74122; caspase 4. apoptosis-related cysteine protease; CARD,ICE_p10,ICE_p20;SS=M; 3.83 

440332; AI218517; Hs.188051; ESTs; m3,rjlonase,SAM,EPHJbd,none; 3.83 

445803; AV655264; Hs.4283; ESTs; pWnase,RGS.PH,rrvosin_head,MyoslrLtaH; 3.83 

435905; AW997484; Hs£0G3; K1AA0456 protein; SH3,RhoGAP,FCH;TM=^; 183 
- A 414991; C17898; ; gb:C17898 Human placenta cDMA (TFupwara) Homo sapiens cDNA clone GEN-554E10 S, mRNA sequence; Zip.none; 3.83 
5 O 423067; AA321355; Hs.285401; colony stimulating factor 2 receptor, beta, low-affinity (grarwlcxjyte-macrophage); fn3;TM=Y;SS=M; 3.82 

419088; AI538323; Hs.52620; integrin, beta 8; mtegrin_B.none; 3.82 

41 1704; AI499220; Hs.71573; hypothetical protein FU10074; pldnase;TM=Mn 3.82 

459346; AW510557; Hs.258016; EST; none;TM=Mn 3.82 
_ _ 445330; R52656; Hs^1691; ESTs; 7tmJ,none; 3.82 

5 5 451452; BE55006S; Hs.26433; doiichyHihosphate (UDP^acerylgfucosarnine) N^rylgteaminephosphotransferase 1 (GteNAc-1-P transferase); Giycos_transL4;TM=Y;SS=M; 
3.81 

405545; ; ; Target Exon; ABC_tran ( SRP54,ABC membrane;TM=Y;SS=M; 3.81 , 

448165; NM.005591; Hs.20555; meiotic recornbinafion {S. cerevisiae) 11 homotog B; Meta«ophos,Ribosomal_L15e;SS=M; 3.81 
41 6305; AU076628; Hs.79187; coxsackle virus and adenovirus receptor; ig;TM=Y;SS=M; 3.80 
60 415444; BE247295; Hs.78452; solute carrier family 20 (phosphate transporter), member 1; PH04,LIM;TM=M;; 3.80 
421684; BE281591; Hs.106768; hypotheflcat protein FU10511; Armadillo_seg;SS=M; 3.80 

438581 ; AW977766; Hs.292133; ESTs, Moderately simflar to I78885 serineAhreonine-specific protein kinase [H^apiens}; pkinase.Rl01 .none; 3.79 
439199; R40373; Hs.26299; ESTs; tonJrans.none; 3.78 

450931; N25156; Hs.25648; tumor necrosis factor receptor superfarrily, member 5; TNFRc6;TM=Y;SS=M; 3.78 
65 41 7691 ; AU076610; Hs.82399; low density lipoprotein receptor defect C comtfementing; none;SS=M; 3.78 

430355; NMJ06219; Hs.239818; phosr^nosrOde^kinase, cataiyuc, beta polypeptide; PI3JWJdnase,PI3Ka,Pi3rCC2J J !3KjtxJ,PI3Kj)85B;TM=M;; 3.78 
448119; H38587; Hs.346509; dedicator of cyto-kinesis 1; none;TM=Y;; 178 

442013; AA506476; Hs.10600; Human DMA sequence from done RP1 1-353C18 on chromosome 20 Contains ESTs. STSs. GSSs and CpG islands. Contains the NIFS gene for 
_ . cysteine desuHurase, two genes tor novel proteins and the gene for the splicing factor CC1 .3 with a second isoform (CC1 .; none^one; 3.77 

70 425481; AW978162; Hs.18571; ESTs; none.Oxysterol.BP; 177 

411411; AA345241; Hs.55950; ESTs, Weakly similar to K1AA1330 protein [Rsapiens* RNAj»l^ig l MHCK_EF2Jdnase;SS=M; 177 

426866: U02330; Hs.172816; neureguBn 1; PepSdase.M49^GF,ig 1 Neuregulin;TM=M;; 177 

430396; D49742; Hs.241363; hyalurww^ttnding protein 2: ank.ceam^US.EC^Migte.tryr^.Nebutto.UMiS^ 3.77 

434398; AA121098; Hs.3838; serun>mducS)le kinase; pkinase.POLO J»x;TM=M;; 3.77 
75 415485; AW272990; Hs.18571; ESTs; none.QxystercLBP; 3.76 

453226; AA641926; Hs.61712; pyruvate dehydrogenase kinase, Isoenzyme 1; HATPase_c,none; 176 

418758; AW95931 1; Hs.172012; hypothefcal protein DKFZp434J037; pkmase,RI01;TM4fc 176 

424842; AA034127; Hs.153487; signal transducing adaptor rndecute (SH3 domain and ITAM motif) 1; SH3 l VHS,UIM;TM=M;; 3.75 
0 _ 426500; NM.014638; Ha.170156; K1AAO450 gene product; C2.R-PLC-Y;TM=M;; 175 
80 419952; AK000967; Hs.93872; WAA1682 protein; none;TM=M;; 175 

425424; NMJXM954; Hs.157199; ELKL motif kinase; pktnase,UBA.KA1;TM=M;; 3.75 

431696; AA259068; Hs, 26781 9; protein phosphatase 1. regulatory (inhibitor) subunlt 2; none;SS=M; 175 
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4441 84; T87841 ■ Hs 282990; Human DNA sequence from clone RP1-2BH20 on chromosome 20q1 3.1 . Contains part of a gene for a novel protein similar to membrane transport 

proteins, the S end of a novel gene, ESTs, STSs, GSSs end three CpG Wands; pk!nase,RI01 ,APH,KOW;TM=M;; 3.75 
405411; ; ; ENSP00000252211SOOIUM BICARBONATE COTRANSPORTER; none;TM=Y;SS=M; 3.75 
405602; ; ; Target Exon; pkinase;SS=M; 3.75 

429355; AW973253; Hs.292689; ESTs; pJdnase.bZJP^rmadiBo^seg.none; 3.75 
430153; AW968128; Hs.336679; ESTs; pkinase.none; 374 

414180; AI863304; Hs.120905; Homo sapiens cDNA FU11448 fe, done HEMBA1001391; PI3 JHJunase.PBKa,PI3l^ 3 .74 

432236; AA531132; ; gb:nj47h0b\s1 NCLCGAP_Pr9 Homo sapiens cDNA done, mRNA sequence; pkinase.none; 3.74 

433390; AA586950; Hs.260180; Homo sapiens mRNA; cDNA DKFZp761G18121 (from done OKF2p761G18121); complete cds; none,spectrin,SH3.PH,CH; 374 

426485; NM_006207; Hs.170040; plateleWerived growth factor receptor-like; ig;SS=M; 174 

408414; AI114688; Ks.17998; ESTs, Weakly simOar to 210926QA B cell growth factor [Rsapiensl; m3,ig;TM=Y;SS=M; 3.73 

409793; AI825463; Hs.147996; protein kinase, X-Onked; p)dnase.p)Qnase_C;TM=M;; 3.73 

41 2455; T32689; Hs.7859; ESTs; BAG,none; 3.73 

407894; AJ278313; Hs.41143; phosptolrc^e^perific phosphotlpase Oteta 1; C2 f Pt-PLC-Y l PI-PLC-X;TM=M," 3,73 
442229: A1885776; Hs.8164; MuKbrey nanism; MATH,DENN,GRAM^B_box,dDENN,uDENN;SS=M; 3.73 
450151; AI088196; Hs.22968; Homo sapiens done IMAGE:451939, mRNA sequence; tg .pkinase.none; 3.72 
408331; NMJM7240; Hs.44229; dual specificity phosphatase 1 2; DSPc;TM=M;; 3.72 
417821; BE245149; Hs.82643; protein tyrosine Idnase 9; cofifin_ADF;SS=M; 3.72 

403391; ; ; C3001164*:gi|1730196|sp(P50573|GAR3_RAT GAMMA-AM1N0BUTYR1C-ACID RECEPTOR RH03 SUBUN1T PRE; none;TM=Ys 172 

417527; AA203524; ; gb2x56e10/1 SoaresJe1aL^rjpteen.1NFLS_S1 Homo sapiens cDNA clone 5*. mRNA sequence; SH3;SS=M; 3.71 

428428; AL037544; Hs.184298; cyclin^ependent kinase 7 (homotog of Xenopus M015 cdk-acGvating kinase); pJdnase;TM=M;; 3.71 

428180; AI129767; Hs.182874; guanine nucleotide binding protein (G protein) alpha 12; G*lpha.arf;TM=M;; 3.71 

422127; AW504286; Hs.112049; SET binding factor 1; dDENN,DENN.GRAM,PH;SS=M; 3,70 

430570; AI417881; Hs.292464; ESTs; 7tmJ2.Fz,Frizzled,none; 3.70 

452561; AI692181; Hs.49169; KIAA1634 protein; TPaPD2,WW,Guanylate.kin;TM=M;; 3.69 

432336; NM.002759; Hs^74382; protein kinase, interferoHnducible double stranded RNA dependent; dsrm,pkinase;TM=M;; 169 

419945; AW290975; Hs.1 18923; ESTs; SH3 l PDZ t Guanytate_kh,transferrin; 169 

426539; AB01 1 155; Hs.170290; dscs, large (Drosophua) homotog 5; SR3,PDZ,Guany1ate Jdn;TM=M;: 3.68 

436534; AA721628; Hs.191958; immunoglobulin superfemily receptor traristocafion associated 2; ig;TM=Y;SS=M; 3.68 

407202; N58172; Hs.109370; ESTs; F5J*Jypej:,pkinase,Ets 1 none; 3.67 . . „ ,™ 

420297; A162B272; Hs.88323; ESTs, Weakly similar to ALU1 HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [Hjsapiens}; pklnase.TUDORnone; 
3.67 

417863; AB000450; Hs.B2771; vacdnia related kinase 2; pkinase;TM=M;; 3.67 

425304; AA463844; Hs.31339; fibroblast growth factor 11; FGF l Neur_chan_LBO,Neur_chan_memb l none; 3.67 
41 8318; U47732; Hs.84072; transmembrane 4 superfamfly member 3; transmembrane4;TM=Y;SS=M; 3.67 
41 951 1; AA429750; Hs.751 13; general transcnpfion factor IliA; Gfypcanjone; 3.66 
424315; AW614850; Hs.193384; putateBve 28 kDa protein; none,none; 3.66 
413076; U10564; Hs.75188; weel (S. pombe) homotog; pkinase;TM=M;; 166 

425838; NMJJ14071; Hs.159613; nuclear receptor coactivator RAP250; peroxisome proliferator-activated receptor interacting protein; thyroid hormone receptor binding protein; 
none;TM=M;; 3.65 

446983; AA157484; Hs.97199; axnptement component C1q receptor EGF.ledn„c,Tissue_fac^link 1 TlL;TM=Y;SS=M; 3.65 

434350; AL042940; Hs.93872; KIAA1682 protein; none.none; 165 

4S7317; AA683016; Hs.1 2210; hypothetical protein FU13732 similar to tensin; SH2JMf4*; 3.65 

434416; AA805903; Hs.59498; cell division cycle 2-iike 5 (cholhesterase-relaled cell division controller); pkinase,none; 3.65 

410174; AA306007; Hs.59461; DKF2P434C245 protein; none,DSPc; 3.65 

423598; BE247600; Hs.155538; ESTs; 7tmJ;TM=Y;SS=M; 165 

440861; BE2441 15; Hs.7482; KIAA0682 gene product; rrrn,OjanylateJdn;TM=M;; 3.64 

454954; AW993013; Hs.49169; KIAA1634 protein; TPR.PDZ.WW,Guanylate_kin;TM=M;; 164 

430250; NM.016929; rte.283021;(^orideintracenular channel 5; none;TM=M;; 164 

450587; A1828854; Hs.258538; striaOn. calmodulin-binding protein; pkinase,WD40;TM=Y;; 164 

424S93; AW295112; Hs.153548; Homo sapiens cDNA FU13303 fis. done OVARC1001372, highly similar to Homo sapiens Bprin-alpha4 mRNA; SAM;SS=M; 3.64 

425645; AA361027; ; gb£ST70242 T-cell lymphoma Homo sapiens cDNA S end, mRNA sequence; HMG_tx5x,DNA_mis_repair 1 HATPase_c,none; 3.64 

417426; NM 002291; Hs.82124; larrfnin, beta 1; terr^EGF,laminto_Nterrn.integrin^B;SS 163 

451292; ABG37716; Hs.26204; WAA1295 protein; SH3;TM=M;; 3.63 

412314; AA825247; Hs.250899; heat shock factor binding protein 1; 7tmJ;TM=Y;SS=M; 163 

418303; AA215701; Hs.1B6541; ESTs, WeaWy similar to 138022 hypothetical protein (H^apiens]; eIF5jetF2B,W2,pkinase,UBA,KA1; 163 
452716; AI914925; Hs^22240; ESTs; SH2 t STAT,STATJ^d,STATj)rotnone; 163 

403869; ; ; NM_004520*:Homo sapiens ktoesln heavy chain member 2 (KJF2), mRNA. member 3 (KCNQ3), mRNA.; Wnesin;TM=Nfc; 163 

450377; AB033091; Hs.74313; K1AA1265 protein; 2p;TM=M;SS=M; 163 

417793; AW405434; Hs.82575; small nuclear rfbonucleoprotein polypepfide B"; rrm;TM=Mr, 163 

404942; U30825; ; spfidng factor, arginine/serinfrwh 9; CD36;TM=Y;SS=M; 3.63 

429554; NMJ12275; Hs.207224; interteuWn l.oetta; IL1;TM=M;; 163 

417871; AA521368; Hs.24252; ESTs; U3B>^rrnadi!to„seg l ixme; 162 

437672; AW748265; Hs.5741; flavoherroprotein b57; herre„1,rWD.Wnding,lipoxygenase.FAD.y 162 
438698; AW297855; Hs.125815; ESTs, Weakly simBar to 138022 hypothefical protein (H^apiens^ Bpoxygenase.PUT.none; 162 
447217; BE465754; Hs.1 7778; neuropflin Z CUB,MAM,F5J8„type_C;TM=M;SS=M; 161 

407961; AW672939; Hs.41694; origin recognition complex, subunit 2 (yeast homologHike; none,ptf nase,praJsomerase; 161 
428840; M15990; Hs.1 94148; v-yes-1 Yamaguchi sarcoma viral oncogene homdog 1; SH2.SH3,pkmase;SS=M; 3.61 
455608; BE011437; ; gb:O^N0220-080500-170-f03 BN0220 Homo sapiens cONA, mRNA sequence; none.CDKS.acOvator, 3.61 
407748; AL079409; Hs.38176; KIAA0606 protein: SCN Orcadian OscuTatory Protein (SCOP); PP2C,LRR.PH;TM=M,- 3.60 

421474; LT76362;Hs.104637;6oliite carrier fan«y1^ , t 

449987; AW079749; Hs.184719; ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [rlsapiensj; 

ABC.tran ABCjrmbraneJon_trans; 160 _ i<m nvlA nfW ^. Tia _ l . ocn 

403142; ; ; NM_002706**itomo sapfens protein phosphatase 1 B {formerly 2C), rnagr^slunnlepenoent beta Isoform (PPM1B), mRNA.; PP2C;TM=M;; 3.60 
400844; ; ; NM_C03105*:Homo sapiens sortifiiHelated receptor, L{DLR class) A repeats-containing (SORL1). mRNA.; 

EGF,fnllQTjBcepLaJa\jBcepLb,granuTin,BN 159 
450152; A1138635; Hs.22968; Homo sapiens done IMAGE:451939, mRNA sequence; ig.pklnase.none; 159 
429782: NM_005754; Hs.220689; Ras^TPase-acevatlng protein SHMorrrfn-binding protein; rrm.NTF2;TM=M;; 3^9 
4364S9; AK001455; Hs.5198; Down syndrome critical region gene 2; nona;SS=M; 159 
437400; AB01 1542; Hs.5599; EGF^ke-comam. multiple 5; TNFR„c6.laminsn_EGF;TM=Y;; 158 
426797; AW9362S8; Hs.342849; ADP-ribosyla8on factor^ike 5; arf,Ca_channeLB,SH3; 158 
431170. AW971246; Hs.291022; ESTs; LRR,CARD,none; 3i8 

434542; AA769310; Hs.61260; hypolheucal protein FU13164; PHOxysterotBP;TM=M;SS=M; 158 
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420181; AI380089; Hs.158951; ESTs; none r i9,pkinase,LRRLRRCT; 157 

450572; AI700861, Hs.202494; Homo sapiens cDNAFU 13245 fis, done OVARC1000681; Na_su!ph_symp,none; 3.57 
433518; AA602539; Hs.345494; ESTs; G-alphaAjieaminasa; 157 

452695; AW780199; Hs.30327; mitogen-acfivated protein kinase-activated protein kinase 5; pkinase.none; 3.57 

418512; AW498974; ; diaeylgrycerol kinase, zela (104kD); ras,none; 3.57 

451752; AB032997; Hs.26986; WAA1171 protein; ATP-synLCJBC;TM=Y;SS=M; 357 

417129; A1381800; Hs.300684; calcitonin gene-retaled pepBde-reeeptor component protein; none,none; 3.57 

449474; AA019344; Hs.2055; ubiquiUn-adlvaling enzyme E1 (A1S9T and BN75 temperature sensitivity complementing); ThiF,U8ACT,p!dnase.UC^2,UCH-1,muzJ-C2H2^- 
RanBP.Gi>atch;3.57 

412124; H43378; Hs.288550; Homo sapiens cDNA: FU23156 fis, done LNG09609; nor«M»ne; 3.56 
435021; AA922192; Hs54709; ESTs; EPRJbd,pWnase,m3,SAM,none; 3.56 

431341; AA307211; Hs.251531; proteasome (prosome, macropaln) subunit, alpha type, 4; proteasome;TM=M;; 3.56 

437387; AI198874; Hs.28847; AD026 protein; none,7tm_1,WD40; 3.56 

422583; AA410506; Hs.27973; WAA0874 protein; ank,G^pha;TM=M;; 3.56 

452102; U04343; Hs.27954; C086 anOgen (C028 antigen Itgand 2. B7-2 antigen); none;TM=Y;SS*M; 3.56 

420112; NM_Q05109; Hs.95220; oxldafive-stress responsive 1; pWnase;TM=Mn 355 

437639; AA827712; Hs.291880; ESTs; SHlnone; 3.55 

457500; NM.002759; Hs.274382; protein kinase. Interferon-Inducible double stranded RNA dependent; dsrm,ptese;TM=Mr, 3.55 

415660; AI909007; Hs.78563; ubi^itirwanjugating enzyme E26 1 (homologous to C. etegans UBC7); UCLcon;TM=M;; 3.55 

423393; R37772; Hs.21420; p21-acthrated protein kinase 6; pkinase t PBD;TM=M;; 3.55 

428727; AF078847; Hs.191356; general transcription factor IIH, polypeptide 2 (44kD subunit); PH04,UM;TM=M;; 3.55 

41 1190; AA306342; Hs.69171; protein kinase OGke 2; pkinase.pkinase.CHRI ;TM=M;; 3.55 

408683; R5B665; Hs.46847; TRAP and TNF receptor-assodated protein; Exo_endoj>hos;TM=M;; 3.55 

412350; AI6593Q6; Hs.73826; protein tyrosine phosphatase, non-receptor type 4 (megakaryocyte); Y_phosphatase,Band_41,PDZ;TM=M;; 3.55 
446742; AA2321 19; Hs.16085; putative G-protein coupled receptor; none;TM=Y;SS=M; 155 

427283; AU19796;Hs.174185;ectonucleotidepyn^ 355 
414888; AL039185; Hs.77558; thyroid hormone receptor inleractor 7; KMG14_17 t none; 3.55 
424848; AI263231; Hs.327090; EST; SH3,PDZ,GuanylateJdn,none; 3.54 

402704; ; ; C1001099*:gq6005896IrerlNP 009101.1| testis-specinc protein kinase 2 (Homo sapiens] giJ4; none,none; 3.54 

444099; D87432; Hs.10315; solute carrier family 7 (calionic amino acid transporter, y system), member 6; aaj>ermeases;TM=Y;SS=M; 3.54 

429687; AI675749; Hs.211608; nudeoporin 153kD; zf.RanBP,mtegrin..B;TM=M;; 3.53 

413879; AA132981; Hs.212533; Homo sapiens cDNA: FU22572 fis, done HS102313; none.none; 153 

431045; AW96B560; Hs.301957; nudix (nucleoside diphosphate linked moiety X)-type motif 5; NUDIX^ecY.E! Jerrydrog,transketj}ynTM=Y;SS=M; 153 

423855; AA331761; Hs.254859; ESTs; none,pltee,UCL<»n,vwa.FGWJntegrtrU; 153 

440682; AW3621 52; Hs.27181; nudear receptor binding factor-2; cydn,bZIP;TM=M,- 152 

410686; AI733735; Hs.1 14905; IRE1, S. cerevisiae, homolog of; pWnase,BacteriaLPQQ;TM=M;SS=M; 152 

449810, AB008681; Hs33994; activin A receptor, type IIB; pkmase>tetrvirLrecp;TM=Y;SS=M; 152 

418755; Y14443; Hs.88219; zinc finger protein 200; z^C2H2.zf-BED;TM=M;; 3.52 

448804; AW512213; Hs.342849; ADP-ribosyiaGon factor* 5; arf,Ca_channel_B.SH3; 152 

438507; AA809052; Hs.182018; ESTs; none.none; 3.52 

456559; AI338273; Hs.102548; glucocorticoid receptor DNA binding factor 1; none,PAS; 151 

41 0054; AL1 20050; Hs.58220; Homo sapiens cDNA: FU23005 fis. done LNG00396, highly similar to AF055023 Homo sapiens done 24723 mRNA sequence; 

RasGAP,adeny!alekinase; 3.51 
422321; AA906427; Hs.181035; hypothetical protein MGC1 1296; none;TM=M;; 351 
445701; AF055581; Hs.13131; lymphocyte adaptor protein; SH2,PH;TM=M;; 150 

407393; AB038237; ; gfcHomo sapiens mRNA for G protein-coupled receptor C5L2, complete cds.; 7tm J ;TM=Y;SS=M; 150 

443303; U67319; Hs.9216; caspase 7, apoptosis-related cysteine protease; pWnase,ICEj)10,iC^p20;TW=M;SS=M; 150 

420673; AB0081 12; Hs.99847; perowsome biogenesis factor 1; AAMPSJdnase;TM=M;SS=M; 149 

424663; NNL002351; Hs.151544; SH2 domain protein 1 A, Duncan's disease (lymphoproMerauve syndrome); SH2;TM=M;; 149 

429327; AA283981; Hs.199248; prostaglandin E receptor 4 (subtype EP4); 7trnJ;Ttt=Y;SS=M; 149 

400178; ; ; Eos Control: rK>ne,SomatomedirLB; 149 

439549; AW937885; Hs.137314; ESTs; SH2,none; 3.49 

436345; AA873008; Hs.121572; ESTs; (>^.BIIW3HC4,CARD,BlR 1 zM3HC4; 3.49 
427658; H61387; Hs.30868; nogo receptor, LRR,LRRNT,LRRCT;SS^M; 3.48 

402B33; ; ; C1002508:giI6691937lemblCAB65797.1| (AL096770) OA15QA6.2 (novel 7 transmembrane receptor; none,none; 3.48 

442363; AI337304; Hs.23120; PIST; m3^kinase,PDZ.DUF139;TM=Y;SS=M; 3.48 

409132; AJ224538; Hs.50732; protein kinase, AMP-acfivated, bete 2 non-catalytic subunit; none;TM=Mn 147 

417971; Y08991; Hs.83050; phosphoinositide-3-Hnase, regulatory subunit 4, p150; pldnase,WO40.HEAT;SS=M; 3.47 

432169; Y00971; Hs^910; phosphonoosyl pyrophosphate synthetase 2; Pribosyttran;; 3.47 

447425; AI963747; Hs.18573; acylphosphatese 1, erythrocyte (common) type; Acylphospriatase;SS=M; 3.47 

427231; AW851989; Hs.285814; sprouty (DrcjsophTa) homobg 4; SH2,SH3;TM=M;SS=M; 3.46 

401851 ; ; ; NM_002401*0tomo sapiens mitogen-acOvated protein kinase kinase kinase 3 (MAP3K3), mRNA.; pkinase;SS=M; 146 

407877; AW016811; Hs^34478; Homo sapiens cDNA: FU22648 fis. done HS107329; pkinase.pkinase^C.none; 3.45 
432279; N95104; Hs.274260; ATP-Wnding cassette, sub-famiry C (CFTR/MRP), member 6; ABC_trari^BC_membrane,none; 3.45 
437103; AW139408; Hs.152940; ESTs; ChdineJdnase,none; 145 

420338; AA825595; Hs^8269; Homo sapiens, done MGC: 17339, mRNA, complete cds; 7tmJ;TM=Y;SS=M; 144 
422209; AF005210; Hs.1 13222; chemoWne (C-CmotiQ receptor 8; 7tm_1,7tmJ;TM=Y;SS=M; 144 
410781; AI375672; Hs,165028; ESTs; pkmasejamininj^termjarrdri^^ 3.44 
437298; AA350994; Hs.20281; WAA1700; Rhodanese.DSPc;TM=Mn 3.43 

419855; AI935182; Hs. 144 139; ESTs; zf^C4mCbLN.CbLN2,CblN3.zf^ 143 
433336; AF017986; Hs.31388; secreted Wzztetkelated protein % Fz.NTRSS=M; 143 
428483; AI908539; Hs.184592; K1AA0344 gene product none,none; 143 

4451 19; AF035121; Hs. 12337; kinase insert domain receptor (a type III receptor tyrosine kinase); tg,pkinase;TM=Y;SS=M; 142 
454468; AI590319; Hs.19122; eukaryotfc translation toffiafion factor 4E-Uko 3; none,rteur_chan^LBD,Neur.cn3n^mernb,lF4E; 142 
410386; W261B7; rte.3327; Homo sapiens cONA: FU22219 fis, clone HRC01637; pWnase,Guarrvlate_l«n,POZ,SHlL27,none; 142 
422907; AI879263; Hs.77273; Human glucose transporter pseudogene; none.none; 142 

44^16; AI701457; Hs.38894; ESTs; SET,BAH,PK,PK„C; 3.42 ^ n 

440074; AA863045; Hs.10669; ESTs. Weakly sirnflar toT00050 hypothetical protein WAA0400 [H.saptens]; SH3,ank,tubulin-binding^jfGap.PH;TM=M;SS=M; 3.42 
425475; W56339; Hs.107057; ESTs; pWnase^one; 142 

401242; AB028989; ; mtogen-acQvated protein kinase 8 interacting protein 3; (^Jcu)tTGF-beta.vwa,vvvc.vvvd.TlL l DUF139;SS=W; 3.41 
429276; AF056085; Hs. 19851 2; G proteirvcoupled receptor 51; 7tm_3^NF_receptDr.bZlP;TM=Y;; 3.41 
445800; AA126419; Hs.32944; inositol poryptosphate-^phosphatase, type I. lOTkO; none^one; 3.41 
410908; AA121686; Hs.10592; ESTs; GTP_EFTU.GTP_EFTU.03,GTP„EFru.D2^vone; 3.41 
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452960; AK001335; Hs.31 1 37; protein tyrosine phosphatase, receptor type, E; Y_phosphalas8,none; 3.40 

447898; AW969638; Hs.112318; 6.2 kd protein; none,none; 140 

450402; BE21B027; Hs.89969; ESTs; SH3^one; 3.40 

441466; AW673081; Hs.54828; ESTs; pkinase,rf^2H2,KRAB,none; 140 

408546; W49512; Hs.4634B; bradykinffl receptor B1; 7tm_1;TM=Y;SS=M; 140 

410927; T77635; ; gb.7c91h06.r1 Scares infant brain 1NIB Homo sapiens cDNA done 5*. mRNA sequence; none,none; 3.40 
409646; AW161391; Hs.709; deoxycyftTine kinase; dNK;SS=M; 139 

417165; R80137; Hs.302738; Homo sapiens cDNA FU21425 fis, done COL04162; Sdfate_transp,STAS.HMG_box; 3.39 
449343; AM 51 418; ; protein phosphatase 3 (formerly 2B), cataryfc subunit, alpha isoform (calctneurin A alpha); none,none; 3.39 
45051 1; R07423; Hs.85092; thyroid hormone receptor inleractor 11; MyostnJaH,EGF; 139 
414271; AK0Q0275; Hs.75871; protein kinase C bmaTng protein 1; bromodf>m^,Pm.PVWVP,zf-^ND;TM=M;; 3.38 
418428; Y12490; Hs.85092; thyroid hormone receptor interactor 1 1 ; bZlP 1 Wnesin 1 GTP_cydohydrol,M;TM=M;; 137 
422369; AF005216; Hs.115541; Janus kinase 2 (a protein tyrosine kinase); SH2,pkinase;TM=M;; 137 
456451; AI761160; Hs.94211; red! (required for ceil differentiation, S.pombe) homolog 1; none;TM=M;; 137 
438543; M810141; Hs.192182; ESTs; SH2.pkinase.none; 3.37 

401943; NMJ31 2434; ; solute earner family 17 (anionfeugar transporter), member 5; none;TM=M;; 3.36 
415276; U88666; Hs.78353; SFRS protein kinase 2; pkinase;TM=M;; 136 

447881; BE620B86; Hs.75354; GCN1 (general control of ammo-acid synthesis 1, yeastHike 1 ; pWnase.pkinase; 3.35 
434533; AA639257; Hs.292549; ESTs; SH3PDZ,GuanytateJdn.none; 3.35 

432639; AW973785; ; gb:EST385886 MAGE resequences, MAGM Homo sapiens cDNA, mRNA sequence; none.IRK; 3.35 
410678; BE540516; Hs.293732; hypothetical protein MGC3195; Armadillo_seg;TM=M;SS=Y; 135 
402807; ; ; ENSP00000235229:SEMB4 integnn_B l Sema,PSI;TM=Y;; 135 
420189; AW296380; Hs.95821 ; osteoclast stimulaling factor 1; SH3,ank;; 3.34 

437389; A1359587; Hs.271586; hypothetical protem DKFZp762M115; secY.EI Jehydrog,transkeLpyr.none; 134 
453423; NM_002647; Hs.32971; phosphoinosiBde^kmase. class 3; Pi3_PI4.kinase,P13Ka 1 PI3rLC2;TW=M;; 134 
414270; 120852; Hs.347527; solute carrier family 20 (phosphate transporter), member 2; Enterotoxin_A,PH04;TM=Y;SS=M; 333 
417479; AI057052; ; ESTs, Weakly similar to Z195JIUMAN ZINC FINGER PROTEIN 195 (H^aplensj; LRR,CARD,none; 133 
424946; M64572; Hs.153932; protein tyrosine phosphatase, noTKeceptor type 3; Band J1,PQZ,Yj>hosphaiase,none; 133 
452681; AF153330; Hs.30246; sotute carrier famBy 19 (thiamine transporter), member2; Folate_carrfer,TM=Y;SS=M; 133. 
426477; AA379464; ; gb:EST92386 Skin tumor I Homo sapiens cDNA 5 1 end, mRNA sequence; DUF6.MATH.BTB; 133 
438283; AI458931; Hs.37282; ESTs; none,transrnembrane4; 3.33 
421327; AA837295; Hs.188802; ESTs; none,IMP4,Y_phosphatase; 133 

432481; AW451645; Hs.151504; Homo sapiens cDNA FU11973 fis, done HEMBB1001221; l3rr^iruG,Coii3gen ) COLFi,CorATSPN,none; 3.33 

452682; AA456193; Hs.9071; progesterone membrane binding protein; homeobox,none; 332 

428997; AF065391; Hs.194718; zinc finger protein 265; zMfanBP;TM=M;: 3.32 

43221 1 ; BE274530; Hs.273333; hypothetical protein FU10986; FGGYjC;TM=M;; 131 

443601; AI078554; Hs.15882; ESTs; ar^rjkmase,death,Ribosomal - S14; 131 

430597; AF062006; Hs.285529; G protart-coupled receptor 49; 7tm_1 ,LRR,LRRNT;TM=Y;SS=M; 3.31 

419912; AF249745; Hs.6066; Rho guanine nudeoflde exchange factor (GEF) 4; SH3,PH,RhoGEF;TM=Mr, 131 

400380; NM_018485; Hs.283079; G protein-coupled receptor C5U 7tm_1;TM=Y;SS=M; 131 

41 5983; AI436798; Hs.1 17078; Homo sapiens cDNA: FU23028 fis, done LNG01 852, highly similar to HSU08023 Human cellular protr>oncogene (cmer) mRNA; 

fraig,pkmase;TM=Y;SS=M; 131 
441054; AA913591; Hs.126480; ESTs; none,7tm_1; 3.31 
41 8342; BE002723; ; leptin receptor; JCEj>20,DED,ICEj>10,lCEj>20 l DED; 131 
446128; AW836779; Hs.1 13029; ribosomal protein S25; none.7tmJ; 131 

425086; AW957571; Hs.1 2319; Homo sapiens cDNA FU 12774 fis, done NT2RP2001663, moderately similar to ENOLASE (EC 42.1.1 1); none 1 Guanylate_kin,PDZ i SH3; 3.31 
425725; NMJN2243; Hs,159322; sdute carrier family 35 (UDP^acatylgtucosamine (UOP-OcNAc) transporter), member 3; DUF6;TM=Y;SS=M; 3.30 
422608; AW160844; Hs.118695; potassium voltage-gated channel, subfamily G, member 1; ion_trans 1 lCtetra;TM=Y;; 310 
429061; Y14039; Hs.195175; CASP8 and FADWike apoptosis regulator; lCEj>20,DED;TM=M;: 330 

433656; AW974941 ; Hs.292385; ESTs, WeaWy similar to 178885 senne/trueortespecific protein kinase pisapiens]; pkinase,ABC1,none; 130 
413132; NMJJ06823; Hs.75209; protein kinase (cAMP-dependent, catalyfic) Inhibitor alpha; PW;SS=M; 130 
402603; ; ; ENSP00000251206*:KIAA0778 PROTEIN (FRAGMENT).; none;TM=Y;; 130 
418801; AA228366; Hs.115122; ESTs; tntegrin^A.FG-GAP.none; 130 

400275; ; ; NM_0065l3*^omo sapiens seryt-tRNA synthetase (SARS), mRNA (SAM68), mRNA; lRNA-synL2b,SeryLtRNA>_N;TM=M,- 129 

440286; U29589; Hs.7138; cholinergic receptor, muscarmfc 3; 7tm_1;TM=Y- 129 

409101; NMJ304297; Hs.50612; guanine nucleotide binding protein (G protem), alpha 14; G-a!pha t none; 129 

432735; AA788898; Hs.1 79902; transporter-like protein; none;TM=Y;SS=M; 129 

408738; NM.014785; Hs.47313; K1AA0258 gene product; none;TM=!^ 129 

443195; BE148235; Hs.193063; Homo sapiens cDNA FU14201 fe, done NT2RP3002955; Aa.trans.none; 129 

405328; ; ; Nk/L005391:Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA; HATPase.c;SS=M; 128 

418764; N30531; Hs.42215; protein phosphatase 1, regulatory subunit 6; none,none; 3.28 

408756; AA524743; Hs.44883; ESTs; Arnra^jBeg.lBB.OEAO.helicaseJX 128 

41 5474; NR.01 4252; Hs.78457; sdute carrier famBy 25 (mitochondrial carrier; ornithine transporter) member 1 5; mito__carr;TMsM;; 358 

417805; U38545; Hs.82587; phosphoftpase D1, ptophaWyteho^r^pecifc; F>HPLDc.PX;TM=M;; 128 

410254; BE004131; Hs.318510; Homo sapiens cDNA FU13682 fe, clone PIACE2000015, weakly stmiar to EPIDERMAL GROWTH FACTOR RECEPTOR SUBSTRATE 

SUBSTRATE 15; emand.none; 128 
443968; AA287702; Hs.10031; K1AA0955 protein; CARD;TM=M;SS=M; 128 
438899; AF085833; Hs.135624; ESTs; mjr^^^JdnasePISK^PlSiCC^RaiObd.PISK^SSB; 3.27 
415663; AW296841; Hs.31 3332; ESTs; UCLcof^eurjtaJLBO^eur.chanjr^; 127 

414087; W19712; ; gb:zb36d03j1 Soares j>araihyrddJunuy_NbHPA Homo sapiens cDNA done 5, mRNA sequence; pkinase,none; 127 

442833; AA328153; Hs.88201 ; ESTs, WeaWy similar to A Cham A Crystal Structure Of The Human Acyl Protein Thioesterase 1 At 1.5 A Resdution [H.sapiensJ; 

abrr/drotase_£TM=M;; 127 
444754; T83911; Hs.11881; transrnembrane 4 superfamfly member 4; none;TM=Y;SS=M; 126 
432579; AF043244; Hs.278439; nucleolar protein 3 (apoptosis repressor with CARD domain); CARD;TM=M;; 3.26 

458943; AW249181; Hs.19954; ESTs, Weakly similar to T19873 hypotheScal protein C41C4.2 - Caenorhabditis etegansjCelegansl; none.pkinase.RGS; 3.26 
411974; AW880414; Hs.84264; acidic protein rich in leucines; EI^TPase.Ca&^TPaseJXC^^ 3.26 
437145; AF007216; Hs.5462; solute carrier family 4, sodium bicarbonate cotransporter, member 4; HC03_cotransp;TM=Y;; 3.26 
423387; AJ012074; ; vasoactive intestinal peptide receptor 1; 7trnJ.HRM,CSO;TM=Y;SS=M; 125 
442643; U82756; Hs.3991; PRP4/STKAVD splicing factor, WD40;SS=M; 3.25 

417525; R93355; Hs.192991; ESTs, Weakly simOartoALUB HUMAN till ALU CLASS B WARNING ENTRY 11! [H^apiensJ; Sr«^,pkinase,PH^pectrin.RhoGEF;SS=M; 125 
41 2283; BE069084; ; gb:QV3-BT0379-1 401 00458^1 2 BT0379 Homo sapiens cDNA, mRNA sequence; fonJrars.RYORJTPRMRnone; 125 
411213; AA676939; Hs.69285; neuropil 1; MA^5J8.tyr«_C,C^B,CUB l MAM,F5„F8_type_C; 125 
400352; AF227133; ; taste receptor, type 2, member 7; none;TM=Y;SS=M; 125 
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402974; ; ; Target Exon; Yjjtwspha!ase,GnW,honTOneSMrnone4; 3.25 

407644; D16815; Hs. 37288; nuclear receptor subfamily 1, group D, member 2; hamon8„rec,rf-C4;TM=M;SS=M; 3.25 
421854; AW163267; Hs. 106469; suppressor of varl (S-cerevtslae) 3-Cke 1; helfcase_QSS=M; 3.25 
438022; AW517524; Hs.135201; NOD2 protein; LRaCARD.GTP J^viraLheEcasel ;TM=M;; 124 
449964; AW001741; Hs.24243; hypothefcal protein RJ10706; pkinase;TM=M;; 3.24 

42881 6; AA004986; Hs.193852; ATP-binding cassette, sub-family C {CFTR/MRP). member 2; EGF^usru,trypsirvCUBABC_tranABC_membrane;SS=M; 3.24 
427319; AW631495; Hs.27135; &ceS receptor-associated protein BAP29; filament;TM=Y;SS=M; 124 
421970; AF227156; Hs.1 10103; RNA polymerase I transcription factor RRN3; 

aaj>ermeases,rjyria^^^ 
41 1887; AW182924; Hs.128790; ESTs; pldnase;TM=M;; 124 
430180; AA3314Q6; Hs.75456; A kinase (PRKA) anchor protein 10; RGS;SS=M; 124 
410267; AW978005; Hs.1 2600; N-ethytrr^rnide^ensifive factor attachment protein, beta; none>TTF2; 3.23 
410240; AL157424; Hs.61289; synaptojanin ^ Exo.er«loj)hos 1 Syia^N 1 muGrarr>vejXOTre;TM=M;; 3.23 
434510; AF143885; Hs.18190; EST; SHlFCH,none; 122 

422592; BE081857; Hs.9421 1; rcdl {required for cefl differentiation, S.pombe) homotog 1 ; none,Pl-PLC-X,PH.PW > LC-Y > C2; 122 

439803; AA001021 ; Hs.6685; thyroid hormone receptor interactor 8; none,none; 122 

448520; AB002367; Ks.21355; doubiecortin and CaM kinase4ike 1; pWnase,DCX;TM=M;; 122 

409245; AA361037; Hs.288036; tRNA isopentenylpyrophosphate transferase; Armadfllo_seg;TM=M;; 3.22 

458946; AA009716; Hs.4231 1; ESTs; rone,DSPc.Yj>hosphatase; 122 

409048; H59990; Hs.37699; ESTs; Armadillo j>eg,!BB,none; 122 

420357; U94333; Hs.97199, complement component Clqrecepton EGF,lectlrLC.Tissue_r^XDnk,TIUTM=Y;SS^ 3.22 
426230; AA387019; Hs.241395; protease, serine, 1 {trypsin 1); trypsin,toxin_4;SS=M; 121 

411352; NNL002B90; Hs.758; RAS p21 protein acfivator (GTPase activating protein) 1; SH2,SH3,C2,PH,RasGAP;TM=M;S$=M; 3.21 

438333; R39382; Hs.25283; (^independent kinase 8; pkinase.none; 120 

414202; BE275653; Hs.270379; trarsmembrane 6 superfamily member 1; 7tm_5,none; 120 

429651 ; D79248; Hs.279870; ESTs, Weakly similar to A46010 X-tinked retinopathy protein [Rsapiens]; MgtE,none; 3.20 

400987; ; ; C1irjfJomgi111464993HNP-065260.1| gene for odorant receptor MORB3 [Mus musculusl gi|6; none;TM=Y;SS=M; 3.20 

413760; 225101; Hs.25127; Homo sapiens mRNA for K1AA1725 protein, partial cds; none,anMrfGap; 3.20 

408468; A190971 2; Hs.93837; phosphatidyiinositol transfer protein, membrane-associated; PX,PH.PUfcPH,PLDc.PX; 3.20 

409463; A1458165; Hs.17296; hypothetical protein MGC2376; K.tetra;TM=M;; 120 

425910; AA830797; Hs.1 84760; CCAAT-box-binding transcription factor; none;TM=M," 3.19 

423798; AF047033; Hs.1 32904; solute carrier family 4, sodium bicarbonate cotransporter, member 7; HC03_cotransp;TM=Y;SS=M; 3.19 

407753; AL045916; H&293419; ESTs; Ephrin,none; 119 

419355; AA428520; Hs.90061; progesterone binding protein; hemeJ;TM=Y;SS=M; 3.19 

454128; AL031259; Hs.4t639; programmed cefl death 2; zf^YND;TM=M,-; 119 

421202; AF193339; Hs.1 02506; eukaryotic translation initiation factor 2-atoha kinase 3; pkinase;TM=Y;SS=M; 119 

446360; N42553; Hs. 26791 4; homotog of mouse transient receptor potentiatyhosphotipase C-interacfing kinase CHaK; hypotheltcal protein FLJ201 17; 

ion trans,MHCK_EFZJdnase:TM=M;; 118 
458882; R34993; Hs.226666; ESTs, Moderately similar to 154374 gene NF2 protein (H^apiens); CRAU.TRIO.PW; 3.1 6 
424124; AA335609; Hs.7589; ESTs, WeaMy similar to A46010 X-linked retinopathy protein [Ksapiens); pktoaseJBC; 118 
444745; AF117754; Hs.118S1; ftyroid hormone receptor-associated protein, 240 kDasubunit; none;TM=M;; 3.18 
426399; AA652588; Hs.301348; Homo sapiens cDNA FU13271 fis, clone OVARC1001000; SH3.HS1_rep.none; 3.18 
425836; AW955696; Hs.90960; ESTs; CtU^,CbLN2.C^N3,UBA^rfC4,none; 118 

403335; ; ; NMJ)21815:Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), mRNA.; SSF;TM-Y;SS=M; 3.17 
426788; AF082283; Hs.193516; &cell CWIymphoma 10; CARD;TM=Mn 3.17 

429558; A1391454; Hs.207251; nucleolar autoantigen {55kD) slmHar to rat synaptonemal complex protein; none;SS=M; 3.17 

440248; AA87613B; Hs.153136; ESTs; SHZnona; 117 

423706; U95218; Hs.131924; G protem-coupled receptor 65; 7trnJ;TM=Y;SS=M; 3.17 

429752; H52348; Hs.36636; ESTs; pkinase,pWnase; 3.17 

446163; AA026880; Hs.25252; Homo sapiens cDNA FU 13503 fis, done PIACE1010270; none^A;NA; 3.17 

456773; AIQ38192; Hs.129764; EGF-Gke repeats and dfecokfln Wke domains 3; rrn\SK3,myc^head,iaWTW^^ 3.17 
434392; AW983709; Hs.250824; Homo sapiens cONA: FU23435 fe. done HRC12631; pkinase.none; 116 
435972; W95088; Hs.114198; ESTs; pkinase.OPR.none; 116 
441401; A1824338; Hs.126891; ESTs; TissueJac;TM=M;S$=M; 116 

410497; AL157648; Hs.1 57078; Homo sapiens cDNA FU12793 fis, clone NT2RP2002033; none,none; 116 

401113; H25530; ; solute carrier family 22 {organic cation transporter), member 1-fite; none;SS=M; 11 6 

424833; NM.003894; Hs.153405; period (Drosophila) homotog ^ PAS;SS=M; 115 

453880; AI803166; Hs.28462; ESTs. Weakly similar to 138022 hypothetical protein [Ksapiens]; HSP70.none; 115 

435391; AA704588; Hs.58934; ESTs; PlPSKnone; 3.15 

428065; A1634046; Hs.157313; ESTs; ICEj)20 1 OED.iCE_p10,ICEj)20.DED; 3.15 

452688; AA721140; Hs.49930; ESTs. Weakly simiiar to putative p150 [Rsaptensl; SH3.none; 115 

426839; M74782; Hs.1 72689; Inlerteutdn 3 receptor, alpha {tow affinity); none;TM=M;SS=M; 115 

421247; BE391727; Hs.102910; general transcription factor UK polypepBde 4 (52kD subunh); none;TM=M;; 3.14 

440249; A1246590; Hs-249175; ESTs; TalO^DNase.pldnase.dealh.none; 114 

403619; AK001015; Hs.55220; BCU-associated athanogene 2; BAG;TM=M;; 113 

446135; AW 130288; Hs.170318; hypothetical protein FU10147; hcfmonejec,zf-C4;SS=M; 113 

400440; X83957; Hs.83870; nebuJin; SHlNebuDrc 112 

409099; AK000725; Hs.50579; hypothetical protein FU20718; AmiaolojBeg;TM4fc 3.12 
434237; AF1 19908; Hs.235516; hypothetical protein PR02955; none;SS=M; 3.12 

428179; AI127772; Hs.279696; ESTs, Weakly similar to 138022 hypothetical protein IrlsaptensJ; (jkmase,PXpklnase_C;SS=M; 112 
422824; NMJM2108; Hs.121128; BCR downstream stgnafing 1; SH2,PH;TM=M;; 111 

409745; AA077391; ; gb:7B14E1 2 Chroiwsome 7 Fetal Brain cDMA Library Homo sapiens cDNA clone 7B14E12. mRNA sequence; 7tm_1^C3HC4,mlSPRY.KRAB,zf- 

C2H2.rve^-B_box;TM=Y;SS=M; 111 
43541 1; AW444619; Hs.13821 1; ESTs; none.pkinase; 111 
424852; AI222779; Hs.1 44848; ESTs; adern4atekinase,SH2,pkinase 1 ncne; 111 
441970; AW959918; Hs.15516ft ESTs; rm\zf-C2H2; 11 1 

453370; AI470523; Hs.1 39336; ATP-bindmg cassette, sutMarnOy C {CFTR/MRP), member 4; ABC_tran^BC_membrane;TM=Y;; 1 1 1 
41K85; BE078405; ; gb^rV2-BT0617-08030f>O71-g03 BT0617 Homo sapiens cDMA, mRNA sequence; GCV_T;SS=M; 110 
429458; BE161832; Hs.292689; ESTs; pkinase.bZIP Armadillo seg.none; 3.10 

401185; ; ; NMJ>21«5:Hamo sapiens vaniBoU receptor-related osmotfcaQy actrvaled channel; OTRPC4 proteto (OTRPC4), mRNA.; anWon_trans;TM=Y;; 3.10 

404537; 225884; ; chloride channel 1 . skeletal muscte {Thomsen disease, autosomal dominant); none;TM=Y;; 110 
417089; H52280; Hs.18612; Homo sapiens cONA: FU21909 fis, done HEP03834; vdlage.aC,C8S^one; 109 
450792; AA400323; Hs.183041; ESTs; none^BC.tran; 109 
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420361; N92054; Hs.194718; zinc finger protein 255: zf-RanBP,7tmJ; 3.09 

444040; AF204231: Hs.182982; gotgin-67; SH3,ClPH 1 RhoGEF l efoand;TM=M;; 3.09 

416990; AF124145: Hs.80731; autocrine moHity factor receptor zf^C4,CUE;TM=Y;; 3.09 

442215; AI7Q3172; Hs.1 29005; ESTs, Weakly simflar to 2 109260AB cell growth factor [Usapienst none,none; 3.09 

424187; AA336561; Hs.17287; ESTs. Weakly similar to S26689 hypolheOcal protein hcl - mouse i^muscutusj tRK.none; 3.09 

426623; AA382826; Hs.132793; ESTs; none;TM=lyt; 3-08 

419577; L36531; Hs.91296; integrin. alpha 8; inlegrinAF&GAP;TM=Y;; 3.08 

426618; A1036456; Hs.171374; smg GOS-ASSOOATED PROTEIN; ArmadiIlo_seg;TM=M;; 3.08 

445133; AW1 57646; Hs.153506; ESTs; etod.spectrin,GAS2.SH3,Plectii\RA,XyloseJso^ 308 
423681; AB023215; Hs.131525; Homo sapiens mRNA; cDNA OKFZp434E199 (from clone DKFZp434E199); partial cds; TTL;TM=M;; 3.08 
428730; AA625947; Hs.25750; ESTs; HECT,none; 3.08 

427976; AW977808; Hs.80545; mitogen-acflvated protein kinase 8 interacting protein 2; RiboscmaLL37e,pkinase; 3.08 

41 2448; L12964; Hs.73895; tumor necrosis factor receptor superfamfty, member 9; TNFR_c6;TM=Y;SS=M; 3.08 

416814; AW192307; Hs.80042; dolichyi-P-GfcMan9GWMc2-PP^r^ AIg6_Alg8 1 7tm - 1;TM=Y;SS=M; 3.08 

427395; AW298741; Hs.97861 ; ESTs, Moderately similar to 138022 hypolheOcal protein [H .sapiens]; none.aldedri.aakinase; 3.08 

436267; AW450938; Hs.180115; ESTs; none,PFK; 3.07 

422309; U79745; Hs.1 14924; solute carrier family 16 (monocarboxyTic add transporters), member 6; sugar_tnTM=Y;SS=M; 107 
439238; N47305; Hs.46668; ESTs; 7tmJ;TM=Y;S$=M; 3.07 

458760; A1498531; Hs.1 11334; ferritin, light polypeptide; cystatin f femtiahtetone^^ 3.07 

424236; AW058114; Hs.7837; phosphoprotein regulated by mitogenic pathways; pWnase;TM=M;; 3.06 

427286; AW732801 Hs.2132; epidermal growth factor receptor pathway substrate 8; SH3JonB_boxC;TM=M;; 3.06 

423878; AI907090; Hs.52891; hypothetical protein PR01853; cystatin.femtin.rtetoi^H^j^ 3.06 
419270; NMJ05232; Hs.89839; EphA1; m3,pWnase,SAM,EPH_tbd;TM=M;SS=M; 106 

450407; NMJ0Q810; Hs.24969; gamma-aminobutyric acid (GABA) A receptor, alpha 5; Neur_chan.LBD t Neur^chan_memb;TM=Y;; 3.06 
456249; A1206144; Hs.82508; HRIHFB2206 protein; none;SS=M; 3.06 

441560; F13386; Hs.7888; Homo sapiens done 23736 mRNA sequence; pWnase,r^_l w domah,Furin-like,YLP^one: 3.05 
446488; AB037782; Hs.15119; WAA1361 protein; pkhase;SS=M; 3.05 

447495; AW401864; Hs.18720; programmed ceil death 8 (apoptosts-toducing factor); pyr_redox;TM=M;; 3.05 
425390; A1092634; Hs.1581 14; protein tyrosine phosphatase, non-receptor type substrate 1; ig;TM=Y;SS=M; 104 
409705; M37762; Hs.56023; brain-derived neurotrophic factor; NGF;SS=M; 3.04 
413962; AA331563; Hs.24678; sphtngosine-1i>hosriuJtas$^ 104 

426578; R23027; ; gb:yh27e07.r1 Scares placenta Nb2HP Homo sapiens cDNA done 5*. mRNA sequence; pkinase,none; 3.04 
438005; BE151746; ; gb:PM1-HT0305461299-003-a06 HT03O5 Homo sapiens cDNA, mRNA sequence; pkinase,UBA,KA1 .none; 3.04 
438316; AA789249; Hs.80042; gb:aj27gQ8js1 Scares Jestls.NHT Homo sapiens cDNA done 1391582 3'. mRNA sequence; none,none; 3.04 
452850; H23230; Hs.22481; ESTs, Moderately simitar to A46010 X-Gnked retinopathy protein (^sapiens]; CBS.voltage_ac.none; 3.03 
405266; ; ; Target Exon; arf,G-alpha;SS=M; 103 

402615; ; ; C1003844*:gi|6912550IreflNP_036483.1l olfactory receptor, family 10, subfamily J, member 1 ; none;TM=Y;SS=M; 103 
422803; W28669; Hs.139041; ESTs; trartsmembrane4.none; 102 

439325; AF086139; Hs.150423; cycthvdependent kinase 9 (COC2-retated kinase); pkmase,Mur.«gase,MurJigase_C; 3.02 

416389; AA180072; Hs.149846; integrin, beta 5; integririB.none; 102 

418836; A1655499; Hs.161712; ESTs; rjkinaseA^vinjecp l PDZ.ZU5,death; 3.02 

438996; AW748336; Hs.110613; WAA0421 protein; none;TM=M;; 102 

422676; 028481; Hs.1570; histamine receptor HI; 7tmJ;TM=Y;SS=M; 3.02 

450267; AW505538; Hs.243620; ESTs; pkinase.none; 101 

400566; ; ; Target Exon; none;TM=Y;; 101 

407816; AW500857; Hs.40137; anaphaseiMomoting complax 1; rrieioticcheckpolnl regulator; PW > LC-X,C2.SH2,PH,SH3 1 PI.PLC-Y l PAN,none; 101 

429673; AA884407; Hs.211595; protein tyrosine phosphatase, nonreceptor type 13 (APO-1/C095 (Fas)-associated phosphatase); Yjtephato.BandJI.PDZSS^M; 101 

417067; AJ001417; Hs.81086; solute canter family 22 {extraneuronal rnonoarrrine transporter), member 3; sugarJnTM=Y;SS=M; 3.00 

403212: ; ; NM_019595:Homo sapiens intersectin 2 (ITSN2), mRNA. (CHRNA9), mRNA.; SH3 1 efhand,C2,PaRhoGEF;TM=M;; 100 

410141; R07775: Hs.287657; Homo sapiens cDNA: FU21291 fis, done COL0 1963; F5_F8_type_CXpkln3se,Ets,none; 3.00 

421059; A1654133; Hs.30212; thyroid receptor interacting protein 15; none.none; 100 

452335; AW188944; Hs.61272; ESTs; none,lRK; 2.99 

437644; AA748575; Hs.136748; lecuMke NKceli rec ep tor; tecfin.c;TM=Y;SS=M; Z99 

435876; AW612586; Hs.160271; 6 protein-coupled receptor 48: 7tm_1 ,LRR,LRRNT;TM=Y;SS=M; 2.99 

4291 77; AA447527; Hs.207429; ESTs; 70^1^0^; 2.99 

449289; BE466057; Hs.225660; ESTs; 3Beta_HSD,pHnase; 199 

454701; AW854930; ; gb:PMf>CT0263-2D109WK)3^6 CT0263 Homo sapiens cDNA. mRNA sequence; SH2,STAT,STAT_Wnd.STATj)rol.none; 2.99 
409995; AW960597; Hs.129206; ESTs; pWnase.none; 198 
446860; AV660685; Hs.282953; ESTs; none,PP2C; 198 

438684; M830105; Hs.194976; SH2 domauvcontalnlng phosphatase anchor protein 1; ig;TM=Y;SS=M; 198 
434164; AW207019; Hs.148135; serineAhreontoe kinase 33; pkinaseiTM^M;; 2.98 

403290; ; ; C1000101 1*^il4758212JreflNP_004411.1| dual specificity phosphatase 8 [rtomo sapiensl glJ601; none;TM=M;; 2.97 
433556; W56321 ; Hs.1 1 1460; catcramAalmodiifirHiependent protein kinase (CaM kinase) II delta; pkinase,none; 2.97 
421990; T31811; Hs.110460; DC12 protem; GKAP,DUF159;TM=Ms 257 
428315; AA6881 52; Hs.9B505; ESTs; pWnase.none; 2.97 

41 1 140; AW819463; ; gb:RC5-ST029346129WB1-C07 ST0293 Homo sapiens cONA. mRNA sequence; ChdmeJdnase,Camjxtf ^ 2.97 
453998; H47802; Hs.7557; FKSOo^Wndlng protein 5; ronsjwne; 2.97 
401 342; ; ; Target Exon; none.none; 2.97 

453020; AL162039; Hs.31422; Homo sapiens mRNA; cDNA OKFZp434M229 (from clone DKFZp434M229); dNK,none; 196 
410976; R36207; Hs.25092; hypofoefical protein MGC10744; none;TM=M;SS4ft 196 

431074; BE072772; Hs.153279; ESTs. Moderately simflar to A46010 X4Inked retinopathy protein [UsapiensJ; none^erpin; 196 

443829; AI087954; Hs.23348; S-phase kinase-asscciated protein 2 (p45); F-box,none; 198 

400356; AF227137; ; teste receptor, type 2, member 13; none;TM=Y;SS=M; 195 

422559; AW247696; Hs.1 55839; hypofoefical protein MGC12934; adh^PGK,SemialdhydeJh;SS=M; 195 

423482; BE280172; Hs.129228; gafactokinase 2; GHMPJdnases;TM=Mn 195 

438330; AW450572; Hs.K7316; ESTs; pkmase^C4,ERM.CNH^one: 195 

414581; AA256213; Hs.72010; ESTs; none,Cam acyitrar^.Crrarina Jdnase.SO)1 -SenC.Gtyc^ 195 
453058; AW612293; Hs.288684; Homo sapiens cDNA FU 11 750 fis, done HEMBA1005568; SHlSH3.C2,PH,RasGAP.none; 195 
430556; AW967807; Hs.13797; ESTs; HECT.none; 194 
400471; ; ; Target Exon; none;TM=Mr. 194 

419459; AW291 128; Hs.278422; DKFZP586G1122 protein; Meta!iophos.7trrLl; 194 
407013; U35637; ; gkHuman riebuCn mRNA, partial cds; SH3,NebuBnn 194 
421476; AW953805; Hs.21887; ESTs; Piwl,PAZ.Piwi; 194 
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426806: T19223; Hs.172572; hypothetical protein FU20093; ank,pkin3se,UPF0073^ S=M; 2.94 

405588; ; ; NM_000299*:Homo sapiens ptetophuTn 1 {ectodermal dysplasla/skin fragility syndrome) (PKP1), mRNA.; ArrnadilIo^seg;TM=M:; 194 

443614; AV655386; Hs.7645; fibrinogen, B beta polypeptide; rtone,none; 194 

416737; AF154335; Hs.79691; UM domain protein; UM,POZ;TM=M; 193 1 
428522; R10184; Hs.191987; ESTs. Weakly similar to AIU1 HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [H^apiensj; 

r»rra,ArfGap.PH,TNFR_c6; 193 
447818; W79940; Hs.21 906; Homo sapiens done 24670 mRNA sequence; nonejfcinase; 193 
432925; AA878324; ; ESTs; none.none; 193 

443670; AW178935; Hs.238707; ESTs; RmaAD,DENN,dDENN,uDENN;TM=M;; 193 

447555; AI391662; Hs. 160963; Homo sapiens, done MGG12318, mRNA, complete cds; none;TM=M;; 193 

435092; AL137310; Hs.4749; Homo sapiens mRNA; cDNA DKFZp761E13121 (from done DKFZp761E13121>; partial cds; none;TM=M;; 193 

417670; R07785; ; gfcyf15c08.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone 5* similar to contains AIu repeCQve element-contains MSR1 repeBtive element ;, mRNA 

sequence; XYPPX,ABC_membrane>\BC tram 2.93 
424148; BE242274; Hs.1741; integrin, bela 7; mtegrm^,E(^^thio,PSt;TM=Y^S=M; 192 

439090; H65724; Hs. 347 158; gb:yr76a1 1.r1 Soares fetal Ever spleen 1NFLS Homo sapiens cDNA done 5\ mRNA sequence; pkinase, none; 192 
408048; NMJJ07203; Hs.42322; A kinase (PRKA) anchor protein 2; Paratemmin;TM=M;; 2.92 

428796; AU076734; Hs.193665; sdute carrier famBy 2B (sodam>coup!ed nucleoside transporter), member 2; Nudeoside_tra2,BPD_transp_2;TM=Y;; 192 

415272; AA164215; Hs.203186; ESTs; none,Exojjndoj>ru*BNR/troph^^ 2.92 

424775; AB014540; Hs.153026; SWAP-70 protein; eftarui,PH,Neuregulin;TM=M;; 192 

439569; AW602166; Hs.222399; CEGP1 protein; EGF,TNFR^c6,g^anuIin 1 (XJB t Keratin_B2,TlL;TM=M;SS=M; 192 

441680; AW444598; Hs.7940; RAP1, GTP-GDP dissodation stimulator 1; Armadfflojseg;TM=M;; 191 

444784; D12485; Hs.11951; ectonudeoBde pyrophosphatase/rjhosphodtesterase 1; SomalorrtedirLB,Endonucle3se,Phos^ 191 
400398; AF137396; Hs.283B79; ublquilin 3; 7tnu1 ,Abi;TM=Y;SS=M; 191 
435592; AI830490; Hs.1466; glycerol kinase; FGGY,FGGY_C;TM=M;; 190 
400539; ; ; Target Exon: none;TM=M;; 190 

403743; ; ; C1002604:gfl8393668|ret1NPJ)58989.1 1 kinase interacting with leukemia^ssociated gene (st none;TM=M;; 190 

418913; BE046745; Hs.91579; Homo sapiens done 23783 mRNA sequence; Y4jbosphaiase.lMP4.none; 2.90 

428169; A1928984; Hs.182793; golgi phosphoprotfiin % photoRC.UPF0118;TM=Yn 190 

403912; ; ; C5000394 t :gi|12737280lref|XP„00668l2i keratin 18 (Horru>sapiens]|l6633; none;TM=Mn 189 

431868; BE2464Q0; Hs.285176; acetyl-Coenzyme A transporter; none;TM=Y;; 189 

421558; AB011125; Hs.105749; WAA0553 protein; none;TM=M;; 189 

444100; AA383343; Hs.221 1 6; CDC14 (cell division cyde 14, S. cerevlslae) homolog B; Y_phosphatase.DSPc;TM=M;; 189 

447437; U07225; Hs.339; purinergjc receptor P2Y, G-protein coupled, 2; 7tm_1,SH2;TM=Y;SS=M; 189 

431512; BE270734; Hs.2795; lactate dehydrogenase A; tdhJdh_C,SH3.pkinase i UBA;TM=M;; 189 

446601 ; AI312783; Hs.155772; Homo sapiens thymic stromal co-transporter mRNA, complete cds; sugar JnTM=Y;; 2.89 

420747; BE2944Q7; Hs.99910; phosphofructokfnase, platelet PFK;TM=M,'; 188 

449459; BE546846; Hs.195048; ESTs; ank,r3S.PH^rfGap 1 HC03_cotransp; 188 

405099; ; ; Target Exon; C2,PI-PLC-Y,PI-PLC-X;TM=M;; 188 

445890; AF05501 9; Hs.21906; Homo sapiens clone 24670 mRNA sequence; pkinase.pkinase; 188 

401445; ; ; NMJ)21 161*:Homo sapiens potassium channel, subfamily K, member 10 (KCNK10), mRNA.; ton_trans;TM=Y;SS=M; 187 

405480; ; ; Target Exon; none,none; 187 

400189; ; ; Eos Contrd; LRR,PPTA;TM=M;; 187 

450125; AA005418; Hs.1581 86; ESTs; CIDE-N,7trnJ,none; 187 

432056; AB040973; Hs.272385; Gprotelncoupled receptor 72; 7tm_1;TM=Y;SS=M; 186 

423619; T4B691; Hs.249159; adrenergic alpha-2A-, receptor; 7tmJ,7DnJ2;TM=Y;SS=M; 186 

417381; AF164142; Hs.82042; sdute carrier family 23 (nudeobase transporters), member 1 ; xan_ur_permease,RA; 186 

420035; F2672S; Hs.187908; ESTs. Weakly similar to A47582 B-ceU growth factor precursor [H.sapiensJ; HATPase_c.MOZ3AS.zf.C2H2; 186 

425480; AB0231 98; Hs.1581 35; WAA0981 fjrc^n; PIP5K;SS=M; 186 . tM 

446700; AW206257; Hs.1 56326; Human DNA sequence from clone RP1 1-145L22 on chromosome 6p21.32-211 Contains the gene for myefin/digodendrocyte glycoprotein MOG, 

(part of) the gene far a novel KRAB box containing C2H2 type zinc finger protein, ESTs, STSs, GSSs and a putafive CpG; none;TM=M;; 186 
444595; AL121094; Hs.83572; hypothetical protein MGC14433; Yjphosphatase.SHlYj3hosphatase.SH2; 185 
41 1 331; AW837178; ; gb:QVUT0037-070300.100<l1 1 LT0037 Homo sapiens cDNA, mRNA sequence; SH2,none; 165 
410763; AF279145; Hs.8966; hypothetical protem FU21776; none^one; 2.85 
440617; AA894880; Hs.181 181; ESTs; none^one; 185 
454071; AI041793; Hs.42502; ESTs; 7trnJ,none; 185 

411040; AF007393; Hs.177574; proteln-kinase, toterferordndudbte double stranded RNA dependent inhibitor, repressor of (P58 repressor); HLHTM=M;; 185 

402183; ; ; NMJKM49V:Horno sapiens glucocorticoid receptor DNA binding factor 1 (GRLF1), mRNA.; none;SS=M; 185 

428753; AW939252; Hs.192927; hypothetical protein FU20251; none;TM=M;; 184 

417070; Z19077; Hs.172004; Gun; fn3,ig.SGXXSG.pkinase;TM=Mn 2.84 

458456; AI122709; Hs.153609; ESTs; b2IP/rinadiIto.seg jrm.NTFlnone; 184 

421226; AL096748; Hs.102708; DKFZP434A043 protein; Armadillo_.seg jntegrin_B.PSIJIG;TM=M;SS=M; 184 

436733; BE327477; Hs.166941; ESTs; 7trrL3,oxldoredj5^N.PreserMlin,PWl; 184 

427161; AI024595; Hs.97508; a disintegrin and metaltoprotehase domain 6; lg;TM=Y;SS=M; 184 

419462; AF071076; Hs.1 12255; nudeoportn 98kD; DEAD,hertcase_C Nudeoporin J r G,horneobox;SS=M; 183 

41 3658; AA055369; Hs.75456; A kinase (PRKA) anchor protem 1 0; none.none; 183 

400749; ; ; NM_003105*:Homo sapiens sorfHirHBlated receptor, L(DLR class) A repeats-containing (SORL1), mRNA.; 

EGFMIdLrecepLa,ldLrecerA.b^un^BNRTM=Y;SS=M: 183 
447388; AW630534; Hs.76277; Homo sapiens, done MGC3381. mRNA, complete cds; TB2_OP1_HVA22;TM=Y;SS=M; 183 
413243; AA769266; Hs.193657; ESTs; pkirase^-C4.ERfyiaiH.none; 183 

423690. AA329648; Hs.23804; ESTs, Weakly similar to PN0099 son3 protein [H^aplensJ; tonJnjns,IQ,none; 182 

447993; AW139525; Hs!1703S2; ESTs; none^one; 182 

423061; A1290473; Hs.44807; ESTs; lrrte#n_B,SeniaPSl,TlG.none; 182 

440619; AW408585; Hs.91052; ESTs, Moderately similar to ALU5JHJMAN ALU SUBFAMILY SC SEQUENCE CONTAMINATION WARNING ENTRY [Rsapienst 

afahvdrotase_2,none; 182 
423497; U92642; Hs.129701; G protdncoupted receptor 45; 7tmJ;TM=Y;SS=M; 181 
446126; AW085909; Hs.10177; pteckstrtn homology domain interacting protein; none,nona; 181 
452488; N74921; Hs.184389; ESTs; none;TM=M;; 180 
449515; AI653378; Hs.302012; ESTs; ton_trans;TM=Y;SS=M; 179 
443881; R64512; Hs.237146; hypothetical protem FU12752; none^one; 2.79 

449636; A1656608; Ks.2B13Z8; ESTs, Weakly simBar to T00378 K1AA0641 protein [H^apienst pfor^e.hormone3;TM=Y;SS=M; 178 

424348; AB02Q523; Hs.266258; endonudease G-&e 1; Endonudease;TM=M;SS=M; 178 

418844; M62982; Hs.1 200; arachidonate 12-GpoxYgenas8; Gpoxygen3sePUT;TM=M,-; 178 

442233; AW967149; Hs.28439; ESTs, Weakly similar to 138022 hypotheticat protein pisapfensl; Mff.sugar.tr^one; 178 
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450010; AW293801; Hs.255052; ESTs; ARiDJtmJ; 2.78 
452813; U54727; Hs.191445; ESTs; pkhase>teBvuufecp,non8; 278 
418177; N44967; ; ESTs; ptdnase,none; 2.78 

408014; AA723782; Hs.41749; protein kinase, cGMP-dependenL type ti; cNMP_btrtfmg.pkm3se;SS=M; 2.77 
5 448362: AA641767; Hs.21015; hypoffiefcal protein DKFZp564L0864 simitar to HIAT1; sugarJr,TM=Y;SS=M; Z77 
423994; X01057; Hs.1724; Interteukin 2 receptor, alpha; sushi;TM=Y;SS=M; 2.77 

427342; AL1 10150; Hs.176580; Homo sapiens mRNA; cONA DKFZp586D0724 (from done DKFZp586D0724); none;NA;NA; Z76 
447574; AF162665; Hs.1 8895; tousteoMfoe kinase 1; pKnase;TM=M;; 2.76 

442681; AI809182; Hs.130907; ESTs; fran$ketolase,E1jiehydrog,tr^ Z75 
1 0 433637; AW024214; Hs.102307; ESTs; Naj»u!ph_syrnp.aaj«rmeases:TM=Y;SS=M; 2.75 
458997; AW937420; Hs.69862; ESTs; SH3,RhoGAP,FCH;TM=M;; 2.75 
432284; AA532B07; Hs.1 05822; ESTs; pkinase.none; 2.74 

406139;;; Target Exon;ig 1 Tub;TM=Y;SS=M;Z74 n ^ rn 

439518; W76326; ; gfczd50d04 s\ Soares fetaLhearLNbHH19W Homo sapiens cDNA clone 5" similar to contains Ahj repetitive element mRNA sequence; Armaoi2o_seg,none; 
15 2.74 

428536; AI143139; Hs.2288; vtsinin4ike 1; efhand;SS=M; 173 ^ , „, , nu _ TU ... 

400211; ; ; NM_003899*:Homo sapiens PAK-interacfing exchange factor beta (P85SPR). mRNA. VERSION NM.003897.1 Gl; SH3.PKRhoGEF,Terpene_synlh;TM=M;; Z73 

402129; ; ; Target Exon; SH2,Pep5d3Se_C9;TM=M- 2.73 

424238; AA337401; Hs.137635; ESTs; none;TM=M;SS=M; Z73 
20 433834; AA620742; Hs. 130786; ESTs; SPX,EXS;TM=Y^ 2.73 

409339; AB020685; Hs.54037; ectonucleotide pyrophosphatase^hosphcdiesterase 4 (putative function); Sulfatase,Phosphodiest;TM=M;SS=M; 2.73 

408163; AW779842; Hs.258217; ESTs; 7tm_1,zf^tox t zl-C3HC4 ) 7tm_1,z«_bO)( t z«:3HC4; 2.73 

422358; AL133030; Hs.1 1 5429; Homo sapiens mRNA for WAA1666 protein, partial cds; SH3;TM=M;; 2.73 

426409; AA594207; ; gb:nn29e0U1 NCLCGAPJBasI Homo sapiens cDNA clone 3*, mRNA sequence; pkln3se.FMarin,none; 2.72 
25 400645; ; ; Target Exon; rio_chan,SBPJ>aO,ANFjeceptor,none; 2.72 

443651; AA336609; Hs.1 0862; Homo sapiens cDNA: FU23313 fis.done HEP11919; adenylateWnase.none; 2.71 

442572; Al001922;Hs.135121; hypowefcal protein FU22415; nons,HSP70; 2.71 

409317; U20165; Hs.53250; bone morphogenetic protein receptor, type II (BMPR2); pHnase/cOvin_recp;TM=M;SS=M; 2.71 

403201;;; Target Exon; none;; 2.71 m A _ , , 

30 459357; AW848421; ; gb:IL3-CT0214-15020M7SB11 CT0214 Homo sapiens cONA, mRNA sequence; ABCjrar^Cjirembrane.tonJrans; Z70 
439935; S75105; Hs.8358; giutamate receptor, ionotropic, kaJnate 2; ANF_receptor,rig_chan ( none; 2.70 
414924; C06267; Hs.44247; ESTs; none,none; Z69 
421008; BE259378; Hs.103147; rrypothefcal protein FU21347; DUF255;; Z69 
449951; AA004982; Hs.120904; ESTs; DED.Calsequestrin; Z69 
35 411226; AW833022;;gb:RC3Tr0005-191^ 

417625; U59305; Hs.44708; Ser-Thr protein kinase related to the myotonic dystrophy protein kinase; pidnase 1 bZIP,G-gamma,K-box,planase_C;SS=M; Z6B 
408051; AI623351; Hs.172148; ESTs; PH.RhoGAP.none; Z6B 
412521; AW753481; Hs.294022; hypothetical protein FU14950; SH2;TM=M;; Z68 
413922; A1535895; Hs.221024; ESTs; lon_trans,RYDR_ITPR,MIR,UDP6T; 2.68 
40 4321 88; AI362952; Hs.2928; solute carrier family 7 {catjonic amino acid transporter, y system), member 1 ; aa_permeases;TM=Y;SS=M; Z67 
415516; F11411; ; gb:HSC2WF081 normalized Infant brain cDNA Homo sapiens cDNA done c-2wf08, mRNA sequence; ionjrans.none; Z67 
419749; X73608; Hs.93029; spardosteonectm, cwcv and kazal-fike domains proteoglycan (testican); kazal,thyroglobufin_1;SS=M; Z65 
416095; AW014327; Hs.221 951; ESTs. Weakly similar to 138022 hypothetical protein {Ksapiensl; lg^f-C3HC4.01.N 1 CbLN2,Cbl - N3,none; Z66 
403609; ; ; C3001 199:gi]7494834|pir|IT15308 hypothetical protein B0286.2 - Caerwrhabdilis elegans||41; 7tm J,7tnx.2,GPS,WiF;TM=Y;SS=M; Z66 
45 458213; Al047521;Hs.1221Mypotrfiticalp^ . . 

426158; NMJJ01982; Hs.199067; v-erb-b2 avian erythroblastic leukemia viral oncogene homotog 3; FufMke,pkmase,Recep_L_domain.Funn- 

Dke,pkinase,Recep_Ldomain,PeptMase,M24; Z66 
435410; AL135067; Hs.117182; ESTs; none,pkinase.RBO ( DAG - PE-bind; Z66 

437838; AI307229; Hs.184304; ESTs; CARD,ICEj)20.l(Xj>10,HrT^^ Z66 
50 430293; AI416988; Hs^38272; inositol 1,4 t 54riphosphate receptor, type Z ion_trans,RYDRJTPR,MIR.none; Z65 
433090; A1720050;;lmrrortalizatiorw 

432103; T1B03; Hs.272458; protein phosphatase 3 (formerly 2B). catalytic subunit, alpha isoform (caldneunn A alpha); MetaHophos;TM=M;; Z65 

435852; H72303; Hs.36011; ESTs: pkinase.none; Z64 

433327; AI674779; Hs.126744; ESTs; nonejtmj; 2.64 
5 5 438459; T49300; Hs.35304; Homo saptens cDNA FU13655 lis. done PIACE101 1503; none,FMCWike; Z64 

432251; AW972983; Hs.232165; polycythemia rubra vera 1; cell surface receptor. none;TM=M;SS=M; Z63 

446963; AI862668; Hs.176333; ESTs; OMPdecase.Pn^tran,r^ase,RhoGEF,PH; Z63 

444821; AA053564; Hs.12040; STE204ike kinase; pkinase;TM=M;; Z63 

436206; AK001451; ; CD2-assodated protein; none,none; Z63 
60 434370; AF130988; Hs.58346; ectodysplasin 1. anhidrotic receptor; death t Kunitz - BPTt;TM=Y^S=M; Z63 

439039; AI656707; Hs.48713; ESTs; pkmasa,none; Z63 

449656; AA002008; Hs.188633; ESTs; PIPSKnone; Z63 

429341; X73874; Hs.2393; phosphcrylase kinase, alpha 1 (muscte); none;TM=Mn Z62 

445174; AV652850; Hs.172004; BtJn; fh3,lg,SGXXSGjone; Z62 
65 424950; AA602917; Hs.156974; ESTs; none,COP-OH_P_transt Z62 Lf J A , 

438141; AW946871; ; gb:RC2-ET0022-080500-01 2-<J02 ET0022 Homo sapiens cONA, mRNA sequence; SH2,STAT,STAT_bjnd,STATjjrotnone; Z61 

434938; AW500718; Hs.81 15; Homo sapiens, dona MGQ16159, mRNA. complete cds; rjkmaseJBC,Rhodanase;TM=M;; Z61 

409264; NM.014937; Hs.52463; WAA0966 protein; SyjaJJ;TM4fc Z60 

458438; AI141520; Hs.151464; ESTs, WeaWy similar to ALUCJttJMAN UU ALU CLASS C WARNING ENTRY HI (Rsapiens}; pkinase.none; Z60 
70 400719; • ; NMJ)04055VHomo sapiens calpain 5 (CAPN5). mRNA. VERSION NM_004335^ Q; C2,Pepfioase_C2.Ca1pain_tll;TM=Mn 2.60 
427318; AF186081; Hs.175783; zinc transporter. Zflj;TM=Y;S$=M; Z59 

426086; T94907; Hs.188572; ESTs; PH.Ets.CH.spedrin.Ca.channei.B.none; Z59 tilup(i ttora 

430105; X70297; Hs.2540; choOnargic receptor, nfcofinic. alpha rjorypepflde 7; Neur^.LBD.Neur.chanjTiemb.pkir^eiT^Y^M; Z58 

411495; AP000693; Hs.70359; WAA0136 protein; HATPase_c^ZlP-,TM=M;; Z58 
75 438167; R28363; Hs.24286; ESTs; none;TM=Y;SS=M; Z58 

418749; N75147; Hs.22488; ESTs; rxmzf^2H2,KRAB,pkin35e; Z58 

454289; AL137554; Hs.49927; protein kinase NYI>SP15; dCMP_cyLdeam;TM=M;; Z58 

443605; H06865; Hs.134131; ESTs; eihand.ion.trEns.none; Z57 

429429; AA829725; Hs.334437; hypothetical protein MGC4248; nonB 1 transmembrane4; 2.57 
80 403088; ; ; NMJ)03319*:Homo sapiens Qlin (TTN), mRNA. mRNA^ fn3,ig,SGX)ffiG;TM=M;; Z57 

409190; AU076536; Hs.50984; sarcoma arnpoaed sequence; transrrerr*rane4;TM=Y;SS=M; Z57 

426696; AW363332; Hs.1 7 1844; Homo saptens cONA: FU22296 fis. done HRC04468; ig;TM=Y;SS=M; Z56 

403328; ; ; Target Exon; Oyco Jrydro„35;TM=Ms Z56 
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426167; AF039023; Hs.167496; RAN binding protein 6; Annadnio_seg.HEAT.PBS;; 2.56 
428695; A1355647; Hs. 163999; purinergfc receptor (family A group 5); 7tm_1;TM=Y;SS=M; 2.54 
419285; 031887; Hs.89868; WAA0062 protein; 2p;TM=Y;SS=M; Z54 

415740; NB0486; Hs.39911; Homo sapiens mRNA far FUOQ0B9 protein, partial cos; C8M_21;TM=M;; 2.53 
5 403305; NNL006825; ; transmembrane protein (63kO) t endoplasmic reucuturn/Goigi intermediate compartment pkinase;TM=Y;SS=M; Z53 

443804; AL1 35352; Hs.255883; ESTs, Weakly similar to 138022 hypothetical protein (Rsapiens); Pep^ejM,PeptidaseJtf 18,Yj>hcsp^ Z53 
450425; H06607; Hs.6099; ESTs; E1^^TPase l Ca5oruATPase_C,Caton_ATPase_N > Hydrolas^ 2.51 

401702; ; ; NM001171*:Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 (ABCC6), mRNA.; ABC_tran>VBCjriembrane;TM=Y;SS=M; 2.50 
439463; W69304; ; gb2d46K)1 j1 SoaresJetaLhearLNbHH19W Homo sapiens cONA done 5\ mRNA sequence; m3,Yj>rosphatase,rtone; 2.50 
1 0 425975; AB0 11082; Hs. 165559; organic catortc transporter-like 4; sugar_tr,TM=Y;; Z50 

443259; AW090601; Hs.69171; protein kinase C-Gka 2; pkinase,pkinase_C,HR1,none; 2.50 

400777; ; ; NM_007325*:Homo sapiens ghrtamate receptor, tanotrophic, AMPA 3 (GR1A3), transcript variant flip, mRNA.; ng_chan.SBP_b3C_3ANF_receptor,TM=M;SS=Y; 

~ Z49 
426044; AA502490; Hs.170290; ESTs; none.none; 2.48 
1 5 454564; AW807573; ; gb:MR1~ST0088421 299-004^01 ST0088 Homo sapiens cONA, mRNA sequence; pkmase.none; Z48 
415938; BE383507; Hs.78921 ; A kinase (PRKA) anchor protein 1 ; KH-doman l TUD0R;TM=M;SS=M; Z47 

426481; AW963941; ; gb:EST376014 MAGE resequences, MAGH Homo sapiens cDNA, mRNA sequence; Y _phosphatase,Band_41,OSPc^one; 2.46 

426005; AA377499; ; gfcEST90341 Synovial sarcoma Homo sapiens cDNA 5" end, mRNA sequence; tubunn,FKBP,COX6B,7lmJ t tubu0n - .C;SS=M; 2.46 

424879; AA348013; Hs.273385; ESTs; arf,G-atpha,none; 2.46 
20 415156; X84908;Hs.78060;phosphory!ase kinase, beta; none;TM=M;; Z46 

41 6508; R39769; ; ESTs, Moderately similar to AW8.HUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION WARNING ENTRY {KsapiensJ; 
SH3,PDZ 1 Guanyiatajdn,2U5,none; 2.46 

408087; AW150645; ; gb3(g54(07jc1 NCLCGAPJJ14 Homo sapiens cDNA done 3, mRNA sequence; XYPPX^C.rnembrane^BC.lran; Z46 

433434; AA588429; ; gb:no22b03.s1 NCLCGAP_Pr22 Homo sapiens cDNAdone 3\ mRNA sequence; pWnase,DNAjnis - repa5r,HATPase_c; 2.45 
25 446768; AV660305; Hs.1 10286; ESTs; iCEj>20,DED,IC^p10,ICEj)20,DED; 2.45 

437158; AW090198; ; WAA1 150 protein; nonejNA^A; 2.45 

430177; AW969233; Hs.302746; MSTP028 protein; K.tetra,none; Z45 

422270; AF1 14494; Hs.1 14062; protein tyrosine phosphatase-like {proline instead of catalytic arglnine), member a; none;TM=Y;; 2.45 

430680; AW138724; Hs.168974; ESTs. Highly similar to ALU7_HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION WARNING ENTRY [Rsapiens]; 
30 Yj>hosphatase^apfinJJ,YjJhosphatase;2.44 

446569; AW248031; Hs.155839; hypothetical protein MGC12934; adhjdnc,PGK.Sernialdhyde_dh;SS=M; 2.44 

41 1902; AW875344; ; gb:Rd-PT0009-220300-013406 PT0009 Homo sapiens cONA, mRNA sequence; none.pkinase.ank; Z43 

430057; AW450303; Hs.2534; bone morphogenetic protein receptor, type !A (BMPR1 A) (ALK-3); Activiruecp,pkinase;TM=Y;SS=M; 2.43 

446338; AI289121; Hs.205978; ESTs; none.SH3; Z42 
35 426221; AB007881;Hs.110613;KIAA0421 protein; none,RibosomaLS8; Z42 

446796; AI652497; Hs.1 10103; RNA polymerase 1 transcription factor RRN3; none,none; Z41 

428360; H10291; Hs.30974; ESTs; pkinase.PBO^one; 2.40 

428379; X06026; Hs.2259; CD3G anfigen, gamma polypeptide (TiT3 complex); !TAM;TM=Y;SS=M; Z40 

432488; AA551010; Hs.216640; ESTs; NajsuIph_symp,none; 2.40 JL OJA 

40 407235; D20569; Hs.169407; SAC2 (suppressor of ectin mutations 2, yeast, homotogHke; none,Rirx»sorrd_S13 l GaIadosyLT,7^ 2.40 
448595; AB014544; Hs.21 572; KIAA0644 gene product; LRR,LKRCT;TM=Y;SS=M; Z4Q 

428283; AI439096; Hs.323079; Homo sapiens mRNA; cDNA DKFZp564P116 {from done OKFZp564P1 16); Y_phosphatase,fh3 l lg.none; 2.39 
432460; H12912; Hs.274691; adenylate kinase 3; adenylateWnase.none; Z38 

429549; AI333013; Hs.250505; retinoic acid receptor, alpha; none^f-C3HC4,BRCT l lig_chan; Z38 o « 

45 429303; AW137635; Hs.44238; ESTs, Weakly similar to S65657 alpha- 1C-adrenergic receptor splice form 2 (H^apiens); Phospr^esLSomatomedin.B,EiKlonuctease,none; L Jb 

417473; M55268; Hs.82201; casein kinase 2, alpha prime polypeptide; pkmase^BC1;TM=M," Z35 

453188; AK001708; Hs.32271; hypothetical protein FU10846; TK,DUF300;TM=Y;SS=M; Z33 

447276; AL049795; Hs.1 7987; hypothetical protein MGC1203; none;TM=Mr. Z33 

445310; AI242490; Hs.153290; Homo sapiens cONA FU1431 8 fe, clone PLACE3000402; none.pHnase; 2.31 
50 432942; AF083955; Hs.279852; G protein-coupled receptor; 7trrLl£lobin;TM=Y;SS=M; Z30 

434693; AW976001; Hs.337603; ESTs; nonejicne; Z26 

452034; F1 2234; Hs.75893; ankyrin 3, node of Ranvier (ankyrin G); ZU5.death.none; Z25 

423732; AM58056;Hs.132183;sdutecanieffarnlry 16 (momwarboxytic add transporters), merr^^ ™ 
404956; ; ; C100321<r:gl|6912582|rerlNPJ)36524.1| peflin iHomo sapiens} gi|6009487|dbjlBAA8492Z1| (AB; rione > PI3^PI4Junase,PI3rLC2,PI3iObd.PX,PI3Ka 1 (2; Z24 
5 5 452183; NMJ006594; Hs.28298; adaptor-Teiated protein complex 4, beta 1 subunit; Adaptir\_N,Y_phosphatase; Z23 

420529; D25259; Hs.319844; ESTs, Moderately similar to 154374 gene NF2 protein [Hjapienst pWnase,DAG_PE-birtd,RBD,ras,DC1 ,GFP;TM=Ms 2.21 

408808; BE074219; Hs.17230; hypothetical protein FU22087; Armadillo _seg;TM=M;SS=M; Z21 

451932; AA360954; Hsl27268; Homo sapiens cDNA FU21933 fe, done HEP04337; SH3.PH,RhoGEF;TM=M;; Z21 

432008; AW296791; Hs.193170; hypotheticai protein FU21687; UM,Synaptophy^ ^ 04n 

60 455840; BE145897; ; gkMRO-HT0208-221 299-204*07 HT0208 Homo sapiens cDNA, mRNA sequence; PI3_P14_kinase 1 Pl3Ka,PI3_P14Janase,Pi3Ka; Z19 
429238; NM_002849; Hs.198288; protein tyrosine phosphatase, receptor type, R; Yj)hosphatase;TM=Y;SS=M; 2.19 

430975; AA490055; ; gb:ab05b09.s1 Stratagene fetal retina 937202 Homo sapiens cONA clone 3*. mRNA sequence; adenylateHnase,Thymldylate_kin;TM=M;; zu 
407174; T79938; Hs.77062; leukocyte irrmnimogtotxMke receptor, subfamily B (with TM and 1T1M domains), member 5; lg.none; Z16 
450921; AA098790; Hs.146245; ESTs, Moderately similar to T17242 hypothetical protem DKFZp588B1 417.1 [H^apiens]; none;NA;NA; Z15 
65 427209; H06509; Hs.92423; K1AA1566 proteirq pWnase;TM=M;; Z14 

401917; AL050149; ; RAN binding protein 3; Orexto^STAT.STATJM^^ 2.12 

426359; AA376409; Hs.1 0862; Homo sapiens cDNA FU23313 Bs, clone HEP11919; adenylatfikinase,none; Z07 ^ IM ^ < — , , ^ nAno . 

439520; W76548; Hs.336621 ; ESTs, Moderately similar to ALU5 HUMAN ALU SUBFAMILY SC SEQUENCE CONTAMINATION WARNING ENTRY jH^apienst ion.trans.none, 
™ Z06 

70 410439; R35943; Hs.63758; transferrin receptor 2; PA;TM=Y;; Z05 J4nl , . MU> , M 

448596; A1564769; Hs.173070; EST, Weakly similar to ZN42JWMAN ZINC RNGER PROTBN 42 (MYELOID ZINC FINGER 1) (MZF-1) [Rsapiensl; none^C2H2; Z04 

449543; AF070632; Hs.23729; Homo sapiens clone 24405 mRNA sequence; rUetra/iorUrans.none; Z04 

453496; AA442103; Hs.33084; solute carrier family 2 (facilitated glucose/rnjctose transporter), member 5; sugar„tr,TM=Y;SS=M; Z02 

443952; AI149106; Hs.143530; ESTs; pWnase.none; Z02 

75 437589; AA761322; Hs.269662; ESTs; SH2.SH3 l C2,PH,RasGAP^one; Z02 
422637; AA399024; Hs.118B36; myogtobin; globin;TM=M;; Z01 

450253; AL133047; Hs^471 5; Homo sapiens mRNA; cONA OKF2p434D0215 (from done 0KFZp434O)215); partial cds; SH3;TM=M;; 1.97 

401984; ; ; C1 7000 146*^1] 2 143629tpulIA57 156 C^calmodutln^ependent protein kinase (EC 2.7.1.123) I; pkinase," 1.96 
rt ^ 453464; AI88491 1; Hs.32989; receptor (calcitonin) activity modifying protein 1; none;TM=Y;; 1.95 
80 417733; AL048678; Hs32503; H^apier^ nu^fcr 3VTR of unknown protein; none;NA;NA; 1^4 

411450; H49619;Hs.127301; ESTs; pWnase,none; 1.82 „ ^ ^ _ . v „ 4 ^ 

406303; ; ; C16(»W2Zgi|7499103lpInjr20903 hypothetical protein F14F4^- CaenorhabdiBs etegans gi; ABC^tran,GTP.EFm,PRK^BC_membrane;TM=Y 1 , i.bu 

425009; X58288; Hs.1 541 51; protein tyrosine phosphatase, receptor type, M; tn3^,Y_phosphatase.MAM;TM=Y;SS=M; 1.74 
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425280; U31519;Hs.t872;phosphoenolpyruvatecarbo^ , ^ 4 , v fc _ rvc _. T .. M .. , „ 

425958; AW153271 ; Hs.301839; intracdubr anfigen detected by monoclonal antibody KM; intraceSuia: hyaiuronan-bciding protein; Y_phosphatase,DSPc;TM-M M 1.63 
432563; NM_0 13261; Hs.198468; peroodscme proOferafive activated receptor, gamma, ooactivator 1; rrm;TM=M;; 1.51 
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TABLE 498 

Pkey: Unique Eos probeset Identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey 



CAT Number Accession 



411089 5597J 



22495 1 



22448J 



432407 MH1429J2 



438091 Vm 1 AK054860A\^2198A\^192AV652138AVK2127AV652184BE93^ 

AV646179 AW880409 AA345002 BF1 55189 BE068931 X58197 AL6O3014 AW953629 BM263546 BE550772 AA701084 AI681352 AA358689 
AW938841 BF438147 W05391 H75313BF326185 AV646335AV651589AV646340AV551992AV646384AV64S384AV587497 BF155183 
AV646370 AW797876 AI906821 X5819S BE833835 AA628440 BE833808 BF224205 AA709126 BE673807 A1923886 AA947932 AI276125 Al 185720 
AW510898 AA987230 BE467708 AW898628 AW898544 A1145984 AW043642 AI288245AI186932 AI535262 AI139455 AI298739 A1813854 
AI024768 BE699445 BE699444 AI707807 D52654 AI214518 A1004723 AI698085 AW087420 AI565133 AA845571 AW898622 BF110144 AW513280 
A1061 126 BF382770 AI268939 AI435818 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 AI860794 AI334784 BF10841 1 
BM310532AW513771 A1951391 A1337671 BF095606 BF095501 BF095468AW890091 BF095753AW243400AW898607 AW898616 BF362762 
A1922204 AW898825 BE699468 BE174198 AW102923 D52715 BE699456 052477 055017 BF955933 BG523563 AV646254 AA463522 B10W244 
A1299190 W40186 BE174210 BF939091 BF434160 AW579001 T55662 H0181 1 T52522 BF945037 BF955938 D54679 D53933 R67100 BG925552 
BF999056 R83430 Z29922 T85791 W03942 H53289 AI091 537 BF086583 AA345570 H48870 H80720 T83523 B1039B28 BI037700 R00353 
BF1 55184 N98343 N79072 H01812T55581 

BI009308 BI009893 BF922023 BF922909 BF922913 BF922096 BF957733 BE701 791 AA456454 AA579876 BF933710 AA091294 BI007291 
AW905577 AW975593 AA713730 AW836781 AA666384 AA551106 BF594606Ai082382 A1955808AI 679895 AI679386BF4^AA5^ 
AA551351 AA595822 AA565188 BF808855 AA584921 N86077 AA601031 AA633188 AA514764 AA454562 AA551297 AA936109 BI009389 
AW897806 BE815442 BF739374 BI009310 BF925422 BF933709 BF922034 BF925465 BI009680 * 
AF086101 AL133916 AW955684 AW950828 AI346341 A1867454 BM263376 BF432231 AI421279 A1655270 AW014882 BF439949 AA775552 
N62351 AA626243 K59253 A1341407 AA456968 AA457077 AI358918 AA364013 N79113 N54784 BE175639 N76721 AV727392 Z45529 Z44343 
F05908 F05403 F05398 

BM475665 BE644917 AW770789 AW952971 N64863 BM263259 A1224545 AI1 84866 N691 14 AW51 8902 AI440169 AA809472 AV654440 
AA281642 AU185230 AW337382 A1872923 AI537113 N73882 T83378 H63731 BF671764 AW897824 A1811204 AA344646 BE009112 BG899664 

^Sw^72mTb 1 F771866 BG960386 BG960381 NMJ305712 AF110315 BE074534 BE182776 BE1 58000 BE157999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396 BG981 122 AA224498 AA308542 AW821833 BF902155 AI732411 BG778834 BG283641 BE748279 
BE748870 BG319540 BE7488B4 BF739224 BG986155 AK057283 81861466 AA663341 AA457591 BG949294 AW392886 AA071 1 22 AA227849 
AA584918BG959570BF773486AL041698BF959013 R87170C16859BF770411 BF771298 A1075321 L1 3823 AA21 6700 BF77 1 864 AW861 859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF74621 1 AA179928 
AW851687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771 157 SG43W30AA055592 

AF274943 BG494894 AI719075 AA908783 AI935150 AI422691 AA910644 AA5831 87 BM272167 AI828996 AA527373 AW972459 AI831360 
AA772418 AI033892 AA100926 AU154749 A1459432 AI423513 AJ094597 AA740817 AI991988 A1090262 A1312104 BI256707 AA459522 AA416871 
AI075239 AI339996 AA701 623 A! 139549 AI336880 AA633648 AI9893B0 AI362835 AA399239 Al 146955 BF514270 N92892 AI348243 AI278887 
AA459292 A1494230 BF507531 AJ492600 AA962596 AW613002 AA293140 AA235549 BF108854 AA954344 N49682 AI4571 00 AW583407 
AW300758 BE220715 BE220698 BE569091 BM009547 BF900351 A1537692 AI203723 A1857576 AA584410 AW371667 BM172363 
AK057826AI631982AA224195AI701458AA890570AW966562AW071907A167135^ 

AI354686 T33652 AW205836 BE931115 A1720211 T03490 BF084055 AI372637 T15415 BG054890 AA630384 F26326 AI140719 AA443303 T33230 
T33623 T3351 1 T33785 AW1 18072 W20198 AI657180T15734 AJ419606 N90552 AA224388 T15909 T03515 055612 W27899 
NMJW6265D38551 X98294 BM477931 BM461566 AU123557AU133303AU134649AW500421 BM172439AW500587 AW503665 AVV5043K 
AWS)3640BM152454AV«05260AI815984AW504075 AW500716AL597310BC001229BM474371 AA984202 AU 135205 BE090841 AW163750 
BF747730 BF898637 AI206506 AV660870 AV6921 1 0 AW386830 AV656831 N8471 0 AW993470 BF086802 BF758454 BG960772 ! BJ757769 
BI870853BE018627 C75436 AW148744 BF757753 BG622067 BE909924AA708208 BG530266BI^15AW992930 81^62 B^6628 
M143164AW748953BG498922BF885190BF889D05Br754781 BF800003BM476529A1627668AW028126AL046011 BR9MMAJ017447 
AA579936 AI367597 AA699622 BE280597 AM 24620 AKJ82548 AW274985 AA677870 A1056767 BE551689 AA287842 H94499 AI752427 AI652365 
AW002374AW062651 AA360834 N68822 AU 135442 AU1 25960 Z78334 BE545813 AI092115 BF312771 BF242859 BG533616 ^G53376J co 
BG164745 BG492433 BM473183 AA172043 AA172069 AU157092 AU151353 AU155318 BE302211 AI375022 AA085641 AU157922 H88858 
AA132730 AA1151 13 AA909781 AI475256 AA424206 AW572383 AW084298 A1184820 AI469178 AA782432 H92184 AA340562 BF195818 
AA852821 AW576342 AA827107 AA173317 AW190014 AI918514 AA729372 AA729718 AI055958 AA331424 BE328601 AA515690 B 018896 
AW628277 AA748368 AA626222 BG492636 AW380620 BF800058 AW370956 AA290909 R25857 BG952995 BF801437 AA172077 AU155890 
AU149783 AI720904 AA902936 AA865727 A1470830 AV740677 AA142982 AA482485 AU145485 AW576399 AU156042 R63448 BF246427 
BE928472 D25910 BF758439 BF968785 BE565238 AA355981 AI905607 BG291148 BG533096 BG532888 BF030886 BG613756 BE928471 
BG574501 AA187596 AA361196 T95557 BG531446 BG527242 BG527513 BG61 1106 AA085995 BF847252 BG024608 BE540261 BG531236 
AL579993 BG108733 BG483503 BG571Q32 BG492505 
133 1 BC014030 NM004068 BC004996 AK057883 D63475 BM46B205 BG386792 BG750447 BG575842 BG479084 BG741027 ' AU118129 'BE901O43 

AU141281 BG825395 BG338276 BE396231 AU121493 AU131489 BF341 132 BG335659 BI769251 AU142779 AU124483 BG480828 AU121353 
BG702326 AU137866 BG759046 BI460601 BE887290 BG750415 BF127710 BG757B19 BI160266 AU122086 BG824046 BG744180 BE884^ 
BM006610 BG702599 BI870749 BF307033 BI334771 BG480608 AU142599 AU141336 BM018563 B1335565 AU1 38308 6E391241 ^677^88 
BE278025 BG717959 BG706920 BE312567 AU138300 BE303034 BE303016 AU1 39252 BE336797 BG470940 BE336735 BF3051W ' AU1 M2B8 
AU139907 BE2B1245 BE208718 BG761912 BF212890 AW732692 BM011258 AW247629 AU136696 BF530078 BF204146 AL^JW BG32B927 
BE388385 BE260122 AU1387B9 BE253465 BF733914 AW249415 AW239535 BE311791 BE256236 BF529742 BG770465 AW245777 AW245813 
BE296677 BE266852 BE168115 BE396596 BE280057 BE168229 AI750820 AU134137 BF792191 AI272215 AI907348 AW238875 BF80S152 
BF568397 BE7 12727 BE081443 BE001805 BF724536 BF744705 AW247385 BE796369 AU133759 AV705142 BE794402 BM4^21BG^1284 
AW384831 BM450689 AU134125 BE311650 BF356318 BM462831 BG420555 BE7491 27 AU 134590 BM019438 BC013796 BG761223 8G122TC8 
BE872076 BG748496 BG821374 BE619159 BG423244 AU1 371 10 AU127210 BE270081 AA496860 AA351 380 AA356303 AU099TC1 AA355912 
AA37141 1 AA325535 U36188 AL569574 AL577204 AL525543 AL567342 AL567334 AL5671 22 AL536527 AL567098 BG681585 BG824951 
81870652 BI225855 AW393878 BG750632 BI223803 BE877552 BE270473 BE389392 BE779021 BM017845 B1117816 BE396513 BM049006 
AW393945 BE786941 BE267724 BE562981 BE314236 BF744102 BM019781 BF806063 BF828873 BF829181 BI008788 BP829180 BF^175 
BF433802 BE909928 BF839784 AW578564 BF943095 AW328030 AA448596 AW882688 AA909846 BF924341 AW361460 AA425174 BEM0557 
BF761585 BF931276 BF934888 W68597 BF933977 B1035906 BE836064 BF837576 BI018358 AA205908 H54612 R88902 BE8 12330 BE932300 
BF924562 AW805376 BE76S859 R87381 AA371901 BE838855 AA326381 W55191 AA341231 AA464093 AL575977 AL518850AL547393 
BG338327 AL517563 AL536921 BG207096 BG207589 BG199290 BG220159 BG744842 BG104730 AA555035 AA618009 AA8610M AA610582 
AW245418 AI040983 AAS21380 AW245455 AU147292 AU 155236 BE620286 AW250767 BF888236 BE620819 AU1 54343 AU 150827 AU148334 
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AW069495 AA701091 AU155225 AW250019 AA666235 AU147764 AA449739 BF907598 AW043731 AU144390 AI924565 BE300631 AW874021 
BE208088 BF732773 BF594057 AJ159873 AU143930 N24100 A1052499 AI989370 A1366151 AI139248 AU144776 AA838250 A1095433 AI269227 
BF811358 AU151352 AA477554 AM31290 A1049797 AU157349 AA620S59 AA581533 Al 338299 AA402755 A10S0079 AU1576H AI280691 
AA706590 BE206615 AA861056 AU153214 AU155712 AW069554 AI081 124 AU155846 AI081 123 AA719876 AJ754975 AJ027763 AA723095 
BI518782AW050706F37521 R79062AA565530H^26AA404670AU158884A]13^ 

AW248474 8F841432 BM453246 A13Q2390 AA808269 AI249357 AA1 32775 AA716732 AA479932 AM 98298 AI208574 AI088433 F38977 AA496899 
AW515762 AA602541 AA341161 D58785T15399AI286077 W69152 F28418A1272156AA338034 AA568455 BE206121 AI080033 A1699680 
AAB81255 AJ953465AJ 613240 AL581773 AL531577 BF526361 AA657809 AW152S70 BE621523 AW078705 AW673719 AA102613 AA1 95604 
R72209 AA4O2208 AA404305 N24999 A1983535 D54741 BM61415 BM475959 BI26092S Bl 1 16213 BE2801 20 BE940258 BE280044 AI905744 
BG001474 BE937718 BF799283 BI091621 BG421008 BG289235BF736825 BI253429 BG170084 R72512 T92815 BF931257 BM455183 BG033362 
BG574220 N31395 BF739185 AA371995 BE879011 BI198754 BF378989 T12266 BM019421 B1194570 BF378992 AW996595 B1858649 W94605 
W61345 AA122384 AA171923 T92738 AA761S04 AI819039 AM39358 AL517777 AL565919 AA622001 AA642695 AA704144 AA0B1465 AA070621 
AA375562 AA700011 AA926863 W37310 AL566238 BF677809 BG760021 AW361433 BEB28605 8E268449 BF805977 BG292452 BF981071 
BF217108 BF928698 R33993AW882841 AJ857453 AW078733 A1433035 AI018103 R90927 AA804720 AA551734 R33835 H19741 R787S4 
BF930494 BG1 09583 AA631 926 BE834008 B6996533 
433470 6624 1 X75684 AI573167 AI445461 AI453743 AJ983655 AI564544 AA9771B0 AI69411 1 AJ591358 AW071625 AI678712 AI720939 AI927769 BE439796 

At963432AA292956AW192593AJ865838AI696905AI424384A!161312AI911921 AI597801 B1494959AI240988A1492554AW262737BE044033 
AW008570 AW629505 BI494958 AA088439 AA705057 BF222820 BF593608 BE501957 AA524526 BE044134 AW572531 AW015724 BE349188 
AA043217 BE219784 AI799814 AA1 29575 AI671727 AM70033 BE646195 AW779725 AA903050AA1 47228 AA404570AI075878W381 61 A1972739 
AW673152 AA723200 C06123 BF057147 AA627685 AA157944 AI990245 AA662517 T32487 AI80Q106 AI333170 A1859160 W45410 A1990827 
AW275048 AA1 82640 M47832B AI298935 AW085158 AW471421 AW103470 AW30O456 AW191997 A1823466 AA962397 AA136658 AI251817 
AW339104AA724739 AA411100AA191349AA757735AA037696AI769516AW772283 AA010631 AI692846 A1061065 H80983 R79933AI950693 
AI245632 AI349390 AA148284 AI798502 AA487893 A1621320 AW194272 C06365 AA953883 BE858936 AI91 8523 AI872628 AI927217 A1453453 
AI189366 AW338678 AI261 359 AI500576 BF477735 A1032569 AI972899 AI985583 Z28771 A1363829 AI693030 AA603588 BE773488 AW339301 
BE773489 BE773462 BE773495 AI650338 BE773499 A1745717 BE811475 BE81 1470 BE81 1464 BE811418 BE811415 BE81 1400 BE811398 
BE811388BE811352BE773501 BE773494 BE77348S BE773474 BE773473 BE773470 BE773461 BE81 1350 BE81 1337 BF593847 BG055071 
AW675302 BF003068 AA719173 BE81 1348 A! 582462 A1688240 BE773500 AI244845 AI565439 A1918453 A1472527 A1446740 AA035576 AA191414 
AW674145 005782 AI589264 D57558 AI46B237 AI432033 AA989652 R21752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL578810BG498381 A192B364 BE879732AA479834 AA479712C17732BM091258 BF843901 AW820230 C17476 BE3271 20 AA1 29574 
AA136645 BF843900 AW8D6193 AA502832 AA649494 AL568520 AL547960 BE706937 BE81 1360 BE773498 BE81 1401 BE773484 BE81 1437 
8E81 1380 BE81 1399 BF997171 BF757734 BE926037 AI377596 C06111 AW08896B BE81 1404 BE81 1472 AI865912 AI925607 AI871950 AI093510 
BE905927 BE81 1435 AA191387 AW772000 BE81 1453 BE614379 BF844522 BI044896 AI744233 AW984527 C17504 BFB43883 A1248307 
BE773483 A1567995 W60075 BF941 183 AI738844 BE81 1458 BE773481 AI262930 AA948565 BE706942 BE1 56360 T65026 AW24295B AW1 97954 
BE905184 AA722206 AI344943 AI348877 AI334860 BE621857 BE 1 56280 M454099 AA037722 BF843897 AW806183 AA04321 6 BG482896 
AA182734 AA877242 AW372926 H27252 R38114 BF851858 BE156214 AA190427 T91762 AA03S067 AA837326 T10930 BF906587 BI755027 
BG506731 BC008442 BC010166 AL550134 AL553Q96AL548700 AL550751 AL54797B AL545286 AL540543 AU118627 AL601379 BI259821 
BG741786 BI868522 AU135866 BI552770 BI259210 B1256520 BI255569 BG485Q98 BI258228 BG498501 BM044512 AU133984 AL556586 
BE745111 BI222633 AU133917 BG2881 51 81260715 BI550550 BG500773 BI551761 BG707601 BI818593 BF691383 BG721129 BG541578 
BE906666 BG751098 BI224135 BG400746 B6478065 BE790436 AW080238 AU137549 BG429896 BE392486 AW961686 BG721058 BE908365 
BE546656 BG541235 AW583735 BG528290 BI260895 AW651691 BM048974 BM043805 BG142185 AA315188AI446615 C06300 BG497644 
AA088544 AI815987 BG528831 BE619182 AW2391B5 AW062910 AW062902 AA347236F11933AA488005AA301631 AA376800D56120 
AA343532 AA308636 F00242 AA376086 AA316968 AA343799 BI870221 BE910282 BG538748 AW960564 AV732879 016854 AA19251 9 BF922148 
AA216013 BG624091 BE544387 BG507008 AW176446 BF790033 BE088925 BE088854 AA921353 R21800 AA011222 T97525 
BC01 5334 AA8C5670 AW014686 N66615 BG029745 AA481269 H91728 
AJ420458AI018523M70B686BF949633AL119553BF945960AI081305A^ 

AW241428 R43035T66767 AW103715 W28478 BF953052 H45926 BF807568 AW903943 BE170143 BI040435 BF931989 Bl 600000 AV722350 
W27787 H45331 BI549761 RS3955BI549855BG991583BI491075AVV020049AW129293 H45263M410309AA340613R42410AA707199 
AI431 587 BE858679 AW292267 AI421678 AA041 195 BE466753 A1243913 A1358894 AW137298 AI356468 N64350 AA779107 AW025969 R49056 
AA347011 R55722 AW771 106 F04969 Z38381 F01659 H17396BW93714 A18801 03 AW77 1447 AI202561 AA788851 AI494435BF856114H22570 
AW957244 AA370585 AW957239 

X756B4ALS73167 A1445461 AI453743 AI983S55 A1564644 AA977180 AI5941 1 1 AI591358 AW071625A1678712AI720939AI927769 BE439796 
A1963432 AA292956 AW192593 A1865838 AI696905 AI424384 AI161312 A1911921 AI597801 BI494959 AI240988 AI492554 AW262737 BE044033 
AW008570 AW629505 BI494958 AA088439 AA706057 BF222820 BF593608 BE501957 AA524526 BE044134 AW572531 AW015724 BE3491 86 
AA043217 BE219784 AI799814 AA129575 AI671727 AI470033 BE646195 AW779725 AA903050 AA147228 AA404570 AI075878 W38161 A1972739 
AW673152 AA723200 C06123 BF057147 AA627686 AA1 57944 AI990245 AA662517 T32487 AI800106 AI333170 AI859160 W45410 AI990827 
AW275048 AA182640 AA478328 AI298935 AW0851 58 AW471421 AW103470 AW300456 AW191997 A1823466 AA962397 AA136658 A1251 817 
AW339104 AA724739 AM1 1 100 AA191349 AA7S7735 AA037696 AI769516 AW772283 AA010631 AI692846 AI061065 H80983 R79933 AI950693 
AI245632 AI349390 AA148284 AI798502 AA487893 A1621320 AW 194272 C06365 AA953883 BE85B936 A! 91 8523 AI872628 A1927217 A1453453 * 
AI189366 AW338678 AI261359 AI500576 BF477735 AJ032569 AI972899 AI985583 Z28771 AI363829 AI693030 AA603586 BE773488 AW339301 
BE773489 8E773462 BE773495 AI650338 BE773499 AI745717 BE811475 BE811470 BE811464 BE811418 BE811415 BE811400 BE811398 
BE811388BE811352BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE811350 BE81 1337 BF593847 BG055071 
AW675302 BFO03068 AA719173 BE81 1348 A1582462 AI686240 BE773500 AI244845 AI565439 A1918453 AJ472527 AM46740 AA035576 AA191414 
AW574145 005782 A1589264 D57558 A1468237 A1432033 AA989662 R21752 BF002457 AA988297 AL574095 AL576200 AL571074 A1574525 
AL578810 BG498381 AI928364 BE879732 AA479834 AA479712 C17732 BM091258 BF843901 AW820230 C17476 BE3271 20 AA1 29574 
AA136645 BF843900 AW806193 AA502832 AA649494 AL568520 AL547960 BE706937 BE811360 BE773498 BE811401 BE773484 BE811437 
BE81 1380 BE81 1399 BF9971 71 BF757734 BE926037 AI377596 C061 1 1 AW088968 BE81 1404 BE81 1472 AJ855912 AI925607 AI871 950 A1093510 
BE905927 BE81 1435 AA191387 AW772000 BE811453 BE614379 BF844522 B1044896 A1744233 AW984527 CI 7504 BF843883 A1248307 
BE773483 AI567995 W60075 BF941 1 83 AI738844 BE81 1458 BE773481 AI262930 AA948565 BE708942 BE156360 T65026 AW242958 AW197954 
BE905184 AA722206 AI344943 A1348B77 AI334860 BE621 857 BE156280 AA454099 AA037722 BF843897 AW80S183 AA043216 BG482896 
AA182734 AA877242 AW372926 H27252 R38114 BF851858 BE156214 AA1 90427 T91762 AA035067 AA837326 T10930 BF906587 81755027 
BG506731 BC008442 BC010166 AL550134 AL553096 AL548700 AL550751 AL547978 AL545286 AL540643 AU 11 8627 AL601379 BI259821 
BG741786 B1868522 AU 135866 B1552770 Bi 259210 Bi 256520 BI255569 BG485098 BI258228 BG498501 BM044512 AU133384 AL556586 
BE745111 BI222633AU133917BG288151 BI260715 BI550550 BG500773 B1551761 BG7076O1 BI818593 BF691383BG721129BG541578 
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Table 5QA lists about 414 genes up-regulated in non-seminomatous mixed germ cell testicular cancer compared to normal adult tissues. These were selected from 59680 probesets 
on the Affymetrix/Eos Hu03 GeneChip array such that the ratio of 'average" non-seminomatous mixed germ eel) testicular cancer to "average' normal adult tissues was greater than 
or equal to 1 The "average" non-seminomatous mixed germ cefl testicular cancer level was set to the 85th percentile amongst non-seminomatous mixed germ celt testicular cancers. 
The "average" normal adult tissue level was set to the 95th percentile amongst non-maBgnant tissues. In order to remove gene-specific background levels of non-specific 
hybridization, the 10th percentile value amongst the non-malignant normal body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 51A lists about 518 genes up-regulated in serninomatous testicular cancer compared to normal adult tissues. These were selected from 59680 probesets on the Affymetrix/Eos 
Hu03 GeneChip array such that the ratio of "average" serninomatous testicular cancer to "average* norma) adult tissues was greater than or equal to Z The 'average' serninomatous 
testicular cancer (eve) was set to the 85th percentile amongst serninomatous testicular cancers. The 'average' normal adult tissue level was set to the 95th percentile amongst non- 
malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal body tissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 52A lists about 673 genes up-regulated In testicular cancer (norHseminomatous and serninomatous) compared to normal adult testicular tissues. These were selected from 
59680 probesets on the Affymetrix/Eos Hu03 GeneChip array such that the rafio of 'average* testicular cancer to "average" normal testicular adult tissues was greater than or equal to 
6. The "average" testicular cancer level was set to the 75th percentile amongst testicular cancers. The "average" normal adult testicular tissue level was set to the 95th percentile 
amongst non-malignant testicular tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant norma) 
body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 53A lists about 735 genes up-regulated in testicular cancer (nmvserninomatous and serninomatous) compared to normal adult tissues. These were selected from 59680 
probesets on the Affymetrix/Ecs Hu03 GeneChip array such that the ratio of 'average" testicular cancer to "average* normal adult tissues was greater than or equal to 3. The 
"average" testicular cancer level was set to the 95th percenpie amongst testicular cancers. The "average" normal adult tissue level was set to the 95th percentile amongst non- 
malignant tissues. In order to remove gene-specific background levels or non-specific hybridization, the 10th percentile value amongst non-maSgnant norma) body tissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 54A lists about 476 testi-speeffic genes downregulated in testicular cancer (non-seminomatous and serninomatous). These were selected from 59680 probesets on the 
Affymetrix/Eos Hu03 GeneChip array such that the ratio (R1) of normal tesfi to normal adult tissues was greater than or equal to 3. R1 was calculated as the mean number of 
Interquartile range values over the median normal adult body tissue expression among normal testicular samples. The ratio (R2) of 'average* normal tesfi to "average" testicular 
cancer among these genes was greater than or equal to 2. The "average' normal test! level was set to the 50th percentile amongst normal testis. The 'average" normal testicular 
cancer (eve) was set to the 95th percentile amongst testicular cancer samples. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile 
value amongst non-malignant normal body tissues was subtracted from both the numerator and the denominator before the rafio was evaluated. 

Table 55A lists about 586 genes up-regulated in rujn-semlnomatous mixed germ ceO testicular cancer compared to normal adult testicular tissues. These were selected from 59680 
probesets on the Afiymetrix/Eos Hu03 GeneChip array such mat the ratio of "average' non-seminomatous mixed germ cell testicular cancer to 'average' normal adult testicular 
tissues was greater than or equal to 4. The "average" non-seminomatous mixed germ cell testicular cancer level was set to the 95 th percentile amongst non-seminomatous mixed 
germ cell testicular cancers. The "average' normal adult testicular tissue level was set to the 95th percentile amongst non-malignant testicular fissues. In order to remove gene- 
specific background levels of non-specific hybridization, the 1 0th percentile value amongst non-malignant normal testicular tissues was subtracted from both the numerator and the 
denominator before the ratio was evaluated. 

Table 56A lists about 812 genes up-regulated In serninomatous testicular cancer compared to norma) adult testicular tissues. These were selected from 59680 probesets on the 
Affymetrix/Eos Hu03 GeneChip array such that (he ratio of "average" serninomatous testicular cancer to "average" norma) adult testicular fissues was greater man or equal to 4. The 
'average' serninomatous testicular cancer level was set to the 50th percentile amongst serninomatous testicular cancers. The 'average' normal adult tissue level was set to the 95th 
percentile amongst non-malignant testicular tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non- 
malignant normal testicular tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE S0A: 

Pkey. Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unlgene number 
Unigene Title: Unlgene gene title 
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446700 AW206257 Hs. 155326 Human DNA sequence from clone RPI1-145L2 4.61 

10 445537 AJ245671 Hs.12844 ECT-fike^omarn, multiple 6 4.60 

448966 AW372914 Hs.86149 rjhosphomosito! 3-phosphate-binding prot 4.50 

439570 T79925 Hs.269165 ESTs, WeaWy similar to ALU 1J HUMAN ALU S 4.50 

440006 AK000517 Hs.6844 NALP2 protein; PYRir^Containing APAFUt 4.48 

402145 TargetExon 4.48 

15 408750 BE294069 Hs.93581 hypothetical protein FU 1051 2 4.47 

453289 AI188161 Hs.144627 ESTs 4.45 

430252 AI638774 Hs. 105328 testes (Jevetopmenkelated NYMP20 4.40 
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426427 M86699 Hs. 16 9840 TTK protein kinase 4.30 

20 420047 AI478658 Hs.94631 brefeldin A^WKted guanine nucleotide 4.20 

430287 AW182459 Hs.125759 ESTs, WeaMy similar to LEU5_HUMAN LEUKE 4.18 

419635 NMJKJ5033 Hs.91728 odyrT^^sderoderTnaautoantigen 1 ( 4.15 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast h 4.10 

„ 438188 AA779975 Hs.126859 ESTs 4.10 

25 435514 AW592804 ESTs 4.10 

442333 AI650877 Hs.129302 ESTs 4.05 
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448038 AW015073 Hs.232026 ESTs,Weakr/simflartoR052_HUMAN52KD 4.00 
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440527 AV657117 Hs. 184164 ESTs, Moderately similar to S65657 alpha 3.95 

441553 AA281219 Hs.121296 ESTs ' 3.95 

432415 T16971' Hs.289014 ESTs, Weakly slm9ar to A43932 mucin 2 p 3.91 

35 409757 NMJW1898 Hs.123114 cystaBnSN 3.89 
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421917 AB028943 Hs.109445 WAA1 020 protein 3.84 

40 417153 X57010 Hs.81343 collagen, type II, alpha 1 (primary oste 3.84 
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410193 AJ132592 Hs.59757 zinc finger protein 281 3.80 

453922 AF053306 Hs.36708 budding uninhibited by benzimidazoles 1 3.80 

415829 AW450198 Hs.163742 ESTs 3.76 

45 440953 A1683036 Hs.124135 Homo sapiens cDNA FU 13051 Ms, clone NT 3.77 

439780 AL 109688 gb:Homo sapiens mRNA full length insert 3.70 

422938 NMJM1809 Ks.1594 centromere protein A (17kO) 3.68 

415947 U04045 Hs.78934 mutS (E. coG) homolog 2 (colon cancer, 3.66 
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428301 AW628666 Hs.98440 ESTs, Weakly similar to 138022 hypothetl 3.45 

419384 AA490866 Hs.39429 ESTs 3.44 

453932 AW006303 Hs.329296 ESTs, WeaWy similar to (rJefline not ava 3.43 
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60 422094 AF129535 H&272027 F** only protein 5 3.40 

418661 NMJXJ1949 Hs.1189 E2F transcription factor 3 3.40 

423198 M81933 Hs.1634 cell dhriskxi cycle 25A 3.39 

424153 AA451737 Hs.141496 MAGE-Gke2 138 

417705 AW134952 Hs.175220 hypothetical protein FU14541 3.37 

65 443715 AI583187 Hs.9700 cydlnEI 3.34 

420281 AI623693 Hs.323494 Predicted cation efflux pump 3.34 

449571 AW016812 Hs300266 ESTs 3.34 

424687 J05070 Hs.151738 matrix metaltoproteinase 9 (getatinase B 3.31 

452807 AA028933 Hs.162434 ESTs 3.31 

70 422756 AA441787 Hs.119689 glycoprotein rwrmones, alpha polypeptide 3.30 

421650 AA781795 Hs.122587 ESTs 3.30 

418355 L42S63 Hs.1165 ATPase, H? transporGng, nongastrte, alp 3.28 

438494 AA908678 Hs.130183 ESTs 3.23 

424568 AF005418 Hs. 150595 cytochrome P450, subfamHy XXVIA, polype 3.22 

75 433764 AW753676 Hs.39982 zinc finger protein RINZF (NM.023929) 3,20 

427642 R40761 Hs.9834 ESTs 3.20 

414747 U30B72 Hs.77204 centromere protein F (35QM00xD, nitosin 318 

403432 NM_001622:Homo sapiens alpha-2-HS-glycop 3.18 

„ 442618 R56222 Hs.26514 ESTs 3.17 

80 415799 AA653718 Hs.225841 DKFZP434D193 protein 317 

416000 R82342 Hs.79856 ESTs, WeaWy slmHar to S65657 alpha-IC- 3.15 

450431 AW136797 Hs.266041 ESTs 113 

433800 AIQ34361 Hs.135150 hmg type-l ceil rrembrane-assodated gty 3.12 
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429999 AI761902 Hs.99597 ESTs 206 

420552 AK000492 Hs.98806 hypothetical protein 2.06 

423175 W27595 Hs.347310 hypothetical protein FU 14627 205 

406137 NM_000179*:Homo sapiens mutS (E. coli) h 205 

50 413833 215005 Hs,75573 centromere protein E (31 2kD) 205 

450375 AA009647 a dlsirrtegrin and metadloproteinase doma 205 

409066 AA062980 Hs.66960 ESTs 205 

425700 AF076292 Hs.159251 forkhead box H1 205 

432359 AA076049 Hs.274415 Homo sapiens CDNARJ10229 lis, clone HE 205 

55 409093 BE243834 Hs.50441 CGt-04 protein 205 

418054 NM.002318 Hs.83354 lysyt coddase-like 2 204 

408446 AW450669 Hs.45068 hypothetical protein DKFZp434l143 204 

417115 AW952792 Hs.334612 sn^nudearribonudeoprotelnpolypept 204 

„ 429840 AA459699 Hs.99496 ESTs 203 

60 409717 AW452871 Hs.56043 COM 15 protein 202 

418113 AI272141 Hs.83484 SRY (sax determining region Y)-box 4 202 

448275 BE514434 Hs.20830 klnesin4ike2 202 

432731 R31178 Hs,287820 fibronectin 1 202 

rF 405157 NM_00321 3*:Homo sapiens TEA domain famil 202 

65 425274 BE281191 Hs.155462 rnir^romosome maintenance deficient (mi 201 

423739 AA398155 Hs.97600 ESTs 201 

421310 AW630087 Hs.103315 trinucleotide repeal containing 1 200 

457107 AA418246 Hs.185796 ESTs, Weakly similar to Z184_HUMAN 2NC 200 

437257 AI283085 Hs.290931 ESTs, Weakly similar to YFJ7_YEAST HYPOT 200 

70 407259 L02256 gb:Human Fab fragment binding syncytia) 200 



TABLE 50B: 

Pkey: Unique Eos probesel identifier number 
75 CAT number: Gene duster number 

Accession: Gen bank accession numbers 

Pkey CAT Number Accession 

80 432666 144.7 AA558585 AA565499 A1360576 AW204Q69 AA991648 AA864939 

423458 3O480 1 BC018070 BG702493 AI20421 2 AA460929AA9936TCBF926635AA226938 BG1907(£BG18649^ 
BG215094 BG198887 BG196332 BG208220 8G212418 
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60836 2 BG433950BE06t5mQ5808BE144813AW812Q38BE^ 

A1352469 BE061601 BI062752AW818206BF8B7722 
513212.1 AW973352 BF222929 AW016853BF059130AIS51829BE551767 AA558414 A1339359 BF059601 AI961162AI341422 A1206248 AI205165 

AA548736 AA768578 AI539081 AW025957 AA73S837 N79575 AW594357 AA480892 
684159 1 BF510715BE6730558E464111AV^9(K20A!537939AA404324AVV236441AI650952BF056796AA97 

14066 1 AKO25201 AA425472 AI694282 BG057305 AA907787 AI286170 A1684577 AJ420494 AI8098S5 BF058095 A1478773 AI160445 AL0441 14 
AW655529 Al 129239 AW297152 AI268215 AI469B07 AI969353 BE552356 N66509 AA736741 AA382555 AW075811 AV759188 BI259354 
BF445142 BG232065 Al 141 758 AI631 202 All 67566 AI208445 AA889823 BF982682 N90322 BI090882BF208005AW953918 AU044113 AI016793 
AA382556 AW235763 AA927051 A1862075 BE886691 BE619282 
18695 17 AV752763A1032142N3Q308 N22181 H95390 AW575632 
659779 1 AW978773 AW298067 AA810101 AW194180 AA731645 AI690673 

4172.1 BC022538 AB90847 8F478249 BG217996 BG212702 BG1 82057 AW589B83 BF000085 AA993969 BG479023 BG220014 BG679466 BE907092 

A1623855 AA223956 AA223917 AW022983 AW090580 AW573219 BF514491 BF445397 AAB84705 A1910424 
1227421 1 AA218925 AWS62081 AA354237 
874209 1 AW954733 AA3 15006 AW856665 
132288 1 AA683356 AW592804 AH5Q287 
49082.1 AL109588R23665R26578 
14739J AF147390R76593 R76594 
174325 1 AW813110BF771370BF771371 AW813113AW003381 

35978 1 AF134164BF809407AA218567BF842863AI267168BF876178BG999253AW861851 AW858362 A1817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871 558 BF871064 BE001 132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 A1694265 AA045564 BG950256 A1829309 B6987850 BE093175 
BF854337 

4537J NWL000363 X54163 M64247 AI265781 AT760600 AI367238 BE14025B AW207185 A1657074 C03333 AI19391 1 C05024 C03193 AI950215 C05070 

C05613 W17389 C05351 AA31 1399 C04180 C04896 C05502 C05482 C04456 C04543 C04558 C04551 C03114 C03103 AI369979 A1652255 
T12391 T12073W19390 C02994 C02730 C04434 W07136 R57607 C03339 
0_0 M31126 

1389182J A1216469 A1354789 AA446136 H24336 AA446443 AI376228 R48940 

1054673 1 AW877458 AW877524 BE076922 BE166912 AW840534 BE076754 AW797829 BE166905 BE165926 AW877462 BE166927 BE166932 AW877523 
BE166917 AW877529 BE166928 8F351394 AW877522 AW877528 BE166861 BE166866 BE166913 BE166919 AW877456 AW877537 BE076866 
AW840571 

1525656.1 BE155042 BE155040 BE154987 BE155012 

15407 1 BF223060 BF222818 AI950472 AW016788 AI207136 AI969730 BF222890 AI633857 AI968711 AA974235 A1352637 

1 066666.1 AW936378 AW936544 AW813513 

215430.1 BG676155BM009591 A1479075 A1025794 AI017967 AA448270 BE466812AA853422 AI392649 B6952034AA513384 BF840124 BE714620 

AW969605AI553633 
175963 J AI207197 BF773544 AW196462 

191 547 J AW958037 R42557 AI337047 AA948360 AI638005 AA459950 AI62491 5 A1638047 A1467856 AI521826 AA860305 A193231 5 AW003092 AW271756 

AW779380 AA609879 AI634791 AI493770 A1565211 Z41145 AI627952 AA303734 BE349457 AW196765 AA256527 BE089727 
125215 J H30075 AA664977 AW975278 
216674.1 AW962701 AA310998 AW962699 
18695 J8 BF666746 D59356 BG678312 N56640 AA166861 
2267324 J AI375572 AW80404 BF43091 2 T06882 

641443 J AA083514 AI554545 AW169852 A1363822 A1633826 AI656026 AI765624 AA147545 AA147552 
13268.1 1 AI740586 AA771806 BE500996 AW204531 A1082424 AI033879 BF093176 AA771764 D38676 
245947.1 T65754 AA229658 AA229857 

6857.1 AK021881 AU145974 AU145787 C16964 M428211 AU119698 AA993264 BF999192 AW903017 AA346559 AU1 19446 AW581679 AA991677 

AW898 1 65 AW386878 AW890957 21 8340 
414883 8371.2 AF274943 BG494894 AI719075 AA908783 AI935150 AW22691 AA91 0644 AA583187 BM272167 A1828996 AA527373 AW972459 AIB31 360 

AA772418 AI033892 AA100926 AU154749 AM59432 AM23513 AHJ94597 AA740817 A1991988 AI090262 A1312104 BI256707 AA459522 AA416B71 
AI075239AI339996 M701623AI139M9Al336880 M633648Al9893ra^ 

AA459292 AJ494230 BF507531 A1492600 AA962596 AW613002 AA293140 AA235549 BF108854 AA954344 N49682 A1457100 AW589407 
AW300758BE220715 BE220698 BE569091 BM009647BF900351 A1537692 AI203723AI857576AA584410AW371 667 BM 172363 
669881.1 BM467830 AI084433 AW206447 AI400976 A1248530 R16553 

10194.1 BC013389 BC017398 AI023543 AA191424 AI267700 AM69633 AW958465 AW953397 AA172056 BE940298 BF909208 BF90998O BF095153 
BG285837A1 720344 BF541715AA355086AA172236 
400195 16894.2 BM477554 BM423967 BC020979 AF067655 NM 007057 BI869291 BG468263 BG760599 B1261788 AA855060 BE257094 BF212452 BE888249 
BI259219 AW409765 BE089556 AL564377 BI258884 AW440401 AL578460 AL578434 AL556136 BG036804 AL531381 AW371767 BG610641 
BF102552 BE294929 BF792282 BG121657 BG502285 BG777493 AL564510 AW770358 AA573448 AA564001 AA969560 AW078946 AW750065 
AL573860AA143778 H99221 AA969210 AW1 03401 AW750073 
450375 16559 3 BG570706 B6572749 AW606284 H04021 AA151166AW954405AA131254BG056461 W46291 H01532 HO4384 K03231 AA852876 H04410 
H59505BE157601M113758 



430676 

427521 

427486 
412537 



443058 
436812 
418477 

418378 
422689 
435514 
439780 
434609 
454679 
434414 



409517 



406687 
457191 
410704 



413646 
442032 
411022 
429228 

445093 
420218 

435096 
422468 
415684 
447350 
410276 
437908 
418866 
424765 



443748 
415989 



TABLE 50C 

Pkey: Unique number corresponding to art Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gi) numbers. •Dunham, et at." refers to the publication entitled The DMA sequence of 

human chromosome 22" Dunham, et at. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
Nt josiflon* Indica tes nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpositbn 


404996 


6007890 


Plus 


37999-38145,38652.38998,39727-39872,4055 


406547 


7711513 


Minus 


172780-174358 


402145 


8018280 


Plus 


113086-114800 


403780 


8076989 


Plus 


93160-93409 


403432 


9719611 


Minus 


68204-68392 


401704 


3097841 


Plus 


24712-25374 


403433 


9719611 


Minus 


72225-72437 


401220 


9929324 


Minus 


4807948279 


406542 


7711499 


Pius 


117335-118473 


402099 


8117697 


Plus 


121553-121742,123265-123423 


406137 


9166422 


Minus 


30487-31058 
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405157 9966228 Rus 156363-155502.157573-157746 



TABLE 51 A: 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : Ratio of seminomatous testicular cancer compared to normal adult tissues 



Pkey ExAccn UnlgenelD Unigene Title R1 

15 418696 AW959433 Hs.326290 hypothetical protein FU12581 56.62 

432666 AW204069 ESTs, Weakly similar to unnamed protein 49.00 

432730 A1066520 Hs.131358 ESTs 37.64 

426534 U58096 Rs.2051 testis specific protein, Yanked 37.60 

- A 428664 AK001666 Hs.189095 similar to SALL1 (sal posophila>fike 32.70 

20 420367 AA259090 Hs.257028 ESTs 29.98 

420347 AL033539 Hs.97124 Human DNA sequence from clone RP1-309H15 26.50 

437052, AA861697 Hs.120591 ESTs 26.42 

407710 AW022727 Hs.23616 ESTs 23.85 

^- 420528 AF 130728 Hs.98586 doutlesex and mab-3 related transcriptio 23.12 

25 424578 AKC01973 Hs.150890 hypothetical protein 22.27 

420759 T11832 Hs.127797 Homo sapiens cDNAFLH 1381 fis. clone HE 22.06 

417407 AA923278 Hs.290905 ESTs, Weakly similar to protease [H.sapi 20.46 

429486 AF155827 HsJ03963 hypothetical protein FU10339 18.44 

434649 AA738254 Hs.165390 ESTs, Highly similar to A40350 transcrip 15.92 

JO 430252 AI638774 Hs. 105328 testes development-related NYD-SP20 15.44 

423458 AI204212 ESTs 15.28 

438915 AA280174 Hs.285681 Wi!Gams-8euren syndrome chromosome regi 15.26 

427711 M31659 Hs.180408 solute carrier family 25 (mitochondrial 14.84 

„_ 427667 AK001279 Hs.180171 Homo sapiens cDNA FU10417 fis, clone NT 12.98 

35 426427 M86699 Hs.169840 TO protein kinase 1Z44 

420401 AKD01907 Hs.97464 hypothetical protein 12.40 

406937 U14622 gb: Human transketolase-like protein gene 11.60 

430521 NM.016383 Hs.242183 HOM-TES-85 tumor antigen 11.55 

Ar . 425769 U72513 Hs.159486 Human RPL1 3-2 pseudogene mRNA. complete 11*52 

40 418477 AW022983 gfcdf46h12.y1 Morton Fetal Cochlea Homo 10.94 

434551 BE387162 Hs.280858 ESTs, Highly shrflar to A35661 DNA excfe 10.78 

436812 AW298067 gb:UWi€Wr>ajp-c^94-Ul.s1 NCt_CGAP_Su 1054 

437789 AI581344 Hs.127812 ESTs, Weakly similar to T17330 hypotheti 10.40 

AC 433800 AI034361 Hs.135150 lung type-1 cell membrane-associated gly 10.32 

45 421241 X91817 Hs.102866 transketolase43© 1 10.14 

410102 AW248508 Hs.279727 ESTs; homologue of PER*3(donasavignyi 10.02 

418134 AA397769 Hs*6617 ESTs 9,76 

433159 AB035898 Hs.150587 Hneslivlike protein 2 9.56 

433975 AA971953 Hs.122055 ESTs 9.36 

50 422956 BE545072 Hs.122579 ECT2 protein (EpHheTtal cell transform) 9.30 

410561 BE540255 Hs*994 Homo sapiens cDNA: FU 22044 fis, done H 9.22 

431494 AA991355 Hs.298312 hypothetical protein DKFZp434A1 31 5 9.16 

436899 AA764852 ESTs 8.76 

426083 AW962712 Hs.126712 ESTs,WeaHysrnaartoAF191020 1 E21G5 a76 

55 424905 NM.002497 Hs.153704 NIMA (never in mitosis gene aj-rdated k 8.64 

408908 BE296227 Hs.250822 serine/mreorune kinase 15 a50 

413627 BE1820B2 Hs.246973 mtrondBicaudalDhomotog 1 &42 

425572 AB011076 Hs, 158307 undifferentiated embryonic cell transcri a30 

, A 415857 AA866115 Hs.127797 Homo sapiens CONAFU1 1381 fis, clone HE ai4 

60 408728 AL137379 Hs.47125 hypothefcal protein FU13912 ai4 

406547 Target Exon a02 

424153 AA451737 Hs.141496 MAGE-fike2 7.90 

434699 AA643687 Hs.149425 Homo sapiens cDNA FU1 1980 fis. done HE 7.64 

437421 AA917062 ESTs 753 

65 409731 AA125985 Hs.56145 thymosin, beta, WenDfied in neuroblast 7.50 

419423 026488 H&90315 KIAA0007 protein 7.38 

428227 AA321649 Hs.2248 smaO inducible cytokine subfamily B (Cy 7.38 

431840 AA534908 Hs.2860 POU domain, dass 5, transcription facto 7.32 

430676 AF084866 gb:Homo sapiens envelope protein RlC-3 ( 7.29 

70 436608 AA628980 Hs 192371 down syndrome critical region protein DS 7.25 

435206 A1432364 Hs.160594 ESTs 7.20 

414972 BE263782 Hs.77695 WAA0008 gene product 7.12 

407340 AA810168 Hs.284289 vifiSgc-essodated protein VIT-1 7.10 

426518 Z43039 Hs.170198 WAA0009 gene product 7.10 

75 436513 AJ27B110 Hs, 125507 DEAO-tox protein 7.04 

427521 AW973352 ESTs 6.96 

423673 BE003054 Hs.1695 matrix metaDoproteinase 12 (macrophage 6.92 

422232 043945 Hs.113274 transcription factor EC 6.90 

0 . 420047 AI478658 Hs.94631 brefekfin A-inhibited guanine nucleotide 6.83 

50 431041 AA490967 Hs.197955 KIAA0704 protein 6.76 

427335 AA448542 Hs351677 Ganfigen7B 6^8 

422797 AB033064 Hs.236463 WAA1238 protein 6.55 

418379 AA218940 Hs. 1375 16 ftdgefin-fike 1 6.46 
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423905 


AW579960 


Hs.135150 


lung type~l cell membrane- associated gfy 


6.45 


433764 


AW753676 


Hs.39982 


zinc finger protein RINZF (NM_023929) 


6.44 


422665 


AJ011812 


Hs.1 19018 


transcription factor NRF 


6.38 


433701 


AW445023 


Hs.15155 


ESTs 


6.34 


436909 


AA907120 




ESTs 


6.28 


423728 


AW891294 


Hs.132136 


solute carrier family 4, sodium bicarbon 


6.27 


429228 


AI553633 




ESTs 


6.26 


419384 


AA490866 


Hs.39429 


ESTs 


6.23 


435514 


AW592804 




ESTs 


6.08 


434334 


AA912476 


Hs.116750 


Homo sapiens cDNA FU 13221 fis, clone NT 


5.90 


430835 


AI240006 


Hs.192326 


ESTs 


5.89 


438188 


AA779975 


Hs. 128859 


ESTs 


5.88 


429120 


AK001673 


Hs.196530 


hypotheficai protein FU10811 


5.80 


408758 


NM.003686 


Ks.47504 


exonudeasel 


5.78 


424081 


NM.006413 


Hs.139120 


ribonuctease P (30kD) 


5.70 


432359 
428153 


AA076049 


Hs.274415 


Homo sapiens CDNAFU10229 fis, done HE 


5.67 


AW513143 


Hs.98367 


SRY (sex determining region Y>box 17 (S 


5.64 


422689 


AW856665 




gb:RC3-CT0297-29010(W)13<l03 CT0297 Homo 


5.58 


428301 


AW628666 


Ks.98440 


ESTs, WeaWy simitar to 138022 hypotheti 


5.58 


419556 


U29615 


Hs.91093 


chSinase 1 (chitotriosidase) 


5.55 


438494 


AA908578 


Hs.130183 


ESTs 


5.52 


421974 


AA301270 




gb:EST1 41 92 Testis tumor Homo sapiens cD 


5.52 


427510 


Z47542 


Hs.179312 


small nuclear RNA acfivafing complex, po 


5.48 


412265 


AA101325 


Hs.86154 


hypothetical protein FU124S7 


5.45 


413623 


AA825721 


Hs.246973 


intran of Bicaudal 0 homokxj 1 


5.36 


402145 






Target Exon 


5.30 


414136 


AA812434 




SMC2 (structural maintenance of chromoso 


5.28 


428479 


Y00272 


Hs.334562 


cell division cycle 2, G1 toSandG2to 


5.22 


42B949 


AA442153 


Hs.104744 


hypothetical protein DKFZp434J0617 


5.16 


408460 


AA054726 


Hs.285574 


ESTs 


5.14 


415947 


U04045 


Hs.78934 


mutS (E. coli) homolog 2 (colon cancer, 


5.12 


420900 


AUM5633 


Hs.44269 


ESTs 


5.08 


426496 


D31765 


Hs.170114 


KIAA0061 protein 


5.01 


407122 


H20276 


Hs.31742 


ESTs 


5.00 


422938 


NM.001809 


Hs.1594 


centromere protein A (1 7kO) 


4.95 


402199 






Target Exon 


4.90 


409103 


AF251237 


Hs.112208 


XAGE-1 protein 


4.90 


416859 


H43437 


Hs.80305 


hypothetical protein MGC14258 


4.84 


410166 


AK001376 


Hs.59346 


hypothetical protein FU10514 


4.82 


410929 


H47233 


Hs.30643 


ESTs 


4.73 


417886 


AA214584 




ESTs 


4.73 


426223 


AW977812 


Hs.1 30391 


ESTs 


4.72 


409421 


AA199883 


Hs.67624 


ESTs 


4.72 


428249 


AA130914 


Hs.103291 


zinc finger protein 268 


4.71 


429999 


AI761902 


Hs.99597 


ESTs 


4.68 


431721 


AB032996 


Hs.268044 


WAA1170 protein 


4.68 


408321 


AW405882 


Hs.44205 


corOstaSn 


4.67 


419197 


N48921 


Hs.27441 


K1AA1615 protein 


4.66 


428329 


AA426091 


Hs.98453 


ESTs. Moderately similar to R27328 2 [H. 


4.64 


418235 


BE072634 




gb:PM4-6T0548-171299401-h08 BT0548 Homo 


4.64 


427119 


AW880562 


Hs.272525 


ESTs 


4.64 


414812 


X72755 


Hs.77367 


monokine induced by gamma interferon 


4.64 


414034 


U89277 


Hs.305985 


early development regulator 1 (homotog o 


4.64 


409066 


AA062960 


Hs.66960 


ESTs 


4.62 


416201 


AA467752 


Hs.195161 


ESTs 


4.53 


433330 


AW207084 


Hs.1 3281 6 


hypothetical protein MGC14801 


4.52 


429629 


BE501732 


Hs^0622 


Homo sapiens cDNA RJ13010 fis. done NT 


4.50 


437099 


N77793 


Hs,48659 


ESTs, Highly similar to S14458 laminin a 


4.46 


415799 


AA653716 


Hs.225841 


DKFZP434D193 protein 


4.46 


412530 


AA766268 


Hs.266273 


hypothetical protein FU 13346 


4.34 


418221 


Z45514 


Hs.83775 


DiGeorge syndrome gene D 


4.32 


418971 


AA360392 


Hs.87113 


ESTs 


4.30 


416111 


AA033813 


Hs.79018 


chromafin assembly factor 1 , subunit A ( 


4.29 


423175 


W27595 


Hs.347310 


hypothetical protein FU14627 


4.21 


415717 


AA167270 


Hs.130435 


ESTs 


4.18 


423198 


MB1933 


Hs.1634 


ceS division cycle 25A 


4.12 


433849 


BE465884 


Hs.280728 


ESTs 


4.12 


436211 


AK001581 


Hs.334828 


hypothetical protein FU10719; K1AA1794 


4.11 


432840 


AK001403 


Hs.279521 


hypothetical protein FU 20530 


4.07 


421307 


BE539976 


Hs.1Q3305 


Homo sapiens mRNA; cDNA OKFZp434B0425 (f 


4.07 


414725 


AA769791 




ring finger protein 21, tnterferorwespo 


4.05 


408291 


AB023191 


Hs.44131 


KIAA0974 protein 


4.05 


408332 


H91230 


Hs.234794 


Homo sapiens mRNA: cONA OKFZp564B083 (fr 


4.04 


416773 


AK000340 


Hs.79828 


hypothefical protein FU20333 


4.04 


427584 


BE410293 


Ks.179718 


v-myb avian myeloblastosis viral oncogen 


4.03 


421917 


AB028943 


Hs.109445 


K1AA1O20 protein 


4.02 


430647 


AC003682 


Hs.1 27988 


ESTs, Weakly similar to Z21 1 HUMAN ZINC 


4.02 


430287 


AW182459 


Hs.125759 


ESTs, Weakly simflar to LEU5_HUMAN LEUKE 


4.01 


436360 


AI982796 


Ks.156100 


ESTs 


4.00 


438624 


AA889055 


Hs.1 23468 


ESTs 


199 


434609 


R76593 




gb:yi60c1 1 .r1 Scares placenta Nb2HP Homo 


3.92 


411945 


AL033527 


Hs.92137 


L-myc-2 protein(MYCL2) 


3.90 


408065 


AW954272 




gb:EST366342 MAGE resequences, MAGC Homo 


3.90 
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413833 


215005 


Hs.75573 


centromere protein E (312kO) 


3.90 


421010 


AW974553 


Hs.267124 


ESTs, Weakly similar to ALU6.HUMAN ALU S 


188 


438456 


AA913381 


Hs.20594 


ESTs 


3.88 


424687 


J05070 


Hs.151738 


matrix metalloprotemasB 9 (gel kinase B 


3.87 


412537 


AL031778 




nuclear transcription factor Y, alpha 


3.86 


418661 


NM 001949 


Hs.1189 


E2F transcription factor 3 


185 


408750 


BE294069 


Hs.93581 


hypothetical protein FU10512 


183 


422094 


AF 129535 


1&272027 


F-oox only protein 5 


182 


419839 


U24577 


Hs.93304 


phosphotipase A2, group VII (platetet-ac 


180 


416350 


AF188625 


Hs. 189507 


phosphofipase A2, group 110 


178 


426054 


U12431 


Hs.166109 


ELAV (embryonic lethal, abnormal vision, 


176 


401435 






C1400039r:g3(7499898Ipir}{T33295 hypoth 


176 


424557 


AA343057 


Hs. 154588 


ESTs, Moderately similar to neuronal Ihr 


174 


422631 


BE218919 


Hs.118793 


hypothetical protein FU 10688 


3.70 


409089 


NM.014781 


Hs.50421 


K1AA0203 gene product 


170 


426067 


AW664691 


Hs.97053 


ESTs 


167 


415684 


D59356 




sorbitol dehydrogenase 


166 


429469 


M64590 


Hs.27 


glycine dehydrogenase (decarboxytatlngi 


3.62 


424590 


AW966399 


Hs.46821 


hypothetical protein FU2G086 


162 


427761 


AA412205 


Hs.140996 


ESTs 


161 


433641 


AF080229 




gb'Human endogenous retrovirus K clone 1 


3.60 


418216 


AA562240 


Hs^83099 


AF15q14 protein 


3.59 


438180 


AA808189 


Hs.272151 


ESTs 


3.58 


424281 


AA766243 




gb.-oa13b11.s1 NCLCGAPJ3C81 Homo sapiens 


156 


421379 


Y15221 


Hs, 103982 


small indiidhla cytokine Kuhfamifv B fCv 


155 


428878 


AA436884 


Hs.48926 


ESTs 


154 


438885 


AJ 886558 


Hs.184987 


ESTs 


153 


416445 


AL043004 


Hs.79337 


K1AA01 35 protein 


152 


424381 


AA285249 


Hs.146329 


protein kinase Chk2(CHEK2) 


151 


432415 


T16971 


Hs.289014 


ESTs, Weakly similar to A43932 mucin 2 p 


3.49 


427298 


AA400495 




ESTs 


148 


420218 


AW958037 




ribosomal protein L4 


3.40 


407300 


AA102616 


Hs.1 20769 


gbvzn43e07.s1 Slratagene HeLa cell s3 93 


3.40 


410420 


AA224053 


Hs.172405 


cell division cycle 27 


3.40 


432809 


AA565509 


Hs.131703 


ESTs 


136 


424085 


MM_002914 


Hs.1 39226 


replication factor C (activator 1) 2 (40 


134 


421373 


AA808229 


Hs.46677 


ESTs 


134 


423354 


AB011130 


Hs.1 27436 


calcium channel, voltage-dependent alph 


131 


418630 


BE513731 


Hs.88959 


hypothetica) protein MGC4816 


3.30 


431077 


A1669133 


Hs.1 15660 


hypothetical protein FU12810 


130 


418049 


AA211467 




Homo sapiens, Similar to nuclear tocafiz 


126 


420949 


AA934053 


Hs.13836 


ESTs, Weakly similar to 138022 hypotheti 


3.22 


432407 


AA221036 


Hs.13273 


gb:zr03f1 2.r1 Stratagene NT2 neuronal pr 


121 


434288 


AW189075 


Hs.1 16265 


fibriUTn3 


120 


418295 


AW970043 


Hs.238039 


hypothetical protein FU 11090 


3.19 


429714 


BE561801 


Hs.2484 


T-cell teukerrda/Iymphoma 1A 


117 


421350 


AW301608 


Hs.278188 


ESTs, Moderately similar to 154374 gene 


117 


420161 


Al 683069 


Hs.120817 


ESTs 


117 


414618 


AI204600 


Hs.96978 


hypothetical protein MGC10764 


116 


430253 


AK001514 


Hs.236844 


hvnnlhplinpl nmfpjn Fl J1 DfiS? 


114 


414747 


U30872 


Hs.77204 


rfintmrrv'rft nnvfpfn F '3SO/4Df)kD mifosin 


3.14 


423419 


R55336 


Hs.23539 


ESTs 


113 


410275 


U85658 


Hs.61796 


transcription factor AP-2 gamma (activat 


112 


408092 


NM„0O7Q57 


Hs.42650 


ZW10 interactor 


112 


423585 


BE350494 


Hs.49753 


uveal autoanSgen with coiled caD domai 


3.12 


438378 


AW970529 


Hs.86434 


hypothetical protein FU21816 


3.12 


415912 


K08859 


Hs.206469 


ESTs, Weakly similar to ALU6.KUMAN ALU S 


112 


412140 


AA219691 


Hs.73625 


RAB6 interacting, kinesin-Cke (rabkines 


111 


420552 


AK000492 


Hs.98806 


hypothetical protein 


111 


402408 






NM_03092O*:Homo sapiens hypothetica) pro 


110 


432281 


AK001239 


Hs.274263 


hypothetical protein FU 10377 


110 


415829 


AW450198 


Hs.163742 


ESTs 


109 


423739 


AA398155 


Hs.9760O 


ESTs 


107 


418459 


RB5436 


Hs.268814 


ESTs 


107 


421972 


M18185 


Hs.1 454 


gastric inhibitory polypeptide 


107 


437257 


AI283085 


Hs 290931 


ESTs, Weakly simBar to YFJ7_YEAST HYPOT 


3.06 


429830 


AI537278 




DKFZP434D193 nroteln 


3.06 


420624 


ABO 10575 


Hs.98547 


amforida-sensIfivB cation channel 1 fp 


3.06 


433023 


AW8S4793 




thrombospondin 1 


104 


421633 


AF121860 


Hs.1 06260 


sorting nextn 10 


3.04 


420507 


AF093408 


Hs.98397 


A kinase (PRKA) anchor protein 3 


3.04 


432938 


T27013 


HsJ132 


steroidogenic acute regulatory protein 


103 


414598 


A1094221 


Hs.135150 


lung type-1 cell membrane-associated gly 


3.03 


419635 


NH.005033 


HsS1728 


poryrnyosiiis^deroderma autoantigen 1 { 


3.03 


425312 


AA354940 


Hs.145958 


ESTs 


102 


425474 


Z48054 


Hs.158084 


peroxisome receptor 1 


101 


411027 


AF072099 


Hs.67846 


leukocyte trrtrruinogtobuan-Gke receptor, 


101 


432446 


AA542845 


Hs.294088 


GAJ protein 


101 


424513 


BE385864 


Hs.149894 


mitochondrial translational initiation f 


100 


436902 


AW247145 


Hs.192729 


ESTs 


100 


422789 


AK001113 


Hs.120842 


hypothetical protein FU10251 


100 


430056 


X97548 


Hs.228059 


KRAB-associated protein 1 


i98 


427617 


D42063 


Hs.199179 


RAN binding protein 2 


198 
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406367 NM_022357:Homo sapiens putative metaBop 197 

418866 T65754 gb,yc1 1c07.s1 Stralagene lung (937210) H 197 

435918 AF263538 Hs.86232 growth differentiation factor 3 2.97 

_ 436511 AA721252 H&291502 ESTs 196 

5 402680 Target Exon 196 

414161 AA136106 Hs.184852 WAA1553 protein 195 

427239 BE270447 ubtquitin carrier protein 2.95 

433683 AI817723 Hs.22678 hypolhefical protein FU21 832 2.94 

417576 AA339449 Hs.82285 prujspiiaibosytglycmajrade formyttransfer 2.94 

0 402299 Target Exon 192 

420697 AA827705 Hs.26605 ESTs 190 

427719 AI393122 Hs.134726 ESTs 190 

419131 AA406293 Hs.109526 ESTs 189 

_ 410048 W76467 Hs.343874 proline oxidase homotog 189 

.5 427314 AB033024 Hs.175475 K1AA1 198 protein 189 

424315 AW614850 Hs.193384 putalative 28 JcDa protein 168 

430335 080007 Hs.239499 KIAA01 85 protein 187 

410361 BE391804 Hs.62661 guanylate binding protein 1, interferon. 187 

. _ 413685 AI469213 Hs.71404 ESTs 187 

10 429183 AB014604 Hs.197955 WAA0704 protein 188 

430292 AK000634 Hs.238270 hypothetica! protein FU20627 186 

422726 U11690 Hs.1572 fadogenital dysplasia (Aarskog-Scott sy 186 

437834 AA769294 gb:nz36g0ls1 NCi_CGAP_GCB1 Homo sapiens 186 

435159 M668879 Hs.116649 ESTs 184 

:5 428361 NM_0 15905 Hs.183858 transcriptional intermediary factor 1 184 

430388 AA356923 Hs.240770 nuclear cap binding protein subunit 2, 2 184 

434070 AF116652 Hs.270087 hypotheticai protein PRO0813 183 

429323 NM.001649 Hs.2391 apical protein, Xenopus laevis-iike 183 

. . 433247 AB040948 Hs.142856 WAA1515 protein 182 

50 415884 H22966 Hs.13471 ESTs 182 

427668 AA298760 Hs.180191 hypothetical protein FU 14904 182 

437162 AW005505 Hs.5464 thyroid hormone receptor coactivatlng pr 181 

401091 decay accelerating factor for complement 181 

425601 AW6294B5 Hs.140720 GSK-3 binding protein FRAT2 179 

35 428597 AK000147 Ks.295909 hypothetical protein FU 10700 179 

417705 AW134952 Hs.175220 hypothetical protein FU 14541 179 

438243 A1581311 ESTs 178 

418203 X54942 Hs.83756 COC28 protein kinase 2 178 

410704 BE076754 gb:CMl-BT0601-180200-121-b10BT0601 Homo 177 

W 429063 AW363845 Hs.322903 ESTs, Weakly similar to A46010 X-Tmked 176 

427147 AA39B587 Hs.97414 ESTs 176 

430552 AA1 76374 Hs.243886 nuclear autoantigente sperm protein (his 176 

437660 W31708 Hs.55304 ESTs 174 

425237 U07695 Hs.155227 EphB4 172 

45 419335 AW960146 Hs.284137 hypothetical protein FU 12888 172 

426386 AA748850 Hs.125830 bladder cancer overexpressed protein 170 

423123 NM.012247 Hs.124027 SELENOPHOSPHATE SYNTHETASE ; Human seten 170 

430968 AW972830 gb:EST384925 MAGE resequences, MAGL Homo 170 

420596 NM.002692 Hs.99185 poiymerase (DNA directed), epsflon 2 168 

50 419741 NM.007019 Hs,93002 ubiquifin carrier protein E2-C 168 

401464 histonedeacetylaseS 168 

411856 H67899 Hs.4190 Homo sapiens cDNA FU23269 fis, done C 168 

411365 M76477 Hs.289082 GM2 ganglioside activator protein 168 

419029 AA233397 Hs.326290 hypothetical protein FU12581 167 

55 421654 AW163267 Hs.106469 suppressor of vart (S.cerevisiae) 3-tike 166 

421535 AB002359 Hs.1 05478 prwsphonTx)sylfc)n7iytg!ycir^ine syntha 166 

423453 AW450737 Hs.1 28791 CG1-09 protein 166 

412673 AL042957 Hs.31845 ESTs 165 

410006 AW732308 Hs.57783 eukaryo5c translation initiation factor 165 

60 434159 AW135214 Hs.191828 ESTs 165 

427260 AA663848 gb:ae7Cb06.s1 Stratagene schizo brain S1 164 

439053 BE244588 Hs.6456 chaperonln containing TCP 1, subunit 2 (b 164 

414706 AW340125 Hs.76989 K1AA0097 gene product 164 

433979 AA620999 gb:ag03a08^1 SoaresJestis_NHT Homo sap 164 

65 403969 ■ ENSP00000034663^iTC finger protein 131 164 

420582 BE047678 Hs.99093 Homo sapiens chrornoscrne 19, cosmid R2837 164 

418355 142563 Hs.1 165 ATPase, H? transporting, nongastric, alp 163 

411127 AA666995 Hs.218329 hypothetical protein 162 

437205 AL1 10232 Hs.279243 Homo sapiens mRNA; cONA DKFZp564D2071 (f 162 

70 412123 BE251328 Hs.73291 hypothetical protein FU10881 161 

436481 AA379597 Hs.5199 HSPC1 50 protein similar to uWquiGn-con 160 

408446 AW450669 Hs.45068 hypothetical protein DKFZp434l143 159 

437033 AW248364 Hs.5409 RNA polymerase I subunit 158 

418592 X99226 Hs.284153 Fanconi anemia, comptementation group A 158 

75 415585 R59946 Hs.184852 K1AA1 553 protein 157 

424800 AL035588 Hs.1 53203 MyoO ramify inhibitor 157 

426470 AA528794 Ks.128844 ESTs 157 

426919 AL041228 ELAV (embryonic iethal, abnormal vision, 156 

421209 AJ010230 Hs.1 02576 ret finger protein-Eke 1 anSsense 156 

80 437498 AA452378 Hs.1 4 6668 Homo sapiens mRNA; cOMA DKFZp547J125 (fr 156 

401837 NM_025109:Homo sapiens hypothetical prot 156 

428743 AL080060 Hs.301549 Homo sapiens mRNA; cONA DKFZp564H1 72 (fr 1S6 

422809 AK001379 Hs.12102B hypothetical protein FU10549 155 
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418648 AW979223 
423020 AA383092 
430345 AK000282 
424075 AI807320 
428728 NM.015625 
423755 AB037735 
424051 AL110203 
418734 H81213 
422406 Af 025441 
433228 F28212 
411943 BE502436 
426181 AA371422 
423642 AW452650 
411571 AA122393 
419750 AL079741 
408209 NMJ504454 
435726 BE535787 
404068 
403137 

434276 AF123659 
422283 AW411307 
429652 AA766810 
416204 AW972270 
414713 BE465243 
425910 AA830797 
408875 NM.015434 
435244 N77221 
402679 

413943 AW294416 
433914 AF108138 
437812 AI582291 
410855 X97795 
423232 BE244625 
427578 AI591305 
409934 R91601 
423787 AJ295745 
420892 AW975076 
438869 AF075009 
434981 AW182577 
417911 AA333387 
409210 AA251812 
424425 AB031480 
411885 AA452636 
421567 AJ272137 
425159 NMJJ04341 
418678 NMJJ01327 
431197 AL038596 
411630 U42349 
410966 AA199907 
421305 BE397354 
417153 X57010 
412389 AW947655 
419359 AL0432Q2 
403780 

437681 A1207958 
400205 

433160 AW207002 
432606 NM_002104 
425331 AW962128 
430606 BE266026 
424308 AW975531 
418821 AA436002 
437437 AA226869 
413437 BE313164 
425848 BE242709 
435532 AW291488 
430183 BE010038 
409342 AU077058 
430504 H52761 
427726 AI359144 
417115 AW9S2792 
412721 AW183165 
404071 ' - 
413762 AW411479 
425811 AL039104 
424935 AI655010 
415791 H09366 
431667 AA812573 
424169 AA336399 
436540 BE397032 
418113 AI272141 
403242 

414732 AW410976 



Hs.292478 ESTs 

Hs.1608 replication protein A3 (14kO) 

Ks^39681 hypothetical prolan FU 20275 

Hs.227630 REUDendng transcription factor 

Hs.191381 hypothetical protein 

Hs.132560 hypothetic^ protein FU10312 

Hs. 138411 Homo sapiens mRNA; cDNA DKFZp586J1922 {f 

Hs.14825 ESTs, Weakly similar to K1AA1 503 protein 

Hs.1 16206 Opa-interactlng protein 5 

Hs.14953 K1AA1491 protein 

Hs.7962 ESTs, Weakly similar to S44608 C02F5.6 p 

HsJ34371 hypothetical protein MGC1309S 

Hs.157148 hypolheOcal protein MGC13204 

Hs.70811 hypothetical protein FU20516 

Hs.183114 Homo sapiens cONA FU14238 6s. clone NT 

Hs.43697 ets variant gene 5 (ets-roJated molecule 

Hs.1 13170 ESTs 

Target Exon 

NMJG5381':Homo sapiens nudeotin (NO), 
leucine zipper, putative tumor suppress© 
COC45 (cell division cycle 45, Sxerevis 



Hs.93605 
Hs.114311 
Hs.259290 ESTs 
Hs.195161 ESTs 
Hs.1 2664 ESTs 
Hs.184760 CCAAT^ox-blnding transcription factor 
Hs.48604 DKF2P4348168 protetn 
Hs.1 87824 ESTs 

NMJK)0478:Homo sapiens alkaline phosphat 
Hs.144687 Homo sapiens cONA FU12981 fis. clone NT 
Hs.112160 Homo sapiens DNA helfcase nomolog (PIF1) 
Hs.16846 ESTs, Weakly sim9ar to 04HUD1 debrisoqu 
Hs.66718 RAD54 (S.cerevislaeHke 
Ks.125742 teudne-nch neuronal protein 
Hs.169084 ESTs. rtghly similar to TUL3.HUMAN TUBBY 
Hs.190466 hypothetical protein FU22584 
Hs^35204 nuclear pore complex protein 
Hs.1 72589 nuclear phosphoprotehi similar to S. cer 
gbiHomo sapiens full length Insert cDNA 
Hs.293077 ESTs 

Hs.82916 chaperorrin containing TCP1,subunit6A( 
Hs.51 120 catheDddin antimicrobial peptide 
Hs.1 46824 SPR1 protein 

Hs.131057 ESTs, Moderately similar to CRGD.HUMAN G 

Hs.1 98265 matrix metailoprotetnase 25 

Hs.154868 carbamoyl-phosphate synthetase 2, aspart 

Hs.167379 cancer/testis antigen (NY-ESO-1) 

Hs.250745 polymerase (RNA) 111 {DNA directed) (62k 

Hs.71119 Putative prostate cancer tumor suppresso 

Hs.67397 homeo box A1 

Hs.324830 diptherla toxin resistance protein requi 

Hs.81 343 collagen, type II, alpha 1 (primary oste 

gb:RCO-MT0003-1 4030(M)31-b07 MT0003 Homo 
Hs.90073 chromosome segregaBon 1 (yeast homolog) 

C4001759:gi|133250lsplP19474IRO52_HUMAN 
Hs. 166556 Homo sapiens, Similar to TEA domain faml 

NM_006265*:Homo sapiens RAD21 (S. pombe) 
Hs.1 34342 TASP for lesfc-specific adriamycm sens 
Hs.3066 granzyme K (serine protease, granzyme 3; 

gb:EST374201 MAGE resequences, MAGG Homo 
Hs.31 476 Homo sapiens cOMA FU13872 fls, done TH 
Hs.1 54443 rr^rornosome maintenance deficient (S. 
Hs.183161 ESTs 

hypothetical protein OKFZp762L0311 
Hs.75361 gene from NF2/meningjoma region of 22q12 
Hs.159637 vaiyMRNA synthetase 2 
Hs.1 17305 Homo sapiens, clone IMAGE:3682908, mRNA 

gb:PM3-BN01 76-1 00400-001-g04 BN0176 Homo 
Hs.54089 BRCA1 associated RING domain 1 

Homo sapiens, clone MGG12617, mRNA, com 
Hs.143688 Homo sapiens cONAj FU23031 fis, clone L 
Hs.334612 small nuclear riboruKteoprotein polypept 
Hs.95600 ESTs 

C1»)00514*:gi|7302471|gb|AAF57556.1| {AE 
Hs.848 FKSO&ttnding protein 4 (59kD) 
Hs.1 59557 karyopherln alpha 2 (RAG cohort 1. impor 
Hs.1 20363 hypothetical protein MGC15634 
Hs.78853 uracfl-ONA gr/cosytase 
Hs.246787 ESTs 
Hs.153797 ESTs 

Hs.1 4468 hypothefica! protein MGC1 4226 
Hs.83484 SRY (sex determHng region Y>box 4 
Target Exon 

Hs.77152 ' mir^romosome maintenance deficient (S. 
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421002 AF115030 Hs.100932 Jranscrip&n factor 17 2.24 

438833 BE612940 Hs.88252 ESTs 2.24 

420333 AJ001383 Hs.97084 rymphocyte antigen 94 (mouse) homdog (a 123 

433844 AA51Q175 Hs.1 79647 Homo sapiens CDNAFU12195 6s, done MA 2.23 

J 427528 AU077143 Hs.179565 mmtehromosome maintenance deftctent (S. Z23 

430289 AK001952 Hs.238039 hypothetical protein FU 11 090 123 

421016 AA504583 Hs.101047 tfanscripBon factor 3 (E2A Imrnunogtobul 2.23 

436251 BE515065 Hs.296585 nucleolar protein (KKE/O repeat) 123 

1/s 418826 AK000375 Hs.88820 HDCMC28P protein 123 

10 428612 AA770001 ESTs 2.22 

433220 AI076192 Hs.131933 ESTs 2.22 

422225 8E245652 Hs.1 18281 zinc finger protein 266 122 

437549 AA759149 Hs. 128757 gb:ah70e(&s1 SoaresJestis.NHT Homo sap 122 

409299 AA045650 Hs.53125 smatJ nuclear rtbonucfeoprotein D2 polyp 2.22 

15 408665 TB8845 Hs.112200 ESTs, WeaMy similar to ALU7 HUMAN ALUS 2.22 

408116 AA251393 Hs.289052 Homo sapiens, Similar to RIKEN cONA 5430 121 

420062 AW411096 Hs.94785 TGF{beta}-{nduced transcription facto 2 121 

432820 AI554057 Hs.1 52477 ESTs 121 

430255 AK000703 Hs.323822 Homo sapiens mRNA for K1AA1551 protein, 2.21 

20 420337 AW295840 Hs.14555 Homo sapiens cONA.*aJ21513fis, done C 120 

407275 AI364186 gb:qw34h07j(1 Na_CGAP^Ut4 Homo sapiens 120 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast h 120 

423675 AI990509 Hs.1 31342 sma!linAidble<:ytddnesubfa^A(Cy 120 

433698 H24201 Hs.247423 addudn 2 (beta) 119 

25 409101 NM.004297 Hs.50612 guanine nucleotide binding protein (G pr 119 

435541 AA687361 Hs.221318 ESTs 119 

412019 AA485890 Hs.69330 Homo sapiens cDNA FU 13835 fis, clone TH 119 

418753 BE217818 Hs.87016 hypothefical protein RJ22938 119 

435461 AI075846 Hs.133996 ESTs 119 

30 402260 NNL001436*:Homo sapiens Mlarin (FBL 118 

421098 A1697901 Hs.192425 ESTs 118 

400587 C10000649*:gi|7296674|gblAAF51857.1|(AE 118 

407832 AW976516 Hs.283707 Homo sapiens cONA: RJ21354 fis, done C 118 

427159 U80735 Hs.173854 PAX transcription activation domain into 117 

35 405770 NM_002362:Homo sapiens melanoma antigen, 117 

412722 AI343300 Hs.15091 ESTs 116 

414334 AA824298 Hs.21331 hypothefical protein FU10036 116 

438192 A1859065 Hs.293807 Homo sapiens AFG3L1 isoform 1 mRNA, part 116 

Arx 417420 T85150 Hs.268814 ESTs 116 

40 421308 AA687322 Hs.192843 leucine zipper protein FKSG14 116 

412851 A1826502 Hs.97269 ESTs 116 

414702 122005 Hs.76932 ceUdtvisbn cycle 34 116 

409670 A1368109 K1AA1856 protein 116 

419926 AW900992 Hs.93796 OKFZP586D2223 protein 115 

45 417863 AB000450 Hs.82771 vacdnia related kinase 2 115 

434750 BE019254 Hs.4112 Wcornplaxl 115 

410252 AW821182 Hs.61418 microfibrinar^asscdated protein 1 115 

418574 N28754 r^phase prujsphoprotein 9 115 

409019 AW385412 myosin regulatory Dght chain 2. smooth 115 

50 416608 R11499 Hs.189716 ESTs { 114 

436027 AI864053 Hs.39972 ESTs, Weakly similar to 138588 reverse t 114 

408161 AW952912 Hs.300383 hypothefical protein MGC3032 113 

422805 AA436989 Hs.121017 H2Ahistone family, member A 113 

__ 410284 U50939 Hs.61828 emyldd beta precursor protein-binding p 113 

55 434274 AA628539 Hs.116252 ESTs, Moderate* similar to ALJU1_HUMAN A 112 

430935 AW072916 zinc finger protein 131 (clone pHZ-10) 112 

433252 AB040957 Hs.151343 WAA1524 protein 112 

416819 U77735 Hs.80205 pim-2oncogene 112 
437218 AL1 17497 Hs.58185 ESTs, Weakly similar to T42727 profifera 112 

60 407239 AA076350 Hs.67846 leukocyte rmmunoglobuMke receptor, 112 
433947 AA927996 Hs.112876 ESTs, WeaWy similar to AF1 29535 1 F-box 111 
424727 AW590378 Hs.152519 hypothetical protein FU20674 111 
435703 AW630133 Hs.83313 GK003 protein 111 
- e 420297 AI628272 Hs.88323 ESTs, Weakly similar to AU)1_HUMAN ALU S 111 
65 422192 AA305159 Hs.113019 fte485 111 
407961 AW672939 Hs.41694 origin recognition complex, subunit 2 (y 110 
410193 AJ132592 Hs.59757 zinc linger protein 281 110 
414151 AW976468 Hs.257245 ESTs 110 
434789 AW29251S Hs.194317 ESTs, WeaWy similar to T08680 hypothetj 110 
70 424196 AL133660 Hs.142926 Homo saptens beta cysteine string protei 110 
408831 AF090114 Hs.48433 endocrine regulator 110 
414733 BE514535 Hs.77171 minichromosoma maintenance defident {S. 109 
434523 M703709 Hs.23410 transiocase of inner mitochondria) membr 109 
__ 409637 AA323948 Hs.55407 Homo sapiens mRNA; cONA DKFZp434K0621 (f 109 
75 403532 NMJK4S3&Homo sapiens rrypotheticat prol 109 

432141 BE410964 Hs.272736 nudear receptor binding protein 108 
409014 H83115 Hs.49760 origin recognition complex, subunit 6 (y 108 

410575 BE207480 Hs.6994 Homo sapiens cDMA: RJ22044 fis, done H 108 
ork 415071 AK002197 Hs.284270 Homo sapiens cDNA FU11335 fis. done PL 108 
oO 418755 Y14443 Hs.88219 zinc finger protein 200 108 

406137 NI^L000179*:Homo sapieiis mutS(E.coR)h 107 

409893 AW247090 Hs.57101 rdnktorwsome maintenance deficient (S. 107 
421413 A1826128 Hs.55209 ESTs, Weakly similar to A49364 59 protei 107 

602 
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434283 


AW235341 


Hs.58715 




2.07 


417230 


U40998 


Hs.81728 


unr1 1Q (CL p]pfiPtv,\ hnmcloQ 


2.07 


425966 


MM 001761 






2.07 


431393 


AWQ71dQ3 


Lie 1 

IK). 1 OHCUd 


CCTc LKaKIu ctmilor f n r*vfntmo rrvo r\*r» 
to 1 S, rUguiy auTUid IU Cy lUfJuU 1 tJCcp JJ 


7 OR 


407162 


N63855 


Ue lA^ftli 
rU>. l4^0Jt 


zinc finger protein 


2.06 


422382 


079988 


Lie 1 1577ft 


tflAAHIPR nana nrnHiirt 
IMMMU 1 w yciiB JJ4UUUW 


2.06 


402677 






NM OnOA7A*Mrtmn cnnWic dttflfinft nhosnhal 


2.06 


433017 


Y15067 


Hs 279914 


7tnr finnpr nmlpin 93? 


2.05 


424677 


U09414 




71™* firmer rvnipln 137 febna riH7-3fll 


2.05 


418883 


BE387036 


Hs.1211 


nrarf nfwKnhrfo^p 5 tsrfrafp ro^ktant 

QUU pi KAjpl IOLOjC «J, US U atC ICJUUJIU 


2.05 


424959 


NM 005781 


Hs 153937 




2.05 


402678 






i aryBi cjujn 


9 05 


408146 




Lie flinn 


hxmnfhpfral ivntoin Mftr971R 
nypomsucdJ puiciu Mtsui 10 


9 05 


420027 


AF009746 


Hs 94395 


ATP-hinrfinn fSRSPftp. ^uhJamih/ D f Al D\ 


2.04 


427447 


T65414 


Hs.6647 


Homo sapiens cDNA FU13088 fs, done NT 


2.04 


433219 


AB040916 


Hs 24106 


KIAA14S3 nmieln 


2.04 


431126 


AF0E5243 


Hs 283619 


7i" rw* firinflr nmfoln 93fi 


2.04 


4071 


TfidRQR 
IO*t030 


Pc 9ft7^90 


Mrurtn earn'onc rRKIi PI M1«3fie rWio 

nouio sapiens cuimm ru \ icxw us, ctons nc 


90A 


419669 


AJ007041 






2.04 


419594 


AA01 W1 


Hs.91417 


wpoi&u licioSo iuw\j u tunuiny protein 


Z03 


426242 


Al 006797 


ns. 1 ooiH? 


ILynn cantonc mPMA' rTiWA rWP7nA34R10A ffr 

norno sapiens mrxivs cu»\a ui\r£p*u*)D ius \ir 


9 09 


432185 


AA221Q32 


Hs.272838 


hypothetical protein FU 10494 


Z02 


437108 


AA434054 


Hs.80624 


hypothetical protein M6C2560 


Z02 


408636 


BE294925 


Hs.46680 


CQ-12 protein 


102 


420005 


AW271106 


Hs.133294 


ESTs 


2.02 


412783 


BE27673B 


Hs.74578 


DEALVH (Asp^it^a^sp/His) box polypep 


Z02 


415319 


AA659823 


Hs.34955 


Homo sapiens cDNA RJ 13485 fis, done PL 


Z02 


425358 


AL079658 


Hs.338207 


FK506 binding protein 12-rapamyctn assoc 


Z01 


409617 


BE003760 


Hs.55209 


Homo sapiens mRNA; cDNA DKFZp434K0514 (f 


2.01 


438450 


AI050866 


Hs.65853 


nodai, mouse, homolog 


ZOO 


431629 


AU077025 


Hs.265827 


interferon, atpha4nducibte protein (do 


ZOO 


424934 


U75370 


Hs.153880 


por/merase (RNA) mitochondrial (DNA dire 


ZOO 


436291 


BE568452 


Hs.344037 


protein regidator of cytokinesis 1 


ZOO 


414251 


AL042306 


Hs.97689 


VASA protein 


ZOO 



TABLE 51B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



427521 513212J 



Pkey CAT Number Accession 

432666 144_7 AA558585 AA565499 AI360576 AW204069 AA991648 AA864939 

423458 30480J BC018070 BG702493 A1204212 AA460929 AA993606 BF926635 AA226938 BG190705 BG186496 AW291865 BG1 B3340 BG195301 BG214539 

BG215094 BG198867 BG196332 BG208220 BG212418 
418477 4172.1 BC022538 A1990847 BF478249 BG217996 BG212702 BG182057 AW589883 BF000085 AA993969 BG479023 BG220014 BG679466 BE907092 

AI623855 AA223956 AA223917 AW022983 AW090580 AW57321 9 BF514491 BF445397 AA884705 AI910424 
436812 659779J AW978773AW298067AA810101 AW194180 AA731645AJ690673 
436899 1000797.1 AA764852AA736937 
437421 978554.1 AA91 7062 AA757369 AW592218 

430676 60836J BG433950 BE061583 T05808 BE144813 AW812038 BE144812 AW812040 AW812041 AU124350 BE061602 BE061604 BF922595 BE061603 
AI352469 8E061601 BI062752AW818206BFB87722 

AW973352 BF222929 AW016853 BF059130 AI651829 BE551767 AA55B414 AI339359 BF059501 AI961162 A1341422 AI206248 AI206165 
AA548738 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 
436909 596835.1 AW1I32570AA907150AA907120AA737188AI248890AW977353 

429228 215430.1 BG676155 BM009591 A1479075 Aj025794 AJ 01 7967 AA448270 BE46681 2 AA853422 AI392649 BG952034 AA513384 BF840124 BE7 14620 
AW969605 AJ553633 

435514 132288.1 AA683356 AW592804 Al 150287 

422689 874209.1 AW954733AA315006AW856665 

421974 864120.1 AA301270AA301379AA301366 

414136 30243 1 AJ42M53AL526740AW96B449 M459140M843893AI^ 

AI566634AA211796 BG615512BE169275 BF983253 BF969462 AA766261 AI769894AA135833 AI831542 N63376 AA214392AU154486 
AW605017 AW450072 AA446459 8E881875 AI061423 AA598549 AW4391 51 AA426273 Z40087 AA812434 AA1 35965 H0481 2 

417886 1031334 J AA210987 D57294 AA214584 AA207006 D56572 

418235 886897.1 BE072634 BE072653MB30615 AA214736AA331718 

414725 19377.1 NIWL058166AF22()030AL043894 AW974257 AA6Z5445AU153502AJ650537AW612116A1672377AW772451 BE892241 BE501740 AA718936 

AI650276 A1654206 BE503226A1651327 AW873562 AW271269 AW271565 AI873518AI207150A!338826AJ650258A16^2AA227117AI2 
AW052076 A1470776 AA5881 00 AW235852 AA769791 A1701653 AK027664 AI984770 AU153469 BE222316 AA609539 BE220093 AA609112 
BI054316 

434609 14739.1 AF 147390 R76593 R76594 

408065 101881.1 B1603077AV^272BI598724AI003154AA059300AAX)46911 B1669907 BI600966 BI669987 

41 2537 14056.1 AKD25201 AA425472 AI694282 BG057305 AA907787 AI286170 AI684577 AJ420494 AI809865 BF058095 A147B773 A1160445 AL0441 14 
AW665529 AI129239 AW297152 AJ268215 AI469807 AI959353 BE552356 N66509 AA736741 AA382555 AW07581 1 AV759188 BI259364 
BF445142BG2320S5Al141758AI631202AI1675tt^ 
AA382556 AW235763 AA927051 A1862075 BE886691 BE619282 

41 5684 18695 1 8 BF666746 D59356 BG67831 2 N56640 AA1 66861 

433641 35983J AF080229 AF080232 U87593 U87592 U87591 U87590 AJ636743 AI633818 AW206802 AJ583718 AF080231 AF080234 AF080233 AL535594 
AI81B326 AF080230 S46404 A1970376 AA463992 AW665466 BF512210 U87595 U87589 BE550633 AI672574 BE467547 AI680833 AW614951 
N29986 N25695 H69001 U87595 BE673974 AI797496 A1701 526 AA703396 AW1 39734 H92278 N66048 BE21 9539 BE671 665 A162481 7 BE46661 1 
AI206344 AA574397 BF59341 3 BG231 271 BF773517 U87594 8F062180 BE466420 AJ887798 BF674385 AA204735 AW496808 AA204833 
AA207155 BI004756 AA206262 AJ365204 H77608 AW59051 1 

424281 892055.1 AA338252 AA338213 
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438243 
410704 



430968 
427260 
433979 
426919 

438869 
412389 
400205 



2532601.1 
1054673J 



1237115 1 
11272.50 
2076469 1 
347372J 

52134J 

1174403J 

2538.1 



427298 115241J AA933717 BF061897 AW628327 AA641788 AA4CM95 
420218 191547 1 AW956OTR42557 A)337047AA948380A!638005AA4599M^ 

AW779380 M609879 AJ634791 A1493770A1565211 Z41 145 AI627952 AA303734BE349457AW1 96765 AA256527 BE089727 
418049 12052.4 AJ314647NM 052888 BI4 94693 AA835065 AI634477 AI336678 AJ 807696 BF477887 AI701 1 47 Z39 1 87 R38979 F02234 AA98471 1 BI222234 

AV731417 R42406 H04996 T98498 R12489R12577 R42405 
433023 3970 8 BE999967BF438599AW864793AI802899BE815132AW468888A^ 

AI968683 AA846676 AA927355 H80424 AW973295 R88209 F29868 BE928871 
418866 245947.1 T65754AA229658AA229857 

427239 20459.2 AI532360BE794750AA582906AI015067AW271034BG271636AW075177AW071374 AI345565 AJ307208BE1 38953 BE049086AI334 831 
AW075006 AW075181 AA464019 AW302733 AW075100 AW073433 AI802854 AI334909 AI802853 AI345038 AI348921 AI340734 A1307478 
AI251 289 AW302327 AW072520 AI312145 AW073656 AW072513 AW071 289 AI307559 AA8761 86 T29587 AI307493 A1255068 AI252868 AJ252839 
AW074809 AI252926 AI252160 AI251 662 A1251262 AI61091 3 AI270787 AI270156 A1252075 AW073469 AW072901 AW072496 AW071 420 
AI305762 AJ254764 AI802837 AE51264 AW073049 AW07131 1 AJ340643 BE138965 BE1 38502 AW073456 AI334733 AI054335 BE139260 
A1054302 AJ054060 A1054057 AI053722 A128971 1 BE139228 AW470478 AW271039 AW302085 BE041872 AI254494 AI271496 AI252427 
BF718773 BF718645 AW074866 BE857822 
437834 294S80.1 BG1 10129 AW749287 BE535498 AW749299 AW749293 AW749302 AW749298 AW749291 AW749294 AW749289AW749288 AW749296 
AA769294 AW749297 AW749295 AW749292 BE002573 
AI581311 AA781682 AA781678 

AW877458 AW877524 BE076922 BE1 66912 AW840534 BE076754 AW797829 BE166905 BE166926 AW877452 BE166927 BE1 66932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE166861 BE166866 BE166913 BE166919 AW877456 AW877537 8E076866 
AW840571 

AW972830 AA489820 AA527647 AA570362 
AA401 424 AA4001 00 AA663848 
N50454AA620999T16375 

BI917595 A1203314 AL041228 AV727959 D61361 D82004 BI753157 AA961066 AI990307 8F439651 AI453076 AI376075 AI014836 AI018308 
AW183530 AA393346 AA935601 AA628633 A1150282 AI028574 AI217182 AA431478 AW087473 AW900295 H50055 AL041 229 BI917726 
AF075009 R63109 R63068 
AW947655AW984020 

NM.006265 D38551 X98294 BM477931 8M461 566 AU1 23557 AU1 33303 AU1 34649 AW500421 BM172439AW500587AW503665AW504355 
AW503840 BM152454 AW505260 AI815984 AW5Q4Q75 AW500716 AL597310 BC001229 BM474371 AA984202 AU135205 BE090841 AW163750 
BF747730BF898637AI206506AV660870AV692110AW38B830AV656831 N84710AW993470BF086802BF758454 BG960772 BF757769 
BI870853 8E018627 C75436 AW1 48744 BF757753 BG622067 BE909924 AA708208 BG530266 BF968015 AW992930 BF888862 B6538628 
AA143164 AW748953 BG498922 BF885190 BF889005 BF754781 BF800003 BM476529 AI627668 AW0281 26 AL04601 1 BF590668 AI017447 
AA579936 A1367597 AA699622 BE280597 AI124620 AI082548 AW274985 AA677870 A1056767 BE551689 AA287642 H94499 AI752427 AI652365 
AW002374 AW062651 AA360834 N68822 AU 135442 AU1 25960 Z78334 BE545813 A1092115 BF312771 BF242859 BG533616 BG533761 
BG164745 BG492433 BM4731 83 AA1 72043 AA172069 AU157092 AU151353 AU155318 BE30221 1 AI375022 AA085641 AU157923 H88858 
AA132730 AA1 15113 AA909781 AI475256 AA424206 AW572383 AW084296 A1184820 AI469178 AA782432 H92184 AA340562 BF195818 
AA852821 AW576342 AAB27107 AA173317 AW190014 AI918514 AA729372 AA729718 AI055958 AA331424 BE328601 AA515690 BI018896 
AW628277 AA748368 AA626222 BG492636 AW380620 BF8O0O58 AW370956 AA290909 R25857 BG952995 BF801437 AA172077 AU1 55890 
AU149783 AI720904 AA902936 AA865727 AI470830 AV740677 AA142982 AA482485 AU145485 AW576399 AU156042 R63448 BF246427 
BE928472 D25910 BF758439 BF968785 BE665238 AA355981 AI905607 BG291148 BG533096 BG532888 BFO30886 BG613756 BE928471 
BG574501 AA187596 AA361 1 96 T95557 BG531446 BG527242 BG52751 3 BG61 1 106 AA085995 BF847252 BG024608 BE540261 BG531 236 
AL579993 BG108733 BG483S03 BG571032 BG492505 
425331 1227464.1 AA427363 AW962128 AA355353 

437437 6087 J BC009352 BC014630 AU131857 AL527140 AU131768 B1769362 BI753220 AU129886 AU12B771 AA314135 AU126819 AI333799 AA479336 

AA258503 AL597351 AL359619 BG697218 81254283 AI743846 AA236444 AA397533 AA247450 AI051464 A1224533 AU153442 AU151001 
AU152621AU151829AU153069AW269958AU154195AIB62754AJ5^^ 

AI625961 AI222288 AI280054 AA973329 AI524262 A1242371 AA296517 AI567865 AI590681 AJ346616 AW247913 AI422051 AI475352 A1689531 
AW469308AW19B034AA936939 AU151059AU148134AA486419 AU151953 AI630968 BI493265 B1493264 AU 149861 BE268763 AV763495 
AW962827 BM480300 AA226869 AL529368 BM451957 AU132714 B1871319 AA380739 BI91 1351 BF79530S BE548853 AW579751 
4301 83 1731 6.1 AK055746 AA039909 BE1 83282 W60721 AA464867 AA398986 T67280 BF995651 AI675065 BG001051 BF764727 BF766707 BF764717 BF764852 
BF173139BE010038 

430504 5477.5 BE219720 BF475241 A1571723 BE21 9848 BI789268 AI224899 AA724884 AW771467 AA480255 AW845616 AI440295 H52800 BE21 8790 AI681575 

AW300064 AW262133 H21568 AI363015 AI884914 H86948 
428612 1383189.1 AA770001 AA431 1 1 2 AA4321 26 

409670 888^8 A1625045 AW504152 AM69086 AA905873 AW504662 AW1361 14 AJ927270 BE041754 A1648386 AA662655 AA400052 A1143501 A1744934 

AI400147 A!381657 AA676551 AA974367 AW1 17437 AI570383 AI242456 A1274581 AA678138 R49939 AI393926 AA345854 AW605850 A1869780 
AW391171 R77044 

418574 12009.2 AW955043AI990326 AA776406A101 6250 AW451 882 AA843678BF91 6900 AW945895A1979339 N23129W70051 AA322672 N23137 
409019 32320.4 BM480413 N28908 H39792 BE240826 BE882093 BE240827 AW868637 BF739795 AA700834 AA769597 AA489668 AW968808 AW085196 

A1093280 AI218457 AA063138 A1632958 AW515005 AI570530 Z41724 AA748789 A1696584 AA062544 AA773643 AA490285 
430935 15297 3 BC017923 AA789302 AW466994 BF513878 AI819842 AI184913 AW469044 A1220572 AW072916 AI280239 AI47361 1 AW841 126 D60937 

AA489195 N59350 AA693435 BG531204 AA484243 AW514092 
424677 2518.37 U09414 NM.003438 AA503545 AI022449 AA043458 AA766074 AA765442 AA805052 A102821 1 AW609708 



TABLE 51 C 

Pkey: 

Ref: 

Strand: 
Ntjxjsifion: 



Unique number corresponding to an Eos pro beset 

Sequence source. The 7 digit numbers in this column are Genbank Wenfifier (Gl) numbers. 'Dunham, et al" refers to the publication entitled The DNA sequence of 
human chromosome 22" Dunham, et a). (1999) Nature 402:489495. 
Indicates DNA strand from which exerts were predicted. 
Indicates nucleotide positions of predicted exerts. 



Pkey 


Ref 


Strand 


Ntpositfcn 


406547 


7711513 


Minus 


172780-174358 


402145 


8018280 


Plus 


113086-114800 


402199 


8576116 


Minus 


84187-54744 


401435 


8217934 


Minus 


54508-55233 


402408 


9796239 


Minus 


110326-110491 


406367 


9256126 


Minus 


58313-58489 


402680 


8113438 


Plus 


137634-137768.139702-139893,140475-14059 


402299 


6693370 


Plus 


23367-25175 


401091 


9958240 


Plus 


94760-94898 
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AfSiARA 


6682291 


Minus 


1 / UOOO- 1 lucon 




Dccnnnn 


Plus 


01 £&[ -01 0/0,0£4UO-0£3UO 


4U10J7 




Minus 


l£U?90*l«lU99,l£ lOWrlZl f C$ 


404068 


3168621 




18123*18766 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579-93712,9394 


402679 


8113438 


Plus 


132079-132216 


403780 


8076989 


Plus 


93160-93409 


404071 


7210053 


Minus 


167354-167859,168810-168920.169000-16910 


403242 


7637817 


Minus 


11297-12511 


402260 


3399665 


Minus 


1 1 3765-1 1 39iai 15653-1 15765.1 1 6808-1 1694 


400587 


9887626 


Rus 


25435-25588,25668-25747 


405770 


2735037 


Plus 


61057-62075 


403532 


8076842 


Minus 


81750-81901 


406137 


9166422 


Minus 


30487-31058 


402677 


8113438 


Plus 


22135-22309,23063-23238 


402678 


8113438 


Rus 


37395-37514,3786637981 
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TABLE 52A: 

Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UmgeneiD: UnJgene number 
25 Unigene Tide: Unigene gene title 

Rl: Ratio of testicular cancer (non-seminornatous and Seminomatous) compared to norma! adult testicular tissues 



Pkey ExAccn UnigenelD Unigene Title Rl 

30 414438 AI879277 Hs.76136 Buoredoxin 51.77 

424247 X14008 Hs.234734 lysozyme (renal amyloidosis) 49.93 

416680 AW245540 Hs.79516 brain abundant, membrane attached signal 49.20 

412948 BE243313 Hs334851 UM and SH3 protein 1 44.46 

438091 AW373062 nuclear receptor subfamily 1 , group I, m 40.70 

35 406658 A1920965 Hs.77961 major histDcompaCbility complex, class 39.64 

418174 L2Q688 Hs.83656 Rho GOP dlssociafion inhibitor (GDQ bet 38.70 

409038 T97490 Hs.50002 smalt inducible cytokine subfamily A (Cy 38.25 

413063 AL035737 Hs.751B4 diittnase 3-Kke 1 (cartilage glycoprote 37.50 

430542 A1557486 Hs.119122 ribosomal protein L1 3a 37.22 

40 428928 BE409838 Hs.194657 cadherin 1 , type 1, E-cadherin (epitheli 35.98 

432730 AI066520 Hs.131358 ESTs 35.25 

444562 AA186715 Hs.336429 RIKEN cDNA 9130422N19 gene 31.69 

446525 AW967069 Hs311556 hypothetical protein MGC5487 31.33 

Afm 417088 M54915 Hs.81170 pim-1 oncogene 31.20 

45 418870 AF147204 Hs£9414 chemokine(C-X-CmotiO, receptor 4 (fus 29.93 

433800 AI034361 Hs.135150 lung type-i ceil membrane-associated gly 29.35 

426295 AW367283 zinc finger protein 6 (CMPX1) 29.32 

406856 AW515336 Hs.29797 ribosomal protein L10 28.93 

417139 M69043 Hs.81328 nuclear tactor of kappa light polypeptid 27,99 

50 440207 AI371978 Hs.128326 ESTs 27.75 

422578 AF239656 Hs.1545 caudal type hcmeo box transcription fact 26.95 

432359 AA076049 Hs.274415 Homo sapiens cONA FU 10229 ns, clone HE 26.90 

420367 AA259090 Hs.257028 ESTs 26.50 

429978 AA249027 ribosomal protein S6 26.43 

55 440440 Z28925 Ks.7188 sema domain, immunoglobulin domain (Ig), 26.36 

423673 BE003054 Hs.1695 matrix metaDoproteinase 1 2 (macrophage 26.23 

412636 NM.004415 desmoplaWn (DPI, DRI) 26.15 

435538 AB011540 Hs.4930 low density lipoprotein receptor-related 25.25 

_ 446899 NWL005397 Hs. 16426 podocalyxin-Hke 25.25 

60 442562 BE379584 doi'ichyWiphosphccSgosaccharide-pratei 25.15 

406656 M16714 Hs.89643 major rtebctirnpaljbility complex, dass 25.13 

446619 AU076643 Hs.313 secreted phosphoprotein 1 (osteoponfin, 24.78 

423961 D13666 Hs.136348 pertostin(OSF-2os) 24.48 

425543 R23313 Hs.334895 ribosomal protein L10a 24.38 

65 420676 A1434780 Hs.4248 vav 2 oncogene 24.18 

406820 A1223958 Hs.108124 rftxjsornal protein S4, X-Tinked 23.96 

440869 NM.014297 Hs.7486 protein expressed In thyroid 23.80 

447526 AL048753 Hs.303649 small inducibie cytokine A2 (monocyte ch 23.56 

414587 NM.004862 Hs.76507 LPS-lnduced TNF-alpha factor 23.22 

70 446627 A1973016 Hs.15725 hypothetical protein S8BI48 22.93 

449571 AW016812 Hs^00266 ESTs 22.83 

413787 AI352558 tyrosine oVnarooxygenasertryptophari 5-mo 22.81 

410315 AI638871 Hs.17625 Homo sapiens cONA: FU22524 hs, done H 22.68 

414092 Z14244 Hs.75752 cytochrome c oxidase subunit Vilb 22.45 

75 422714 AB018335 Hs.119387 KIAA0792 gene product 22.45 

439180 A1393742 Hs.199067 v-erb-b2 avian erythroblastic teukemia v 22.30 

444784 D12485 Hs.119S1 ectonucleotide pyraphosphatase/phosphodi 21.69 

406848 AA563730 Hs.277477 major histccompatibiliry complex, dass 21.58 

448588 AI970276 Hs.156905 KIAA1676 21.23 

80 433423 BE407127 Hs.8997 heat shock 70kD protein 1 A 21.19 

429490 AI971 131 Hs.23889 ESTs, Weakly similar to ALU7_HL)MAN ALU S 20.70 

432606 NWL002104 Hs.3066 granzyme K (serine protease, granzyme 3; 20.60 

407862 BE548267 Hs337986 Homo sapiens cONA FU10934 5s, clone OV 20.57 
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420754 W79431 Hs.346911 rfoosomal protein 122 20.40 

425769 U72513 Hs. 159486 Human RPL1 3-2 pseudogene mRNA, complete 20.15 

424800 AL035568 Hs.153203 MyoD family inhibitor 20.10 

412915 AW087727 Hs.74823 NMJ)04541:Horno sapiens NADH dehydrogenas 2a01 

5 452322 BE566343 Hs^8988 ghrtaredoxin (thWtransferase) 19.69 

410143 AA188189 WAA1 191 protein 19.41 

420759 T11832 Hs.127797 Homo sapiens cONAFU 11381 fis, clone HE 19X8 

430253 AK001514 Hs.23S844 hypothetical protein FU10652 19.03 

425535 AB007937 Hs. 158287 WAA0468 gene product 18.78 

10 411573 AB0290Q0 Hs.70823 WAA1 077 protein ■ 18.63 

452874 AK001061 Hs.30925 hypothetical protein FU10199 18.53 

408669 A1493591 Hs.78146 plateleUendotheTiaJ ceil adhesion mo!ec 18.52 

421379 Y15221 Hs.103982 smal)iruiucfl}tecyto)dnesubfarnity8(Cy 16.50 

426083 AW962712 Hs.126712 ESTs, Weakly similar to AF191020 1 E2I65 18.50 

15 429183 AB014604 Hs. 197955 WAA0704 protein ia48 

450000 A1952797 Hs.10888 hypothetical protein FU21 709 18.44 

450377 AB033091 K1AA1265 protein 18.40 

430255 AK000703 Hs.323822 Homo sapiens mRNA for KIAA1551 protein, 18,15 

440528 BE313555 Hs.7252 K1AA1224 protein 18.05 

20 444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypothell 17.98 

420028 AB014880 Hs.8786 carbohydrate (N-acelytglucosamme-^O) s 17.80 

414682 AL021154 Hs.76884 Inhibitor of ONA binding 3, dominantneg 17.75 

428782 X12830 Hs.193400 InterteuWn 6 receptor 17.48 

415221 W07418 Hs.78225 annexinAI 17.47 

25 429614 AI371172 Hs.211539 hypothetical protein MGC4248 17.40 

418707 U97502 Hs.87497 butyrophilin. subfamily 3, member A2 17.30 

412025 A1827451 Hs.24143 VWskotWUdrich syndrome protein Merac 17.14 

417407 AA923278 Hs.290905 ESTs, Weakly similar to protease [H^api 17.13 

424326 NMJJ14479 Hs. 145296 ADAM-Jike dsintegrin protease, decysin 17.10 

30 446921 AB012113 Hs.16530 smaJlindudbte(^oldnesubfamayA(Cy 17.03 

425996 W67330 hypothetical protein AL1 101 15 16.98 

402474 NM_004079:Homo sapiens cathepsln S (CTSS 16.98 

450937 R49131 Hs.26267 ATP-dependant interferon response protei 16.98 

427521 AW973352 ESTs 16.93 

35 421181 NM_005574 Hs.184585 UM domain only 2 (rhomboBn-lfce 1) 16.93 

443523 AK001575 Hs.9536 hypotheficai protein FU1 0713 1553 

449338 H73444 Hs.394 adrenomeduRin 16.36 

429469 M64590 Hs.27 glycine dehydrogenase (decarboxytating; 16.23 

425945 AW410669 Hs.164280 solute carrief family 25 (mitochondria! 16.21 

40 430332 R51790 Hs.239483 Human clone 23933 mRNA sequence 16.15 

427691 AW194426 Hs.20726 ESTs 16.13 

406786 AW161678 Hs.111334 ferritin, fight polypepQda 16.11 

431639 AK000680 Hs^66175 phosphoprotein associated with GEMs 16.10 

451106 BE382701 Hs.25960 N-MYC oncogene 16.09 

45 408380 AF123050 Hs.44532 dluttquitin 16.00 

445863 R12234 Hs. 13396 Homo sapiens done 25028 mRKA sequence 15.93 

456236 AF045229 Hs.82280 regulator of ^protein signalling 10 15.70 

406791 A1220684 Hs.347939 hemoglobin, alpha 2 15.69 

414020 NMJJ02984 Hs.75703 small inducible cytokine A4 (homologous 15.64 

50 440273 A1805392 Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 15.55 

417640 D30857 Hs.82353 protein C receptor, endothelial (EPCR) 1555 

446108 AL036596 Hs.42322 A Wnase (PRKA) anchor protein 2 15.53 

4101B5 BE294068 Hs.737 imrnedlatB earty protein 15.49 

422105 AI929700 Hs.111680 endosulRne alpha 15.23 

55 415899 X78992 Hs.78909 butyrate response factor 2 (EGF-response 15.23 

428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 15.05 

427820 BE222494 Hs.180919 inhibitor of DNA binding 2, dominant neg 15.02 

426552 BE297660 Hs.170328 moestn 14.96 

422241 Y00062 Hs.170121 protein tyrosine phosphatase, receptor t ' 14.88 

60 436860 H12751 HsS3Z7 PR01914 protein 14.85 

418509 AB028624 Hs.85539 ATP synthase, H transporting, rmtochondr 14.84 

444060 AA340277 Homo sapiens cDNA FU20167 fis, done CO 14.78 

412623 R28898 Hs.74170 metattofhlondn 1E (functional} 14.70 

408989 AW361666 Hs.49500 WAA0746 protein 14.53 

65 425234 AW152225 Hs.165909 ESTs, Weakly similar to 138022 hypotheti 14.48 

417144 AA382104 Hs.81337 lectin, gatactoside-binding, soluble, 9 14.31 

410325 AB023154 Hs.62264 K1AA0937 protein 14.23 

415936 BE383507 Hs.78921 A kinase (PRKA) anchor protein 1 14.20 

„ 433412 AV653729 Hs.8185 CGW4 protein; sulfide dehydrogenase B 14.19 

70 418151 AA864238. Hs.83583 adin related protein 20 complex, subun 14.18 

426996 AW968934 Hs.173108 Homo sapiens cONA: FU21897 fis, done H 14.13 

447211 AL161961 Hs.17767 K1AA1 554 protein 14.08 

417426 NM.002291 Hs.82124 laminin. beta 1 14.08 

414420 AA043424 Hs.76095 immediate earty response 3 14.04 

75 444051 N4B373 Hs.10247 activated leucocyte ceQ adhesbn molecu 14.02 

454413 A1653672 Hs.40092 PNAS-123 13.93 

452651 AI218918 Hs.30209 KIAA0854 protein 13.86 

450581 AF081513 Hs.25195 TQM>eta4 13.85 

420962 NMJJ05904 Hs.100602 MAD (mothers against decapentaplegic, Dr 13.78 

80 407112 AA070801 Hs.51615 ESTs, WeaWy simiar to ALU7_HUMAN ALU S 13.63 

410598 AI817130 Ha.9195 Homo sapiens cOMA FU 13698 fis, clone PL 13.59 

428664 AK001666 Hs. 189095 similar to SALL1 (sal (DrosophilaHto 13.57 

448412 AI219083 Hs.42532 £STs.^Aodefatelys^maartoALU8_HUMANA 13.53 
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430268 AK000737 Hjl237480 hypothetical protein FU20730 13.43 

443)55 BE512856 Hs.109051 SH3 domain binding glutamic arid-rich pr 13.41 

447534 AW953935 Hs.288655 ESTs 13.33 

408822 AW500715 Hs.57079 Homo sapiens cDNA FU 13267 fis, done OV 13.31 

5 428065 AI634046 Hs.1S7313 ESTs 13.30 

425289 AW139342 Hs.155530 interferon, gamma^ndudble protein 16 13.28 

438398 H87136 Hs.5174 ribosomalprotehS17 13.18 

453856 AA804789 Hs. 19447 POZ-UM protein mystique 1193 

452436 BE077546 Hs.31447 ESTs, Moderately similar to A46010 X-lin 12.90 

10 445817 NM.003642 Hs.13340 histone acetyltransferase 1 12.90 

408437 AW957744 Hs.278469 lacrimal proOne rich protein 1i90 

435522 N64214 Hs.9774 synovial sarcoma translocation gene on c 12.89 

415857 AA866115 Hs.127797 Homo sapiens cDNA FU11381 fis, done HE 12.83 

406743 AA911568 Hs.279860 tumor protein. trardationaDy-contrrile 12.79 

15 407951 W77762 Hs.79015 antigen identified by monocionai antibod 12.78 

435080 AI831760 Hs.155111 hypothetical protein FU14428 12.75 

418299 AA279530 Hs.83968 Wegrin, beta 2 (antigen CD18(p95).ly 12.73 

430630 AW269920 Hs.2621 cystaGn A (stefin A) 12.68 

409208 Y00093 integrin, alpha X(anfigenCD11C (p1 50), 12.65 

20 422511 AU076442 Hs.117938 collagen, type XVil, alpha 1 12.50 

438915 AA280174 Hs.285681 Williams-Beuren syndrome chromosome regt 12.48 

437374 AL359571 Hs.44054 ninein (6SK36 interacting protein) 12.43 

433793 AW975959 Hs.107513 ESTs, Moderately similar to K1AA1Q58 pro 1143 

409963 AA133590 Hs.250857 ca!dum/ca!rTOo\jfevdependent protein kin 12.41 

25 412247 AFQ22375 Hs.73793 vascular endothelial growth factor 12.41 

413497 BE177681 gb:RC1-HTO59842030(W>1 1-h02 HT0598 Homo 12.40 

438876 AI124756 Hs.5337 isocitrata dehydrogenase 2 (NAOP), mitoc 12,38 

432409 AA806538 Hs. 130732 K1AA1575 protein 12.33 

453020 AL162039 HsJ1422 Homo sapiens mRNA; cDNA OKF2p434M229 (fr 1133 

30 419384 AA490866 Hs39429 ESTs 12.33 

410275 U85658 Hsi1796 transcription factor AP-2 gamma {activai 12.32 

432805 X94630 Hs^107 CD97 antigen 12.32 

416975 NVL004131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-tymp 12.25 

450719 A1096837 Hs.21349 ESTs, Weakly similar to RB8B_HUMAN RAS-R 12.13 

35 423753 Y11312 Hs.132463 phosptoincsitide-34dnase, class 2. beta 12.12 

418460 M26315 Hs.85258 CD8 anligen, alpha polypeptide (p32) 12.03 

402145 Target Exon 12.01 

407179 AA208465 thymosin, beta 4, X chromosome 12.00 

433208 AW002834 Hs.24095 ESTs 11.95 

40 447735 AA775268 Hs.6127 Homo sapiens cDNA: RJ23020 fis, done L 11.90 

408912 AB011084 Hs.48924 WAA051 2 gene product: ALEX2 11.83 

422068 AI807519 Hs.104520 Homo sapiens cDNA FU 13694 fis, clone PL 1175 

431427 AK0O0401 Hs.252748 Homo sapiens cDNA FU20394 fis, clone KA 11.75 

427761 AA412205 Hs.140996 ESTs 11.68 

45 449246 AW411209 Hs.23363 hypothetical protein FU 10983 11.58 

436075 BE090176 Hs.179902 transporter^te protein 11.50 

440774 AI420611 Hs.153934 ESTs 11.35 

430594 AK000790 Hs.246885 hypothetical protein FU20783 11.25 

419223 X60111 Hs.1244 CD9 antigen (p24) 11.08 

50 424528 AW073971 Hs.238954 ESTs, Weakly similar to KIAA1204 protein 11.08 

444656 A1277924 Hs.145199 ESTs 10.98 

420943 AI718702 Hs.279930 mapr rustocompatMjty complex, class 10.96 

450294 H42587 Hs.238730 hypothetical protein MGC10823 10.92 

413686 AI469213 Hs.71404 ESTs 10.83 

55 406701 AA780613 Hs.62954 ferritin, heavy polypeptide 1 10.78 

424687 JQ5070 Hs.1 51738 matrix metalloproteinase 9 (gelaflnase B 10.75 

407252 AA659037 Hs.163780 ESTs 10.75 

445929 A1089660 Hs.323401 dpy^tHike protein 10.70 

451864 N20370 Hs.69547 ESTs 10.69 

60 429307 AU076592 Hs.198951 jun B proto-oncogene 10.64 

434280 BEO05398 gb:CM1^N0116-150400-1894i02BN0116Homo 10.63 

447519 U46258 Hs.339665 ESTs 10.63 

417365 D50683 Hs.62028 transforming growth factor, beta recepto 10.59 

418945 BE246762 Hs.89499 arachktonate ^lipoxygenase 10.55 

65 406776 T16206 Hs.237164 ESTs, HigWy similar to LDHH.HUMAN L-LAC 10.54 

437103 AW139408 Hs.152940 ESTs 10.50 

449961 AW265634 Hs.133100 ESTs 10.50 

441244 BE612935 Hs.184052 PP1 201 protein 10.49 

450139 AK001838 serom/tfucocorGcoid regulated kinase 10.48 

70 427202 BE272922 Hs.1 73936 intateukln 10 receptor, beta 10.48 

449944 AF290512 Hs.58215 Homo sapiens, Similar to rhotekin. done 10.47 

446682 AW205632 Hs^11198 ESTs 10.43 

413886 AW958264 Hs.1 03832 similar to yeast UpQ, variant B 10.43 

430068 AA464964 gb:zx80f1Os1 Scares ovary tumor NbHOT H 10.40 

75 424950 AA602917 Hs.156974 ESTs 10.40 

434442 AA737415 ESTs 10.33 

438089 W05391 nudear receptor subfamily 1, group I, m 10.33 

432559 AW452948 Hs^57631 ESTs 10.30 

_ . 414191 AW250089 Hs.75807 POZ and UM domain 1 (etfln) 10.30 

80 434649 AA738254 Hs.1 65390 ESTs, Highly similar to A4O350 transcrlp 10.28 

424321 W74048 Hs.1765 lymphocyts-spedfc protein tyrosine Hn 10.27 

452568 AA805634 HsJ00870 Homo sapiens mRNA; cDNA OKFZp547M072 (fr 10.27 

419490 NM.005144 Hs.90708 granzyme A (granzyme 1, cytotoxic T-lymp 10.23 
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411975 
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447644 AW861622 

408784 AW971350 

444795 AI193356 

407110 AA018042 

400440 X83957 

414829 AA321568 



M31659 



427711 
426827 
456362 

446795 AI797713 



Hs.144583 

Hs.108646 

Hs.63386 

Hs.160316 

Hs.252085 

Hs.83870 

Hs.77436 

Hs.180408 



LCHN protein 
WAA1361 protein 
WAA1628 protein 

erythrocyte membrane protein band 7.2 (s 
HT018 protein 

Homo sapiens mRNA for KIM1650 protein, 
cytoplasmic poryaderrylation dement bind 
ESTs 

Homo sapiens cDNA FU14934 fis, done PL 

ESTs 

ESTs 

Prader-WiTi/Angelman syndrome-5 



424201 
422627 
419904 
451129 
414405 
418840 



AW067805 Hs.172665 
AW973003 Hs.179909 
Hs.156471 
Hs.1742 
Hs.1 18787 
Hs.18672 



L33075 
BE336857 
AA974411 
BE072881 
AI362533 
AI821614 



L34657 

AI806090 

AA593731 



NMJ06769 Hs.3844 
AW753112 Hs.15514 



453716 AA037675 
415323 
415189 
408360 
423024 
434423 
437469 
416078 
410397 
422603 
434524 
422960 
414774 
411960 
428818 
408161 

441455 AJ271671 
433271 



Hs.185831 

Hs.152675 

Hs.949 

Hs.78146 

Hs.44344 

Hs.325823 



AL034349 
AF217517 
BE242587 
AA635931 
AW890487 
X02419 
R77776 
AI131291 
AW952912 



AI080042 



436823 AW749865 
427968 AI857607 
420059 AF161486 
410730 AW368860 
431958 
417315 

421098 AI697901 
AW856665 
R59206 
AI085561 
BE270030 
M63835 
AW1 29401 
BE245550 
D80011 
AA353895 



433156 
425246 
44026B 
414821 
407254 
426689 
420099 
424768 

441436 AW137772 
448019 
437886 



Hs.79005 
Hs.63042 
Hs.118651 
Hs.249716 

Hs.77274 
Hs.18103 
Hs.102308 
Hs.300383 
Hs.7854 
Hs.14317 
Hs.1 17077 
Hs.181301 
Hs.94769 

Hs.2877 
Hs.180450 
Hs.192425 

Hs.17519 
Hs.155321 
Hs.336959 
Hs.77424 
Hs.181165 
Hs.171825 
Hs.95140 
Hs.152983 
Hs.185980 
AW947164 Hs.1 95641 
BE264111 Hs^1314 



430556 
450147 
442806 
431187 
449971 
417018 
422451 
419839 
409493 
432314 
414591 
415825 
429500 
420337 
452679 
437108 
417228 
425593 



AW967807 
AW373713 



Hs.13797 
Hs.1 46324 



AW294522 Hs.149991 
AW971146 Hs.293187 



AA807346 

M16038 

AA310753 

U24577 

AA386192 

AA533447 

AI888490 

Y18024 

X78565 



Hs.288581 

Hs.80887 

Hs.42491 

Hs.93304 

Hs.193482 

Hs.312989 

Hs.55902 

Hs.78877 

Hs.289114 



AW295840 Hs.1 4555 
Z42387 Hs.83883 



AA434054 
AL134324 
AA278921 



422616 BE300330 
438980 AW502384 



Hs.80624 
Hs.7312 
Hs.1908 
Hs.1 18725 



429109 
444933 



ALD08637 Hs.1 96352 
NMJH6245 Hs.12150 



pteckstrin 

solute earner family 25 (mitochondrial 
methytenetetrahydrotblate dehydrogenase 
hypotitetfcal protein FU22995 
ESTs 

IQ motif containing GTPase activating pr 
transforming growth factor, beta-induced 
ESTs 

gb:RC2-BT0548-20030(W)12-«09 BT0548 Homo 

KIAA0306 protein 

ESTs 

ESTs 

neutrophil cytosolic factor 2 (65kD, chr 

ptateiet/endoihena) ceS) adhesion molec 

hypothefical protein FU20534 

ESTs. Moderately similar to ALU5JWMAN A 

UM domain only 4 

hypothetical protein MGC3260 

protein tyrosine phosphatase, receptor t 

DKF2p564J157 protein 

hematopoietically expressed homeobox 

ESTs 

cadherin 13, H-cadherin (heart) 
plasminogen activator, urokinase 
ESTs 

potassium mwardly-redirying channel, s 
hypothetical protein MGC3032 
zinc/iron regulated transporter-like 
nucleolar protein family A, member 3 [HI 
ESTs, Weakly similar to 138022 hypothec 
cathepsinS 

RAB23, member RAS oncogene family 
OnaJ (Hsp4Q) homoiog, subfamily B, membe 
cadherin 3, type 1, P-cadherin (placenta 
nbosomal protein S24 
ESTs 

gb:RC3-CT0297-2901 00-01 3^03 CT0297 Homo 
Homo sapiens cDNA: FU22539 fis, done H 
serum response factor (c-fos serum respo 
Homo sapiens, clone IMAG&3677185, mRNA 
Fc fragment of IgG, high affinity la, re 
eukaryotic translation elongation factor 
basic heGx-toop^eDx domain containing 
WAA0189 gene product 
HUS1 (S. pombe) checkpoint homoiog 
ESTs 

ESTs. Moderately slmflar to 138022 hypot 
retinoblastorna-bindtng protein 7 
ESTs 

CGM45 protein 

ESTs 

ESTs 

Homo sapiens cDNA FU14296 lis, done PL 
v-yes-1 Yamaguchi sarcoma viral related 
ESTs. Weakly similar to S65657 atpha-1 C- 
phosphoOpase A2, group VII (platelet-ac 
Homo sapiens cDNA FU 11903 fis, done HE 
ESTs 

ESTs, Weakly similar to ALU8_HUMAN ALU S 
inositol 1,4,54risphosphate 3-kinase B 
hexabrachton (tenasdn C, cytotaclin) 
Homo sapiens cDNA: FU21513 fis, done C 
transmembrane, prostate androgen induced 
rrypothetical protein WGC2560 
ESTs 

proteoglycan 1 . secretory granule 
selenophosphate synthetase 2 
gb:UW-8R0p-aka-M 2-04JU1 NIHJvlGCJ 
neutrophil cytosoGc factor 4 (40kO) 
retinal short-chain dehydrogenase/reduct 
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447198 
437457 
401091 
442832 
442495 
428467 
449924 
447674 
425580 
449656 
412093 
407833 
411979 X85134 
437134 AA349944 



430333 



Hs.9688 

Hs.12969 

Hs.97774 

Hs.194691 

Hs.155079 

Hs.346348 

Hs.106768 

Hs.226376 

Hs.283435 

Hs.270823 

Hs.253569 
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Hs.146233 
Hs.19192 
Hs.1907 
Hs.188633 
Hs.14947 
Hs.66666 
Hs.72984 
Hs.42915 
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4252B4 
441623 
442622 
441021 
446630 
417621 
433655 



S70114 
AJ979168 
AF155568 
AA315805 

NM.000435 Hs.8545 

AW578716 Hs.7644 



AW384793 
AV654694 
AL036559 



449335 AW150717 
446975 BE246446 



436797 
414662 
414601 



443884 
442821 
418522 



AA731491 
AL036058 
AV660804 
L06505 
N20617 
BE391929 
AA605038 
AW161481 
R12581 
L41162 



NM_001290 Hs.4980 
W28673 Hs.106747 



440327 
409327 
435684 
430299 
427523 
407151 
448094 
421395 
431574 
412645 
423523 
426759 
426780 
426215 
435748 
443351 
447500 
407949 
428728 
434511 

411852 AA528140 
424875 A1187945 
419378 
449523 
425277 
451831 
443303 
407013 



Hs.15740 

Hs.82316 

Hs.3463 

Hs.345728 

Hs.16695 

Hs.334477 

Hs.76807 

Hs.301417 

Hs.182979 

Hs.194397 

Hs.8752 

Hs.7149 

Hs.111577 

Hs.191146 

Hs.53563 



BE242779 

H25836 

H24387 

D90084 

AW572659 

AW444433 

AW299828 

AI590401 

BE242284 

AW963419 

AA699756 

AW016783 

A1381900 

W21874 



Hs.179526 

Hs.301527 

Hs.32061 

Hs.1023 

Hs.261373 

Hs.136061 

Ks.193580 

Hs.21213 

Hs.172199 

Ks.155223 

Hs.1 17335 

Hs.30799 

Hs.159212 

Hs.247057 



leukocyte membrane an5gen(IRC1) 

hypothetical protein 

ESTs 

relmoic acid induced 3 

protein phosphatase 2, regulatory subuni 

ESTs 

hypothetical protein FU 10511 

ESTs 

ESTs 

ESTs, WeaWy similar to S65657 alpha-1 C- 
decay accelerating factor for complement 
ESTs 
ESTs 

hypothetical protein FU11259 

Homo sapiens cDNA: RJ22130 fe, clone H 

cycfin-depeadent kinase 2 

gatanin 

ESTs 

ESTs 

ESTs, WeaWy similar to S19560 proline-r 
reonoblastoma-binding protein 5 
ARP2 {actin-reiated protein 2, yeast} ho 
TIA1 cytotoxic granule-associated RNA-bi 
glycoprotein (transmembrane) nmb 
NS1-assoclated protein 1 
desmoglein 2 

Notch (Orosophiia) homotog 3 

H1 histone family, member 2 

Homo sapiens mRNA; cDKA OKF2p434E033 (fr 

interferon-induced, hepatitis C-associat 

ribosomal protein S23 

STAT induced STAT inhibitor 3 

ubtquifin-activating enzyme E14ike 

hypothetical protein MGC14879 

major histocompalibifity complex, class 

AHNAK nucJeoprotein (desmoyoidn) 

ribosomal protein L12 

leptin receptor 

transmembrane protein 4 

Homo sapiens cONA: FU21950 (is, clone H 

integral membrane protein 3 

ESTs 

collagen, type IX, alpha 3 

UM domain binding 2 

serine carboxy peptidase 1 precursor prat 

upregutated by I^Sdihydroxyvitarnin D-3 

ESTs, Moderately similar to unknown {H.s 

ESTs, WeaWy similar to 138022 hypotheti 



NM 016625 Hs.191381 
R28982 Hs.18106 
Hs.107515 
Hs.199310 
R24922 Hs.90078 
NM.000579 Hs54443 
N^_001241 Hs.155478 
NM.001674 Hs.460 
U67319 Hs.9216 



445493 
413420 
422392 
453485 
434159 
432666 
430915 
425913 
448776 
438763 
435905 
406663 
427395 



U35637 
A1761902 
A1915771 
AW410235 



Hs.83870 
Hs.99597 

Hs.75348 



NM.005908 Hs.1 15945 
BE620712 Hs.33026 



AW135214 

AW204069 

AA488953 

AA365799 

BE302464 

A1583207 

AW997484 

U24683 

AW29&741 



Hs.191828 



Hs.30057 
Hs.99029 
Hs.5003 

Hs.97661 



hypothetical protein dJ434014.3 
Homo sapiens, Similar to hypothetical pr 
ESTs 
ESTs 

adenylate cydase 7 
stanniocatein 2 
ESTs 

Homo sapiens cONA FU13471 lis, clone PL 
ESTs 

ESTs, Weakly similar to 21 09260A B cell 

hypothetical proton 

ESTs 

ESTs, WeaWy stmflar to T00329 hypotheti 
ESTs 

nucteotide-sugar transporter similar to 
chemokine (C-C motif) receptor 5 
cycfinT2 

activating transcription factor 3 
caspase 7, apoptosis-reJated cysteine pr 
gb:Human nebu&n mRNA. partial cds 
ESTs 

metaiiothionein 1E (functional) 
proteasome (prosome, macropain) activate 
mannosidase, beta A, lysosomal 
hypothetical protein PP2447 
ESTs 

ESTs. WeaWy similar to unnamed protein 
gb;aa55e0&r1 NCLCGAPJ3CB1 Homo sapiens 
SEC22, vesicle trafficking protein (S. c 
MRS2 (S. cerevisiaeHike. magnesium horn 
CCAAT/enhancer binding protein (C/EBP), 
WAA0456 protein 

irrtmunogtobunn heayy constant mu 
ESTs, Moderately simSar to 138022 hypo! 
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446272 BE268912 Hs. 14501 hemalopoteQc call-speciflc Lyn substral 7.75 

438362 BE045594 gb:hn41c11.x1 NCLCGAP_RDF2 Homo sapiens 7.75 

434963 AW974957 Hs.288719 Homo sapiens cDNAFU12142fis, done MA 7.73 

. 422900 AA641201 Hs.222051 ESTs 7.73 

5 432593 AI341227 Hs.157106 ESTs 7.72 

449322 AI638616 Hs.196566 ESTs 7.71 

416987 D86957 Hs.80712 WAA02O2 protein 7.67 

410800 BE280421 Hs.94499 ESTs 7.67 

416801 X98B34 Hs.79971 sal {DrosophBaHike 2 7.67 

10 437442 T85104 Hs.222779 ESTs, Moderately similar to similar to N 7.65 

407137 T97307 gb:ye53h05j>1 Scares fetal liver spleen 7.65 

401466 vesidd-assorialed membrane protein 4 7.65 

406870 AA075144 gb:zm86f0£s1 Sbatagene ovarian cancer 7.64 

, _ 408558 AW015759 Hs.235709 HomosapierffimRNA;cDNAI»<FZp667B0711 (f 7.63 

15 457250 AA811987 Hs.125779 ESTs 7.63 

412949 AI471639 Hs.71913 ESTs 7.63 

406819 AA908472 gb:og82a10.s1 NCI CGAP_Ov8 Homo sapiens 7.62 

441612 AI802629 Hs,1 13660 Homo sapiens cDNA FU11631 lis, clone HE 7.62 

414799 AI752416 Hs.77326 irrsutin-fiXe growth factor tending prole 7.61 

20 435937 AA830893 Hs.119769 ESTs 7.60 

447197 R38075 gb:yh88b01.s1 Scares placenta Nb2HP Homo 7.60 

407719 AW963866 Hs.44021 Homo sapiens mRNA for FU 00065 protein, 7.60 

417336 R70429 Hs.81988 disabled (Drosophila) homolog 2 (mitogen 7.56 

418134 AA397769 Hs.86617 ESTs 7.55 

25 451812 X81889 Hs.152151 p!akophlHn4 7.55 

412347 AW970026 Hs.73818 ub^ulrwl-cytochromec reductase hinge p 7.54 

429083 Y09397 H$£27817 BCL2-relaied protein A1 7.54 

414004 AA737033 Hs.7155 ESTs,Moderaterysirnilarto2115357ATYK 7.52 

423905 AW579960 Hs.135150 lung type-l ceil membrane-associated gly 7.52 

30 407784 AW139585 Hs.12708 ESTs 7.52 

425762 BE244076 Hs.159578 AT-hook transcription factor AKNA 7.50 

418452 BE379749 Hs.85201 Otype (calcium dependent carbohydrate- 7.50 

438459 T49300 Hs.35304 Homo sapiens cDNARJ13655fe,ctone PL 7.48 

446013 AI360167 Hs.152774 ESTs 7.48 

35 429281 AA830856 Hs.29808 Hcf»sapierocDNA:aJ21122fis,cloneC 7.48 

415526 N76536 Hs.265591 ESTs, Weakly similar to ALU1_HUMAN ALU S 7.45 

417450 AA314435 Hs.17519 Homo sapiens cONA; FU22539 fis, done H 7.45 

431773 BE409442 Hs.26B557 pteckstrin homotogy-Uke domain, family 7.44 

447082 T85314 Hs.54629 thioredoxin-like 7.43 

40 441962 AW972542 Hs.289008 Homo sapiens cDNA: FU21814 fis, clone H 7.43 

429058 AF138863 Hs.35254 hypothetical protein FLB6421 7.43 

439971 W32474 Hs.301746 RAP2A, member of RAS oncogene family 7.43 

442233 AW967149 Hs.28439 ESTs, Weakly simflar to 138022 hypothefi 7.43 

436394 AA531187 Hs. 126705 ESTs 7.39 

45 452248 AA093668 Hs.28578 rnusdeblind (DrosorjruTaHike 7.39 

446258 AI283476 Hs^63478 ESTs 7.38 

410570 AI133096 Hs.64593 ATPsyrthase,Htransporfing, rritrxhondr 7.37 

447484 AA464839 Hs.292566 hypothetical protein FU 14697 7.36 

435541 AA687361 Hs.221318 ESTs 7.35 

50 453932 AW006303 Hs.329296 ESTs, Weakry similar to (deffine not ava 7.35 

408087 BE2445B0 Hs.342307 hypothetical protein FU10330 7.35 

427307 AF117947 Hs.174795 PDZ domaIrH»ntaining guanine nucleotide 7.35 

418336 BE179882 glutathione peroxidase 3 (plasma) 7.35 

448877 A1583696 Hs.253313 ESTs 7.35 

55 443195 BE148235 Hs.193063 Homo sapiens cDNA FU 14201 fis, clone NT 7.35 

444838 AV651680 Hs.208558 ESTs 7.33 

422693 BE300073 Ks.279S60 tumor protein, tjanslationalr/^xritrofle 7.31 

424677 U09414 zinc finger protein 137 (clone pHZ-30) 7.30 

441878 AI801869 Hs.127982 ESTs 7.29 

60 406542 C190uW28*:giI12585552|sp|Q9Y2Q1|Z257.HU 7.28 

408418 AW963897 Hs.44743 WAA1 435 protein 7.28 

425367 BE271188 Hs. 155975 protein tyrosine phosphatase, receptor t 7.26 

442492 AA528489 Hs.234518 ribosomai protein L23 7.25 

424541 AW392551 Hs.180559 ESTs, Weakly similar to A561 94 thrcmboxa 7.25 

65 452852 AK001972 Hs.30822 hypothefcal protein FU1 1110 7.25 

426501 AW043782 Hs.293616 ESTs 725 

411251 R19774 Hs.22835 HHGP protein 7.25 

444670 H58373 Hs.332938 hypothetical protein MGC5370 725 

418117 A1922013 Hs.83496 linker for activation of T cells 7.24 

70 441384 AA447849 HsJ288660 Homo sapiens cDNA: FU22182 fis, done H 7.24 

434817 AA082118 Hs. 102737 goHath protein 7.23 

419970 AW612022 ESTs 7.23 

432290 AK001099 Hs.274273 Homo sapiens cONA FU 10237 frs, done HE 7.23 

426647 AA243464 Hs.294101 pre-8-cei] teukemia transcription factor 7.23 

75 433891 AA613792 gb:no97h03.s1 NCLCGAP JT2 Homo sapiens 7.21 

454038 X06374 Hs.37040 r^eWerwedc^wlh factor alpha pol » 7.21 

430314 AA369601 Hs. 239 138 pre-B^etl colorry-enhandng factor 7.20 

443247 BE614387 Hs.333893 oWyc target JPOI 7.20 

0 _ 441224 AU076964 Hs.7753 catumerrin 7.18 

80 447168 H65423 Hs.17631 hypotheficaJ protein DKFZp434E2135 7.18 

447887 AA114050 Hs. 19949 caspase 8, ripoptosis-related cysteine pr 7.15 

447341 AF106941 Hs.18142 arrestm, beta 2 7.15 

408113 T82427 Hs.194101 Homo sapiens cONA: FU 20869 fis, done A 7.14 

610 



WO 03/042661 



PCT/US02/36810 



418896 AW959433 Hs.326290 hypothetical prolan FU12581 7.14 

434699 AA643687 Hs.1 49425 Homo sapiens cDNAFLH 1980 fis, done HE 7.13 

421633 AF121860 Hs.106260 sorfingrednlO 7.10 

_ 410666 BE379794 Hs.1 59651 hypothetical protein 7.09 

5 435812 AA700439 Hs.188490 ESTs 7.08 

414476 AA301667 Hs.76224 EGF-containing fibufiMUte extraceMa 7.08 

408331 NM.007240 Hs.44229 dual specificity phosphatase 12 7.08 

417165 R80137 Hs302738 Homo sapiens cDNA: FU21425 fis. clone C 7.06 

408605 AF025374 Hs.46465 T-cell, Immune regulator 1 7.06 

10 416401 N80139 Hs^68916 ESTs 7.05 

415799 AA653718 HsJ225841 DKFZP434D193 protein 7.05 

415995 NMJXM573 phcsphoOpase C. beta 2 7.05 

414812 X72755 Hs.77367 monokine induced by gamma interferon -7.05 

417535 AA203569 Hs.191482 ESTs 7.04 

15 449567 A1990790 Hs.188614 ESTs 7.03 

429355 AW973253 Hs^92689 ESTs 7.03 

442460 NNL014135 Hs.8345 PRO0641 protein 7.03 

453187 AI161383 Hs.34549 ESTs, Highly similar to S94541 1 done 4 7.03 

430280 AA361258 Hs.237668 interteukin 7 receptor 7.03 

20 426124 AI268389 Hs.250697 phosphaiicryiinositot glycan, class F 7.02 

442685 AB033017 Hs.8594 K1AA1191 protein 7.01 

433735 AA608955 Ks.109653 ESTs 7.00 

416003 X98001 Hs.78948 Rab geranytgeranyitransf erase, beta subu 6.98 

424415 NM.001975 Hs.146580 enolase 2, (gamma, neuronal) &95 

25 416655 AW968613 Hs.79428 BCL2/adenovirus E1B 19kCMnteracting pro 6.95 

409956 AW103364 Hs.727 tnhibin, beta A (activtn A, activin AB a 6.95 

407136 T64896 Hs.287420 Homo sapiens cDNAFU 11 533 fis, clone HE 6.93 

425235 AA353113 Hs.112497 Homo sapiens cDNA: FU 22743 fis. done H 6.93 

451653 W18193 ESTs, Moderately similar to HERC2 [H .sap 6.93 

30 439444 AI277652 Hs.54578 ESTs, Weakly similar to 138022 hypotheti 6.93 

451638 AW005866 Hs.193969 ESTs 6.91 

436812 AW298067 gb:U-H-BW0-an>^W)-UU1 NCI_CGAP_Su 6.90 

443749 R38828 Hs.143463 ESTs 6.90 

434584 D57341 Hs.188361 Homo sapiens cDNA FU12807 fis, clone NT 6.90 

35 427919 AA173942 Hs.326416 Homo sapiens mRNA; cDNA DKFZp564H1916 (f 6.90 

431840 AA534908 Hs.2860 POU domain, class 5, transcription facto 6.90 

435655 AW105663 Hs.6947 HSPO069 protein 6.90 

427640 AF058293 Hs.180015 Mopachrame tautomerase 6.85 

418259 AA215404 ESTs 6.85 

40 407244 M10014 fittnogen. gamma polypeptide 6.85 

418832 X04011 Hs.88974 cytochrome b-245, beta polypeptide (chro 6.83 

441321 H17182 Hs.7771 B-cefl associated protein a80 

433162 A1025842 ESTs 6.80 

425410 AA310974 Hs.156828 Homo sapiens cDNA FU 10522 fis. dons NT 6.80 

45 434372 AA631373 gb:np86c01.s1 NCt_CGAP_Jhy1 Homo sapiens 6.80 

456629 AW891965 histone deacetytase 3 6.78 

430283 BE391688 RAB7, member RAS oncogene family 6.77 

418300 AI433074 Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 6.76 

406858 A18S5720 Hs39797 ribosomal protein L10 6.75 

50 429582 A1569068 Hs.22247 ESTs 6.75 

401 1 13 solute carrier family 22 (organic cation 6.75 

449576 AW014631 Hs.225068 ESTs 6.75 

432588 X92715 Hs.3057 zinc finger protein 74 (Cos52) 6.72 

_ _ 417558 AF045229 Hs.82280 regidator of Gprotdn signalling 10 6.72 

55 430451 AA836472 Hs.297939 cafhepsinB 6.72 

410503 AW975746 Hs.188662 WAA1702 protein 6.70 

415682 AJ347128 Hs.191870 ESTs &70 

410102 AW248508 HsJ79727 ESTs;honio1oguedPEIVW(Cionasavignyi &70 

414217 AI309298 Hs.279898 Homo sapiens cDNA: FU23165 fis, ctone L 6.70 

60 457073 AA233210 Hs.179943 nbosomal protein L11 6.69 

442232 AI357813 HsJ37460 ESTs, WeaHy similar to A47582 B-cetl gr 6.68 

436137 AI056769 Hs.133512 ESTs 6.68 

425787 AA363867 Hs.155029 ESTs 6.67 

437802 A1475995 Hs.122910 ESTs 6.65 

65 432636 AA340864 Hs.278562 ctaucTn7 6.65 

407340 AA810168 Hs^84289 viffio>associated protein VTT-1 6.65 

418036 Z37976 Hs.83337 latent transforming growth factor beta b 6.65 

423494 AW504365 Hs.24143 Wistott-AIdricli syndrome protein Interac 6.63 

441355 AI822034 Hs.137097 ESTs 6.63 

70 4X968 AW972830 gb£ST384925 MAGE resequences, MAGL Homo 6.63 

434551 BE387162 Hs.280858 ESTs, Highly similar to A35661 DNA excis &63 

447232 AW499834 Hs.327 intateukin 10 receptor, alpha 6.62 

422310 AA316622 Hs.98370 cytochrorreP450,subfaniilyilS,porypept 6.60 

449217 AA278536 Ks.23262 ribonudeasa. RNase A famDy, k6 6.60 

75 449057 AB037784 Hs.22941 WAA1363 protein 6.60 

446979 AJ654443 Hs.1 97683 ESTs 6.60 

452382 N38902 Hs.211539 hypothetical protsin MGC424B 6.60 

424868 A1568170 Hs.96886 ESTs 6,59 

n _ 409485 S80990 Hs^52136 ficotin (cdlagerVfibrinogen corrain-conl 6.56 

SO 451603 BE379499 Hs.173705 Hon»sapierBcDNA:FU220S0fe,cloneH 6.58 

426156 NM.001982 Hs.199067 v-erW)2 avian erythroblastic fcukemia v 6.58 

452472 AW957300 Hs^94142 ESTs,V^sin^toC55663oTi^xlend 6.57 

450256 AA286887 Hs.24724 MFH-arnpJified sequences with leucine-ric 6.56 
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451589 AA424791 Hs.5734 meningioma expressed antigen 5 (hyaluron 6.56 

444207 A1565004 cathepsm D (lysosomal aspartyl protease 6.55 

418459 R85436 HsJB8814 ESTs 6.55 

427667 AKD01Z79 Hs. 1801 71 Homo sapiens cONAFU 104176s, clone MT 6.55 

5 406745 AW51197D Hs.279860 tumor protein. translafionaUy-controlle 6.55 

446173 BE565849 Hs.14158 copinelt] 6.53 

436566 BE545586 Hs^78712 Homo sapiens cDNA FU 11074 fis, done PL 6.53 

423825 KM.004402 Hs.133089 DMA fragmentation factor, 40 kD. beta po 6-53 

443441 AW291196 Hs.92195 ESTs 6.51 

10 428403 AI393048 Hs326159 leucine rich repeat (tn FU!) Interacfin 6.50 

431971 BE274907 Hs.77385 myosin, light polypeptide 6, aJXafi, smo 6.50 

450219 AI826999 Hs.224624 ESTs 6.50 

408896 AI610447 Hs.48778 niban protein 6.50 

442618 R56222 Hs^6514 ESTs 6.49 

15 422773 AB028962 Hs.301552 WAA1039 protein 6.48 

413663 BE247585 Hs.75462 BTG family, member 2 6.48 

418905 6E539674 actinin. alpha 4 6.48 

405086 NM_006662*:Homo sapiens Snf2-related C8P 6.45 

448520 AB002367 Hs.21355 doublecortin and CaM klnase-IIke 1 6.45 

20 407284 AI539227 Hs.214039 hypothetical protein FU 23556 6.45 

447296 AW243614 Hs.18063 Homo sapiens cDNA FU 10768 fis, clone NT 6.45 

443963 AA878183 Hs,17448 Homo sapiens cDNA FU13618 fis, clone PL 6.43 

426496 D31765 Hs.170114 KIAA0061 protein 6.43 

422303 AW410382 Hs.27556 hypothetical protein FU22405 6.42 

25 440119 AA865455 Hs.125331 ESTs, Moderately similar to unknown [Us 6.41 

451658 AW195351 Hs^50520 ESTs, Moderately similar to 138022 hypot 6.40 

435918 AF263538 Hs.86232 growth differentiation fader 3 6.38 

439979 AW600291 Hs.6823 hypothetical protein FU 10430 6.38 

412220 BE350058 Hs.36787 chronKxtorr^nhencaseDNAbinolngprotei 6.38 

30 436716 AI433540 gbS69g05.x1 Na_CGAP_Wd11 Homosapien 6.38 

413703 BE158360 gb:PM1-HT0383-131299^01-h08HT0383Homo 6.38 

413326 H88621 Hs.19762 ESTs, Weakly similar to KIAA1 140 protein 6.38 

441970 AW959918 Hs.73737 ESTs 6.38 

430835 AC40006 Hs.192326 ESTs 6.38 

35 414890 BE281095 Hs.77573 uridine phosphor/tee 6.37 

418113 AI272141 Hs.83484 SRY (sex detennining region Y)-box 4 &37 

414768 AW376989 Hs.259855 elongation factor-2 kinase 6.36 

422340 AW296219 Hs. 115325 RAB7, member RAS oncogene family-tike 1 6.36 

407198 H91679 gtx7v04a07.s1 Soares fetal Ever spleen 6.35 

40 432586 AA568548 ESTs 6.35 

432729 AK000292 Hs. 130732 hypothetical protein FU20285 6.35 

420012 AW957965 Hs.99014 Homo sapiens, clone IMAGE:3632168, mRNA 6.35 

432879 AW815932 Hs.173734 ESTs. Weakly similar to ALU1JWMAN ALUS 6.35 

429732 U20158 Hs.2488 lyrnphocyte cytosoiic protein 2 (SH2 doma 6.35 

45 415082 AA160000 Hs.137396 ESTs, Weakly similar to JC5238 gatactosy 6.35 

437296 AA350994 Hs.20281 KIAA1700 6.35 

427747 AW411425 Hs.180655 serine/threonine kinase 12 6,33 

445873 AA250970 Hs.251946 pdy(A)-binding protein, cytoplasmic 1-! 6.33 

410387 A1277367 Hs.47094 ESTs 6.33 

50 413677 AW503116 Hs.301819 zinc finger protein 146 6.31 

418458 AA332941 Hs.85226 lipase A, lysosomal add, cholesterol es 6.31 

443634 H73972 Hs.134460 ESTs 6.30 

409453 AI885516 Hs.95612 ESTs 6.29 

__ 443035 Z45B22 Hs.8906 Homo sapiens done 24889 mRNA sequence 6.29 

55 432841 M93425 Hs.62 protein tyrosine phosphatase, ncrwecept 6.29 

410532 T53088 Hs. 155376 hemoglobin, beta 628 

428453 AB011110 Hs.184367 GTPase activating protetfrfike 6.27 

410597 W16518 Hs.279518 amyloid beta (A4) precursor-like protein 6.26 

458965 AA010319 Hs.60389 ESTs 6.25 

60 419926 AW900992 Hs.93796 DKFZP586D2223 protehi 6.25 

426797 AW936258 Hs.342849 ADP-rtbosytaiion factor-like 5 6.25 

412528 A1123478 Hs32112 ESTs 6.25 

410079 U94362 Hs.58589 gtycogenin2 6.25 

427477 AW973119 Hs.178391 ribosomai protein L44 6.24 

65 416297 AA157634 Hs.79172 solute carrier family 25 (rratcchondria) &24 

435961 BE293127 Hs.283722 6TT1 protein 6.23 

424090 X99699 Hs. 139262 X1AP associated factor-1 6.23 

428311 NM.005651 Hs,183671 tryptophan 2.3^fioxygenase 6.23 

451061 AW291487 Hs.213659 ESTs, Weakly similar to KIAA1357 protein 6.23 

70 409731 AA125985 Ks£6145 thymosin, beta, identified in neuroblast 6.23 

440129 AA865818 ESTs, WeaWy stmflar to S71886 Ste2Wk 6.22 

428773 BE256238 Hs. 193 163 bridging integrator 1 6.20 

436372 AW972301 Hs.310286 ESTs 6.19 

440719 AA150869 Hs.26267 ATP-dependant interferon response protei 6.18 

75 406685 M18728 gb:Human nonspedfic crossreacting anOg 6.18 

421305 BE397354 Hs.324830 dlptheria toxin resistance protein requi 6.17 

450988 BE618571 Hs.429 ATP synthase, H transporting, mitochendr 6.16 

458859 AW749895 Hs.332520 Homo sapiens mRNA; cONA DKFZp434A1014 (f 6.15 

406806 AW088535 ribosomad protein, large, P0 6.15 

80 420151 AA2S5931 Hs.186704 ESTs 6.14 

413441 A1929374 Hs.75367 Src-Gkfradapter 6.13 

449317 AW293413 Hs, 132906 19A24 protein 6.13 

421568 W85858 Hs39804 ESTs 6.13 
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435919 


AIQ52189 


Hs.114104 


cols 


417353 


AA375752 


Ks.34oI4U 


nomo sapiens mKNA. cuma unj-^pooor \ocz ^ 




AI 65 2855 


Hs^Jooj 


nypouieucai protein ru iu?oo 


All A 4 C 
4JZS ID 


T<CQ74 

1 toUr 1 


u* to on 1/1 


CCTc UfanUu rimtlnr fn tntrin *) n 

Co I s, weany sirnuar id /vkkjoz ntuun c \> 


406857 


AA513726 


Hs.29797 


ribosomal proton L10 


417944 


A 1 Mm 4 nc 

AU07719S 


Hs.82985 


collagen, type V, alphs 2 


425095 


AW01416Q 


i )„ 4 Q1COC 

Hs. 182580 


KlAAu/o protein 


435756 


AI4 18466 


Hs.33oo5 


ESTs 


431155 


AW971213 




goicbi Joooui MAoc resequences, mpajl nomo 


413813 


M96956 


Hs.75561 


teratocardnoma^erived growth factor 1 


451052 


AA281504 


Hs.24444 


Homo sapiens cDNA: FU22io5 us, clone h 


450511 


R07423 


Hs.85092 


thyroid hormone receptor interactor 1 1 


447832 


AI433357 




ESTs 


434421 


AI915927 


Hs.34771 


ESTs 


437438 


AL359620 


Hs.14217 


hypothetical protein DKFZp762P211 1 


449825 


NM.014253 




odz (odd OzAen-m, DrosophQa) homolog 1 


415912 


H08859 


Hs.206469 


ESTs, Weawy similar to ALU6_HUMAN ALU S 


433339 


AF019226 


Hs.8036 


glioblastoma overexpressed 


435511 


AA683336 


Hs.189046 


ESTs 


423458 


AI204212 




ESTs 


442379 


NM-004613 


Hs.8265 


transglutaminase 2 (C polypeptide, prote 


457211 


a t a wM^rr c 

AW972565 


Ks.32399 


ESTs, Weawy similar to oo i / 3r vasoaiiai 


444621 


AA298C65 


Hs.11465 


gtutathione-S^transfarase tike; glutathi 


455263 


AW961702 




Homo sapiens cDNA FU14QZ8 ns, done nc 


432925 


AA878324 


Hs.264750 


ESTs 




tMOc I CIV 




Homo saotens cDNA RJ 14364 fis. clone HE 


449810 


AB008681 


Hs.23994 


activin A receptor, type IIB 


406797 


A1432224 




nbosomal protein L6 


450157 


AW961576 


Hs.60178 


ESTs 


422134 


AW179019 


Hs.112110 


rrutrxhondrial nbosomal protein 142 


407635 


AW370213 


Hs.295232 


ESTs, Moderately similar to A45010 X-lin 


453331 


AJ240665 




ESTs 


430504 


H52761 




Homo sapiens, clone MGG12617. mRNA, com 


444708 


AW971049 


Hs.11774 


protein (peptidyl-prdyt cis/trans isome 


409945 


AW015935 


Hs.122642 


ESTs 


419641 


BE170548 


Hs.118190 


Homo sapiens cDNA: FU21081 fis, clone C 


453785 


AI368236 


Hs.283732 


ESTs. Moderately similar to ALUIJttJMAN A 


430387 


AW372884 


Hs.240770 


nuclear cap binding protein subunlt 2, 2 
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6.08 
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6.08 
6.08 
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6.04 
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6.00 
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TABLE 52B 

Pkey: Unique Eos probeset Identifier number 
CAT number Gene duster number 
Accession: Gen bank accession numbers 



Pkey 



CAT Number Accession 



438091 22448 1 AK054860 AV6521 98 AV652192 AV652138 AV6521 27 AV652194 BE935919 AV652017 AV651995 AV651 548 AV646063 AV551985 AV6461 84 
AV646179 AW880409 AA345002 BF1 55189 BE068931 X56197 AL603014 AW953629 BM263546 BE550772AA701084Ai681352AA358689 
AW938841 BF438147 W05391 h75313BF326185AV646335AV6515ttAVM6340A 

AV646370 AW797876 A1906821 X56195 BE833835 AA628440 BE833808 BF224205 AA709125 BE673807 A1923886 AA947932 AI276125 A1185720 
AW510698 AA987230 BE467708 AW898628 AW898544 AI146984 AW043642 AI288245 AI186932 AI635262 AI139455 Al^^ ^813854 
AJ024768 BE699445 BE699444 AI7078O7 D52654 AI214518 AI004723 A1698085 AW087420 AJ565133 AA845571 AW898622 BF110144 AW51 3280 
AI061 126 BF362770 AI268939 A1435818 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 AI860794 AI3347&4 BF10841 1 
BM310532 AW513771 AI951391 AJ337671 BF095606 BF095601 BF095458 AW890091 BF095753 AW24340O AW898607 AW89B616 BF362762 
A1922204 AW89B625 6E699468 BE174196 AW102923 D52715 BE699456 D52477 055017 BF955933 BG623563 AV646254 AM^BIW)^ 
AJ299190 W40186 BE174210 BF939091 BF434180 AW579001 T55662 H01811 T52522BF945037 BF955938 D54679 D53933 R67100 BG925552 
BF999056 R83430 Z29922 T85791 W03942 H63289 AJQ91537 BF086583 AA345570 H48870 H80720 T83523 B1039626 B1037700 R00353 
BF155184 N98343 N79072 H01812 T55581 

426295 510 1 BE880923 BG390191 AW470082AW014585AI423255BI714731 BG054894AW780248 N31683 AW664132AW4673K [^ 1 «^™? 4 , ce , n 

BF44n95Al0883D7M807328AA576970Al741153Al7550WAl474016^ 

AI246771 AW512619 Al359020BG054897A1292234Al215B30AI283836O)62WAW5(m23 AW AA070724 AI753885 

AW192487 AI087151 AA658909 AJ346368 AI335677 AA825442 AW4^ 

AW008596 AI796964 AA917471 A1400531 AA668626 N72207AI30MBAW440562A1Q^^ 

AA484310 AAB12486 AI032216 AA665779 AJ916336 AI350590 BF198106 AW33377 A1300638 A1672626 A1282741 AI351487 AWIO^ AA973627 
AW517914 AA715424 AA508454 BF334080 AJ274618 AW367201 AW572619 AW469088 AA382095 AI368364 Al 1 46934 '^57180 A!36 ( 81 
B1911347 B1871044 AA136325 BF084010 BF084007 AA335788 AI920878 AA809614 BE932941 AI678261 C75308 A1148479 BE178174 W88513 

429978 35194 2 BE73^BE738323BM1269^^ 

A1354441 A1308821 AA772275AW055215 AI589705AI336532AA806547 AV682125 W3575 AW071172AW769904Al8639B5Ay^ 

AW1 96655 D79662 BE042393 N75017 AW014741 C75509 BE748621 H92431 AW079261 AW901780 AA329482 AW9601 15 BI260621 AI767525 

R31663BI918664AW963196 C06195AI578018 m ^ c , limnM7 

412636 1438 1 M77830 NNL004415 AF1 39065 BG6811 15 BG740377 Bm 2964 BG000656M1 28470 BI438324 H27408 BE931 630 BE1^ 

AW370813 J0S21 1 BG698865 BG740734 BG680618 BG739778 B1765807 BM353403 BM353248 AW177784 AW205789 AW951576 AW848592 
BE182164 BF149266 BE940187 BI060445 B1060444 BF350983 BE720095 BE720069 BE715154 BE082584 BE082576 BE004047 MB57316 
BI039774 BE713818 BE7 1 3548 AW1 70253 BE160433 B1039775 AW886475 BM462504 BE931734 BF149264 AA340777 BRW183 |G»ra 
AU1 27260 AW364859 BF993352 BG223489 BE819009 BF381 184 BE715956 R58704 AA852212 AW366566 BKJ90358 BF087707 BEST 9046 
BE819005 AA377127 BE073467 BE819069 BE819048 B1036306 BG990973 B1040954 BF919911 AU140155 AI951766 AJ43451E ^AV^674 
BF752969 BEB37009 BE9258Z5 BF149265 AW995615 BE814264 B1039782 AU140407 BE144243 BE709863 BF985642 
AW265328 BG436319 BE182166 AW365175 AW847688 BE818280 AW177933 BF873679 AW178000 BE082526 Br^WWMKra 
BE082507 BEC82514 BE082505 BF873693 AW068840 AW847678 BF804153 AW365157 BE813930 BE002030 AW365153 BE 84941 1 BFW9421 
BE184920 BF839562 BE184933 BF842S4 BE698470 BE931048 BF999889 BF368816 BE1B4924 BE159646 BE714632 B E 184948 JG986845 
AA131128 AA099B91 W39488 C04715 BF096124 BE865341 AW799304 AL603116 BE149760 BE705967 BE705966 BE705968 AW848723 
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442562 



39593.1 



413787 7612.1 



410143 MH1244.8 



450377 12109.1 



425996 138046.1 



427521 



513212J 
6315.1 



409208 10117.2 



413497 
434280 
450139 



1518002.1 
1474904.1 
34017J 



430068 


1177709.-2 


434442 


111738.1 


438089 


22448.4 


451129 


1495511.1 


414405 


112689.1 


422960 


11862J 


410730 


114639.1 


422689 


874209.1 



AW376699AW376817AW376697BG0050978F751115BE696084AW848371 AW376782AW848789AW849074AW3614138F927725 BF094211 
AW997139 BE865474 BE185187 BE156621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088676 BE705939 AW752599 
BG005197 BF350086 BE715196 BE7151S5 BF752396 BF093817 BF831 190 BF752409 BE006561 BG959922 BF094833 BF094748 BF094583 
AW377599 AW607238 BE082519 AW377700 BF349467 A!1 90590 A1554403AB92926 AU158477 BI467252 AU159919 AI760816 BF082516 
AM39101 AA451923 AI340326 A1590975 BI791553 AI700963 A1142882 AA039975 AA946936 AA644381 BM314884 AA702424 AI417612 
AW1 90555 Al 220573 AI304772 AI270345 AI627383 AA552300 AI91 1702 AW1 66807 A1346078 W95070 AA149191 AA026864 AI830049 AW780435 
AI078449 A1819984 A1858282 B1468588 AI860584 A1025932 AA026047 AA703232 AA658154 AA515500 AW192085 AA918281 T77861 AI927207 
A1205263 8F082491 AW021347 AI568096 BE939862 AA088866 D12052 AA056527 AA782109 W19287 W02 1 56 AW1 50038 AA022701 T87181 
H44405 A1910434 BF082513 AI494069 A1270027 AI635878 AA1 28330 BG681425 BE7O6078 R20904 BG680059 BG676647 BF764409 AA026654 
AV745530 BI762796 BG287391 AW798780 BE706045 BE926470 AW7991 18 BF087996 BE002273 AW879451 AI57 1075 BE067786 AV721320 
AI022862 N29754 C03378 N84767 AA131077 H30146 BE714290 AI686869 A1568892 AI915598 AW105614 AIB87258 AI538577 BE926474 
BE087737 BG319486 AA247685 AW798883 AW103S21 BF989173 AW860878 BE939707 8E185750 BE714064 BE713903 BE713868 BE713763 
BG950164 BE713810 AW385151 BG955489 BE005272 BF915937 AW365148 AI905927 BF992780 AW853812 BG954443 BI770853 BG679406 
BG740832 BG681087 BG698430 AA455100 T87267 BE696209 BE696210 B1089483 BE006273 BE872225 AW391912 BE925515 BG677012 
BG741970 AA026480 BE705999 BG677157 BE009090 BG681378 BE712291 BG961498 BG678984 BI040941 AA337270 AW384371 AW847442 
BIQ58659BE813665 W95048W25458AW177786AA025851 BE931733 BF 154837 BG949393 BE7 14441 AW996245BE711801 AI284090 
BE064323 BE719390 BE940148 BG991212 BF375714 BF349522 BG996267 T4B793 BI013292 BE001925 AW365156 AW365154 AW606653 
BF763109 BE931637 BE167181 BE713879 BF354008 BF678726 H90899 AW365145 W38382 AI498487 

AK056685 BG399272 AA187835 BF821903 AV660550 AV660556 AV660502 BG5S4397 BE379584 BF446961 AJ 653056 AW973709 A1653173 
BG054997 AI266043 BI054B79 A1656750 AJ492830 AW021 142 AI472184 AW1 70056 A1082443 AI167921 D59940 8I492088 H74180 AW130886 
AI348677 AI278577 AA761517 AI698203 AA115535 AI264790AW205074 AA860452 AA554902 A1000715 062102 BE544768 AJ376090 059939 

AW242249 AA525421 R3421 1 R34328 BF248064 BF241437 BF572759 BF218832 

BC003047 S80794 NM.003405 X78138 AY007132 L08439 AW340648 AW1 31665 AJ082748 AI470204 BI71 1078 BF350700 BW96963 AI087141 
AA72Q684 AA862331 AA605146 BM313650 AI089749 AI359738 N69107 AW995424 AI086917 A1083995 AW340217 N99662 A1829449 AI0B9839 
A1608761 AI342365 AI199076 AA908944 AI248943 AU160053AI191245 A1218477 A1077943AA864930 A1310394 AA872478 AI279782W61343 
AA565955 W46596 AA1 26874 AA223241 AA491574 RB4813 AA491520 BG055114 AI469689 BE464590 AW664539 H67097 AL534332 C21397 
AI085341 AW028427 BG939820 AI697089 A1O390O8 AI12531 5 A1555561 AW1 50042 L20422 X57345 BI458375 AU142852 BI666601 BE888276 
AU119302 BI603754 BG705953 B1598754 8E296713 BG002538 BF95191 1 N29226 BE909424 AV698274 AV6831 16 AV7081 95 AA1 27798 
AI124697 D54224 F08031 AA340253 BF923383 BM467808 BI546644 BG777200 BG705941 BG468577 AU127209 AW403970 BI597630 BI458091 
AV689560 B1669267 BG506219 B1837163 B1667275 AA343750 BE783112 BF671405 BF954720 H67636 H69456 AA484894 BI869271 BF998207 
N31547 BF94S817 BF947918 N90630 BG980194 AA156681 BI493502 AW273118 AM73820 AA608688 A1359337 AV712091 AA084101 BF592036 
H13301 A1B64305 AA505883 AJ423963 AW084401 AI917740 R69858 AA033631 N799B2BE885276 A1635674 AA096126 AA700018 AV707753 
AI082545 AU145681 AA629032 AI421367 AA740589 AA150830 AI248541 AA988608 AA150478 W65437 BM310234 AA262704 T28031 A181 1 1 16 
BM272753 H21979 T15405 AA938406 F04963 A1188296 AW152629 AA905196 BG223058 AI831016 A1766457 AI811 102 AA776573 AI922133 
M775958AI261476AA219489A!688035AI872093BE537<MAW189078 D8^^ R69901 W65435BE1 55392 

BI089081BE155394AL120538AW166100AI359620AI174338 N20527 W47413M155615A1272249 H25^ 

H78021 H1 1617 R56892 H23204 N21530 R82499 AW383522 AA774536 AL534331 W94127 W46459 AI866231 AA513281 AA192465 H69844 
W85827 AW383642 AW383529 AA171496 AL537424 BE814866 BF823254 R82553 A1809817 AI559406 

AK000357 AI571830 AA579613 AA668790 BF939495 BF196886 AI990982 BF591581 AI809189 AW410232 BF739769 AI144392 BF438721 
AI707495 A1423359 N525Q3 BE855784 N94367 AI023931 AA563662 AI744624 AI221298 AI299523 AI299520 BI491312 AI45271 1 AI360730 
AA622643 AW195955 AA470473 AW392767 AI218127 AA873430 AA906005 AA748160 H89523 AW020252 AW664988 AA970424 AAB79079 
A1581622 AI361357 AA468498 AW008694 AA903275 AI1 87724 All 87718 AA890505 BF092771 A1066S55 BE714172 BG289028 AW080390 
BE001197 BF 132049 

AB033091 AL620743 BE81 181 3 K53332 N99716 AL561910 AA280655 BE710392 AV705100 AW293978 AW444556 AA281 459 AI679751 AI873695 
BG700891 BI553517 R80518 BG779771 BG534451 AA479402 AW96 1 580 BF061 430 AI857B43 A1768486 AW512118 AA479302AW770384 
AW072470 A1041596 A1049699 AW592865 AA976261 8E879747 BG1 1 41 19 AW1 8381 1 AA909938 BF571621 BF350794 BF351375 BE925699 
AL050294 BC010371 BF982270 AL042656 BF095732 AW81 2618 BF095731 BG212397 BF678765 BI038602 BG388664 AW675337 BG289398 
BE939598 AW8Q5570 AA527097 AW150540 At693720 AA743364 AI91 5793 N48185 A1573107 AA043474 A1351615 AI969490 AI910763 R50866 
AI699181N73808H08164 m A mmm iM „ 

BM006551 AA367152 AW953705 AI631B33 AW237429 AW027804 AA729038 BE503409 A1521935 BF739953 AA702982 AA557633 AA780065 
AI218139 AW194264 D20120 AI082715 AI969980 BE857688 BE32671 1 AW953706 AI393749 AI383821 W67199 AI431759 AI796526 A!521 794 
AI796380 AW1 17545 AI749657 A1537634 N501 22 

AW973352 BF222929 AW016853 BF059130 A1651829 BE551767 AA558414 AI339359 BF059601 A1961 162 AI341422 AI206248 AI206165 

AA548736 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 KikmA4i 

AK055070 AK055612 AK000174 BG619806 BG108086 AI741949 AI004176 BF891936 BF378565 AW197163 BE856860 BE245124 AW67441 1 
AA490531 AW674981 AA740788 AW274758 BF51 2523 AI521 278 AA548759 AI802431 AW051682 AI628247 AI799606 i AVW^M236549 
AI191529AWZ73168A1168451AW073812AWO^^ 

AA969444 AI080438 AA552500 AW237538 AA481 060 A! 246378 AA565227 AA338921 AA207051 AA721378 BF438608 AJ086295 AI886K0 
AA904112AI864588AWZ71985AW078868 M725342BF326593AA 

AA234592 AA890223AA765824 B1259822AA393631 AW968840 BE940639 T83865 BE762742 AW897470 W05809 N41 323 T87376 R68544 
H88711 B1087136 

AK074047 Al 144342 AW014280 BM145128 N28267 AW206231 AA989041 H93197 AW594063 BG236296 AW236606 AW081O31 AA765843 
BM144372 AA989341 AB24838 A1963970 AI637671 AW196330 BG427526 BM148789 BF893644 BF681946 
BE177661 HC8215 BE144709 BE144829 
BE005398 AA628622 AA994155 

AK001838 AU135179 AU134241 AV651702AV650032AV651304 AV650101 AV651263AV651888 AV651866 AA628554 AV6513KAVK1174 
AV651172 AW856145 AU117599 AU135388 BG254665 AA166919 BG483981 AW809606 BG494194 AA622811 AI676156^WW^017a 
AU133725 AW961387 AU144387 AU151757 AA551031 BE675412 N34769 AA713483 AI890079 A1588918 AJ361889 A1209020 AA66898 
AA741 144 AA490899 AI200221 AW589574 W96201 BG154182 AV655159 AA328145 N35348 AI081357 N76715 AA693346 AA742488 A126971 9 
AA897483 AI886459 AU155873 H04255 AW243988 AA557749 A1286227 R68691 R33453AW388097 
AA947566 

AA662701 AA633929AA737415 

BM475665 BE644917 AW770789 AW952971 N64863 BM263259 AI224545 AI1 84866 N69114 AW518902 AJ440169 AA809472 M«4440 
AA281642 AU 1 85230 AW337382 AI872923 A1537113 N73882 T83378 H63731 BF671764 AW897824 A1811204 AA344646 BE009112 BG899664 
H91240R60548N41701 
BE072881 AI762181 BE072946 

AL047596 AA393792 AJ670731 A1037957 AW874364 AI038137 N62286 A1241379 BE501096 AW090698 AI927369 AJ669226 AI371075 
AW612409 A168671 1 Al 1 83289 AA477717 A10761 22 AA535190 AA700984 AA781508 081020 BF575223 A13561 83 D79312AI375558 H61 111 
8G283489 BE090666 BE090664 BE090662 H26545 A , JMftft Atmma AA07O11Q 

BHS0249 AW954947 AW890487 A1305236 D60845 060537 AA825429 W36294 AW890410 AW088235 BF740240 AA448709 AI350279 AA8791 19 
AA319510BE702077BE699m5BE702046AVV901293T99319 D81708BF475488 D60383D8^ BE699260 AAM(%a „ 
BG427950 AA826016 AI903441 BG939868 AW9791 54 AA640872 BG547134 AA457091 AW368860 W88852 R94779 AA088823 
AW954733 AA315006 AW856665 

614 
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35 451653 MH115364.1 



445493 


423456.1 


43266S 


144 7 


430915 


197844.1 


425913 


4123.2 


438962 


195763.1 


406870 


0.0 


406819 


0.0 


447197 


2176805J 


418336 


58817.1 


424677 


2518.37 


419970 


13569.1 


433891 


647290J 


415995 


2117.1 



436812 
418259 



40 



438980 917280.1 AW502334 AA828822 A1982587 

442495 928718.1 AI184717 AW518883 AF121173 _ Attinnonn , nritn „ 

425284 3834 5 BM476120 BE672181 A1697653 AA938187 A1280879 AW340123 A1912727 AJ081775 A1089556 AI191349 AI871604 AI631607 AI890800 AI701917 

AVW1624AA663041 AI991576AI160622 M771763BE^ 

BE2186B3 8E67Q548 BG149505 BF061776 D19821 BE005786 BE178892 BE005728 BF841237 BE0Q5648 R27634 
441623 3362 1 BC022413 BE395396 BF754175 M50S621 8E706665 BE706678 AA723159 BE153169 BE706729 BE706558 BE153312 BE706706 AW371853 

AW371849BE153241 BC017410AI337912 AJ090244 AW090300 BE219837 AI623661 BE501576 BE501734 AI742232 A1023964 AI458424 
AA975373 AI288904 AI984583 AA890325 N32562 AI358102 AW241694 AI038448 AI672071 AI018389 AA575391 AA977874 AW1 89392 W37448 
AA612894 A1277548 H89551 AI699774 H89365 AA315805 AW579186 BC014584 BC014581 AW780125 AI672414 BE328145 AW600919 BF031306 
AW172758 BE708322 AA345675 BE875779 H28241 H25318 BF540913 BG179688 BF1 10202 AA528775 W37573 BE041644 AW366504 BM129522 
BM129822 AJ122760 BE7 18200 AW887496 AA149420 BE70S307 BE539395 BE748765 A! 373653 R75904 BF979185 BF691393 BG495595 
BI094458 BE706702 BG496559 BF248373 BG494800 
AV711317 AI809938 A1808768 AI240593 AI915771 
AA558585 AA565499 A1360576 AW2O4069 AAS91648 AA864939 
BG425760BF997600 N48516 W73454 BF816344 BF997601 AA488953 

AV703649 AW959818 AI5821 19 AI523459 A1874473 AW663543 AA825476 A1935231 BF742805 AA426156 AJ253626 AA846477 AI024230 
BF221780 AI493027 AW006841 AA814699 H99 550 Al 088977 AA442691 AI783526 BF207915 AI752847 AA782635 AI978980AA788634 BG119454 
BF678528 AI627829 BG993975 AV701283 
A1207343 BF813684 BF928775 AA828585 
AA075144 
AA908472 

R36075 R36167 AI366546 

AW969583 B1772505 BE179578 A1493714 AI937718 AA663709 BI868925 AW138743 AI91 1314 BE645538 BG91 1947 AI380325 AI265803 W56175 
AI658779AI675997 AW665991 AI459263 AI420121 Z38874AA570115AW301008 AA216257 BF062662 BI772789 H05989 BF085523 BI001 277 
U09414 NM.003438 AA503545 AKJ22449 AA043458AA766074AA765442AA805052AI028211 AW609708 

AK055270 BE348291 AI190289 AW612022 AI269506 AI266578 A1269675 AW271406 BE879851 BF574163 BI497126 AW903775 BI917368 
AW150900BF244813H79201 

AW182329 AA613792 T05304 AW858385 t(ali ^ Ai(n 

M95678 NM.004573 AL530754 AW39623 AW374413 BF898880 AW630959 BF875526 AW402206 BF81 8690 BF893068 AW5041 10 AW408049 
BG002913 AL530753 A1524064 AW769231 AA464970 AA293723 A1095051 AI953375 A1982938 BM146050 AW575B04 AA962489 AI655426 
BM146046 T2B538 BE241936 T89023 BI910963 AI416986 A176711 1 A1422290 AW468260 BE676853 A1656771 A1961755 F04675 AA682826 
M737606BM194382AA912021AW183098BE676682A1962227AI591366 M621765AA293724 R51642F10194BI909727B 
AW950138 BG258587 BF892649 AI800647 BF892710 AA353176 BF894726 AA465038 BI040869 BI837749 BE244320 H18054T74300 AW797026 
AA926790 F32B14 AW751282 A1933994 AA578823T78372 BF899896 BF882808 BF974969 

BG1 1 9563 AW975776 BG498478 BE245304 AW450934 BF508792 AA599489 AA599477 A1805268 AA055489 AI128758 AA761425 AA731858 
AI302271 BE219432 AA687294 AA018972 AW629429 Z45675 AW981626 T30940 R34554 T84712 BG986694 
AW978773AW298067AA810101 AW194180 AA731645AI690673 

BM310925 AA4261 10 BM310629 BF434286 AW015091 BF475996 AW118867 BE675186 AI688568 A1453594 AW590589 A1652425 AI827969 
BF056946 AI802866 A1393380 AI476224 AW590639 AW136271 AI458252 A1524726 AAB43768 AA7821 58 A1336058 AI097532 AW451 563 
AA459408 AA459633 AA41B444 W23807 BG940150 A1493445 AW054729 AI221929 AI868744 AA215405 AA766713 AA621546 BF928317 
BE464132 AI990909 AW271459 A1262061 AA215404 N74332 BG940151 BG952261 AA972115W96315 AA689586 R69057 BF766886 BE7692S4 
W05240 

AI74231 1 AJ025842 AA578843 

BG622121 AA631424 AA988296 AA631373 , r A14<ftnc4 « a 

AW891965 AW604749 BE080872 R15559 BE1 77623 AW883520 AW945343 A1246167 T07082 AW805679 W96278 AA135796 W32615 AW995418 
AW801688 BE003837 AW801621 AW385721 AW385742AW385714 AW604757 W87409 AW604738AW385757AW580795AW801247BE003239 
BE003183AA847112AV^80975AW604760AW385727BE164590BE003090A 

AW890438 AA077172 A1288683 AA229639 AA091945 AW945454 AA063629 AA702504 AW861938 AW89481 6 AW580841 AA094372 T06399 
AW885686 BE244086 BE0O5035 AW861913 AA551773 AW858460 AW370928 AW754352 AW889695 AW384408 AI907428 BE057491 AW861939 
AA248197 AW381373 AW177325 AW806879 AA935217 BE067498 BE083742BE067470 AW894935 BE082529 AI248811 BE179917 BEOO220O 
AW607506 AW392889 AW894560 AW381360 AI904206 AW863533 C00609 AW381372 BE082530 AW8981 20 BE075323 AW392799 AW601420 
AI695314 BE083790 AW858568 AW945550 BE177153 AW970506 BE350419 A190691 9 AW360794 AI906917 AW885979 AW794240 AW945566 
AI688683 A1688694 AW009560 AW601421 AW360793 BE066524 BE083901 AW369847 AW381871 AW935435 AW664582 AW877775 AW838449 
BE1B0466AW858501 BE1 80464 AI371 163 AA778231 AI174991 BE01 1720 AW877776AW877800AW877795T1 9900 AW^5AWW8099 
BE01 1715 BE167842 BE011718 BE01 1724 AW363639 AW878658 AW878662 AW894887 BE082358 AW389211 AW804286 AW610312 AI904717 
AW610318 AW996909 AW610296 AW901923 AW880003 AI762171 AW062582 AW368713 AW062593 AW176663 AW842064 AW842089 
AW842095 AI243049 AW902074 AW062592 AW176664 AW751692 BE087703 A1907439 BE009686 BE1721 1 5 BE077030 AW608556 AW835577 
AI909628 BE077029 AW1 76241 BE077552 BE160370 BE160288 AW835656 AW606765 AW605770 AW83567B AW606758 AW606776 AI907484 
BE172821 AW606768 AW999517 AW844165 BE171738 AW751683 AW610493 BE177484 BE177487 AAD90510 AW8441 17 BE1 73367 AW99878 
A1124870 BE163472 AW841823 AW379762 AW893297 AI290296 BEC89132 AA610287 AW176676 AW607622 BE172639 AW893232 AA329629 
BE089008 BE178350 BE178214 BE063291 AW820236 AW999653 BE089486 BE1 73126 BE171775 BE185787 AA558280 AI174840 AVW99112 
BE218391 BE172734BE178021 BE172738BE1 73324 AW603494 AL036722 R381 92 R60905 H53721 H41052 AL037917 R37795 AW998972 
AA767189 AW044272 H50689 AA768399 AA767764 AI087888 H44202 BE222792 N90597 W81396 N90615 AI935353 BE501168 F1 W45 
AW118215 AI970480 AI627641 AW236081 AA574090AI527652 AI6B1913 AI759983 N69591 N69276 BE467722 AW392780 BE172457 H92861 

A1524921 F02989 Z39328 F02705 F01414 T88678 AI215165 H87220 AW374781 ^ 

430283 1418 1 BC013728 BI084032 BF090365 BE410706 N36391 W80436 BF813124 R90857 R62778 H00591 H02329 AA355285 AK000826 BC008721 

BG744004 BG479141 BG823656 BG479061 AU121 103 AU138176 BG702567 BI599840 BG422775 BG700944 BE280747 AU138529 BE2G9929 
BG704110AU123329AU122058AU138135BG723106BG722291 BG831041 BG705239BE740517BE207133BE252867AU1^772BG71^ 
8F568538 BE304393 BF971755 BE267965 BE27201 2 AU 135396 AU124535 BI551682 BG700612 AI815488 BG475195 BE388273 BE391517 
70 BM148991 BF929247 AV653435AVV250299AVV249189BF093150BF093173AVra)5325BF057101 BF000551 AI341108AL1620W A^6136 

BE907957 W73238 BI711467 BG926027 AI816428 AA837518 A1754405 BG179142 AA481485 AW023435 BE855747 AI885101 N52163 A1016096 
A1090204 BE677045 A1523320 Al 126855 N26501 AA043680 AA976459 A1039590 A! 93791 7 AJ3S1000 W94866 A1375797 AJ079801 Al 168236 
AA599882 AA084368 AB42635 All 90294 N26093 AIQ85234 A1298169 BF939715 A1223164 H98704 BE218925 N29394 A1918735 N4152C IAI147784 
AI918796 AA854317 N221 93 AA199850 AI149728 AA121263 AI051074 AA5651 16 AI097349 N22209AA552917 N33151 D52422BM77^ 
75 AM76599AA5257B7AI279198D53353AA738063AA558406BI496334A^ 

T31424AA088213 T31115A1206650AA976796AJ948989AW248762AA449265AA2^ 

BF941087AI470657AI349451 AW079338 D45655 N21540 T3O071 A1446705 R60220 BE833481 R49680 R70049 R41223 R32402 R69M4 R70111 
BM476906 BE293615 BE382443 BF155692 BE720638 BE931983 BE720594 BF085890 AA336953 BF081638 AA359915 AA384116 AA360142 
B16S7664 BG823235 BE315559 BE301958 BE891114 BG826267 BE253680 BG979094 AV722757 N67629 BG997927 BJ915769 BG680692 R62777 
80 BE251116 H56358 AW369586 BG677759 BI0446W R75787 BE770960 H69529 R69983 AA259238 R97827 AA310379 W01103 A187S84 

AL554578 BF038102 H87182 H87517 H01574 T52573 N28881 AA301397 T92375 R68401 AW800466 A1268172 BE876949 ra0«A^69 
AW79841 5 81222383 A1393171 C1 5260 N26959 H17129 T53095 T52494 R68602 AI364765 BF687869 A! 81 7035 AW105354 BE^0H14^ 
B1093066 C14063 AL534349 BE255883 BE254088 AA428399 AW579360 AW579381 N53144 D60748 D54020 BG292106 H96705 D52423 T36174 

615 
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434372 
45 456629 
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60 
65 



659779.1 
133853.1 



2167905.1 
858779J 
207.22 
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054161 R73016 055021 BI857200 H83444 B1016954 D54163 R15563 81818664 BE152207 B1048502 BF885667 BE613212 BE165773 BF149332 
AW607045 BE305200 
430968 1237115.1 AW972330 AA489820 AA527647 AA570362 

444207 9172_3 BE739425 AA514221 AA865491 A1828293 AA470455 AI276739 AA169357 BE932464 AA51 4889 AW8 19039 AW81 9083 BE843048 AJ432496 

AM70335 A1247243 BG533994 AA513783 AI887309 AA528036 AW972006 AW873028 AI924914 AI818810 AW152378 AW084946 AI521413 
AI669583BE932521 AI581370 BE1 80238 AW089750 AW771461 AW0B9714 AI590949 AI819146 M731056BF815234 BF911506 AA235803 
AA485373AI735658AW393133AW073080AI707637BF353320BE843111 AW819036AW393135 BG697291 AV648670 AV654332 AV687530 
BG566954 A1807430 AI676072 AA837010 AI452482 AI625817 AW241750 BE048616 AI290928 AI680714 AA485530 BE175687 AV648513 
AW1 30312 A! 000558 AA632893 BE6741 69 BF001 208 AA9481 66 BE1 75650 AA524664 AA490345 AI244948 AA602956 AA483492 AA91 81 78 
AW802049 BG675859AV658871 BG678060AI565004 AW819026BE843092AV^6437AV723049BG616948AI911647AI743490 AI091096 
BE857251 /U962074AA040027AV^69317AA343477AA640112BF876213R82948 H26425H82876BE8430M BE843140 BG536641 BG617830 
AA235802 BE774985 BE006682 BF342375 AA903144 BF338083 BF984258 AV657996 A1749532 BE768614 BB57252 BE932516 BE768573 
AV657993 AV657777 AV752631 BE774974 T55847 BF095761 BF91 151 1 BE710793 BE180119 BG617338 H45942 T55897 AV657718 BG563497 
418905 517J BM469076AA533077AI127S12AB688O2AA533141M700560A 

AW502039 AA531243 BF941858 AW502037 AA702337 A1419854 AA662755 AA934364 A130051 0 AI291 136 AA505263 AI144527 AI076919 
Af 633534 A1242473 AA938561 BG055372 AA512894 AI671356 AA962403 BF80801 0 AA66391 1 AA847056 AA51 3301 AA369069 AA377265 
BG291 206 AA402298 AA885766 AW8010Q2 AA302290 A1305842 AW800873 AA302492 AA478427 AI817291 AW801 1 04 AW801028 AA865744 
BF155979 AI374743 AA478431 A1159846 AI369757 AI8C0672 BF435788 AA255451 A1937707 AW006198 AI280363 BF062434 AW801 1 1 5 
AI919181 F28413 W04214 AW152380 AW901567 AW9O1570 AA886371 AA384251 AI302846 BE701 902 AA931 606 H42673 R33703 AW90 1556 
AA009816 AW901568 AW352200 AA256558 H15928 BI087170 AW800530 AA369068 N98562 H28652 N34644 H97650 H0C956 W70039 AI142831 
AA009817 F37136 N70289 AA531347 R72374 H27488 R66605 
AI433540 AA804981 M728984 

BG015794 BE158357 BE158353 BE15835B BE15B360 BE158352 BE158351 BE158355 
BC022881 AU150944 BG750783 AW754175 AW857737 AI91 1659 A1050036 AA554053 AI826259 AA568548 
A1732997 AA977633 AA865818 
M18728 

AW088535 AI889321 AA954221 AI337552 R42561 AW194670 AA064862 AW001147 AA864374 AA630699 AW276176 AA676615 AA857965 
AI625428 AA580792 AA582038 AA581668 AA658065 AA828156 AA857160 AA936103 AI149335 AA936925 AA581684 AA954198 AW238461 
AI281504 AI265812 AA583267 AW236162 AA876535 AW304286 AW474334 AI559415 AI5B9241 AI660952 AA641137 AI431696 AI688844 
AA552513 AA564954 AW090553 AI20561 2 A1245753 AA954883 AA947909 AI86601 4 
AW971213 AA493925 AA493567 AA876839 AA934462 
A1628543AI433357AW772732 

B1918168 AW779760 N48674 AI375997 AA235370 BG699146 AI913631 AI498402 A1016320 AA323193 R49021 D59344 BG986750 N45526 
BG986917 T61382 R49391 R45432 A1203107 R35004 F07491 R25094 R35360 
L1 BC018070 BG702493 AI204212 AA460929 AA993606 BF926635 AA226938 BG190705 BG186495 AW291865 BG1 83340 BG195301 BG214539 
BG215094 BG198867 BG196332 BG208220 BG212418 
26143J BG216963 BG164885 BG213710 BG204771 BG193014 BG197556 BG217481 BG198185 BG183594 BI596425 AA1 15605 AI589156 BF439839 

BG188832 AI35961 5 BG1 90473 A1024233 BF439574 AW1 18065 AI672797 AA61 0042 BG212008 A1204382 R70913 AA033534 AA781036 AI627278 
AA307285 AA034218 BG482749 AW162429 BI602460 AA721969 AA476516 AA476416 AA903019 BF1 10864 AA307286 AA1 15471 AW964555 
AA423826AA115129AI419107 
0_0 A1432224 AW276890 AI499346 AA937014 AA653573 A1318525 AI246219 AA961591 A1270640 

16559.1 BG571303 AA410586 AA035018 BG572117 BG620022 AA147247 BG005785 BG014448 R31981 H02668 H12498 R36203 BF992089 R73999 
T49904 R75732 BI057974 T53681 M147933 N50695 R68588 R25671 R31935 R25110 R36105 AK055628 BE157467 AW663674 AA190993 
H01642 BF510304 AA626915 M7469S2 M161014 M099554 BG572534 AI803329 

AA909684 R75632 AI360919 AI350463 AW069127 AA41 1621 AA742532 H12451 BE208298 H03612 H12839 N58781 R75957 BF996484 AI240665 
BF989591 BIO56086 BG001 590 BF1 07035 
5477.6 BE219720 BF475241 AI571723 BE219848 B1789268 A1224899 AA724864 AW771467 AA480255 AW845616 AI440295 H52800 BE218790 A1681 575 

AW300064AW262133 H21568A1363015AIB84914H86948 



436716 
413703 
432586 
440129 
406685 
406806 



431155 
447832 
449625 

423458 

455263 



406797 
453331 



430504 



2472838.1 

376077.1 

6633.1 

2607B82J 

0.0 

0_0 



1235742.1 
1036795 1 
249224.1 



TABLE 52C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (GI) numbers. "Dunham, et af refers to the publication entitled The DMA sequence of 

human chromosome 22* Dunham, et aL (1999) Nature 402:489-495. 
Strand: Indicates DMA strand from which exons were predicted. 
NLposffion: Indicates nucleotide posiQons of predicted exons. 



Pkey 


Ref 


Strand 


NLposiiion 


402474 


7547175 


Minus 


53526-53828,55755-55920,57530-57757 


402145 


8018280 


Plus 


113086-114800 


401091 


9958240 


Plus 


94760-94898 


401466 


6682292 


Pius 


28748-29023 


406542 


7711499 


Plus 


117335-118473 


401113 


9966541 


Minus 


19419-19959 


405086 


8072509 


Rus 


73664-73841,74081-74217,74610-74779,7492 



TABLE 53A: 

Pkey: Unique Eos probeset identifier number 

ExAccrn Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of testicular cancer (noiwemmomatous and serranomatous) compared to normal adult tissues 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


432666 


AW204069 




ESTs, Weakly simflar to unnamed protein 


78.20 


452838 


U65011 


Hs.30743 


preferentially expressed antigen in mda 


75.45 


4188% 


AW959433 


Hs.326290 


hypothetic^ protein FU 12581 


58.60 


432730 


AI066520 


Hs. 131358 


ESTs 


51.60 


450581 


AF081513 


Hs.25195 


TGF*eta4 


48.40 
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426534 U58096 Hs.2051 testis specific protein. Yanked 44.05 

423458 AI204212 ESTs 36.60 

428564 AK001666 Hs, 189055 simHar to SALL1 (sal (Orosophilayta 34.65 

420367 AA259090 Hs^57028 ESTs 32.60 

5 451106 BE382701 Hs.25960 N-WYC oncogene 30.10 

437052 AA861697 Hs.120591 ESTs 29.35 

417407 AA923278 Hs.290905 ESTs. Weaxry similar to protease (H-sapi 29.05 

420759 T11832 Hs.127797 Homo sapiens cONA FU 1 1381 fa, done HE 28.45 

420347 AL033539 Hs.97124 Human DNA sequence from done RP1-309H 15 28.25 

10 407710 AW022727 Hs.23616 ESTs 26.86 

448981 A1968719 Hs.195387 ESTs 26.40 

429486 AF155827 Hs.203953 hypothefcai protein FU10339 2555 

420528 AF130728 Hs.98586 doublesex and mab-3 related transcripfo 25.10 

425769 U72513 Hs.159486 Human RPL13-2 pseudogene mRNA, complete 23.70 

15 430252 AI638774 Hs. 105328 testes devetopmemVrelated NYD-SP20 21.95 

454077 AC005952 Hs.37062 insuGn-like 3 (Leydig cell) 21.73 

428227 AA321649 Hs.2248 smaO Inducible cytokine subfamily B (Cy 20.15 

434649 AA738254 Hs.165390 ESTs, Highry similar to A40350 transcrip 19.65 

„ 424578 AK001973 Hs. 150890 hypothetical protein 19.16 

20 427335 AA448542 Hs^51677 G antigen 7B 19.05 

438915 AA280174. Hs.285681 Wttliams-Beuren syndrome chromosome regi 18.95 

432938 T27013 Hs.3132 steroidogenic acute regulatory protein 18.86 

449322 A1638616 Hs.196566 ESTs 18.30 

430691 C14187 Hs.157208 aristaless-related homeobox protein ARX 18.00 

25 430676 AF084866 gb:Homo sapiens envelope protein RI03( 17.96 

440119 AA865455 Hs.125331 ESTs, Moderately similar to unknown [H.s 17.41 

418756 AA252254 Hs.226949 ESTs 17.20 

410102 AW248508 Hs.279727 ESTs; homotogue of PEM^lOroasavignyi 16.20 

447534 AW953935 Hs.268655 ESTs 16.04 

30 407122 H20276 Hs.31742 ESTs 15.95 

446979 AI654443 Hs.197683 ESTs 15.90 

406547 Target Exon 15.70 

427711 M31659 Hs.180408 solute carrier family 25 (mitochondrial 15.65 

456847 A1360456 Hs.37776 ESTs 15.50 

35 448776 BE302464 Hs.30057 MRS2 (S. cerevisiaeHike, magnesium horn 15.00 

452291 AF015592 Hs.28853 COC7 (cefl division cyde 7, S. cerevisi 14.95 

408908 BE296227 Hs.250822 serine/threonine kinase 15 14.65 

416007 M13509 Hs.83169 matrix metaltoproteinase 1 (interstitial 14.20 

A _ 422828 AL133396 prion protein 2 (dubtel) 14.08 

40 433330 AW207084 Hs. 132816 hypothefcai protein MGC1 4801 14.05 

410561 BE540255 Hs.6994 Homo sapiens cDNA: FU 22044 fis, done H 14.05 

427667 AKD01279 Hs.180171 Homo sapiens cONA FU10417 fis, done NT 13.90 

418134 AA397769 Hs.86617 ESTs 13.85 

454438 AA224053 Hs.172405 ceU division cyde 27 13.70 

45 449032 AA045573 Hs^2900 nuclear factor (eryWd-derived 2HIk 13.40 

426427 M86599 Hs.169840 TTK protein kinase 13.35 

437789 AI581344 Hs.127812 ESTs, WeaMy similar to T17330 hypotheti 13.20 

419384 AA490866 Hs.39429 ESTs 13.10 

418477 AW022983 gb:df46h12.y1 Morton Fetal Cochlea Homo 12.85 

50 453922 AF053306 Hs.36708 budding uninhibited by berrirredazoles 1 12.80 

447188 H65423 Hs.17631 hypothetical protein DKFZp434E2135 12.78 

430521 NM.016383 Hs,242183 HOMJES-85 tumor anfigen 12.72 

443068 AI188710 ESTs 12.65 

437099 N77793 Hs.48659 ESTs, Highly dmflar to S14458 tornjnln a 12.60 

55 420401 AK001907 Hs.97464 hypo Weal protein 12.50 

410361 BE391804 Hs.62651 guanytata binding protein 1, Interferon- 12.50 

431494 AA991355 Hs.298312 hypothetical protein DKFZp434A1 31 5 12.45 

406937 U14622 gb:Human transketolase^ke protein gene 12.25 

439451 AF086270 Hs.278554 heterochrorraWke protein 1 12.10 

60 404996 Target Exon 11.86 

424905 NMJ02497 Hs.153704 NIMA (never in mitosis gene aj-related k 11.85 

444619 BE53B082 Hs.8172 ESTs, Moderately similar to A46010 X-Gn 11.60 

434551 BE387162 Hs.280858 ESTs. Highly similar to A35661 DNA exds 11.55 

„ 421241 X91817 Hs.102866 transketdase4ike 1 i 11.50 

65 414972 BE263782 Hs.77695 K1AA0008 gene product 11.45 

426866 U02330 Hs.172816 neureguSnl 11-37 

433159 AB035898 Hs. 150587 kinesin-fite protein 2 11-35 

433600 Al 034361 Hs.1 35150 lung iype-l cefl rnenibrana-assodated gly 11.24 

„ 440207 AI371978 Hs.1 28326 ESTs 11.12 

70 407276 AI951118 Hs.326736 Homo sapiens breast cancer antigen NY-BR 11.10 

450142 AW207469 Hs^4485 chondroilin sutfata proteoglycan 6 (bama 11.05 

449576 AW014631 Hs^25068 ESTa 10.95 

414251 AL042306 Hs.97689 VASA protein 10.95 

__ 422956 BE545072 Hs.1 22579 ECT2 protein (EpHheflal ceD transformi 10.90 

75 436812 AW298067 gb:Ul-H^W0-aip^094HJls1 NCI_CGAP_Su 10.85 

427521 AW9733S2 ESTs 1051 

408728 AL137379 Hs.47125 hypothefcai protein FU1391 2 10.80 

442832 AW206560 Hs.253569 ESTs 10.62 

0rt 436899 AA764852 ESTs 10.60 
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448757 


A1366784 


Hs.48820 


TATA box binding protein (TBP)-assoclate 


5.01 


60 


457107 


AA418246 


Ks.185796 


ESTs, Weakly simitar to Z184_HUMAN ZINC 


5.00 


408332 


H91230 


Hs.234794 


Homo sapiens mRNA; cDNA OKFZp564B083 (fr 


5.00 




440138 


AB033023 


Hs.318127 


hypothetica! protein FU10201 


5.00 




407568 


AA740964 


Hs.62699 


ESTs 


5.00 




409798 


AA248587 


Hs,30237 


ESTs, Weakly similar to ALUB JUJMAN 111! 


5.00 


65 


431215 


AA496078 


Hs.121554 


Human DNA sequence from clone RP1 1-218C1 


5.00 


416350 


AF188625 


Hs.189507 


phospho&pase A2, group HD 


4.99 




452197 


AW023595 


Ks.232048 


ESTs 


4.98 




420333 


AJ001383 


Hs.97084 


lymphocyte antigen 94 (mouse) homolog (a 


4.97 




403780 






C4001759:gII133250lspIP19474IRO5^_HUMAN 


4.97 


70 


418378 


AW962081 




gb:EST374154 MAGE resequences, MAGG Homo 


4.95 


418894 


W73921 


Hs.50743 


ESTs 


4.95 




426623 


AA382826 


Hs.132793 


ESTs 


4.95 




443537 


D13305 


Hs.203 


chotecystokinin B receptor 


4.94 




414812 


X72755 


Hs.77367 


monokine induced by gamma interferon 


4.94 


75 


453716 


AA037675 


Hs.152675 


ESTs 


4.90 


402299 






TflfQot Exon 


4.90 




411945 


AL033527 


Hs.92137 


L-myc-2 protein (MYCL2) 


4.89 




414034 


U89277 


Hsv305985 


early development regulator 1 (homolog o 


4.87 




409066 


AA062980 


Hs.66960 


ESTs 


4.85 


80 


437496 


AA452378 


Hs.146658 


Homo sapiens mRNA; cONA DKFZp547J125 (fr 


4.85 


416661 


AA634543 


Hs.79440 


IGF4lniRNArbinding protein 3 


4.85 




450375 


AA009647 




a disintegrin and metaltoproteinase doma 


4.B5 




416201 


AA467752 


Hs.195161 


ESTs 


4.85 




420348 


AL13738S 


Hs.97140 


Homo sapiens mRNA; cDNA OKFZp434M1 1 26 (f 


4.84 
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423198 


M81933 


Hs.1634 


424687 


J05070 


Hs.151738 


418971 


AA360392 


Hs.87113 


411571 


AA122393 


Hs.70811 


409517 


X90780 




424322 


AL157491 


Hs.145211 


443169 


AI038687 


Hs.133338 


438624 


AA889055 


Hs.123468 


442562 


BE379584 




412530 


M766268 


Hjl266273 


443715 


AI583187 


Hs3700 


423123 


NMJJ12247 


Hs.124027 


451105 


A1761324 




444431 


AW513324 


Hs.42280 


440591 


AA431599 


Hs.132799 


424281 


M766243 




447175 


AJ365208 


Hs.293606 


408101 


AW968504 


Hs.123073 


430183 


BE010038 




416445 


AL043004 


Hs.79337 


429652 


AA766810 


Hs.259290 


426054 


U12431 


Hs.166109 


418618 


U66097 


Hs.86724 


445537 


AJ245671 


Hs.12844 


427298 


AA400495 




412863 


AA121673 


Hs.59757 


446700 


AW206257 


Ks.156326 


419839 


U24577 


Hs.93304 


446751 


M766998 


Hs.79126 


432656 


NM_000246 


Hs.3076 


434283 


AW235341 


Hs.58715 


437915 


A1637993 


Hs.202312 


421830 


AA789269 


Hs.122509 


440006 


AK000517 


Hs.6844 


450719 


AI096837 


Hs.21349 


431721 


AB032996 


Hs.268044 


423175 


W27595 


Hs.347310 


453529 


AA036729 


Hs.335639 


416209 


AA236776 


Hs,79078 


444386 


BE065183 




428976 


AUQ37824 


Hs.194695 


449510 


AI653154 


Hs.328147 


414725 


AA769791 




424153 


AA451737 


Hs.U1496 


414466 


AA349211 


Hs.76205 


44B966 


AW372914 


Hs.86149 


45B443 


AV647010 


Hs.27 


453289 


AI188161 


Hs.144627 


433641 


AF080229 




440196 


N72847 


Hs.125221 


452338 


AW608920 


Hs.29159 


428855 


A1435901 


Hs.89563 


416734 


H81213 


Hs.14825 


442240 


AI791883 


Hs.292719 


421917 


AB028943 


Hs.109445 


420949 


AA934063 


Hs.13836 


449676 


AW380579 


Hs.209657 


433183 


AF231338 


Hs.222024 


439314 


AA382413 


Hs.178144 


425312 


AA354940 


Hs.145958 


427584 


BE410293 


Hs.179718 


430444 


AW296421 


Hs.121035 


416773 


AK000340 


Hs.79828 


421010 


AW974553 


Hs.267124 


418216 


AA662240 


Hs^83099 


450351 


BE547267 


Hs.59791 


454073 


AW206286 


Hs.1 16727 


417006 


AW673606 


Hs.80758 


417576 


AA339449 


Hs.82285 


448877 


AI583696 


Hs^253313 


421379 


Y15221 


Hs.103982 


411630 


U42349 


Hs.71119 


430292 


AK000634 


Hs.238270 


427778 


AA412323 


Hs.105323 


418768 


T39310 




409268 


AA625304 




442010 


AI032680 


Hs.132213 


452807 


AA028933 


Ks.162434 


401435 






447519 


U46258 


Hs.339665 


421307 


BE539976 


Hs.103305 


424590 


AW966399 


Hs.46821 


453909 


AW004045 


Hs.203365 



cell division cycle 25A 4.82 

matrix metdlo proteinase 9 (gelatin ase B 4.81 

ESTs 4.80 

hypothetical protein FU20516 4.80 

troponin I, cardiac 4.80 

Homo sapiens mRNA; cDNA DKFZp434K1 1 1 1 (f 4.80 

ESTs 4.80 

ESTs 4.79 

doiichvWiphosphooligc^accharidefrotei 4.76 

hypothetical protein FU13346 4.76 

cyciin E1 4.76 

SELENOPHOSPHATE SYNTHETASE ; Human seien 4.75 

9bwi60b11jc1 NCLCGAP_Co16 Homo sapiens 4.71 

Homo sapiens, clone MGC3010, mRNA, comp 4.71 

hypotheOcat protein FU23451 4.71 

gb:oa13b1 U1 NCI_CGAP_GC81 Homo sapiens 4.70 

ESTs 4.70 

COC2-fetated protein kinase 7 4.69 

gb:PM3-BN0176-10040(M)01-gO4 BN0176 Homo 4.68 

WAA0135 protein 4.66 

ESTs 4.65 

ELAV (embryonic lethal, sbnormai vision, 4.65 

GTP cyclohydrolase 1 (dopa-responsive dy 4.64 

EGF-fike^main, multiple 6 4.62 

ESTs 4.62 

zinc finger protein 281 4.62 

Human ONA sequence from done RP1 1-145L2 4.61 

phosphorrpase A2. group VII (platelet-ac 4.60 

Human DMA sequence from done RP11-16L21 4.60 

MHC class II transactivator 4.60 

thiamine pyrophosphcWnase 4.60 

Homo sapiens done N1 1 NTera2D1 teratoca 4.60 

ESTs, Weakly similar to rJJ 1018D12.3 [H.s 4.59 

NALP2 protein; PYRIN-Containing APAF1-B 4.58 

ESTs, Weakly similar to RB8B_HUMAN RAS-R 4.58 

KIAA1 170 protein 4.55 

hypothetical protein FU 14627 4.55 

ESTs 4.55 

MAD2 (mitotic arrest deficient, yeast, h 4.55 

gb:RC1^TO1442020&<M2-c04 BT0314 Homo 4.55 

ras homolog gene family, member I 4.55 

ESTs 4.55 

ring finger protein 21, Interferorwespo 4.54 

MAGE4ke2 4.53 

cytochrome P450, subfamily XiA (choleste 4.52 

phosphoinositol 3-phosphafe-bindirtg prat 4.50 

glycine dehydrogenase (decarboxytatlng; 4.48 

ESTs 4.48 

gb:Human endogenous retrovirus K done 1 4.45 

ESTs 4.45 

zinc finger protein 75 (D8C6) 4.45 

nuclear cap binding protein subunit 1, 8 4.45 

ESTs, Weakly similar to KIAA1 503 protein 4.45 
ESTs 4.45 
KIAA1020 protein 4.45 
ESTs, Weakly similar to 138022 hypoM 4.44 
ESTs 4.43 
transcription factor 8MAL2 4.40 
ESTs 4.40 
ESTs 4.39 
v-myb avian myeloblastosis viral oncogen 4.39 
ESTs 4.35 
hypothetical protein FU20333 4.35 
ESTs, Weakly sMlar to ALU6_HUMAN ALU S 4.34 
AFl5q14 protein 4.32 
hypothetical protein MGC13183 4.32 
ESTs 4.30 
aspartyMRNA synthetase 4.30 
phospiioribosylgiycinamide formyitransfer 4.30 
ESTs 4.28 
small inducible cytokine subfamily B (Cy 4.27 
Putative prostate cancer tumor suppresso 4.25 
hypothetical protein FU 20627 4.25 
ESTs 4.25 
gbya04a09.r2 Stratagene lung (937210) H 4.25 
ESTs 4.25 
ESTs 4.24 
ESTs 4.23 
C1400039r:gil7499898fp^fT33295 hypcth 4.23 
ESTs 4.21 
Homo sapiens mRNA; cDNA DKFZp434B0425 (f 4.21 
rrypothefcal protein FU20086 4.20 
ESTs 4.20 
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431126 AF085243 Hs.283619 zinc finger protein 236 4.20 

429628 H09604 Hs.13268 ESTs 4.20 

415989 AI267700 ESTs 4.20 

421373 M8Q8229 Hs.46677 ESTs 4.20 

5 433979 AA620999 gb:ag03aO&s1 SoaresJesGs.NHT Homo sap 4.20 

408321 AW405882 Hs.44205 corfctatin 4.19 

410193 AJ132592 Hs.59757 zinc finger protein 281 4.17 

430335 D80007 Hs.239499 KJAA01 85 protein 4.17 

408031 AA081395 Hs.42173 Homo sapiens cDNA FU10366 fis, clone NT 4.16 

10 438885 A1886558 Hs.1 84987 ESTs 4.15 

451578 NM.016323 Hs.26653 cycfin-E binding protein 1 4.15 

432446 AA542845 Hs.294088 GAJ protein 4.13 

445076 A1206888 Hs.154131 ESTs 4.11 

420218 AW958037 ribosomal protein 14 4.10 

15 453628 AW243307 Hs.83937 hypothefical protein 4.10 

418459 R85436 Hs.268814 ESTs 4.10 

418866 T65754 gb:yc1 1c07.s1 Stratagene Jung (937210) H 4.08 

440404 AI015881 Hs.324527 mitochondrial noosoma! protein S5 4.06 

426300 U15979 Hs.169228 delta-like homotog (DrosophHa) 4.06 

20 446223 BE300091 Hs.1 19699 hypothetical protein FU 12969 4.05 

429984 AL050102 Hs.227209 hypothetical protein FU21 61 7 4.05 

449687 W68520 intermediate filament protein syncdlin 4.05 

452109 AI525873 Hs.61164 hypothetical protein FU 14909 4.05 

401464 restore deacetylase 5 4.05 

25 444670 H68373 Hs.332938 hypothetical protein MGC5370 4.05 

415884 H22966 Hs.13471 ESTs 4.05 

442066 BE502147 Hs.1 28418 ESTs 4.04 

402098 ENSP00000217725*:LatnJninatpha-1 chain p 4.02 

404287 FGENESH predicted novel CU&domain conta 4.01 

30 422756 AA441787 Hs.119689 glycoprotein hormones, alpha polypeptide 4.01 

449704 AK000733 Hs.23900 GTPase activating protein 4.00 

445685 AW779829 gb:hn88a05j<1 NCI CGAPJ<id11 Homosapien 4.00 

444379 N99035 Hs.30352 ESTs 4.00 

435373 AW665538 Hs.1 17689 ESTs 4.00 

35 424557 AA343057 Hs.164588 ESTs. Moderately simitar to neuronal thr 4.00 

413646 BE155042 gb:PW)-HT0349-101299-002-E04 HT0349 Homo 4.00 

418648 AW979223 HsJB2478 ESTs 4.00 

446074 AA079799 Hs.343103 hypothetical protein FU 11 896 4.00 

447353 AI375701 Hs.25884 ESTs 4.00 

40 410100 AA081636 Hs.271916 ESTs.WeaWy similar to S41044chromosom 4.00 

428856 AA436735 Hs.183171 hypothetical protein FU22002 4.00 

445140 AI650599 Hs.197913 ESTs, Weakly similar to SCP3 MOUSE SYNAP 4.00 

406367 NMJ>22357:Homo sapiens putative metaflop 3.99 

437834 AA769294 gb:nz36g0ls1 NC1.CGAPJ3C81 Homo sapiens 3.99 

45 453985 N44545 Hs.251865 ESTs 3.98 

408446 AW450669 Hs.45068 hypothetical protein DKFZp434l143 197 

408562 AI435323 Hs.31141 roundabout (axon guidance receptor, Dros 3.97 

414713 BE465243 Hs.12664 ESTs 196 

426067 AW664691 Hs.97053 ESTs 3.96 

50 456497 AW967956 Hs.123648 ESTs, Weakly similar to AF1 08460 1 ubinu 196 

454679 AW813110 gb^M4^T01894)51099^)21405ST0189Homo 3.95 

451865 H43737 Hs.33186 ESTs, Weakly simitar to unknown protein 3.95 

403137 NMJ30538r:Homo sapiens nudecltn (NCL), 3.95 

445730 AI624342 Hs.179082 ESTs 3.95 

55 451993 AA765776 Hs.122983 ESTs 3.95 

428819 AL135623 Hs.193914 WAA0575 gene product 3.92 

433683 AI817723 Hs.22678 hypothetical protein FU 21 832 3.91 

420812 AA715303 Hs.107369 ESTs 3.90 

423806 AA331247 Hs.86617 ESTs 3.90 

60 437205 AL110232 Hs.279243 Homo sapiens mRNA; cONA DKFZp564D2071 (f 3.90 

449211 A1922972 Hs.196073 ESTs 190 

409757 N^.001898 Hs.123114 cystatinSN 190 

436027 A1B64053 Hs.39972 ESTs, Weakly similar to 138588 reverse t 189 

432512 NM.003284 Hs3017 transition protein 1 {during rristone to 189 

65 440840 AW629666 ESTs, Weakly similar to S64054 hypotheti 3.68 

449099 AI629041 Hs.46908 ESTs 188 

408092 NM-007057 Hs.42650 ZWIOmteractor 185 

423909 AJ223183 Hs.135194 immunoglobulin superfamfly, member 6 185 

437162 AW005505 Hs.5464 thyroid hormone receptor reactivating pr 184 

70 424381 AA285249 Hs.146329 protein kinase Chk2(CHEK2) 3.83 

433023 AW864793 mrombospondtn 1 182 

452571 W31518 Hs.34665 ESTs 181 

421413 AI826128 Hs.55209 ESTs, Weakly simaar to A49364 59 protei 180 

440953 A1683036 Hs.124135 Homo sapiens cDNAFU 13051 fis, clone NT 180 

75 420697 AA827705 Hs.26605 ESTs 3.80 

407275 AI354186 gb^w34h07j(1 NQ CGAPJJ 14 Homo sapiens 180 

422789 AK001113 Hs.120842 hypothetical protein FU10251 180 

411856 H67899 Hs.4190 Homo sapiens cDNA FU23269 fis, dona C 160 

0 . 449529 AI990559 Hs.232033 ESTs 180 

SO 447444 AK000318 Hs.18616 hypothetical protein FU2031 1 178 

444656 AI277924 Hs.145199 ESTs 177 

448674 W31178 Hs.154140 cvary-specific acidic protein 177 

415829 AW450198 Hs.163742 ESTs 176 
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436188 


AKQ01049 


Hs.48712 


hypothetical protein FU 20736 


375 


402178 






C19001998*^i|6453813|reflNP_008926.2l b 


3.75 


418179 


X51630 


Hs.1145 


Wilms tumor 1 


3.75 


423545 


AP000892 


Hs. 129781 


chromosome 21 open reading frame 5 


3.75 


429063 


AW383845 


Hs.322903 


ESTs, Weakly similar to A46010 X-Bnked 


3.75 


437440 


AA846804 




ESTs 


3.75 


427366 


AA885108 


Ks.223805 


TATA box binding protein (TBPJ-assodate 


3.74 


438456 


AA913381 


Hs.20594 


ESTs 


173 


418821 


AA4360O2 


Hs.183161 


ESTs 


3.73 


417918 


AA209205 


Hs.163754 


hypothetical protein FU 12606 


3.73 


415912 


H08359 


Hs.206469 


ESTs, Weakry similar to ALU6.HUMAN ALU S 


3.71 


423020 


AA383092 


Hs.1608 


replication protein A3 (14kD) 


3.70 


409928 


AL137163 


Hs.57549 


hypothetical protein dJ47384 


3.70 


414206 


AWZ76887 


Hs.46509 


ESTs 


3.70 


427761 


AA412205 


Hs.140996 


ESTs 


3.69 


428728 


NMJ>16625 


Hs.191381 


hypothetical protein 


3.68 


452631 


AI168658 


Hs.87496 


ESTs 


3.68 


427719 


AI393122 


Hs.134726 


ESTs 


3.68 


431669 


AA521136 


Hs.190176 


ESTs 


3.67 


429830 


Al 537278 


Hs.225841 


OKFZP4340193 protein 


3.67 


420297 


AI628272 


Hs.88323 


ESTs, Weakly similar to ALU1.HUMAN ALU S 


3.66 


421972 


M18185 


Hs.1454 


gastric inhibitory polypeptide 


3.66 


403433 






NtyJ)01622:Homo sapiens alpha- 2-HS-glycop 


3.65 


456030 


AA136106 


Hs. 184852 


KIAA1 553 protein 


165 


402408 






NM_030920*:Horno sapiens hypothetical pro 


3.65 


452387 


A1680772 


Hs.306094 


trinucleotide repeat containing 12 


3.65 


416608 


R11499 


Hs.189716 


ESTs 


3.65 


417553 


L09190 




trichohyalin 


3.65 


408065 


AW954272 




gb:EST366342 MAGE resequences, MAGC Homo 


3.65 


431077 


AI669133 


Hs, 11 5650 


hypothetical protein FU12810 


3.64 


452461 


N78223 


Hs.108106 


transcription factor 


3.60 


437660 


W31708 


Hs.55304 


ESTs 


3.60 


420552 


AK000492 


Hs.98806 


hypothetical protein 


3.60 


419926 


AW900992 


Hs.93796 


DKFZP586D2223 protein 


3.59 


420161 


AI683069 


Hs.120817 


ESTs 


3.59 


414747 


U30872 


Hs.77204 


centromere protein F (350/400kD, mitosln 


3.59 


449571 


AW016812 


Hs.200266 


ESTs 


3.56 


424727 


AW590378 


Hs.152519 


hypothetical protein FU20S74 


3.55 


441820 


AA969119 


Hs.143502 


ESTs, Weakry similar to envelope protein 


3.55 


423685 


BE350494 


Hs.49753 


uvea) autoantigen with coiled cofl domai 


3.55 


427532 


AA442152 


Hs.104744 


hypothetical protein DKFZp434J0617 


3.55 


437700 


AA766060 


Hs.301209 


myeloid/lymphoid or mked-fineage leukem 


3.55 


438176 


AW138970 


Hs.122113 


ESTs 


3.55 


453062 


AW207538 


Hs.61603 


KIAA1677 


3.55 


447054 


AB002350 


Hs.17262 


K1AA0352 gene product 


3.55 


430056 


X97548 


Hs.228059 


KRAB-associated protein 1 


3.54 


418049 


AA211467 




Homo sapiens. Similar to nuctear tocafiz 


3.54 


434288 


AW189075 


Hs.116265 


fibrilfin3 


3.54 


439176 


A1446444 


Hs.190394 


ESTs, Weakly similar to B28096 line-1 pr 


3.52 


421350 


AW301608 


Hs.2781B8 


ESTs, Moderately similar to 154374 gene 


152 


413943 


AW294416 


Hs.144687 


Homo sapiens cONA FU 12981 fe, done NT 


3.52 


412123 


BE251328 


Hs.73291 


hypothetical protein FU 10881 


151 


430968 


AW972830 




gt>:EST3 84925 MAGE resequences, MAGL Homo 


3.50 


449467 


AW205006 


Hs.197042 


ESTs 


150 


405935 






Target Exon 


3.50 


429782 


NM_005754 


Hs.220689 


Ras-GTP as Deactivating protein SH3-domaoi 


3.50 


411027 


AF072Q99 


Hs.67846 


leukocyte immunoglobultn-ilke receptor, 


150 


412140 


AA219691 


Hs.73625 


RAB6 interacting, kineshv-tDce (rabkines 


3.49 


429183 


AB014604 


Ks.197955 


KIAA0704 protein 


3.49 


428878 


AA436884 


Ks.48926 


ESTs 


3.49 


418203 


X54942 


Hs.83758 


CDC28 protein kinase 2 


3.49 


435068 


H16262 


Hs.31415 


ESTs 


3.48 


442573 


H93366 


Hs.7567 


branched chain aminotransferase 1, cytos 


148 


451065 


AW295132 


Hs.222231 


ESTs, Weakly similar to granule cell mar 


3.48 


419741 


NM_007019 


Ks.93002 


ubiquitin carrier protein E2-C 


148 


406542 






C1900OT 28^1 2585552Jsp|Q9Y2Q1 IZ257_HU 


147 


422406 


AF025441 


Hs.1 16206 


Opa-interacting protein 5 


146 


402099 






ENSP0GQ0021 772y:Laminin alpha- 1 chain p 


3.45 


418826 


AK00O375 


Hs.88820 


HDCWC28P protein 


3.45 


424513 


BE385864 


Hs.1 49894 


^y^op^o^j^gl translaSonal initiation f 


3.45 


427617 


D42063 


Hs.199179 


RAN binding protein 2 


145 


428361 


KM.015305 


Hs.183858 


transcriptional intermediary factor 1 


3.45 


400268 






NM_003292:Homo sapiens translocated prom 


145 


443596 


AW026048 


Hs.134124 


ESTs 


145 


442875 


BE623003 


Hs.23625 


Homo sapiens done TCCCTA00142 mRNA sequ 


145 


416031 


T30290 


Hs.107515 


ESTs, Weakly similar to T00329 hypothefl 


145 


435244 


M77221 


Hs.187824 


ESTs 


145 


423354 


AB011130 


Hs.127436 


caldum channel, voltage-dependent, atph 


145 


453785 


A1368238 


HsJ83732 


ESTs, Moderately similar to ALU 1 .HUMAN A 


145 


420686 


Al 950339 


Hs.40782 


ESTs 


3.44 


429467 


NM_004477 


Hs.203772 


FSHD region gene 1 


143 


448769 


N66037 


Hs.38173 


ESTs 


143 


423453 


AW450737 


Hs.128791 


CGW9 protein 


141 
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417705 


AW134952 


Hs.1 75220 


hypothetical protein FU 14541 


141 




410252 


AW821182 


Hs.61418 


mio odbriflar-associstsd protein 1 


141 




404068 






Target Exon 


3.40 


5 


401644 






Target Exon 


3.40 


422364 


AF067800 


Hs.1 15515 


C-type (catewm dependent, carbohydrate- 


3.40 




452907 


BE256966 
AI623693 


Hs.31652 


ESTs, Moderately similar to 154374 gene 


3.40 




420281 


Hs.323494 


Predicted cafion efflux pump 


139 




452404 


AW450675 


Hs.212709 


ESTs 


139 


10 


452256 


AK000933 


Hs.28661 


Homo sapiens cDNA FL) 10071 Hs. done HE 


139 


420892 


AW975076 


Hs.1 72589 


nuclear phosphoprotetn simitar to S. cer 


139 




440606 


AI828751 


Hs.158084 


ESTs, Weakly simBar to 138022 hypotheG 


138 




425474 


Z48054 


peroxisome receptor 1 


137 




429714 


BE561801 


Hs.2484 


T-ceD leukenuatyrnphoma 1A 


137 


15 


446214 


AK001322 


Hs.14347 


hypothetical protein FIJI 0460 


3.36 


434808 


AF155108 


Hs.256150 


Homo saoiens. Similar to RiKEN cONA 2810 


3.36 




448789 


BE539108 


Hs^2051 


hypothetical protein MGC15548 


3.36 




421633 


AF121860 


Hs.106260 


sorting nexin 10 


136 




438192 


A1859065 


Hs.293807 


Homo sapiens AFG3L1 isoform 1 mRNA. part 


136 


20 


436511 


AA721252 


Hs.291502 


ESTs 


3.35 


402680 






Target Exon 


3.35 




414598 


AI094221 


Hs.135150 


rung type-t cell membrane-associated gty 


3!35 




449477 


A! 652602 


Hs.197043 


ESTs 


135 




413686 


AI469213 


Hs.71404 


ESTs 


3.35 


25 


401091 






decay accelerating factor for complement 


135 


418295 


AW970043 


Hs.238039 


hypothetical protein FLJ11090 


135 




433220 


AI076192 


Ks.131933 


ESTs 


3.34 




453200 


AA033832 


Hs.212433 


ESTs 


133 




427239 


BE270447 




ubiquitin earner protein 


3.33 


30 


418355 


142563 


Hs.1165 


ATPase, H? transporting, nongastric, sip 


133 


421535 


AB002359 


Hs.105478 


phcsphorirjosylforrnylglyclnamidine syntha 


3.31 




441243 


A1767056 


Hs.193002 


ESTs 


3.30 




440716 


AW105245 


Hs. 146509 


ESTs 


3.30 




400587 






C10000649*:gi|7296574{gbIAAF51857.1| (AE 


3.30 


35 


401148 






Target Exon 


3.30 


411752 


AW236047 


Hs.126497 


ESTs 


130 




433252 


AB040957 


Hs.151343 


KIAA1524 protein 


3.30 




434008 


AA740878 


Hs.1 12982 


ESTs 


3.30 




444665 


BE613126 


Hs.47783 


B aggressive lymphoma gene 


130 


40 


458067 


AA393603 


Hs.36752 


protein kinase anchoring protein GKAP42 


130 


410340 


AW182833 


Hs.1 12188 


hypothetical protein FU13149 


129 




452761 


BE244742 


Hs.30532 


CQ-77 protein 


129 




451418 


BE387790 


Hs.26369 


hypothetical protein FU20287 


129 




429323 


NM_001649 


Hs.2391 


apical protein, Xenopus laevis-like 


128 


45 


432809 


AA565509 


Hs.131703 


ESTs 


3.27 


449426 


T92251 


Hs.198882 


ESTs 


127 




425174 


D87450 


Hs.1 54978 


K1AA0261 protein 


125 




435159 


AA668879 


Hs.1 16649 


ESTs 


125 




446597 


AK001334 


Hs.1 5470 


putative ring zinc linger protein NY-REN 


125 


50 


411554 


W22895 


Hs.112360 


pronrdnin {mouse)-5ka 1 


125 


447555 


AI391662 


Hs.1 60963 


Homo saoiens. done MGC:1?31fl mRNA. con 


125 




426931 


NM1003416 


Hs.2076 


zinc finger protein 7 (KOX 4, done HF.1 


125 




445093 


A1207197 




ESTs 


3.25 




410275 


U85658 


Hs.61796 


transcription factor AP-2 gamma (acfivat 


3.24 


55 


424568 


AF005418 


Hs.1 50595 


cytochrome P450, subfamily XXvTA, pctype 


124 


453293 


AA382267 


Hs.10653 


ESTs 


124 




421654 


AW163267 


Hs.106469 


suppressor of varl (S.cerevlsiae) 3*like 


123 




430552 


AA176374 


Hs.243886 


nuclear autoantigenic sperm protein (his 


122 




411975 


AI916058 


Hs.144583 


ESTs 


3.22 


60 


448140 


AF146761 


Hs.20450 


BCM-Eke membrane protein precursor 


3.22 


403432 


AJ278111 
AA504595 




NM w 001622:Homo sapiens etpha-2-HS-gtycop 


121 




436515 
456505 


Hs.195292 


putafive tumor antigen 
ESTs 


121 
121 




427668 


AA298760 


Hs.180191 


hypothetical protein FU14904 


121 


65 


452794 


A1192444 


Hs.25892 


ESTs, Weakly similar to 137356 epitheGa 


120 


427314 


AB033024 


Hs.175475 


K1AA1 198 protein 


120 




424051 


AL1 10203 


Hs.138411 


Homo sapiens mRNA; cDNA OKFZp586J 1922 (f 


120 




452028 


AK001859 


Hs.27595 


hypothetical protein FU21142 


120 




421002 


AF116030 


Ks.100932 


transcription factor 17 


120 


70 


422225 


BE245652 


Hs.1 18281 


zinc finger protein 266 


120 


437549 


AA759149 


Hs.128757 


gb:ah70e0ls1 Soares_tes6s_NHT Homo sap 


120 




418524 


AA300576 


Hs.85769 


acidic 82 kDa protein mRNA 


120 




427642 


R40761 


Hs.9834 


ESTs 


120 




442765 


BE567353 


Hs.99480 


ESTs 


120 


75 


410048 


W76467 


Hs.343874 


proline oxidase homolog 


120 


412008 


NMJI01841 


Hs.73037 


cannabinokJ receptor 2 (macrophage} 


120 




423675 


AI990509 


Hs.131342 


small inducible cytokine subfamily A (Cy 


120 




453895 


AA039843 


Hs.61948 


Homo sapiens, dene MGC: 16466, mRNA, com 


12) 




424144 


AA454033 


Hs.41644 


AKAP-associated sperm protein 


119 


80 


428612 


AA770001 




ESTs 


119 


422805 


AA436989 


Hs.121017 


H2A hlstone famfly. member A 


119 




444371 


BE54Q274 


Hs.239 


forkheadboxMI 


3.18 




427528 


AU077143 


Hs.179565 


minichrarnosome maintenance deficient (S. 


117 




451684 


AF216751 


Hs.26813 


CDA14 


117 
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452031 
451230 
416000 
444823 
446528 
430388 
447801 
424188 
436941 
400592 
437642 
450405 
414161 
440129 
438538 
441013 
450431 
423755 
434769 
449523 
410704 
412673 
420507 
423419 
428925 
426108 
439398 
449138 
441795 
456053 
403610 
421281 
429274 
438243 
424800 
429469 
416443 
421230 
427906 
414706 
441703 
445679 
434456 
433228 
419335 
415227 
421184 
438869 
422726 
429302 
416975 
433914 
411365 
435726 



427953 
433612 
421305 
446048 
434776 
414132 
430491 
433493 
452606 
453416 



AA741314 
BE546208 
R82342 



AU076640 
AA356923 



AW954552 
AA860383 

AL079309 

AI694913 

M136106 

AA865818 

AA832203 

AI125252 

AW136797 

AB037735 

AA648884 

NM_000579 

BE076754 

AL042957 

AF093408 

R55336 

AW242474 

AA622037 

AA284267 

AW294215 

N58115 

S57498 

A1299139 
A1379772 
A1581311 
AL035588 
M64590 



AW958439 

AA864330 

AW340125 

AW390054 

AI343868 

AW452621 

F28212 

AW960146 

AW821113 

NM_003616 

AFO75009 

U11690 

AU076674 

NWL004131 

AF108138 

M76477 

BE535787 

AA748850 

NM.002692 

AA417944 

AF078164 

8E397354 

BE281291 

AA648988 

AI801235 

AL109791 

AA594915 

N45202 

NM_003037 



HS.8S5 

Hs^6090 

Hs.79856 

Hs.12045 

Hs.15243 

Hs^40770 

HS270247 

Hs.142634 

Hi292791 



Hs.279537 
Hs.1 64852 

Hs^91955 
Hs.126419 
K*266041 
Hs.132560 
Hs.134278 
Hs.54443 

Ks.31845 

Hs.98397 

Hs£S539 

Hs.98960 

Hs.166468 

Hs.221504 

Hs.195631 

Hs.21137 

Hs.76252 

Hs.17517 
Hs.99206 

Hs.153203 

Hs^7 

Hs.194225 

Hs.105633 

Hs.166520 

Hs.76989 

Hs.192843 

Hs.301059 

Hs.1 16832 

Hs.14953 

Hs.284137 

Hs.72402 

Hs.102456 

Hs.1572 

Hs.198899 

Hs.1051 

Hs.112160 

Hs.289082 

Hs.113170 

Hs.125830 

Hs.99185 

Hs.44331 

KS.611B8 

Hs.324830 

Hs.170408 

Hs.48480 

Hs.241559 

Hs.155087 

Hs.90012 

Hs.32970 



RAP1A, member d RAS oncogene famty 


3.17 


hypolhefical protein FU20272 


3.16 


ESTs. Weakly similar to S65657 atpha-1C- 


116 


putative protein 


115 


nucleolar protein 1 (120KO) 


115 


nudear cap binding protein suM 2, 2 


115 


Homo sapiens cONARJ 11 977 fis. done HE 


115 


zinc Tinger protein 


115 


ESTs 


115 


Target Exon 


115 


gb:Homo sapiens mRNA full length insert 


115 


ESTs 


115 


K1AA1553 protein 


115 


ESTs, Weakly similar to S71886 Sta2Wik 


114 


ESTs 


114 


ESTs 


114 


ESTs 


114 


hypothetical protein FU10312 


113 


Homo sapiens cONA RJ 12676 fis, clone NT 


113 


chemoWne (C-C motif) receptor 5 


112 


gb£M1-8T0601-180200.121-b10BT0601 Homo 


112 


ESTs 


111 


A kinase. (PRKA) anchor protein 3 


111 


ESTs 


111 


ESTs 


111 


programmed ceil death 5 


110 


ESTs 


110 


ESTs 


3.10 


AO024 protein 


110 


enootheBn receptor type A 


110 


C3001199:giI7494834|pir({T15308hypolhet 


110 


ESTs 


110 


ESTs 


110 


ESTs 


110 


MyoD family inhibitor 


3.09 


glycine dehydrogenase (decartxoyiating; 


108 


ESTs 


108 


ESTs 


107 


ESTs 


107 


KlAA0097gene product 


3.06 


leucine zipper protein FKSG1 4 


3.06 


hypothetical protein FU12488 


106 


ESTs 


3.05 


KIAA1491 protein 


105 


hypothetical protein FU 12888 


105 


ESTs 


3.05 


survival of motor neuron protein interac 


105 


gb:Komo sapiens full length insert cDNA 


3.05 


taciogenita) dysplasia (Aarskog-Scctt sy 


3.04 


eukaryotic translation initiation factor 


104 


granzyme B (granzyme 2, cytotoxic T-tymp 


3.04 


Homo sapiens DNA hefcase homolog (PIF1) 


3.04 


GM2 gangtioside activator protein 


3.04 


ESTs 


103 


bladder cancer overexpressed protein 


103 


polymerase (DNA directed), epsBon 2 


102 


ESTs 


101 


Homo sapiens Ku70-binding protein (KUB3) 


101 


diptheria toxin resistance protein reqiri 


3.00 


ESTs, Moderately similar to A47582 Bcel 


3.00 


gb:ns41f11.s1 NCLCGAP.GCB1 Homo sapiens 


3.00 


ESTs 


100 


Homo sapiens mRNA full length insert cON 


100 


ESTs 


3.00 


hypothetical protein FU 23441 


100 


signaling lymphocytic activation motecul 


100 



TABLE 53B 

Pkeyr Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

432666 144.7 AA558585 AA5S5499 AJ360576 AW204069 AA991648 AA864939 

423458 30480,1 B(»18070BG7a2493Al204212AM60929AA993$OSBF9266^ BG214539 

BG21 5094 BG198867 BG 196332 BG208220 8G212418 
430676 6C836_2 BG433950BE061583 T05808 BE144813 AW312038BE144812 AW812040 AW812041 AU124350 BE06 1 602 BE06 1604 BF922595 BEOS 1603 

AI352469BE061601 BJ062752AW818206BF887722 
422B28 227063.1 BE671981 BE503379 AI655440 A1337054 AI288920 AI242370 AI8251 82 AA758Q81 BF855141 BF091068 

418477 417^1 BC022538 A1990S47 BF478249 BG217996 BG212702 BG182057 AW589883 BF000085 AA993969 BG479023 BG220014 BG679466 BE907092 

A1623855 AA223956 AA223917 AW022983 AW090580 AW573219 BF514491 BF445397 AA884705 AJ910424 
443068 18695J7 AV752763 A10321 42 N30308 N221 81 H95390 AW675632 
436812 659779.1 AW978773 AW2S8087 AA810101 AW194180 AA731645 AI690673 

625 
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436839 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



440968 

427486 
421974 
435514 
434609 
414136 



415684 
437421 
439780 
453160 



417886 
412537 



440801 
436909 
429228 



409517 



442562 



451105 
424281 
430183 

427298 
444386 
414725 



418768 
409268 
415989 

433979 
420216 

418866 
449687 



413646 
437834 

454679 
440840 



433023 
437440 



1000797J 
874209.1 
518029.1 

684159J 
864120.1 
132288.1 
14739.1 
30243.1 



16695 18 
978554.1 
49082.1 
6028.5 



1031334J 
14066J 



2635916 1 
596835.1 
215430 1 



451050 11847.4 



418235 
418378 
450375 



427521 51321*_1 AW973352BF222929AW016853BF059130AI651829BE551767 AA558414AI339359 8F059601 AJ961162AI341422AI206248AI206165 
AA548736 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 
AA764852M736937 
AW954733 AA315006 AW856665 

A19640O1 AI634418 AW236545 AI824860 BF223710 AW1 39686 AI672051 A1555566 AW025712 N36327 BF222B76 N34083 AA911045 N40303 
AW835451 

BF51 071 5 BE673055 BE4541 1 1 AW590620 A1637939 AA404324 AW236441 A1650952 BF056796 AA974433 
AA301270 AA301 379 AA301 366 
AA683355 AW592804 Al 1 50287 
AF147390 R76593 R76594 

AJ420453 AL526740 AW968449 AA4591 40 AA843893 AI566516 AW971 760 AA430089 AI75321 6 AA854268 AA743075 A1864957 AA458920 
A1566634 AA21 1796 BG61 5512 BE169275 BF983253 BF969462 AA766261 A1769894 AA1 35833 AI831542 N63376 AA214392 AIM 54486 
AW605017 AW450072 AA446459 BE881875 AI061423 AA598549 AW439151 AA426273 Z40087 AA812434 AA135965 H04812 
BF666746 D59356 BG67831 2 N56640 AA166861 
AA917062 AA757369 AW592218 
A1109688 R23665 R26578 

BC009612 NML003S26 BI597616 AV761592 AV760377 AL601008 BI604131 BE645918 86187760 BG181525 BG210634 BG192999 AI263307 
AA344186 AW952966 AA033609 AA037562 AA722183 R79452 H70775 BF674991 BE769437 BG007856 AA037483 AW572535 A1143991 
AA084581 AA033610AV742510AV735788 R08336 
AA210987 057294 AA214584 AA2070C6 DS6572 

AK025201 AA425472 AI694282 BG057305 AA907787AI2861 70 A1684577AJ420494AI809865BF058095 AI478773 All 60445 AL044114 
AW665529AI129239AW297152A!268215A)469807A19693538E552356 K66509AA736741 AA382555 AW075811 AV7591B8 BI259364 
BF445142BG232065A1141758AI631202AI167566AI208445AA889823BF982682 N90322 BI090882BF208005AW953918AL044113A1016793 
AA382556AW235763AA927051A1862075 8E886691 BE619282 
AA906366 AA938956 AI910938 

AW102570 AA907150 AA907120 AA737188 AI248890 AW977353 

BG676155 BM009591 AI479075 AI025794 AI017967 AA448270 BE466812 AA853422 A1392649 BG952034 AA513384 BF840124 BE714620 
AW969605AI553633 

BM453041 AA760783BE218582AI340046AW166131 BF51 5854 A1630296 AA461 307 AI090881 AW023059AA1 55797 AA11 5486 AL597396 
AW889004 AW937420 AA137082 AA013374 BG619478 BG401839 
17.1 BE072634 BE072653 AA830615 AA214736 AA331718 
1227421.1 AA218925 AW962081 AA354237 

16559.3 BG570706 BG572749 AW606284 H04021 AA151 166 AW954405 AA131254 BG056461 W46291 H01532 H04384 H03231 AA852876 H04410 
H59605BE157601AA113758 

4537 J NIWL000363 X54163 M64247 AI2657B1 AI760600 AI367238 BE140258 AW207185 AI657074 C03333 AI19391 1 C05024 C03193 A195021 5 C05070 

C0S613 W17389 C05351 AA311399 C04180 C04896 C05502 C05482 C04455 C04543 C04558 C04551 C031 14 C03103 AI369979 AI652255 
T12391 T12073 W19390 C02994 C02730 C04434 W07136 R57607 C03339 
39593 J AK056685 BG399272 M187835 BF821 903 AV660550 AV660556 AV660502 BG564397 BE379584 BF446961 AI653056 AW973709 A1653173 
BG054997 AI266043 BI054879 AI656750 AI492830 AW021 142 AI4721 84 AW170055 AI082443 A1167921 D59940 BI492088 H74180 AW1 30886 
Al348677AI278S77M761517Al698203M115535A!264790AVV205O74AA860452AA5^ 
AW242249 AA525421 R3421 1 R34328 BF248064 BF241437 BF572759 BF218832 
1145037.1 BI015205AI761324AW880937AW880941 
892055.1 AA338252AA338213 

1731 6.1 AK055746 AA039909 8E183282 W60721 AA464867 AA398986 T67280 BF995651 AI675065 BGO01051 BF764727 BF766707 8F764717 BF764852 

BF173139 BE010038 
1 15241.1 AA933717 BF061697 AW628327 AA641788 AA400495 
1490237.1 BE055183 AI144398 BE065367 BF377924 

19377.1 NM.058166 AF220030 AL043894AW974257AA625445AU1 53502 A1650537 AW612116 AI672377 AW772451 BE892241 BE501 740 AA71 8936 
A1650276 A1654206 BE503226 AI651327 AW873562 AW271269 A 

AW052076 AI470776 AA588100 AW235852 AA769791 A1701 653 AK027664 AI984770 AU 153469 BE222316 AA609539 BE220093 AA6091 12 
61054316 

433641 35983.1 AF080229 AF080232 U87593 U87592 U87591 U87590 A1636743 AI633B18 AW206802 AI583718 AF080231 AF080234 AF080233 AL535594 
A181 8326 AF080230 S46404 AI970376 AA463992 AW665466 BF512210 U87595 U87589 BE550633 A1672574 BE467547 AI680833 AW614951 
N29986 N25695 H69001 U87596 BE673974 AI797495 AI701526 AA703396 AW139734 H92278 N6604B BE219539 BE671 665 AI62481 7 BE46661 1 
AI206344AA574397BF593413BG231271 BF773517 U87594BF062180BE466420AI887798 BF674385 AA204735 AW496808 AA204833 
AA207155 BI004756 AA206262 A1385204 H77608 AW59051 1 
T39328T39310 T39303 T39284 

BE893356 AA625304 A1765607 AI624B98 R76060 AA0696S1 BG998885 R35783 BFC85499 AA428755 AI245055 
BC013389 BC017398 AI023543 AA191424 A1267700 AI469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF90998Q BF095153 
BG285837 AJ720344 BF541715 AA355086 AA172236 
N50454AA620999T16375 

AW958037 R42557 AI337047 AA948360 AI638005 AA459950 AJ624915 A1638047 AI467856 AI521826 AA86O305 AI932315 AW003092 AW271756 
AW779380 AA609879 AIS34791 AI493770 AI5B5211 Z41145AI627952 AA303734 BE349457 AW1 96765 AA256527 BE089727 
T65754 AA229658 AA229857 

AK056550 AK056356 AI928212 AI742073 AW300558 BG058755 AA058343 A1554842 AW207438 BF509981 BF444954 AW026234 AI620104 
AA973460 A1370934 N6306B AA493129 AW590888 AI682952 AI167202 AA631 394 AI42191 5 AI222883 BF477519 AI208777 AA765849 AI675076 
A1370922 AI339579 AA486224 AA453524 AW771805 AI492842 H54679 AA961022 AW023555 H06192 AA910222 AI660021 AJ032525 AI375480 
A1351860 AI032919 AA833599 BG057928 AA553913 AW235737 AA002124 AA913536 F04607 Al 867699 AA648100 BE091446 AA486378 
BE002022 H84627 B1059837 BF917659 BF917100 BF917043 BF917104 BF916878 BG290981 AW954251 AA757126 H1 1545 AA353384 N48448 
AA379845 AA0O4943 AA379928 AA002123 BM4701 1 8 AL598847 AL598830 BG899239 R57470 BF9391 79 A1650642 A1758851 BF352505 W68422 
W35297 H1 1435 AA937499 AI783996 R1 2500 A1819557 N39093 Z41 619 H22849 AA004942 R09436 R02403 T90942 T85823 
BG029683 AI248120 BI85O480 AW779829 N22494 
BE155042 BE155040 BE154987 BE155012 

BG 1 1 01 29 AW749287 8E535498 AW749299 AW749293 AW749302 AW749298 AW749291 AW749294 AW749289 AW749288 AW749296 
AA769294 AW749297 AW749295 AW749292 BE002573 
AW813110 BF771370BF771371 AW813113 AW003381 

BI862319AA204955BF240507 BG212143 AW205739 BI760647 BM129481 BI760482AW300025AI288591 AW236114 AI302852 AI038548 
A1797207 AA534496 BG188194 AA921877 BG191846 BG182959 BE620243 BF217428 BC009514 BM463015 A1529077 BM051874 BG773269 
BM314351 BM3146S0 AW629666 AA3 16207 A1623431 AA504153AA314700BG1 95449 BG614101 
3970.8 BE999967 BF438599 AW864793 A1802899 BE815132 AW468888 AI672189 AI052004 BF1 12024 AA772335 AW275054 AA573845 AI1 44148 

AI968683 AA846676 AA927355 H80424 AW973295 R88209 F29868 BE928S7 1 
2497201.1 AA846804 AA757581 AI050950 A1092024 AA838807 



2293204 1 
109625 1 
10194.1 

2076469 1 
191547.1 

245947.1 
25369.2 



381678 1 

1525656.1 

294580.1 

174325.1 
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417553 258857J AL545411 A1095369 BF431750 Al 13094 6 W60065 W80653 AA258580 W73279 W76156 W80S62 AW058858 AJ204699 W601 15 N55751 N30878 

AJ769345 R71250 AI363766 R22777 R17009 R27885 R28243 
408065 101881J BI603077 AW954272 BI598724 AI003154 AA059300AA046911 BI659907 BI5009G6 BI669987 

418049 12052.4 AJ31 4647 NM.052888 BJ494693 AA835065 AI634477 AI336678 Al 807696 BF477887 AI701147 Z39187 R38979 F02234 AA984711 B1222234 

AV731417 R42406 H04996 T98498 R12489 R12577 R42405 
430968 1237115J AW972830 AA489820 AA527647 AA570362 

400268 840.4 U69668 AA448366 X53105 BC016514 BE694435 A1655840 AW235355 BG427984 AA612862 AA448223 BM145813 BM194565 AI870824 BE973573 

BM148408 AA448232 AA454176 AA740959 AA884391 AA808545 AW070759 BM144223 N75518 BE542983 BE241942 Al 124022 AA761 687 
BF908518 BF907890 R1 1490 AL536642 BF109180 AA953881 AI783716 BE622908 A1621005 AW148784 AI690114 AW275000 AI765790 BF222859 
AW167268 AJ 990460 AW300443 AA779660 A3 620568 BF1 1 5024 BE5O4703 AW628332 AI922851 BE006636 AU158376 Al 1 68279 AA80991 6 
A1469757 AA830828 AA830388 N64324 AKM9683 AA970275 BF477364 BG261301 AA326388 AU1 50565 AU1 58374 AA687967 N58510 AI650450 
AL549572 BF349280 BF349269 BM463016 AW836798 AL120958 AW836891 AW385525 BE175733 BE175727 BE175723 BF092430 BI061782 
AU135358BE175731 BE175754BE175756BE841747BF798384AU1 28251 BF095246BG223262AW847833AL§36643AW366516AW391532 
BE934857 BF925057 AW438446 R86246 AW1 79270 BEC87782 B1832144 

440606 10075J B0017350 BC021031 AI220219 A1828751 AW134498 BE139642 AA894554 AI278594 AV747315 BE561749 BI085B90 T801 17 HS9682 N70904 
AV741999H70098 

427239 20459.2 AL532360 BE794750 AA582906 AI01 5067 AW271034 B627163B AW075177 AW071374 AI345565 AI307208 BE138953 BE049086 AI334881 
AW0750O6 AW075181 AA464019 AW302733 AW075100 AW073433 AJ802854 AJ334909 AJ802853 AJ345036 AI348921 A1340734 AI307478 
AI251289 AW302327 AW072520 AI312145 AW073656 AW072513 AW071289 A1307559 AA876186 T29587 A1307493 A1255068 AI252868 AI252839 
AW074809 A1252926 AI252160 A1251662 A1251262 A1610913 AI270787 AI270156 AI252075 AW073469 AW072901 AW072496 AW071420 
AI305762 AI254764 AI802837 AI251264 AW073049 AW07131 1 AI340543 BE138965 BE138502 AW073456 AI334733 AI054335 BE139260 
A1054302 AI054060 AI054057 AI053722 AJ289711 BE139228 AW470478 AW271039 AW302085 BE041872 A1254494 AJ271496 A1252427 
BF718773 BF71 8645 AW074666 BE857822 

445093 175963J AI207197 BF773544 AW196462 

456505 15472.2 BC017965AW969075AA279982AA504511 A1219979 AA504595 AJ245579AA278181 BG485019 BI049312 

428612 1383189.1 AA770001 AA431112AA432126 

437642 77594.1 . AL0793O9 AA281819 

440129 2607882.1 A1732997 AA977633 AA855818 

410704 1054673.1 AW877458 AW877524 BE076922 BE166912 AW840534 BE076754 AW797829 BE166905 BE166926 AW877462 BE166927 BE166932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE166861 BE166B66 BE166913 BE166919 AW877456 AW877537 BE076866 
AW840571 

438243 2532601J AJ581311 AA781682AA781678 
438869 52134.1 AF075009 R63109 R63068 
434776 118129.1 AW974599AA648988 R98760 



TABLE 53C 

Pkey: Unique number corresponding to an Eos probes el 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. "Dunham, et al.' refers to the publication entitled "The DNA sequence of 

human chromosome 22" Dunham, et aL (1999) Nature 402:469-495. 
Strand: Indicates DMA strand from which axons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


406547 


7711513 


Minus 


172780-174358 


404996 


6007890 


Plus 


3799^38145,38652-38998,39727-39872,4055 


402199 


8576116 


Minus 


84187-84744 


402145 


8018280 


Pius 


113086-114800 


401B37 


7630990 


Minus 


120993-121095,121660-121729 


403780 


8076989 


Plus 


93160-93409 


402299 


6693370 


Plus 


23367-25175 


401435 


8217934 


Minus 


54508-55233 


401464 


6682291 


Minus 


170688-170834 


402098 


8117697 


Minus 


44186-44330 


404287 


2326514 


Plus 


53134-53281 


406367 


9256126 


Minus 


58313-58489 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579-937123394 


402178 


6575912 


Plus 


391138-391711 


403433 


9719611 


Minus 


72225-72437 


402408 


9796239 


Minus 


110326-110491 


405935 


6758795 


Minus 


163112-163652 


406542 


7711499 


Plus 


117335-118473 


402099 


8117697 


Plus 


121553-121742,123265-123423 


404068 


3168521 


Minus 


18123-18766 


401644 


8578138 


Plus 


82655-83959 


402680 


8113438 


PiUS 


137634-137768,139702-139893.140475.14059 


401091 


9958240 


Pius 


94760-94898 


400587 


98876% 


Plus 


25435-25588,25668-25747 


401148 


2547238 


Minus 


22521-23053 


403432 


9719611 


Minus 


68204-68392 


400592 


8887642 


Minus 


24642-24815 


403610 


8308266 


Plus 


157705-157860 



TABLE 54A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene Me 

R1: Ratio of normal tesfi to normal adult fissues 

R2: Rafio of "average' normal test) to "average* testicular cancer 

Pkey ExAccn UnigenelD Unigene Title R1 R2 
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401979 
421825 
408493 
441728 
452215 
415211 
418677 
449108 
420437 
435632 
418409 
406409 
427060 
427310 
427166 
427178 
410694 
424310 
427441 
438057 
422183 
427293 
444963 
428608 
453178 
428618 
401741 
422086 
426604 
442373 
427455 
437248 



427297 
422358 
451610 
410630 
426677 
437558 
423088 
426476 
421952 
429877 
413114 
412026 
411B44 



426599 
426683 



427836 
407721 
430822 
434150 
422789 
422116 
433724 
410187 
419584 
458182 
418665 
426646 
420349 
428624 
420710 
434317 
443432 
425709 
426670 
408613 
452235 
434133 
427294 
427262 
429851 
406378 
425865 
428665 
439379 
427520 
458940 
426620 
429516 



AA298758 

BE206854 

AI797395 

AK002043 

R64730. 

S63308 

AI140683 

AA992768 

AA724299 

AA219332 

AW378993 

AI613480 

AA431576 

AA398866 

AL137538 

AA338648 

AM12605 

AW294544 

AA431698 

AA705799 

AI916973 

A1699329 

AA496086 

AA885360 

AW182930 

H53354 

AI377758 

AF173081 

AW449340 

AA444162 

AW292593 

AL133030 

AW1 18604 

BE044562 



AI126471 

NWL006687 

NM_003296 

AA300900 

W37337 

AI825838 

AA383618 

A1807681 

AA974253 

AW183574 

AI073430 

AA393442 

AA416642 

Y12735 

AJ005371 

BE047007 

AK001113 

H64205 

AI827749 

AA8S0341 

AF053356 

AI147996 

T19204 

AA382787 

NMJH6611 

AI125222 

NM.007009 

AI674095 

AI056863 

AA383076 

AA383047 

AW242086 

AL039743 

A1655275 

AA412594 

AA448509 

AA459835 

AA393491 

NM-017481 

AA835002 

BE467881 

BE149824 

AW450252 

AI653299 





C17000767gi|1 1990770IeinbjCAC19651,1| (A 


m08 


43.3 


Hs.183747 


ESTs, Moderately similar to CALB.HUMAN C 


10.35 


36.8 


Hs.46039 


phosphoglycerats mutase 2 (muscle) 


5.74 


32.0 


Hs.169797 


Homo sapiens BOUUE (BOULE) mRNA, complet 


10.54 


24.5 


Hs.28472 


hypothetical protein FU11181 


4.86 


22.0 


Hs.155986 


OEAO/H (Asp-G!u-Ala-Asp/His) box polypep 


6.93 


19.8 


Hs.87224 


SRY (sex delerrnining region Y>box 5 


4.94 


1&5 


Hs.98328 


hypothetical protein MGC13040 


7.94 


17,5 


Hs.97633 


A kinase (PRKA) anchor protein 4 


.16.75 


15.6 


Hs.304020 


ESTs. Weakly similar to CRTC.HUMAN CALRE 


6.51 


14.9 


Hs.120869 


ESTs. Weakty simaar to R107JWMAN H-REV 


4.96 


14.6 




Target Exon 


3.98 


14.3 


Hs.90286 


ESTs 


3.56 


142 


Hs.47152 


tekUn 3 


4.50 


14.0 


Hs.99154 


ESTs 


4.28 


13.9 


Hs.97542 


Homo sapiens testis-devetopment related 


10.19 


13.7 


Hs.65500 


Homo sapiens mRNA; cDNA OKFZp434N2019 (f 


5,76 


13.4 


Hs.50334 


testes devebpmenketated NYD-SP22 


5.24 


13.3 


Hs.343879 


SPArW family, rnemberC 


10.45 


12.6 


Hs.125785 


ESTs, Weakly similar to CORB MOUSE CORNI 


18.57 


12.3 


Hs.112794 


Human DNA sequence from clone 1068E13 on 


5.18 


12.3 


Hs.183714 


ESTs 


10.79 


12.1 


Hs.213603 


ESTs 


3.18 


12.1 


Hs.99168 


ESTs, Weakly similar to AF1 32972 1 CQ-3 


15.40 


11.8 


Hs.61648 


ESTs 


4.13 


11.8 




Target CAT 


7.53 


11.5 




Target Exon 


10.41 


11.5 


Hs25Q182 


ESTs 


4.39 


10.7 


Hs.97141 


ESTs. Weakly similar to hypothetical pro 


7.04 


10.6 


Hs.164799 


testes devebpmentrelated NYT>SP17 


8.23 


10.3 


Hs.178215 


Vertebrate UN7 homolog 1, Tax Interact! 


3.03 


10.1 


Hs.93090 


ESTs 


9.06 


10.1 


Hs.99344 


hypothetical protein PRTT>NY3 


168 


10.0 


Hs.334907 


Homo sapiens, clone MGC: 17333, mRNA, com 


9.70 


9.8 


Hs.1 15429 


Homo sapiens mRNA for K1AA1 666 protein, 


11.85 


9.7 


Hs.207126 


ESTs 


5.63 


9.7 


Hs.266847 


ESTs, Weakly similar to K1AA1 21 4 protein 


4.38 


9.5 


Hs.97165 


ESTs 


6.58 


9.3 


Hs.1 241 12 


ESTs. Moderately similar to HSJ2JWMAN D 


4.47 


9.2 


Hs.1 23530 


8cMce7A 


15.07 


8.9 


Hs.2042 


testis specific protein 1 {probe H4-1 p3 


18.55 


8.9 


Hs.98849 


dynein Gght chain 2B (DNLC2B) 


13.93 


8.8 


Hs.103014 


ESTs 


6.97 


8.7 


Hs.75206 


protein phosphatase 3 (formerly 28), cat 


3.78 


8.6 


Hs.73073 


tes&s-specific ankyrin motif containing 


22.03 


8.5 


Hs.144658 


ESTs, Weakly similar to T17257 hypotheti 


7.34 


as 


Hs.120319 


Homo sapiens autoimmune mferfility-reia 


4.16 


8.2 




ESTs 


6.29 


8.1 


Hs.146775 


ESTs, Weakly similar to T30993 hypolheli 


10.89 


8.0 




ESTs , 


5.06 


8.0 


Hs.1 16176 


ESTs 


4.79 


8.0 


Hs^8018 


duaJ-sperifkaty tyrosine-(Y)-phosphoryt 


5.11 


7.9 


Hs.248017 


glyceraldehyde-3-phosphale dehydrogenase 


21.26 


7.6 


Hs.1 16116 


testis specific, 10 


4.85 


7.6 


Hs.120842 


hypothetical protein FU 10251 


10.29 


7.5 


Hs.1 11850 


mitochondrial capsule selenoprotein 


&12 


7.5 


Hs.144924 


serine/threonine protein kinase SSTK 


2124 


7.4 


Hs.104680 


ESTs 


3.03 


7.4 


Hs.283764 


F-box only protein 24 


6.43 


7.4 


Hs.155833 


ESTs, Weakly similar to spficeosomal pro 


9.90 


7.3 


Hs.195585 


ESTs 


7.14 


7.3 


Hs.122713 


ESTs 


7.03 


7.3 


Hs.97174 


potassium inwardly-rectifying channel, s 


14.90 


7.3 


Hs.98712 


hypothetical protein DKFZp434H0311 


3.71 


7.1 


Hs.99875 


zona peltucida binding protein 


20.78 


7.1 




ESTs 


3.98 


7.1 


Ks.333871 


ESTs 


3.46 


7.0 


Hs.159274 


outer dense fibre of sperm tails 1 


2321 


7.0 


Hs.310210 


ESTs 


6.92 


7.0 


Hs.253967 


ESTs 


5.77 


6.8 


Hs.28514 


testes devebpment-related NYD-SP21 


9.23 


6.7 


Hs.236635 


ESTs, Weakly similar to ATHUB acfin beta 


7.46 


6.7 


Hs.125902 


ESTs 


3.44 


6.7 


Hs.128652 


ESTs 


5.66 


6.5 


Hs.120573 


hypothetical protein DKFZp434K1172 


9.01 


6.5 




NM_021247':Homo sapiens protamine 3 (PRM 


3.96 


6.4 


Hs.183740 


ESTs 


9.15 


6.4 


Hs.189184 


ubiquUm 3 


11.07 


6.4 


Hs.1 25611 


ESTs 


5.06 


6.3 


Hs.97489 


ESTs. Weakly similar to B 28096 fce-1 pr 


9.29 


6.2 


Hs.132888 


KIAA1674 


111 


6.2 




ESTs 


1227 


6.2 


Hs.99354 


ESTs, Weakly similar to hyperpolarizafio 


9.15 


6.1 
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426736 


AA431R1S 


427843 


AC0GSfi22 


426639 




438637 


6E500941 


433795 


A12 16583 


441232 


A1656050 


433943 


AA992805 


426955 


AA393669 


428918 


AL036967 


427851 


AA846543 


428208 


AA442327 


422207 


AI828862 


431153 


AW97224? 


419350 


fn/UU«MtO 


427107 


AARfl<WftR 


429461 


AI1R891Q 


432512 




434451 




420348 




427214 




458658 


Ami 117 

MJOU III/ 


457034 


AA3QRflRl 


423120 


AVV IQUOO 1 


438983 




426619 


AJ357194 


440822 


AI554897 


416205 


AA176396 


426712 


AW1 73177 


427840 


A! 21 6654 


439314 


AA382413 


426943 


BE551631 


409209 


AA46016Q 


441710 


All 87883 

m iof DDv 


420571 


AA4473RR 


428563 


AA431R1R 

/WW ID ID 


433994 


AL042483 


441856 


A1R74774 


427789 


AAA19/40Q 


418967 




430232 


AAiRQQdn 


421850 


AW77Z*!7fi 


449436 




426699 


AA383337 


426627 


APft19\<tQ 
r\rvj 1 1 jo y 


427285 


AA4MRRZ 

A/vtU 100*1 


423693 


rtLIGOOOO 


457019 


AA421844 


405264 




450606 




421378 


L77564 


431215 




427423 


BE267041 


438756 


AW081754 


424197 




423284 




432117 


Al f\3R1QR 

ALAMO 1 30 


424426 


AI47R41R 


437387 


AI1Qftfi74 


420718 


mm rvmni 


420768 


AI4RR7RT1 


423677 


MRfifififl 
mowuo 


436661 


A1125770 
m i cue i v 


427749 


RF045979 


441830 


AA383104 


427877 


AW138725 


426623 


AA382826 


429965 




451099 


R52795 


417592 


AA204664 


421938 


AA405951 


424144 


AA454033 


426710 


6341517 


428710 


AJ890919 


438641 


AW138484 


420614 


AL1 10291 


422705 


NM_006686 


421805 


AL042716 


448963 


AA459796 


426738 


AA421097 


440403- 


AW665135 


456085 


AI184560 


439594 


AJ245026 


428909 


AI190714 



Hs.130722 ESTs 

Hs.180943 hypo4heQcaIprote{nR30953_1 
Hs.1 12807 ESTs 

Hs.126730 ESTs, Weakly simkr to KIAA1214 protein 
Hs.122599 ESTs, Weakly simSar to ALU7_HUMAN ALU S 
Hs.7086 hypothetical protein M6C12435 
Hs.44865 lymphoid enhancer-binding factor 1 
Hs.238094 ESTs 
Hs.2324 protamine 2 
Hs.98257 ' ESTs 
Hs.104854 ESTs 
Hs.10964 ESTs 

Hs.77823 hypothetical protein FU21343 

Homo sapiens chromosome 19, cosrrfd R2656 
Hs.180346 ESTs 

Hs.9931 1 ESTs, Weakly similar to HSJ*_HUMAN DNAJ 
Hs.3017 transition protein 1 (during histona to 
Hs.121438 ESTs 

Hs.97140 Homo sapiens mRNA; cONA DKFZp434M1 126 (f 
Hs.178213 ESTs 
Hs.122055 ESTs 

Hs.296587 Homo sapiens chromosome 21 segment HS21C 

Hs.1 24021 soggy-1gene 

Hs.20029 proacrosin binding protein sp32 precurso 

Hs.1 19284 ESTs 

Homo sapiens clone 191 B7 placenta expres 

Hs.1 69624 ESTs 

Hs.197755 hypothetical protein MGC5356 

Hs.98251 ESTs 

Hs.178144 ESTs 

Hs.20969 ESTs 

Hs.73217 ESTs 

Hs.127510 ESTs, Weakly similar to ENC1.HUMAN ECT0D 

Hs.98952 Human DNA sequence from done RP1-39G22 

Hs.98660 ESTs 

Hs.335499 ESTs 

Hs.128014 ESTs 

Hs.48642 hypothetical protein FU23093 

Hs.89535 baderWdal/perrneabilry-increasing pro 

Hs.105324 ESTs. Moderately similar to FRHUH ferrit 

Hs.121021 ESTs 

Hs.279307 hypothetical protein 0KFZp434l21 17 

Hs.121269 ESTs 

Hs.195685 ESTs 

Hs.97784 ESTs 

Hs.131779 Homo sapiens mRNA; cONA OKF2p434E2118 (f 

Hs.1 2830 hypothetical protein 

NM-OSOSIo^iHomo sapiens suppressor of po 

Hs-60380 ESTs, Moderately similar to ALU6 HUMAN A 

Hs.1 03978 serine/threonine kinase 22B (spermbgene 

Hs.121554 Human DNA sequence from clone RP1 1-218C1 

Hs.1 77926 exonudease NEF-sp 

Hs.303923 hypothetical protein DKF2p434L1717 

Hs.142989 germ cell specific Y-box binding protein 

Hs.126498 Homo sapiens crwmosome 19, cosmid R3134 

Hs.2909 protamine 1 

Hs.132888 WAA1674 

Hs.28847 AD026 protein 

Hs.99881 bctate dehydrogenase C 

Hs.292503 ESTs, WeaWy similar to T47142 hypotheti 

Hs.1 31361 pyruvate dehydrogenase (Bpoamlde) alpha 

Hs.128069 ESTs, Weakly similar to T1 9142 hypotheti 

Hs. 98095 Homo sapiens cDNA; FU23052 fis, ctone L 

Hs.42954 hypcthefcai protein DKFZp564D0372 

Hs.178067 ESTs 

Hs.132793 ESTs 

Hs.99551 Homo sapiens cONA FU1 1789 fis, clone HE 

Hs.25954 interteukin 13 receptor, alpha 2 

Hs.182437 ESTs, Weakfy similar to I54383 chromosom 

gbzu66c01.r1 Soares_teslis_NHT Homo sap 

Hs.41644 AKAP-associated sperm protein 

Hs.143893 ESTs 

Hs.126780 ESTs,Weakh;«artoT12519rrypotheb* 

Hs.190653 ESTs 

Hs.99364 putative transmembrane protein 

Hs.119287 acen-Gke7B 

Hs.130947 rrypotheltcal protein DKFZp434N1415 

Hs.331247 Homo sapiens, ctone IMAGE:3610712. mRNA, 

Hs.291902 ESTs 

Hs.130531 ESTs 

Hs. 1 30352 ESTs. Weakly similar to A47582 &oe0 gr 

Hs.1 11099 hypothetical proteiii MGC10974 

Hs.98945 ESTs 

629 



158 


6.1 


6.34 


6.1 


6.93 


6,0 


3.04 


6,0 


10.45 


5.9 


4.27 


5.9 


6.87 


5.8 


4.75 


5.8 


38.40 


5,8 


15.87 


5.8 


6.34 


5.7 


6.43 


5.7 


9.24 


5.7 


14.94 


5.6 


6.25 


5.6 


3.92 


5.6 


22.03 


5.6 


7.89 


5.5 


11.26 


5.5 


8.41 


5.5 


4.35 


5.5 


11.29 


5.4 


8.88 


5.4 


22.69 


5.4 


7.07 


5.4 


3.60 


5.4 


10.26 


5.4 


8.17 


5.3 


6.44 


5.3 


8.35 


5.3 


6.31 


5.2 


7.85 


5.2 


7.73 


5.1 


9.39 


5.1 


14.94 


5.1 


6.84 


5.0 


3.74 


5.0 


4.29 


5.0 


4.14 


4.9 


10.66 


4.9 


12.27 


4.9 


4.50 


4.9 


5.67 


4.9 


20.66 


4.9 


4.72 
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429938 BE296804 Hs.226377 phosphate (^^transferase 2, elhano 3.03 3.3 
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5.68 


25 


ESTs 


3.49 


25 


ESTs 


5.15 


25 


hypothetical protein FU 14904 


10.46 


25 


ESTs, Weakly similar to T33068 hypotheti 


3.87 


25 


ESTs, WeaWy similar to A Chain A, Sacch 


6.10 


24 


CXC chemokine Ogand 16 


5.64 


24 


ESTs, Weakly simitar to ALU5_HUMAN AlU S 


4.68 


2.4 


Homo sapiens NYOSP28 mRNA, complete cds 


4.34 


24 


ESTs 


5.40 


24 


hypothetical protein MGC4766 similar to 


140 


24 


phosphorylase kinase, gamma 2 {testis) 


5.85 


24 


6 protein-coupled receptor kinase 2 (Dro 


4.82 


24 


tubulin, alpha 2 


9.32 


24 


hypothetical protein 


5.26 


24 


rhabdoid tumor deletion region protein 1 


3.05 


24 


ESTs 


3.21 


24 


ESTs, Weakly similar to T15446 hypotheti 


4.27 


24 


ESTs 


7.80 


24 


89 protein 


3.32 


24 


ESTs 


4.20 


24 


WD repeat domain 10 


6.14 


24 


oxysterol binding protein-like 1 


4.97 


23 


ESTs 


3.10 


23 
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438633 


AI653327 


Hs. 123501 


ESTs 


3.46 


2.3 


427199 


AW015836 


Hs.292919 


ESTs 


4.31 


23 


440182 


AA868919 


Hs.250110 


ESTs 


103 


23 


435517 


AA928626 


Hs.130177 


ESTs 


3.64 


23 


446309 


BE044261 


Hs.149774 


ESTs 


3.52 


23 


420338 


AA825595 


Hs.88269 


Homo sapiens, done MG&17339, mRNA, com 


4.23 


23 


433829 


A1190715 


Hs.102021 


ESTs 


6.08 


23 


429485 


AW197086 


Hs.99338 


ESTs 


3.14 


23 


423058 


AW964568 


Hs.1 11591 


ESTs 


3.36 


23 


433822 


A1218609 


Hs.1 12772 


ESTs 


3.83 


23 


442268 


BE278064 


Hs.8179 


hypolheticaJ protein, done 2746033 


3.00 


23 


434298 


AA860090 


Hs.1 16290 


ESTs 


3.71 


23 


440720 


AW662776 


Hs-336943 


Human ONA sequence from done RP1 1-60H7 


3.08 


23 


427554 


AW246578 


Hs.179815 


hypothetical protein FU 10058 


3.39 


23 


414251 


AL042306 


Hs.97689 


VASA protein 


11.25 


23 


430254 


AI809520 




ESTs 


3.27 


23 


437418 


A1478954 


Hs.59459 


ESTs 


3.43 


22 


437522 


AA983844 


Hs.121383 


ESTs 


4.15 


22 


422808 


AA449014 


Hs.121025 


chfomKoms 1 1 open reading frame 5 


3.09 


22 


436695 


AA725655 


Hs.120480 


ESTs 


5.26 


22 


422247 


U18244 


Hs.1 13602 


solute corner family 1 (high affinity 3 


678 


22 


421625 


AA405386 


Hs.178004 


ESTs 


3.22 


22 


434807 


AA364183 


Hs.323443 


hypothetical protein FU11806 


5.51 


22 


428174 


M913321 


Hs.126778 


ESTs 


3,09 


22 


409735 


AL035295 


Hs.56175 


Haptens gene from PAC 106H8, similar t 


3.11 


2.2 


444467 


A1150368 




ESTs 


3.81 


22 


433832 


AA918018 


Hs.172516 


ESTs 


6.94 


22 


440036 


AW593295 


Hs.210956 


ESTs 


5.87 


22 


415240 


M161411 


Hs.58668 


chromosome 21 open reading frame 57 


3.66 


22 


432538 


BE258332 


Hs.278362 


male-enhanced antigen 


3.58 


21 


440882 


AI205777 


Hs.129538 


ESTs 


3.83 


21 


436605 


AI187742 




ESTs 


3.41 


21 


422990 


AF035620 


Hs.122764 


BRCA1 associated protein 


5.66 


21 


432174 


AW590264 


Hs.1 32806 


ESTs 


3.05 


21 


409267 


NM.012453 


Hs.52515 


transducin (beta)4ike 2 


5.46 


21 


423021 


AL036111 


Hs.292767 


ESTs 


3.87 


21 


439012 


BE383814 


Hs.6455 


RuvB (E coli homdogHike 2 


5.25 


21 


433812 


AA725026 


Hs.97165 


ESTs, Weakly simBar to T3161 1 hypothefi 


3.62 


21 


456924 


AI631510 


Hs.196956 


ESTs, V6ghry similar to match to EST AA3 


4.38 


21 


437249 


AA432202 


Hs.103147 


hypothetical protein FU21 347 


3.38 


2.1 


426038 


AA368101 


Hs.99052 


ESTs 


3.03 


21 


427065 


AA397903 


Hs.236535 


gb:zl89f 12rl Soares testis NHT Homo sap 


3.23 


21 


428824 


W23624 


Hs.173059 


ESTs 


3.07 


21 


428224 


X54017 


Hs.183088 


acrosin 


3.18 


21 


436954 


AA740151 


Hs.130425 


ESTs 


120 


21 


444470 


AA412195 


Hs.13740 


ESTs 


4.27 


21 


457579 


ABO30816 


Hs.36761 


HRAS4ike suppressor 


5.30 


21 


427886 


AA417083 


Hs.104789 


ESTs 


3.49 


21 


439273 


AW1 39099 


Hs.269701 


ESTs 


3.83 


21 


434318 


AW207552 


Hs.116328 


ESTs, WeaWy similar to A39564 transcrip 


4.01 


21 


427015 


AA397520 




ESTs 


4.28 


21 


421598 


AW630942 


Hs.106061 


RD RNA-bhdirtg protein 


3.30 


21 


427236 


AA399959 


Hs.148271 


ESTs 


3.07 


21 


434520 


AA205273 


Hs.177011 


hypothetical protein 


3,19 


20 


456051 


T85626 


Hs.76239 


hypothetical protein FU2C608 


3.11 


20 


418322 


AA284166 


Hs.84113 


eyefin-dependent kinase Inhibitor 3 (COK 


8.41 


20 


451807 


W52854 




hypothetical protein FU23293 similar to 


3.52 


20 


448984 


AW751955 


Hs.22753 


hypothetical protein FU2231 8 


4.73 


20 


420484 


W32963 


Hs.98289 


VRK3 tor vacrirua related kinase 3 


3.86 


20 


414181 


AK000476 


Hs.75798 


hypothetical protein 


3.33 


20 


424558 


AF038847 


Hs.150490 


FK506^inding protein 6 (36kO) 


7.70 


20 



TABLE 54B 

Pkey: Unique Eos probeset Identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
428618 



CAT Number 



426599 


10110.1 


426930 


1310779.1 


434317 


599587.1 


426620 


142987.1 


419350 


13088.1 


440822 


532606.1 


421938 


863689.1 



Accession 

BC017998 B1826643 BG715794 BG722697 BI460787 BG773459 H52859 A1652B53 AI990773 AW665193 AW340601 AA913806 AI337099 
BE045942 AW572790AW515652 H 15004 AA909115 B1465310 BM62024 BI561578 B1463075 BG722527 R86003 BG623286 H15003 BI562131 
BG435272 

BE736800 BM471423 AL557221 BG763302 BF742195 BF991016 BG200112 BF920027 BG576409 BG332214 B1830957 Al 827504 AW183S74 
A1805171 AI126491 AA448257 AI090641 AW183329 AA994873 AI203663 BEQ41513 AA382260AA382261 AL554887 BE273483 
A1809889 AA393442 Al 150574 AJ 200886 A1221 692 AA608977 AA81321 3 

AI209094 AI377740 AW1 17382 AW182289 A1674095 AW188019 AA897352 AA931314 AA923336 AW665317 AA629314 AA776691 AA906846 
AA974625 AA884357 AI808590 

AL042392 A1147451 AA758821 AW450252 AA399310 AI656343 A1636668 AW51 5660 AM 90733 AI02581 2 AA723645 AA709253 AA725709 
AA398244 AA382463 AI1 39837 

AI21 8809 BC014609 BG724383 AI024359 AA904573 AI138595 AA868685 A1768931 BI828436 BG717350 BG719800 AW182303 AA4481 B1 
BI826670 BI827131 BI830254 B1824155 B331745T19190 BI830415 

BG207562 BG1921 13 AA977616 AW274024 AI554897 A1221379 AA9691 58 AA906867 A1873494 A101 5039 
AA41 2383 AA300675 BG773248 AA41 2243 AA405951 
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442589 



436568 
431986 
420431 
438601 
408415 

427748 
440115 
428524 
440933 
427629 
438735 
449333 



433792 
442122 
433760 
426956 
413372 



430254 
444467 
436605 
427015 
451807 



33097.2 



2470836.1 
76926J 
29290J 
10131 1 
4581.6 

137262^1 
34.3 

1382184 1 
980517 1 
1373537 1 
10316.1 
36378J 



2204621 1 
2684549 1 
584982J 
657337.1 
32896.1 



13102.1 
1008400.1 
1008207 1 
683123.1 
17758.2 



NM.004157 X14968 8G480488 BE409869 BG723898 B6476313 AU121626 BE386516 A1969297 AW172340 AA889668 R23436 AI015037 
BE25055B BF590945 AW385993 BF983000 AA070235 AL556082 M78388 AW504473 AW370139 BG91 3697 BE899096 BG827945 BE741233 
AI015465 AW370169 BE297350 AA093249 
Aj 1 22828 AA909991 AA759233 

AL591713 8F197609 AI985094 AW448916 AI243277 AL449630 AL449629 

AW241405 AW205071 AI671586 AI652354 A1638465 AW590359 AW662771 AW594067 BE502532 AI218894 BE466416 BF056295 A1247366 
AI990484 A1917746 AW665925 A1216456 AW182169 AA969884 AA723888 A101 8419 

B1602176 BI603138 BI459895 B 1755030 AW418788 AA883999 AA724858 A148031 1 AW196355 AI004813 A1651117 BE814363 AW589856 
AA448124 AA447982 BI461166 AA405629 
AI208966 AA421041 AA81 5377 AA41 1954 

BF980396 R51074 BF979B83 AI539370 BM128735 AA993397 AI611039 AW593985 R41B08 
A1208080 AA442862 AA429772 

AI125404 AW593312A1247364A1208217AA910021 AI915307 
AI190292 AM 88225 AA416673 AA416596 AA952888 AA972172 AA906874 

M76676 NMJJ22571 BG772522 BF516449 A1537485 AW517245 BF762536 AA634446 AW196331 Al 203035 BG722281 

AK056320 AL522040BI793043AW071691 AI433682 AA865414 AA702684 BI792794 H96879 R52351 AA211126AA442875 N25725AA482563 

N33446 N25222 241 1 1 0 N26507 N73447 N24077 N20492 AW275550 H99619 AL51 8306 AL522041 AW959849 AL518307 AA725907 AI6551 1 3 

AI309906 F10184 BM451081 BE257595 BG721625 BI828509 BG700470 F12568 Z45396 BI829288 AA384618 AA354851 AA421448 T74231 

R52350 AA482415 AI203021 T88948 A1565842 

AI024286 AA769898 AA778661 AA868972 AA609524 

AI932330 A1190707 AI3767B2 AA976847 

AA509179 AW592321 AA758282 AI21 4437 AW072537AA78 1937 

81831486 AW190479 AI472793 AA460217 AA459937 BF082576 AA393673 AA398702 

NM.006001 L11645 AI205&04 AI207994 AI187362 AA709190 BI462421 BG772170 BG722772 AA436991 BG771 655 BI553260BF1 26025 
BF125857 BI462670 BG724164 BI562424 BG721652 BI559662 BG722455 BI596415 BG717561 BG722138 BG773507 BG720572 C03867 AI016802 
A1042663 AA770436 AA435720 T1 9365 AA626698 AA759057 AI208021 BF507844 AI208058 AA41 271 9 AA426374 AI208775 AA977217 AA758055 
F34585AA1 80062 

BG700885 AA868017 AW341719 AA971332 AI688794 220462 AI808145 AW665263 AA884952 AA906136 
AW663704 All 50368 AI216464 

AI125340 AI1256B4 AI377949 All 26470 A121 8351 AW665355 AI243952 AW663454 AI240603 A!1 87742 AA884214 AA723933 
AAB57437 AI968733 A1968938 AA992784 AA397520 AW235244 

BM479185 AL552795 AL577722 BF038888 BM127617 BF510346 AW450552 AA865478 AW449519 BM127314 A1806539 AW449522 AA993634 
AI827626AA904788 



TABLE 54C 

Pkey: Unique number corresponding lo an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column ere Genbank Identifier (Gl) numbers. 'Dunham, et at" refers to the publication entitled The DNA sequence of 
human chromosome 22" Dunham, et aL (1999) Nature 402:489495. 
Strand: Indicates DMA strand from which axons were predicted. 
NLposition: Indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


NLposition 


401979 


2828778 


Minus 


75693-75851,76977-77112 


406409 


9256364 


Minus 


141101-141256 


401741 


2982169 


Plus 


196686-196823,200241-200381 


406378 


9256142 


Minus 


126408-126800 


405264 


7329374 


Pius 


28556-28684 


401692 


3540172 


Plus 


26365-26510 


403783 


8081824 


Plus 


128412-128635 


404271 


9828129 


Minus 


56392-57645 


401798 


6730720 


Plus 


22831-23448 


402857 


9801539 


Plus 


13402-14133 


405528 


9581957 


Minus 


22418-22687 


403328 


8469086 


Minus 


120428-120703 


401712 


6682593 


Minus 


76410-76527,76692-76829,78737-78856,8024 



TABLE 55A 

Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigeneiD; Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of rwrvseminomatous mixed germ cdl testicular cancer compared to normal adutt testicular tissues 



Ptey 


ExAccn 


UnigeneiD 


Unigene Title 


R1 


416680 


AW245540 


Hs.79516 


brain abundant, membrane attached signal 


48.80 


423961 


D13666 


Hs.136348 


perlostin(OSF-2os) 


43.30 


412948 


BE243313 


Hs.334851 


UM and SH3 protein 1 


4150 


428928 


BE409838 


Hs.194657 


cadherin 1, type 1, E-cadherin (epitheO 


36.80 


424247 


X14008 


Hs.234734 


lysozyme (renal arrrytotdosis) 


29.80 


414438 


Al 879277 


HsJ6136 


thioredoxm 


29.40 


406658 


AI920965 


HsJ7961 


major Wsfxcompatibility complex, class 


29.25 


446899 


NM_0OS397 


Hs.16426 


podocatyxin-lixe 


28.70 


411573 


AB029000 


Hs.70823 


KIAA1077 protein 


28.40 


432730 


AIQ66520 


Hs.131358 


ESTs 


28.00 


418870 


AF147204 


Hs.89414 


chemoxtne (C-X-C motif), receptor 4 (fas 


28.00 


444381 


BE387335 


Hs.283713 


ESTs, Weakly similar to $64054 hypothec 


27.90 


446619 


AU076643 


Hs.313 


secreted phosphoprotein 1 (osteodentin. 


26.80 


447525 


AL048753 


Hs.303649 


small inducible cytokine A2 (monocyte ch 


25.00 


418174 


L20688 


Hs.83656 


Rho GDP dissociation Inhibitor (GDI) bet 


24.15 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



406856 


AW51533S 


Hs.29797 


414682 


A1021154 


Hs.76884 


440440 


Z28925 


Hs.7188 


417139 


M69043 


Hs.81328 


417426 


NH.002291 


Hs.82124 


407862 


BE548267 


Hs.337986 


439180 


AI393742 


Hs.199067 


413787 


AI352558 




408669 


AI493591 


Hs.78146 


412636 


NMJJ04415 




414092 


Z14244 


Hs.75752 


414587 


NM.004862 


Hs.76507 


412915 


AW087727 


Hs.74823 


406648 


AA563730 


Hs.277477 


412247 


AF022375 


Hs.73793 


446108 


AL036596 


Hs.42322 


424800 


AL035588 


Hs.153203 


413063 


AL035737 


Hs.75184 


415314 


M88802 


Hs.5422 


406656 


M16714 


Hs.89643 


426295 


AW357283 




406820 


A1223958 


Hs.108124 


444562 


AA186715 


Hs.336429 


417088 


M54915 


Hs.81170 


449338 


H73444 


Hs,394 


444784 


012485 


Hs.11951 


414420 


AA043424 


Hs.76095 


425543 


R23313 


Hs.334895 


452679 


242387 


Hs.83883 


420754 


W79431 


Hs.346911 


410397 


AF217517 


Hs.63042 


417640 


D30857 


Hs.82353 


415899 


X78992 


Hs.78909 


406785 


AW161678 


Hs.1 11334 


422105 


A1929700 


Hs.11 1680 


422714 


AB018335 


Hs.1 19387 


444051 


N48373 


Hs.10247- 


426996 


AW968934 


Hs.173108 


445863 


R12234 


Hs.13396 


429614 


A1371172 


Hs.211539 


410185 


BE294068 


Hs.737 


409038 


T97490 


Hs.50002 


410611 


AW954134 


Hs.20924 


448588 


AI970276 


Hs.156905 


421406 


AF179897 


Hs.104105 


420962 


NR.005904 


Hs.100602 


425234 


AW152225 


Hs.165909 


452322 


BE566343 


Hs.28988 


454413 


AI653672 


Hs.40092 


415221 


W07418 


Hs.78225 


425535 


AB007937 


Hs.158287 


450000 


AI952797 


Ks.10888 


418151 


AA864238 


Hs.83583 


414799 


AJ752416 


Hs.77326 


412025 


AI827451 


Hs.24143 


445055 


BE512856 


Hs.109051 


412490 


AW803564 


Hs.288850 


408437 


AW957744 


Hs.278469 


430542 


AI557486 


Hs.119122 


424670 


W61215 


Hs.116651 


432409 


AA806538 


Hs.130732 


425945 


AW410669 


Hs.164280 


425996 


W67330 




449961 


AW265634 


Hs.133100 


435522 


N64214 


Hs.9774 


407179 


AA206465 




412623 


R28898 


Hs.74170 


429978 


AA249027 




450377 


AB033091 




418509 


AB028624 


Hs.85539 


440869 


NM.014297 


Hs.7486 


417144 


AA382104 


Hs.81337 


451106 


BE382701 


Hs.25960 


426552 


BE297660 


Hs.170328 


433423 


BE407127 


Hs.8997 


442622 


NM_000435 


Hs.8546 


407951 


W77762 


Hs.79015 


449944 


AF290512 


Hs.58215 


423673 


BE003054 


Hs.1 695 


435056 


AW023337 


Hs.5422 


406743 


AA911568 


Hs.279860 


422627 


BE336857 


Hs.1 18787 


420676 


AI434780 


Hs.4248 



ribosomal protein L10 


23.66 


inhibitor of DMA binding 3. dominant neg 


2160 


sema domain, tmmunogtobdin domain (Ig), 


23.60 


nuctear factor of kappa light potypeplid 


22.35 


laminh, beta 1 


21.60 


Homo sapiens cDNA FU10934 fis, done OV 


21.55 


v-erb-b2 avian erythroblastic leukemia v 


21.50 


tyrosine 3-monooxygenase/tryptophan 5-mo 


21.50 


platelet/endothellal ceil adhesion molec 


20.90 


desmoplaWn (DPI, DPO) 


20.90 


cytochrome c oxidase subunit VHb 


20.30 


LPSnndaced TNF-alpha factor 


19.45 


NM_004541:Homo sapiens NADH dehydrogenas 


19.30 


major histocompafibai ty complex, class 


19.10 


vascular endothelial growth factor 


17.45 


A kinase (PRKA) anchor protein 2 


17.40 


MyoO famUy nihibitor 


17.20 


chitinase 3-like 1 (cartilage gtycoprote 


16.90 


glycoprotein M6B 


16.80 


major histocompatibility complex, class 


16.75 


zinc finger protein 6 (CMPX1) 


16.25 


ribosomal protein S4, X-linked 


16.00 


RIKEN cDNA 9130422N19gene 


15.85 


pim-1 oncogene 


15.60 


adrenomeduirin 


15.51 


ectonucleotide pyrophosphatase/phosphodi 


15.33 


immediate early response 3 


15.30 


ribosomal protein 110a 


15.10 


transmembrane, prostate androgen induced 


15.00 


ribosomal protein L22 


14.92 


DKFZp564J157 protein 


14.86 


protein C receptor, endothelial (EPCR) 


14.70 


butyrate response factor 2 (EGF-response 


14.60 


ferritin, light polypeptide 


14.57 


endosulfine alpha 


14.57 


KIAA0792 gene product 


14.25 


activated leucocyte cell adhesion molecu 


14.05 


Homo sapiens cDNA; FU21897 hs, done H 


14.00 


Homo sapiens clone 25028 mRNA sequence 


14.00 


hypothetical protein MGC4248 


13.95 


Immediate early protein 


13.85 


small inducible cytokine subfamily A (Cy 


13.60 


K1AA1628 protein 


13.60 


K1AA1676 


13.40 


Mets (mouse) homolog 2 


13.10 


MAD (mothers against decapentaplegic, Dr 


13.00 


ESTs, Weakly simiiar to 138022 hypotheti 


13.00 


glutaredoxtn (thioitransferase) 


13.00 


PNAS-123 


12.90 


annexin A1 


12.89 


K1AA0468 gene product 


12.48 


hypothetical protein FU21709 


12.45 


actin related protein 2/3 complex, subun 
insuJ tn-tike growth factor binding prote 


12.40 
12.19 


Wiskott-Aldrich syndrome protein interne 


12.12 


SH3 domain binding glutamic acid-rich pr 


12.07 


Homo sapiens cDNA: RJ22528 fe, clone H 


11.90 


lacrimal proline rich protein 


11.80 


ribosomal protein L1 3a 


11.51 


epithelial V-like antigen 1 


11.50 


KIAA1575 protein 


11.50 


solute carrier family 25 (mitochondrial 


11.44 


hypothetical protein AL110115 


11.40 


ESTs 


11.40 


synovial sarcoma translocation gene on c 


11.25 


thymosin, beta 4, X chromosome 


11.21 


rnetaHothJonein IE (functional) 


11.10 


ribosomal protein S6 


11.10 


WAA1265 protein 


11.10 


ATP synthase, H fransporting, mitochondr 


11.10 


protein expressed in thyroid 


11.00 


tecfin, galactc^binding, soluble, 9 


11.00 


N-MYC oncogene 
moesin 


10.93 
10.91 


heat shock 70kO protein 1 A 


10.90 


Notch (Drosophiia) homolog 3 
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AA009817 F37136 N70289 AA531347 R72374 H27488 R66605 
AI184717 AW518883 AF121173 
AW972842 AA516061 AA630205 
AI74231 1 AI025842 AA578843 

AI432224 AW276B90 AI499346 AA93701 4 AA653573 A131B525 AI246219 AA961591 AI270640 
R36075R36167A1366S46 
AJ628543 AM33357 AW772732 
AA205248 AA204737 AA130656 

BF510715BE673055BE464111 AW59C620 AI637939 AA404324 AW236441 AI650952BF056796AA974433 
A18S0243 

BG402852 BG545066 AA 150252 AL036760 AA452480 AJ033256 W68776 W93372 N31248 AI052219 A1367635 W59374 N88610 R58194 BI524654 
B1497111 BF940O43 AI129268 A1359798A1056480AA121421 AHM2150 AW449003 AJ418180 AJ419420 A)3S6058 BF832243 A1349330 AJ359448 
W76647 8F477170AA099163BF994549AW608256AAW^^ 
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AI336371 AJ989381 AI131425 AI147483 AI311537 AW338638 AI141649AA709414 AI187177 AA780884 AI333805AA045312 AI823918 AI349421 
W53753 W70299 AA557276 AA299007 N9821 2 W74054 N24823 T54892 AA054724 W73C59 AI869152 N93462 N71889 AI537432 R71628 
A/tf03089Al498550T60941AW06417AW057848 W58582 
A1089380 A1148372 H99951 AW183Q01 A1270317 AA532757 AA044727 AA931B52 R82469 AA150261 W67788 H57495 R80715 AW149812 N78914 
AI8S2034 W61122AW023118 W69375 T88917T47984 N21531 R35646 AA055544 HI 5534 AA688295 AAQ90586 AA044764 BF994641 R79547 
N21313 BF674610 H02874 AW975323 R16904 AA328030 AA054671 R79546 BF832310 A1249109 

413703 376077.1 BG015794 BE158357 BE158353 BE158358 BE 1 58360 BE1 58352 BE158351 BE158355 

406870 0.0 AA075144 

456629 207.22 AW891965 AW604749 BE080872 R15559 BE177623 AW883520 AW945343 A1246167 T07082 AW805679 W96278 AA135796 W32615 AW99541 8 

AW801688 BE003S37 AW801621 AW385721 AW385742AW385714AW604757 W87409AW604738AW385757AW580796 AW801247 BE003239 
BE003183 AA8471 12 AW580975 AW604760 AW385727 BE164590 BE003090 AW362791 AW604759 AW866589 AW604758 N44337 AI378548 
AW890438 AA077172 AI288683 AA229639 AA091945 AW945454 AA063629 AA702504 AW861938 AW894816 AW580841 AA094372 T06399 
AW885686 BE244086 BE005035 AW861 913 AA551773 AW858460 AW370926 AW754352 AW889695 AW384408.AI 907428 BE067491 AW861939 
AA248197 AW381373 AW177325AW806879AA935217BE067498 BE083742BE06747OAW894935BEO82529AI248811 BE179917BE002200 
AW607506 AW392889 AWB94560 AW381360 AJ904206 AW863533 C00609 AW381372BE082530 AW898120 BE07S323 AW392799 AW601420 
AI695314 BE083790 AW858568 AW945550 BE177153 AW970506 BE350419 AI906919 AW360794 AI906917 AW885979 AW794240 AW945566 
AI688683 AI688694 AW009S60 AW601421 AW360793 BE066524 8E083901 AW369847 AW381871 AW935435 AW664582 AW877775 AW838449 
BE180466AWB58501 BE180464AI371163AA778231 A1174991 BE011720AW877776AW877800AW877795T19900AW866355AW898099 
BE01 1715 BE167842 BE01 1718 BE01 1724 AW363639 AW878658 AW878662 AW894887 BE082356 AW38921 1 AW804286 AW610312 AI90471 7 
AW61 0318 AW996909 AW610296 AW901923AW880003 A1762171 AW062582 AW368713 AW062593 AW176663 AW842064 AW842089 
AW842095 AI243049 AW902074 AW062592 AW176664 AW751692 BE087703 AI907439 BE009686 BE1721 1 5 BE077030 AW608556 AW835577 
A1909628 BE077029 AW176241 BE077552 BE160370 BE1 60288 AW835656 AW606765 AW606770 AW835678 AW606758 AW606778 AI907484 
BE172821 AW606768 AW999517 AW844165 BE171738 AW751683 AW610493 BE177484 BE177487 AA090510 AW844117 BE173367 AW999878 
A1124870 BE163472 AW841823 AW379762 AW893297 AI290296 BE089132 AA610287 AW176676 AW607622 BE172639 AW893232 AA329529 
BE089008 BE1 78350 8E178214 BE063291 AW820236 AW999653 BE089486 BE173126 BE171775 BE185787 AA558280 A11 74840 AW9991 12 
BE218391 BE172734 BE178021 BE172738 BE173324 AW603494 AL036722 R38192 R60905 H53721 H41052 AL037917 R37795 AW998972 
AA767189 AW044272 H50689 AA768399 AA767764 AI0878B8 H44202 BE222792 N90597 W81396 N9061 5 AI935353 BE501 168 F10945 
AW118215 AI970480 A1627641 AW236081 AA574090AI627652 AI681913 A1759983 N69591 N69276 BE467722 AW392780 8E172467 H92861 
AI524921 F02989 Z39328 F02705 F01414 TB8678 AI215165 H87220 AW374781 

BM476605 BI545004 B1834636 BG1124S3 BI199049 BG112759 AA149846 H97925 AA305121 AA313204 W52451 A1734997 AA931 168 AA429766 
N47913AA584321 BF940241 AJ083648 AI089410 AI347705 AI343661 AI186232AI889031 N98464AI820039AI459034AV552512AA622990 
BE857200 AA932998 AA740573 AI826264 AA865683 AI344550 AI027349 AI056087 AA442777 AA603724 AA873347 AIQ56717 AI0921 85 AI032895 
AA535689 BF806025 BF806061 BF805985 BF746099 BF746097 A1309259 Al 597603 BF806066 AI09O653 AI1 29205 AJ248410 H72993 AW615341 
BF805990BFB05982AA993819T34373 T35604 H56242AA648145T35907BF808691 N94015AV703438BG774276H82341 R76371 
AK056692 AF086220 AI375066 AA284293 W32566 AW797961 AA950897 AA504145 

AF030234 8C017465 BG008526 AW505550 BM460141 N47324 AA361037 AA321632 N45606 AV752798 AV657116 AA296632 AU137857 
AW467027 A1742080 AI624350 H58206 AM78518 AW439997 AW393555 AW393523 A1559753 AI808732 R66856 H01374 BI257369 BI259830 
AW960845 8M466252 AW956813 BE768647 AV658853 BM055248 BF372070 BF372055 BF372061 AA347852 AA905863 BG505078 AV654024 
BF093291 AW021929 H22650 AA459715 BG496341 BE697763 B1254209 BG499543 H42946 BI059780 BI086741 H87896 H87599BF691752 
BE76851 1 BG940948 W37195 BF372041 BE883796 BF372082 BF367329 BF909744 AW966003 AV714014 BI492868 B 14951 44 AA92 1845 
AI693426 AI652147 AI435449 N47325 AI434429 AA573137 AI183429 AI829962 AI332526 BF513937 AI189561 AI221962 A1378034 AW1 18897 
AW665247 AW340077 N41605 AA478519 AA463875 AIB58260 AA463379 AI292305 BE045947 AA971089 A1125820 BG940947 AI080245 
AA884954 AI125702 A1382934 AA931 835 AI358631 AW439905 AI027833 A1399648 AI014533 AA347851 AA738261 N67374 N69081 AI768667 
AA948472 AI819214 AA293133 A1186725 AA889214 AI222635 BI495143 N29605 N48812 AA769041 AI492769 D56771 AA095911 BE222062 
D56772AW372265BM054985D12465BG534562AW003511 H87486 H42880 AW1 90293 BF594697BF377611 H22043 BI255749 BI492848 
H16217 H21980 H22651 H88179 H87354 H44052 H25165 H44128 
448782 34980J AB018301 AL050295 BF513128 AW385080 AL551708 AI352542 AI829703 AI8 19388 AW62901 9 AW0731 89 AW273857 AW1 18768 AI453845 

AI452494 AA886341 A1057144AA904647 AI423547 AW263913 AI094774 AI43441 9 AI039546 AI002491 AI240412Z25099AA995178AW050649 
AW026140AI796309A1584012BE166666AI767991 AI309041 AA724059 AI695284AI245095 763971 Z40627 BE166681 BG570071 BF921915 
BI562702 BG506502 AV658056 R48378 AA121543 AI098938 AA618131 H40993 R48277 AI3522B1 BG540263 BG538901 N95226A1356752 
AI221152 Z28777 R16574 AW966449 AA044116 AW797518 BI010405 AA044288 A1093508 BE140169 T64039 BG433106 AW130367 AW1 30361 
N73937 AA127680 AW044037 AI096437 AA384077 BF941499 T93764 BG003285 
422960 1 1862.2 BF090249 AW954947 AW890487 AI305236 D60845 D60537 AA825429 W36294 AW890410 AW088235 BF740240 AA448709 AI350279 AA8791 1 9 
AA319510 BE702077 8E699015 BE702046 AW901293T99319 D81708 BF475488 D60383 D81751 BE699260 



437386 5541.2 



439403 4937 10 
409245 3199.2 



TABLE 55C 

Pkey: 

Ref: 

Strand: 



Unique number conesponding to an Eos probesel 

Sequence source. The 7 digit numbers In this column are Genbank Identifier (GJ) numbers. "Dunham, et al" refers to the publication entlfled The DNA sequence of 
human chromosome 22" Dunham, et al. (1999) Nature 402:489495. 
Indicates DNA strand from which axons were predicted. 



NLposifion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


401466 


6682292 


Plus 


401192 


9719502 


Minus 


402474 


7547175 


Minus 


402145 


6018280 


Plus 


406230 


4760409 


Plus 



NLposifion 

28748-29023 

69559-70101 

53526^3628,55755-55920,57530-57757 

113086-114800 

71716-72515 



TABLE 56A: 

Pkey Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of seminomatous testicular cancer compared to normal adutt testicular tissues 

Pkey ExAccn UnigenelD Unigene Title Rl 
414438 AI879277 Hs.76136 thioredoxin 4730 
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424247 X14008 Hs.234734 rysozyme (renal amyloidosis) 44.80 

438091 AW373062 nuclear receptor subfamly 1, group I, m 40.10 

412948 BE243313 Hs.334851 UM and SH3 protein 1 34.90 

_ 417088 M54915 Hs.81170 pim-1 oncogene 31.10 

5 430542 AI557486 Hs.119122 ribcsomal protein LI 3a 29.60 

412915 AW087727 Hs.74823 Nr^QM541:Homo sapiens NADH dehydrogenas 29.10 

418174 L20688 Hs.83656 Rho GOP dissociation inhibitor (GDI) bet 28.15 

406820 AJ223958 Hs.108124 ribosoma! protein S4, X-Snked 28.13 

_ . 433800 A1034361 Hs.135150 lung type-l cell membrane-associated gty 28.10 

10 406658 AI920965 Hs.77961 major histccompatMity complex, class 27.85 

416680 AW245540 Hs.79516 brain abundant, membrane attached signal 27.70 

446525 AW967089 Hs.211556 hypotheficaJ protein MGC5487 27.20 

432359 AA076049 Hs.274415 Homo sapiens cDNA RJ10229 fis, dene HE 26.30 

422578 AF239666 Hs.1545 caudal type homeo box transcription fact 25.80 

15 429978 AA249027 ribosoma! protein S6 25.40 

418870 AF147204 Hs.89414 chemokine (C-X-C morjf), receptor 4 (fus 24.60 

440207 AI371978 Hs.128326 ESTs 24.50 

425543 R23313 Hs.334895 Aosomal protein L10a 24.30 

442562 BE379584 drilchyt^iphosriu»rigosaccharidei)ratei 24.10 

20 444562 AA186715 Hs.336429 RIKEN cDNA 9130422N19 gene 24.05 

413063 AL035737 Hs.75184 chilinase 3-&ka 1 (cartilage glycoprote 24.00 

409038 T97490 Hs.50002 small inducible cytokine subfamily A (Cy 22.90 

420367 AA259090 Hs.257028 ESTs 22.90 

406856 AW515336 Hs29797 ribosomal protein 110 22.77 

25 417139 M69043 Hs.81328 nuclear factor of kappa tight porypepftj 22.75 

412636 NM.004415 desmoplakin (DPI, DPI)) 22.40 

420676 A1434780 Hs.4248 vav 2 oncogene 22.10 

440869 NMJJ14297 Hs.7486 protein expressed In thyroid 21.40 

„ 446627 AI973016 Hs.15725 hypothetical protein SBBI48 21.20 

30 410315 AI638871 Hs.17625 Homo sapiens cDNA: FU22524 fis, ctane H 21.10 

420754 W79431 Hs.346911 ribosomal protein 122 20.98 

435538 AB011540 Hs.4930 tow density fipoprotein receptor-related 20.90 

440440 Z28925 Hs.7188 sema domain .immunoglobulin domain (Ig), 20.80 

429490 AI971131 Hs.23889 ESTs, Weakly similar to ALU7.HUMAN ALUS 20.40 

35 425769 U72513 Hs.159485 Human RPL13-2pseurJoe^ mRNA, complete 19.50 

422714 AB018335 Hs.119387 K1AA0792 gene product 19.15 

430253 AK001514 Hs236844 hypothetical protein FU 10652 19.00 

413787 A1352558 tyrosine 3^nonooxygenase/tryptophan 5-mo 18.50 

452874 AK001061 Hs^0925 hypothetical protein FU1 0199 18.50 

40 430255 AK000703 Hs.323822 Homo sapiens mRNA for KIAA1551 protein, 18.00 

432606 NM.002104 Hs.3066 granzyme K (serine protease, granzyme 3; 17.90 

448588 AI970276 Hs.156905 KJAA1676 17.70 

444784 D12485 Hs.11951 ectonudeotidepyroprrasphatase/phosphodi 17.50 

428782 X12830 Hs.193400 InterteuWn 6 receptor 17.40 

45 414092 214244 Hs.75752 cytochrome c oxidase subunitVlIb 17.20 

425945 AW410669 Hs.164280 solute carrier family 25 {mitochondrial 17.15 

420759 T11832 Hs.127797 Homo sapiens cDNA FU1 1381 fis, done HE 17.10 

440528 BE313555 Hs.7252 K1AA1 224 protein 17.06 

. _ 410143 AA188169 WM1 191 protein 17.05 

50 421181 NMJJ05574 Hs.184585 UM domain only 2 (rtramboiin-like 1) 16.90 

426083 AW962712 Hs,126712 ESTs, WeaWy similar to AF1 91 0201 E2IG5 16.70 

429183 AB014604 Hs.197955 WAAO704 protem 16.70 

450937 R49131 HsJ26267 ATP^peroJantmterteronrespor^eprotei 16.60 

449571 AW016812 Hs.200266 ESTs 16.50 

55 432730 AI06652O Hs.131358 ESTs 16\20 

426295 AW3672B3 zinc finger protein 6 (CMPX1) 16.15 

439180 AI393742 Hs.199067 v-erb-b2 avian erythroblastic leukemia v 15.90 

420028 AB014680 Hs.8786 carbohydrate (N-acetylgkicosamine-60) s 15.80 

_ 421379 Y15221 Hs.103982 small indudbte cytokine subfamily B(Cy 15.80 

60 456236 AF045229 Hs.82280 regulator of G^wotein signatfing 10 15.70 

429469 M64530 Hs.27 grydne dehydrogenase (decarboxytaCng; 15.50 

428928 BE409838 Hs.194657 cadherin 1, t^e 1. E-cadherin (ep«heQ 14.90 

452322 BE566343 Hs.28988 glutaredoxin {thioltransferase) 14.90 

405656 M16714 Hs.89643 major rustocompatibility complex, ciass 14.85 

65 414020 NMJJ02984 Hs.75703 small IndudWe cytokine A4 (homologous 14.71 

450377 AB033091 WAA1265 protein 14.70 

425996 W67330 hypothetical protein AL1 101 15 14.60 

430332 R51790 Hs.239483 Human done 23933 mRNA sequence 14.60 

427691 AW194426 Hs.20726 ESTs 14.42 

70 429614 A1371172 Hs.211539 hypolhefcal protein MGC4248 14.35 

451106 BE382701 Rs.25980 N-MYC oncogene 1421 

422241 Y00082 Hs.170121 protein tyrosine phosphatase, receptor! 14.13 

436860 H12751 Hs.5327 PR01 914 protein 13.90 

__ 446899 NM_005397 Hs.16426 podocafyxin-fike 1330 

75 450000 A1952797 Hs.10888 hypothetical protein FU21709 13.75 

408380 AF123050 Hs.44532 diubiquitin 13.70 

447526 AL048753 Hs.303649 smafl inducible cytokine A2 (monocyte ch 13.40 

427521 AW973352 ESTs 13.30 

OA 410598 AI817130 Hs.9195 Homo sapiens cONA FU 13698 fis, done PL 13.25 

OO 428664 AKD01666 Hs.189095 smlar to SALL1 (sal (DroscphflaHike 1323 

408822 AW500715 Hs.57079 Homo sapiens cONAFU 13267 fis, done OV 13.23 

42S289 AW139342 Hs. 155530 interferon, gamma-indircible protein 16 12.70 

426552 BE297660 Hs. 170328 moesin 12.69 
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10 
15 
20 
25 
30 
35 
40 
45 
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70 
75 
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415857 


AA866115 


Hs.127797 


436338 


H87136 


Hs£174 


418151 


AA864238 


Hs.83583 


453020 


AL 162039 


Hs^1422 


410275 


U85658 


Hs.61796 


414587 


NM.004862 


Hs.76507 


425875 


AU077333 


HS.1604B3 


415938 


8E383507 


Hs.78921 


419384 


AA490886 


Hs.39429 


410185 


BE294068 


Hs.737 


407882 


BE548267 


Hs.337985 


433793 


AW975959 


Hs.107513 


406743 


AA911568 


Hs.279860 


408989 


AW361666 


Hs.49500 


430268 


AK000737 


Hs.237480 


447735 


AA775268 


Hs.6127 


410325 


AB023154 


Hs.62264 


445817 


NM.003642 


Hs.1 3340 


418299 


AA279530 


Hs.83968 


445863 


R12234 


Hs.13396 


454413 


AI653672 


Hs.40092 


418460 


M26315 


HS.8525B 


428065 


AI634046 


Hs.157313 


432805 


X94630 


Hs.3107 


422511 


AU076442 


Hs.1 17938 


444060 


AA340277 




452436 


BE077546 


Hs.31447 


409963 


AA133590 


Hs,250857 


402474 






407112 


AA070801 


Hs.51615 


406786 


AW161678 


Hs.1 11334 


428227 


AA321649 


Hs.2248 


444656 


A1277924 


Hs.145199 


453856 


AA804789 


Hs.19447 


440774 


AI420611 


Hs.153934 


408669 


A1493591 


HS.7B146 


431639 


AK000680 


Hs.266175 


444381 


BE387335 


Hs.283713 


416509 


AB028624 


Hs.85539 


437374 


AL359571 


Hs.44054 


415899 


X78992 


Hs,78909 


450719 


AI096837 


Hs.21349 


424800 


AL035588 


Hs.153203 


446682 


AW205632 


Hs.211198 


447211 


AL161961 


Hs.17767 


425234 


AW1 52225 


Hs.165909 


422105 


AI929700 


Hs.111680 


417144 


AA382104 


Hs.81337 


422068 


AI807519 


Hs.104520 


452651 


AI218918 


Hs.30209 


418707 


U97502 


Hs.87497 


426998 


AW968934 


Hs.173108 


427761 


AA412205 


Hs.140996 


443523 


AK001575 


H&9536 


402145 






413686 


AI469213 


Hs.71404 


446488 


AB037782 


Hs.15119 


449246 


AW411209 


Hs33363 


424321 


W74048 


Hs.1765 


407179 


AA206465 




413497 


BE177661 




430068 


AA464964 




446795 


AI797713 


Hs.1 56471 


435522 


N64214 


Hs.9774 


451884 


N20370 


Hs.69547 


419490 


NM_006144 


Hs.90703 


419904 


AA974411 


Hs.1 8672 


427711 


M31S59 


Hs, 180403 


409208 


Y00O93 




424950 


AA602917 


Hs.156974 


447534 


AW953935 


Hs.288655 


419223 


X60111 


Hs.1 244 


423673 


BE003054 


Hs.1635 


422960 


AW890487 




412025 


A1827451 


Hs^4143 


408784 


AW971350 


Hs.63386 


417407 


AA923278 


Hs.290905 


432409 


AA806538 


Hs.130732 


440273 


AI805392 


Hs.325335 


407110 


AA018042 


Hs.252085 


408161 


AW952912 


Hs.300383 


434280 


BE005398 




434524 


AA635931 


Hjl249716 



Homo sapiens cONA FU1 1381 lis, done HE 


12.55 


ribosomat protein S17 


12.50 


actin related protein 2/3 complex, subun 


1i30 


Homo sapiens mRNA; cONA DKFZp434M229 (fr 


1Z30 


transcription factor AP-2 gamma (activat 


12.28 


LPS-induced TNF-aipha factor 


12.25 


erythrocyte membrane protein band 7.2 (s 


\Z25 


A kinase (PRKA) anchor protein 1 


1Z20 


ESTs 


12J20 


immediate early protein 


12.15 


Homo sapiens cDNA FU 10934 fis, clone OV 


12.05 


ESTs, Moderately similar to KIAA1058 pro 


12.00 


tumor protein, translaSona!ty<controIle 


11.90 


WAA0746 protein 


11.80 


hypothetical protein FU2Q730 


11.80 


Homo sapiens cONA: RJ23020 fis, done L 


11.80 


KIAA0937 protein 


11.70 


htstone acetyl transferase 1 


11.70 


mtegrin, beta 2 (antigen CD18 (p95), ry 


11.61 


Homo sapiens clone 25028 mRNA sequence 


11.60 


PNAS-123 


11.60 


CDS antigen, alpha polypeptide (p32) 


11.40 


ESTs 


11.40 


CD97 antigen 


11.36 


collagen, type XVII, alpha 1 


11.35 


Homo sapiens cDNA FU20167 fis, clone CO 


11.30 


ESTs, Moderately similar to A46010 X-lin 


11.30 


caJdurn/t^rnoduiin-dependent protein kin 


11.11 


NM_004079:Homo sapiens cathepsln S (CTSS 


11.00 


ESTs, Weakly similar to ALU7JWMAN ALU S 


11.00 


ferritin, Dght polypeptide 


10.95 


small inducible cytokine subfamily B (Cy 


10.90 


ESTs 


10.90 


PDZ-UM protein mystique 


10.85 


ESTs 


10.82 


platelet/endotheflal cetl adhesion molec 


10.60 


phosphoprotein associated with GEMs 


10.80 


ESTs, Weakly simBar to S64054 hypotheti 


10.80 


ATP synlhase, H transporting, mitochondr 


10.70 


ninein (GSK3B interacting protein) 


10.65 


butyrate response factor 2 (EGF-response 


10.60 


ESTs, Weakly similar to RB8B_HUMAN RAS-R 


10.43 


MyoD family inhibitor 


10.40 


ESTs 


10.40 


WAA1554 protein 


10.31 


ESTs, Weakly simBar to 138022 hypotheti 


10.30 


endosulhne alpha 


10.21 


lectin, gatactoside-bmding, soluble, 9 


10.20 


Homo sapiens cDNA FU13694 fis, done PL 


10.20 


KIAA0854 protein 


10.15 


butyrophilin, subfamily 3, member A2 


10.11 


Homo sapiens cDNA: FU21897 fis, done H 


10.10 


ESTs 


10.10 


hypclhetical protein FU10713 


9.90 


Target Exon 


9.82 


ESTs 


9.80 


KIAA1361 protein 


9.80 


hypothetical protein FU 10983 


9.80 


rymphocyt&specific protein tyrosine kin 


9.80 


thymosin, beta 4, X chromosome 


9.72 


gb:RC14fTO59&O203u(W11-h02 HT0598 Homo 


9.70 


gb:zx80f10.s1 Scares ovary tumor NbHOT H 


9.70 


ESTs 


9.70 


synovial sarcoma translocation gene on c 


9.65 


ESTs 


9.65 


granzyme A (granzyme 1, cytotoxic T-tymp 


9.60 


ESTs 


9.60 


sohrte carrier family 25 {mitochondrial 


9.60 


tntegrin, alpha X (antigen C011 C (p150), 


9.52 


ESTs 


9.50 


ESTs 


9.50 


C09 anfigen (p24) 


9.41 


matrix rnetallcVotelnase 12 (macrophage 


9.40 


cadherin 13, H-cadherin (heart) 


9.33 


WiskotWWrich syndrome protein interne 


9.32 


ESTs 


9.30 


ESTs, WeaWy similar to protease [Rsapi 


9.30 


WAA1575 protein 


9.30 


Homo sapiens cDNA: FU23523 fis, clone L 


9.30 


Prader-WAngeiman syndrome-5 


9.22 


rrypotheScal protein MGC3032 


9.20 


gb:CM1-8N01 16-150400-18W102 BN0116 Homo 


9.20 


ESTs 


9.20 
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433271 
445577 
408437 



BE621697 
N40696 



Hs.8185 



Hs.2877 



450294 H42587 Hs.238730 hypothefcal prolan MGC10823 
407254 AW129401 Hs.181165 eukaryofic translation elongation factor 
ESTs 

Hs.336959 Homo sapiens, done IMAGEi3677185. mRNA 
Hs.339665 ESTs 

Hs.17519 Homo sapiens cDNA: FU 22539 fis, done H 
DnaJ (Hsp40) homotog, subfamily B. membe 
436823 AW749865 Hs.117077 ESTs.Weakrysintotol38022hypothefi 
442808 AW294522 Hs.149991 ESTs 

Hs. 14317 nucleolar protein family A, member 3 {HI 
Hs.137064 cytoplasmic polyadenylatlon element bind 
AW957744 Hs.278469 lacrimal proline ricn protein 
420962 NMJXJ5904 Hs.100602 MAD (mothers against decapentaplegic, Dr 
431187 AW971146 Hs.293187 ESTs 
Hs.192425 ESTs 

Hs.238954 ESTs, Weakly similar to K1AA1204 protein 
Hs.42322 A Wnase (PRKA) anchor protein 2 

decay accelerating factor for complement 
CGM4 protein: sulfide dehydrogenase li 
nuclear receptor subfamily 1, group I, m 
cadherin 3, type 1, P-cadherin (placenta 
AA805634 Hs.300870 Homo sapiens mRNA; cDNA DKFZp547M072 (fr 
AW250089 HsJ5807 PDZ and UM domain 1 (elfin) 
Hs.72984 rettnoblastoma-blnding protein 5 
Hs.77436 plectetrin 
430162 AW450843 Hs.346348 ESTs 

448412 A1219083 Hs.42532 ESTs, Moderately similar to ALU8.HUMAN A 
423753 Y11312 Hs.132463 phosphoinositkie-3-kin3se, class 2, beta 
407833 AW955632 Hs.66666 ESTs, Weakly similar to S19560 profine-r 
416975 NMJJ04131 Hs.1051 granzynreB(graruyme2,cytotoxfcT-lymp 
433208 AW002834 Hs.24095 ESTs 

Hs.194691 relinoic acid induced 3 

NS1 -associated protein 1 
Hs.80624 hypothetical protein MGC2560 
Hs.44344 hypothetical protein FU20534 
426827 AW067805 Hs.172665 methytenetetrahydrofolate dehydrogenase 
453716 AA03767S Hs.1 52675 ESTs 
Hs.185831 ESTs 

Hs.1 65390 ESTs, Highly similar to A40350 transcrip 
Hs.188633 ESTs 
Hs.158287 K1AA0468 gene product 
Hs.193482 Homo sapiens cDNA FU11903 fis, done HE 
Hs.257631 ESTs 

Hs.334477 hypothetical protein MGC1 4879 
Hs.95140 KIAA0189 gene product 
Hs.82353 protein C receptor, endothelial (EPCR) 
420337 AW295840 Hs.14555 Homo sapiens cDNA: FU21513 fis, done C 
434423 NMJG6769 Hs.3844 UM domain only 4 

rafinoblastcma-binding protein 7 
Homo sapiens cONA: FU21950 fis. clone H 
ribosoma! protein S23 
Hs.1 1 1 577 integral membrane protein 3 
Hs.18106 ESTs 
423523 AW299828 Hs.193580 ESTs 
409327 L41162 Hs.53563 collagen, type IX, alpha 3 
Hs.18103 ESTs 



421098 A1697901 

424528 AW073971 

446108 AL036596 
401091 

433412 AV653729 

438089 W05391 

431958 X63629 
452558 
414191 

411979 X85134 

414829 AA321568 



428970 BE276891 
425284 AF155568 



437108 



AA434054 
AI806090 



418840 A1821614 
434649 AA738254 
449656 AA002008 
425535 AB007937 
409493 AA386192 
432559 AW452948 
AA731491 
D80011 



436797 
420099 
417640 D30857 



437686 BE264111 
416522 AA605038 
A1036559 
AW161481 
434511 R28982 



Hs.31314 

Hs.7149 

Hs.3463 



411960 R77776 

434159 AW135214 Hs.191828 ESTs 

447500 AI381900 Hs.159212 ESTs 

406699 L06505 Hs.162979 ribosomal protein L12 

422603 BE242587 Hs.118651 hematopdeficalry expressed homeobox 

Hs 21213 ESTs 

Hs.237164 ESTs. Bghry similar to LDHH_HUMAN L«IAC 

gb:RC3-CT0297-2901«H)13403CT0297 Homo 

Hs,160316 ESTs 

immunoglobulin heavy constant mu 

Hs.8752 transmembrane protein 4 

412347 AW970026 Hs.73818 ubiquimjk^hrorrfflc reductase hinge p 

407252 AA659037 Hs.163780 ESTs 

K1AA0306 protein 

Hs.97861 ESTs, Moderately similar to 138022 hypot 

Hs.99597 ESTs 

441436 AW137772 Hs.185980 ESTs 

447644 AW861622 Hs.1 08646 Homo sapiens cDNA FU14934 fis, done PI 

Hs.279930 ma|or histocompatibility complex, dass 

Hs.1 91 92 cytfin-dependent kinase 2 

Hs .75348 proteasome (prosome. macropain) acQvato 

Hs.42491 ESTs. Weakly simitar to S65657 arpha-1C- 

Hs.42915 ARP2 (aclirweteted protein 2. yeast) ho 

Hs.48924 KIAA0512 gene product; ALEX2 

Hs.93304 phosphdlpase A2, group Vii (platetet-ac 

Hs.252748 Homo sapiens cDNA RJ2Q394 fis, done KA 

437469 AW753112 Hs.15514 hypothetical protein MGC3260 

Hs.157106 ESTs 



426759 A1590401 

406776 T16206 

422689 AW856665 

444795 AI193356 

406663 U24683 

442821 BE391929 



414405 A1362533 
427395 AW298741 
429999 A1761902 



420943 A1718702 

447674 BE270640 

413420 AW410235 

422451 AA310753 

437134 AA349944 

408912 AB011064 

419839 U24577 

431427 AK000401 



432598 A1341227 
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447484 

441612 

408067 

434963 

437103 

442495 

445929 

446013 

436075 

450139 

423905 

406819 

407719 

425593 

413886 

422616 

424677 

427254 

427307 

438980 

451129 

441878 

443247 

412645 

417315 

429058 

429261 

445245 

414812 

445055 

410397 

416696 

449924 

418134 

424768 

443303 

411852 

451838 

425367 

453485 

401466 

457073 

412093 

442492 

449971 

431773 

416401 

426501 

435080 

436876 

449523 

432666 

424201 

425277 

425246 

428728 

430299 

433735 

430556 

417535 

418117 

417558 

424541 

447341 

407949 

442460 



AA4S4839 Hs.292556 hypothetical prolan FU 14697 

AI802629 Hs.113660 Homo sapiens cONA FU1 1631 fis, done HE 

BE244580 Hs.342307 hypothetical protein FU 10330 

AW974957 Hs.288719 Homo sapiens cDNA FU 12142 fis, done MA 

AW139408 Hs.152940 ESTs 

AI184717 ESTs 

AI089660 Hs.323401 dpy-30-lite protein 

AI360167 Hs.152774 ESTs 

BE090176 Hs.179902 transporter-foe protein 

AK001838 serum/glucocorticotd regulated kinase 

AW579960 Hs.135150 lung type-l cell rnembrane-associated gly 

AA908472 gb:og82a10^1 NCi_CGAP_Ov8 Homo sapiens 

AW963866 Hs.44Q21 Homo sapiens mRNA for FU00065 protein, 

AA278921 Hs.1908 proteoglycan 1, secretory granule 

AW958264 Hs.103832 similar to yeast UpQ, variant B 

BE300330 Hs.1 18725 seJenophosphate synfoetase 2 

U09414 zinc finger protein 137 (clone pHZ-30) 

AL121523 Hs.97774 ESTs 

AF117947 Hs.174795 PDZ domain-contaWng guanine nucleotide 

AW502384 gb:Ul-HF-BR0r>aka-M 2-04JI/1 N1H_MGC_5 

BE072881 gb:RC2-8T0548-200300-01 2-e09 BT0548 Homo 

AI801869 Hs.127982 ESTs 

BE614387 Hs.333893 c-Myc target JP01 

AW444433 Hs.136081 Homo sapiens. Similar to hypothetical pr 

AI080042 Hs.180450 ribosomal protein S24 

AF138863 Hs.35254 hypothefical protein FLB6421 

AA830856 Hs.29808 Homo sapiens cDNA: FU21 1 22 fis, clone C 

AB032973 Hs. 1 2461 LCHN protein 

X72755 Hs.77367 monokine induced by gamma interferon 

BE512856 Hs.1 09051 SH3 domain binding glutamic acid-rich pr 

AF217517 Hs.63042 DKFZp564J157 protein 

AW959433 Hs.326290 hypothetical protein FU1 2581 

W30681 Hs.146233 Homo sapiens cDNA: FU22130 fis, done H 

AA397769 Hs.86617 ESTs 

AA353895 Hs.152983 HUS1 (S. pombe) checkpoint homotog 

U6731 9 Hs.9216 caspase 7, apoptosis-related cysteine pr 

AA528140 Hs.107515 ESTs, Weakly shniiar to T00329 hypotheti 

AW005866 Hs.193969 ESTs 

BE271 1 88 Hs.1 55975 protein tyrosine phosphatase, receptor t 

BE620712 Hs33026 hypothetical protein PP2447 

vesicle-associated membrane protein 4 

AA233210 Hs.179943 ribosomal protein L11 

BE242691 Hs.14947 ESTs 
AA528489 Hs.234518 ribosomal protein 123 

AA807346 Hs.2B8581 Homo sapiens cDNA FU14295 fis, done PL 
BE409442 Hs.268557 pleckstrin homology-like domain, family 
N80139 Hs.268916 ESTs 
AW043782 Hs.293616 ESTs 
AI831760 Hs.155111 hypothetical protein FU 14428 

AI124756 Hs.5337 isodtrate dehydrogenase 2 (NADP), mitoc 

NM.00O579 Hs.54443 chemoWne (C-C motif) receptor 5 



AW204069 
L33075 



W2&673 

AA608955 

AW967807 

AA203569 

A1922013 

AF045229 

AW392551 

AF106941 

W21874 



453932 
415221 



441384 
421684 
441224 
443749 
448094 
416801 
418259 
421633 
435937 
445612 
451653 
407136 
422693 



ESTs, Weakly similar to unnamed protein 

Hs.1742 IQ motif containing GTPase acfivating pr 

NM_001241 Hs.155478 cydinTC 

A1085561 Hs.1 55321 serum response factor (c-fos serum respo 

NM.016625 Hs.191381 hypothetical protein 

Hs.1 06747 serine carooxypepfidase 1 precursor prot 

Hs.109653 ESTs 

Hs.13797 ESTs 

Hs.191482 ESTs 

Hs.83496 nnkerforacOvafionofTcells 

Hs.82280 regulator of G-proteln signalling 10 

Hs,180559 ESTs, Weakly similar to A56194 thromboxa 

Hs.18142 anestin, beta 2 

Hs.247057 ESTs, WeaMy similar to 210926QA B cefl 

NWL014135 Hs.8345 PRO0641 protein 

A1131291 Hs.102308 potassium irwaitfly-fectifying channel, s 

AW00S303 Hs.329296 ESTs, Weakly similar to (define not ava 

W07418 Hs.78225 annexInAI 

AA286887 Hs.24724 MFH-ampESed sequences with leucine-ric 
AA447849 Hs.288650 Homo sapiens cDNA: FU22182 fis, done H 
BE281591 Hs.106768 hypothetical protein FU10511 
AU076964 Hs.7753 catumenin 
R38828 Hs.143463 ESTs 

H24387 Hs.32061 ESTs. WeaMy similar to 138022 hypotheli 

X98834 Hs.79971 sal (DrosophOaHike 2 

AA215404 ESTs 

AF1218S0 Hs.1 06260 sorting nexin 10 

AA830893 Hs.1 19769 ESTs 

N94126 Hs.12969 hypothetical protein 

W18193 ESTs, Moderately similar to HERC2 (H^ap 

T64896 Hs.287420 Homo sapiens cDNAFU 11 533 fis. done HE 

BE300073 Hs.279860 tumor protein, transiattor^-cordmfle 



7.34 

7.30 

7.30 

7.30 

7.30 

7.30 

7.30 

7.30 

7.20 

7.20 

7.17 

7.16 

7.12 

7.10 

7.10 

7.10 

7.10 

7.10 

7.10 

7.10 

7.10 

7.09 

7.04 

7.00 

7.00 

7.00 

7.00 

7.00 

7.00 

6.97 

6.96 

6.96 

6.95 

6.90 

6.90 

6.90 

6.89 

6.88 

6.87 

6.85 

6.84 

6.83 

6.83 

6.83 

6.83 

6.82 

6.80 

6.80 

6.80 

6.80 

6.80 

6.79 

6.77 

6.72 

&70 

6.70 

6.70 

6.70 

6.69 

6.69 

6.67 

6.65 

6.62 

6.61 

6.60 

6.60 

6.59 

6.57 

6.56 

6.54 

6.51 

6.50 

6.50 

6.50 

6.50 

6.40 

6.40 

6.40 

6.40 

6.40 

6.40 

6.40 

6.39 



648 



WO 03/042661 



PCT/US02/36810 



5 
10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



434817 
414476 
425410 
431840 
435812 
401113 
408418 
412220 
426780 
427202 
434699 
447887 
449576 
444933 
432841 
411975 
452852 
433162 
449322 
430333 
440327 
442832 
456362 
427968 
414662 
418113 
406870 
416003 
445493 
424687 
427477 
422499 
443441 
413677 
406797 
406857 
410387 
410503 
441962 
425762 
406877 
407784 
416297 
446272 
412949 
420059 
435756 
451658 
441623 
416926 
425190 
441244 
421305 
430504 
422310 
408605 



406542 
406858 
408331 
432729 
439451 
455263 
441321 
429083 
406806 
416987 



428773 
406794 
457752 
435511 
451589 
439979 
412528 
424875 
426981 
447711 
449961 
416759 
415082 
422773 
441455 



AA0B2118 
AA301867 
AA310974 
AA534908 
AA70O439 

AW963897 

BE350058 

BE242284 

BE272922 

AA643687 

AA1 14050 

AW014631 

NM.016245 

M93425 

AI916058 

AK001972 

AIQ25842 

A1638616 

S70114 

R12581 

AW206560 

AW973003 

A1857607 

AL036058 

AI272141 

AA075144 

X98001 

AI915771 

J05070 

AW973119 

AI268666 

AW291196 

AW503116 

AM32224 

AA613726 

AI277367 

AW975746 

AW972542 

BE244076 

AA226392 

AW139585 

AA157634 

BE268912 

AI471639 

AF161486 

AI418466 

AW195351 

AA315805 

H03109 

AW028302 

BE612935 

BE397354 

H52761 

AA316522 

AF025374 

AA613792 

AJ865720 

NM.007240 

AK000292 

AF086270 

AW961702 

H17182 

Y09397 

AW088535 

086957 

BE618571 

BE256238 



Hs.102737 
Hs.76224 
Hs. 156828 
Hs.2860 
Hs.188490 

Hs.44743 

Hs.36787 

Hs.172199 

Hs.173936 

Hs.149425 

Hs.19949 

Hs.225068 

Hs.12150 

Hs.62 

Hs.144583 

Hs.30822 

Hs.196566 

Hs.239489 

Hs.191146 

Hs.253569 

Hs.179909 

Hs.181301 

Hs.76807 

Hs.83484 

Hs.78948 

Hs.151738 

Hs.178391 

Hs.19631 

Hs.92195 

Hs.301819 

Hs.29797 

Hs.47094 

Hs.188662 

Hs.289008 

Hs.159578 

Hs.178943 

Hs.12708 

Hs.79172 

Hs.14601 

Hs.71913 

Hs.94769 

Hs.33665 

Hs.250520 

Hs.263395 
Hs.155079 
Hs.184052 
Hs.324830 

Hs.98370 
Hs.46465 



AI821270 

AA683336 

AA424791 

AW600291 

AI123478 

A11B7945 

AL044675 

A1459554 

AW265634 

AK000978 

AA160000 



AJ271671 



Hs.29797 
Hs.44229 
Hs.130732 
Hs.278554 

Hs.7771 
Hs.227817 

Hs.80712 

Hs.429 

Hs.193163 

Hs.285643 

Hs.169046 

Hs.5734 

Hs.6823 

Hs.32112 

Hs.199310 

Hs.173081 

Hs.161286 

Hs.133100 

Hs.79741 

Hs.137396 

Hs.301552 

Hs.7854 



gofiath protein 

EGF-containlng fibuitn-fae extraceituta 
Homo sapiens cONA FU10522 fis, done NT 
POU domain, dass 5, transcription facto 
ESTs 

solute carrier family 22 (organic caOon 
K1AA1435 protein 

duxxricdomain heficase DNA bmding protei 

aderrytata cydase 7 

Interteukin 10 receptor, beta 

Homo sapiens cDNA FU11980 fis. done HE 

caspase 8, apoptosis-reiatBd cysteine pr 

ESTs 

retinal short-chain dehydrogenase/reduct 
protein tyrosine phosphatase, norwecept 
ESTs 

hypothetical protein FU11110 

ESTs 

ESTs 

TIA1 cytotoxic granule-associated RNA-bi 

ESTs 

ESTs 

hypothetical protein FU22995 
caihepsin S 

major histocompatibility complex, dass 

SRY (sex determining region YJ-box 4 

gbzm86f0as1 Stratagene ovarian cancer 

Rab geranytgeram/ltransferase, beta subu 

metaltofhionein IE (functional) 

matrix metauoproleinase 9 (gelatinase B 

ribosomal protein L44 

ESTs, WeakJy similar to 138022 hypotheti 

ESTs 

zinc finger protein 146 
ribosomal protein L6 
ribosomal protein L10 
ESTs 

KIAA1702 protein 

Homo sapiens cDNA: FU21814 fis. clone H 
AT-hook transcripBon factor AKNA 
ribosomal protein L11 
ESTs 

solute carrier farnrfy 25 (mitochondrial 
hematopoietic cettipedfic Lyn substrat 
ESTs 

RAB23, member RAS oncogene family 
ESTs 

ESTs. Moderately similar to I38022 hypot 
desmogtein 2 
HT018 protein 

protein phosphatase 2, regulatory subuni 
PP1201 protein 

diptheria toxin resistance protein requi 

Homo sapiens, done MGC:12617, mRNA, com 

cytochrome P450, subfamily IIS, potypept 

T-cell, immune regulator 1 

gb:no97h03.s1 NBJSGAPJtt Homo sapiens 

C19000728*:gjl12585552|sp|Q9Y2Q1|Z257-HU 

ribosomal protein L10 

dual specificity phosphatase 12 

hypothetical protein FU20285 

heterochrornatuvfke protein 1 

Homo sapiens cONA FU 14028 fis, done HE 

B-ceil associated protein 

BCU-related protein A1 

ribosomal protein, large, P0 

WAA0202 protein 

ATP synthase, H transporting, rratochondr 
bridging Integrator 1 
ribosomal protein L6 

Homo sapiens cDNA FU 14364 fis. done HE 
ESTs 

meningioma expressed antigen 5 (hyaluron 

hypothetical protein FU 10430 

ESTs 

ESTs 

KIAA0530 protein 

ESTs 

ESTs 

hypothetical protein FU10116 

ESTs, Weakly simOar to JC5238 gatactosy 

KIAA1039 protein 

zinc/Iron regulated transporter-tike 
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414774 


X02419 


Hs.77274 


plasminogen activator, urokinase 


5.77 


449317 


AW293413 


Hs.132906 


19A24 protein 


5.75 


425787 


AA363867 


Hs.155029 


ESTs 


5.73 


414890 


8E281095 


Hs.77573 


uridine phosphorytase 


5.72 


426354 


NMJXW010 


Hs.169470 


dystrophin (muscular dystrophy, Duchenne 


5.71 


435961 


BE293127 


Hs.283722 


GTT1 protein 


5.71 


419378 


R24922 


Hs.90078 


nudeotide-sugar transporter similar to 


5.70 


431155 


AW971213 




gb:EST383301 MAGE resequences. MAGL Homo 


5.70 


437457 


AA757900 


Hs.270823 


ESTs, Weakly similar to S65657 a!pha-1C- 


5.70 


446659 


AI335361 


Hs.226376 


ESTs 


5.70 


457250 


AA811987 


Hs.125779 


ESTs 


5.70 


414150 


AA136026 




gb:zn88d07.r1 Stratagene lung carrincma 


5.68 


439924 


Al 985897 


Hs.125293 


ESTs 


5.67 


452472 


AW957300 


Hs.294142 


ESTs, Weakly similar to C55663 oligodend 


5.66 


451812 


X81889 


Hs.152151 


ptatophlHn 4 


5.65 


432568 


X92715 


Hs.3057 


zinc finger protein 74 (Cos52) 


5.63 


440119 


AA665455 


Hs.125331 


ESTs, Moderately similar to unknown [H.s 


5.63 


424326 


NM.014479 


Hs.145296 


AQAM-fike disintegrin protease, decysin 


5.60 


431770 


BE221880 


Ks^68555 


5-3 exoribonuclease 2 


S.60 


436511 


AA721252 


Hs.291502 


ESTs 


5.60 


446630 


AW384793 


Hs.15740 


Homo sapiens mRNA; cDMA OKFZp434E033 (fr 


5.60 


406623 


X69392 


Hs.91379 


ribosomal protein L26 


5.60 


452382 


N38902 


Hsu211539 


hypothetical protein MGC4248 


5.57 


416047 


BE439894 


Hs.78991 


DNA segment numerous copies, expressed 


5.56 


437296 


AA350994 


Hs.20281 


WAA1700 


5.56 


453985 


N44545 


Hs.251865 


ESTs 


5.56 


443351 


AW016783 


Hs.30799 


Homo sapiens cDMA RJ13471 fis. clone PL 


5.55 


448877 


AI583696 


Hs^53313 


ESTs 


5.53 


435748 


AA699756 


Hs.117335 


ESTs 


5.52 


420732 


AA789133 


Hs.63525 


ESTs 


5.51 


421818 


AW992976 


Hs.50098 


NM_002489:Homo sapiens NADH dehydrogenas 


5.50 


430915 


AA488953 




gb:aa55e06\r1 NCLCGAP_GC81 Homo sapiens 


5.50 


43671 S 


AW33540 




gb:ti69g05jc1 NCLCGAP_Kid11 Homosapien 


5.50 


437442 


T85104 


Hs.222779 


ESTs, Moderately simitar to similar to N 


5.50 


449625 


NM.014253 




odz (odd OzAen-m, DrosophDa) homolog 1 


5.50 


456497 


AW957956 


Hs.123848 


ESTs, Weakly similar to AF108460 1 ubinu 


5.50 


451287 


AK002158 


Hs.26194 


likely homolog of mouse imrnuniry-associa 


5.50 


433701 


AW445023 


Hs.15155 


ESTs 


5.49 


427640 


AF058293 


Hs.180015 


D-dopachrome tautomerase 


5.47 


420552 


AK000492 


Hs.98806 


hypothetical protein 


5.45 


449338 


H73444 


Hs.394 


adrenomedullin 


5.42 


427176 


AW381569 


Hs.40334 


ESTs 


5.42 


409945 


AWD15935 


Hs.122642 


ESTs 


5.40 


421568 


WB5858 


Hs.99804 


ESTs 


5.40 


423961 


D13666 


Hs.136348 


periosfjn(QSF-2os) 


5.40 


440719 


AA150869 


Hs.26267 


ATP-dependant interferon response protei 


5.40 


443035 


Z45822 


Hs.8906 


Homo sapiens clone 24889 mRNA sequence 


5.40 


458659 


AW749895 


Hs.332520 


Homo sapiens mRNA; cDNA DKFZp434A1014 (f 


5.40 


424415 


NfA.001975 


Hs.146580 


enotase 2. (gamma, neuronal) 


5.40 


420137 


AA306478 


Hs.95327 


C030 antigen, delta potypepSde (TiT3 co 


5.39 


422163 


AF027208 


Hs.1 12360 


promlnin (mouse)4ike 1 
hypothetical protein FU2042Q 


5.38 


439815 


AA206079 


Hs.6693 


5.37 


452432 


AW206008 


HS.28337B 


Homo sapiens cDNA: FU21778 fis, clone H 


5.37 


457465 


AW301344 


Hs.1 22908 


DNA replication factor 


5.37 


412935 


BE267045 


Hs.75064 


tubuBn-spedfic chaperone c 


5.36 


409485 


S80990 
BE391688 


Hs.252136 


ficofln {coiiagen/fibrinogen domain-cent 


5.35 


430283 




RAB7, member RAS oncogene family 


5.33 


406814 


AA642947 


Hs.119122 


ribosomal protein L13a 


5.33 


409019 


AW385412 




myosin regulatory Gght chain 2, smooth 


5.30 


410561 


BE540255 


Hs.6994 


Homo sapiens cDNA; FU22044 fis, done H 


5.30 


412623 


R28898 


Hs.74170 


metaflothioneln 1E (functional) 


5.30 


417450 


AA314435 


Hs.17519 


Homo sapiens cDNA: FU22539 fis, done H 


5.30 


418702 


BE268388 


Hs.86945 


ESTs. Weakry similar to A46010 X-linked 


5.30 


419926 


AW900992 


Hs.93796 


DKFZP58602223 protein 


5.30 


422900 


AA641201 


Hs.222051 


ESTs 


5.30 


423494 


AW504365 


Hs.24143 


Wiskott-Aldrich syndrome protein intense 


5.30 


427667 


AKD01279 


Hs.180171 


Homo sapiens cDNA RJ10417 fis, done NT 


5.30 


427774 


AA278583 


Hs.180737 


Homo sapiens clone 23664 and 23905 mRNA 


5.30 


430177 


AW969233 


Hs.302746 


MSTP028 protein 


5.30 


430835 


AI240006 


Hs.192326 


ESTs 


5.30 


433009 


AA761668 




gb:nz24c0as1 NCI_CGAP_GC81 Homo sapiens 


5.30 


439776 


AL360140 


Hs.1 76005 


Homo sapiens mRNA Ml length Insert cDN 


5.30 


447082 


T85314 


Hs.54629 


(hioredoxin-5ke 


5.30 


415995 


KM.004573 




phosphoSpase C, beta 2 


5.29 


424578 


AK001973 


Hs.150890 


hypothetical protein 


5.27 


441303 


AW293081 


Ks.241801 


ESTs 


5.27 


427816 


AA159248 


Hs.180909 


peroxkedoxin 1 


S27 


443963 


AA878183 


Hs.17448 


Homo sapiens cDNA FU13618 fis, done PL 


5.26 


450273 


AW296454 


Hs.24743 


hypothetical protein FU20171 


fi24 


444708 


AW971049 


Hs.1 1774 


protein (peplkJyl-profyl ds/trans isome 


5.23 


415121 


060971 


Hs.34955 


Homo sapiens cDNA FU 13485 fis, clone PL 


5.21 


o> to 


AI796870 


Hs.54277 


DNA segment on chromosome X (unique) 992 
NVL00666r^omo sapiens Snf2-rdated CBP 


5.21 
5^0 
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449419 
453127 
456373 
417750 
451814 
410423 
406799 
413983 
422293 



R34910 

AI696671 

BE247706 

AJ267720 

AAB47992 

AW402432 

AA908548 

R84282 

X94453 



432465 056165 



414768 


AW3769B9 


447232 


AW499834 


430478 


NMJJ14349 


420151 


AA255931 


434274 


AA628S39 


419317 


AA236282 


424699 


AW206227 


428403 


Al 393048 


430968 


AW972830 


431709 


AF220185 


436137 


A1056769 


440948 


AW1 88311 


448497 


BE613269 


416655 


AW968613 


417228 


AL1 34324 


424868 


AI568170 


418905 


8E539674 


427726 


A1359144 


442618 


R56222 


445715 


AB012958 


406813 


A Mitten 44 

AW276131 


454128 


AL031259 


440709 


AW797724 


436372 


AW972301 


446173 


BE56S849 


453330 


AI268081 


418876 


AA740616 


408405 


AK001332 


410570 


AI133096 


410800 


BE2B0421 


431451 


AA761378 


432879 


AW815932 


435655 


AW105663 


435919 


AI052189 


436394 


AA531187 


438459 


T49300 


442232 


AJ357813 


442685 


AB033017 


444454 


BEQ18316 


444670 


H58373 


447197 


R36075 


450113 


A!683096 


450511 


R07423 


450887 


AA011518 


452056 


AW955065 


457068 


X69391 


406793 


AW264291 


439864 


AT720078 


420298 


AI199510 


440638 


AI376551 


400281 





451598 
409686 
410597 
446291 



Hs.1 18659 ESTs 
Hs.268814 ESTs 

Hs.112110 mitrxhondrial ribosomal protein L42 

Hs.170114 K1AA0061 protein 

Hs.305292 Homo sapiens mRMA; cOMA DKFZp5S4F133 {fr 
gbmp86c01.s1 NCLCGAP_Thy1 Homo sapiens 
gkUJ^BW0-ajp^)944JLs1 NCLCGAP-Su 

Hs.131175 ESTs 

Hs.119172 ESTs 

Hs.294110 ESTs 

Hs.89751 membrane-spanning 4-domains, subfamily A 
Hs.260523 synovial sarcoma, translocated to X chro 
Hs.137003 ESTs 

Hs.63489 protein tyrosine phosphatase, norvrecept 

gfcog83g12s1 NCLCGAP.OvB Homo sapiens 
Hs.75643 nudear factor (erythroW-derived 2), 45 
Hs.1 14366 pyrronne-Scarboxylate synthetase (glut 
Hs.275163 r»n-metastaOc cells 2, protein (NM23B) 
Hs.259855 elongaSon factor-2 kinase 
Hs.327 interleukin 1 0 receptor, alpha 
Hs.241535 apdlpoprDtelnL 1 3 
Hs.186704 ESTs 

Hs.1 16252 ESTs. Moderately similar to ALU1.HUMAN A 
Hs.172318 ESTs 

Hs.287727 hypothetical protein FU23132 
Hs.326159 leucine rich repeat (in FLU) interaclin 

gb:EST384925 MAGE resequences, MAGI Homo 
Hs.267923 uncharaclerized hypothalamus protein HTO 
Hs.133512 ESTs 
Hs.128619 ESTs 

Hs.21893 hypothetical protein OKFZp761N0624 
Hs.79428 BCL2fedenovirus E1B 19kCMnteracting pro 
Hs.7312 ESTs 
Hs.96886 ESTs 

acSnln, alpha 4 
Hs.143688 Homo sapiens cDNA: FU23031 fis, done L 
Hs.26514 ESTs 

Hs.13137 UV radiation resistance associated gene 

ribosomal protein L13a 
Hs.41639 programmed cell death 2 
Hs.130350 ESTs 
Hs.310286 ESTs 
Hs.14158 copinelll 

Hs.342389 peptidytprclyl isomerase A (cydophflin 

gb:ny97f1U1 NCLCGAP_GCB1 Homo sapiens 
Hs.44672 hypothetical protein FU10470 
Hs.64593 ATP synthase, H transporting, mftochondr 
Hs.94499 ESTs 
Hs.192013 ESTs 



Hs.6947 HSPC069 protein 

Hs.114104 ESTs 

Hs.126705 ESTs 

Hs.35304 Homo sapiens cDNA FU13655 fis, done PL 

Hs.337460 ESTs, WeaWy similar to A47582 B<efl gr 

Hs.8594 WAA1191 protein 

Hs.1 1183 sorting nexin 2 

Hs.332938 hypothetical protein MGC5370 

gb^h88b0U1 Scares placenta Nb2HP Homo 

Hs.200866 ESTs.Moderaterysrrnaarto^.HUMANA 

Hs.85092 thyroid hormone receptor interactor 11 

Hs.271778 ESTs, WeaWy similar to I38022 hypothetl 

AW955065 Hs.101150 Homo sapiens, done IMAGE:4054156, mRNA, 
ribosomal protein L6 



Hs.291997 ESTs, WeaWy slmflar to A47582 gr 

Hs 267912 ESTs, Weakly similar to ALU7.HUMAN ALU S 

gb:te64e10.x1 Soares_NFL_T_G8C_Sl Homo s 

Eos Control 

Hs.76095 Immediate earty responsa 3 

Hs.225841 OKFZP434D193 protein 

Hs.112259 T cell receptor gamma locus 

Hs-22941 WAA1363 protein 

Hs.1 78470 hypothetical protein FU22662 

Hs.1 18078 ESTs 

Hs.55879 Homo sapiens mRNA; cONA DKFZp434L0827 (f 
Ks£7951 8 amyloid beta (A4) precursor-like protein 
Hs.1 4623 interferon, ganrna-inducHe prolan 30 
Hs.86386 myeloid cell leukemia sequence 1 (BCL2-T 
Hs35226 lipase A, lysosomal add, cholesterol es 
Hs.1 18787 transforming growth fador, beta^nduced 
Hs.5472 hypothetical protein FU20173 
Hs.78877 Inositol 1 A5tfsphosphate 3-krnase 6 
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4UO/OI 


AA639388 




449810 


AB008681 


Hs.23994 


410323 


AI241708 


Hs.296322 


444652 


BE513613 


Hs.11538 


422340 


AW296219 


rts.1 15325 


400424 


AJ276316 


Hs.287374 


411573 


AB029O00 


Hs.70823 


421045 


BE144608 


Hs.55533 


425235 


AA353113 


Hs.1 12497 


430387 


AW372884 


Hs.240770 


438590 


AA811465 


Hs.1 23375 


442071 


BE048433 


Hs. 276043 


449567 


A1990790 


Hs.188614 


453213 


AA082650 


Hs.6217 


440129 


AA665818 




437802 


AI475995 


Hs.122910 


409461 


AA382169 


Hs.54483 


421932 


W51778 


Hs.323949 


428453 


AB011110 


Hs.1 84367 


413441 


AI929374 


Hs.75367 


446560 


AKD01567 


Hs.311002 


435541 


AA687361 


Hs.221318 


410557 


AA085803 


Hs.192997 


412766 


BE544475 


Hs.54347 


415526 


N76536 


Hs.265591 


418973 


AA233056 


Hs.191518 


421433 


A1829192 


Hs.22380 


432925 


AA878324 


HsJ&4750 


438869 


AF075009 




442233 


AW967149 


Hs^8439 


447198 


061523 


Hs.283435 


448552 


AW973653 


Hs^0104 


444681 


AJ243937 


Hs.288316 


414598 


AI094221 


Hs.135150 


447817 


BE620775 


Hs.4866 


416062 


AA724811 


Hs.334791 


406661 


X56975 


Hs.172550 


424582 


AP026849 


Hs.150922 


411165 


NM_000169 


Hs.69089 


435905 


AW997484 


Hs.5003 


445776 


NMJJ01310 


Hs.13313 


424730 


NMJJ03358 


Hs.23703 


414747 


U30872 


Hs.77204 


410668 


BE379794 


Hs.159651 


406774 


AW5t8383 


Hs.177592 


406648 


M563730 


Hs.277477 


407951 


W77762 


Hs.79015 


415682 


AJ347128 


Hs.191870 


417621 


AV654694 


Hs.82316 


419970 


AW612022 




420012 


AW957965 


Hs.99014 


431574 


AW572659 


Hs.261373 


432586 


AA568548 




437438 


AL359620 


Hs.14217 


441355 


AJ 822034 


Hs.137097 


444539 


A1955765 


Hs.146907 


458965 


AA010319 


Hs.60389 


406655 


M21533 


Hs.277477 


414915 


NM_002462 


Hs.76391 


414821 


MS3835 


Hs.77424 


423766 


AA303799 


Hs.300141 


451351 


AW058261 


Hs.321435 


450043 


AA885699 


Hs.24332 


447742 


AF1 13925 


Hs.19405 


433339 


AF019226 


Hs.8036 


426395 


BE151985 




418300 


AI433074 


Hs.86682 


423799 


AW026300 


Hs.1 32906 


445093 


AI207197 




428044 


AA093322 


Hs.301404 


453988 


AA847843 


Hs.62711 


AiAIQA 


Bel 75494 


Hs.75811 


427747 


AW411425 


Hs.180655 


406745 


AW511970 


Hs.279860 


407013 


U35637 


Hs.83870 


407198 


H91679 




414646 


AA353776 


Hs.901 


429687 


A1675749 


Hs.211608 


436566 


BE545588 


Hs378712 


437634 


AW293046 


Hs.255t58 


439971 


W32474 


Hs.301746 


442485 


BE092285 


Hs.29724 


445873 


AA250970 


Hs.251946 
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4.81 


actin related protein 2/3 complex, subun 


4.81 


RAB7, member RAS oncogene family-lite 1 


4.81 


zinc Tinge/ protein 304 


4.80 


WAA1077 protein 


4.80 


ESTs 


a An 


Homo sapiens cONA: FU22743 Gs, clone H 


4.80 


nuclear cap binding protein subunit 2. 2 


4.80 


ESTs 


4.80 


ESTs 


4.80 


ESTs 


4.80 


Homo sapiens cDNA FU12521 fis, clone HI 


4.80 


ESTs. Weakly similar to S71886 Ste2Wik 


4.78 


ESTs 


4.77 


N-myc {and STAT) interactor 


4.77 


kangal 1 (suppression of tumortgenicity 


4.74 


GTPase activating proteirvfika 
Src4ka-adapter 


4.74 
4.74 


Homo sapiens cDNA FU 10705 fis, done NT 


4.73 


ESTs 
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4.70 


ESTs 


4.70 


ESTs 


4.70 


ESTs 


4.70 


gb:Homo sapiens full length insert cDNA 


4.70 


ESTs, Weakly similar to 138022 hypotheU 


4.70 


ESTs 
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4.63 


KIAA0456 protein 
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cAMP responsive element binding prolein- 


4.62 


ESTs, Moderately similar to CEGTJWMAN C 


4.62 


centromere protein F {35Q/400kD, mitosln 


4.62 


hypothetical protein 


4.61 


ribosomal protein, large, P1 


4.60 


major histocompatibility complex, class 


4.60 


antigen identified by monoclonal anflbod 


4.60 


ESTs 


4.60 


interferorHnduced, hepatitis C-assodat 


4.60 


ESTs 


4.60 


Homo sapiens, done 1MAGE:36321 68, mRNA 


4.60 


hypothetical protein dJ434014.3 


4.60 


ESTs 


4.60 


hypothetical protein DKFZp762P211 1 


4.60 


ESTs 


4.60 


ESTs, Weakly simitar to 2004399A chromes 


4.60 


ESTs 


4.60 


major histocompatibility complex, dass 


4.60 


rnyxovirus (influenza) resistance 1, homo 


4.60 


Fc fragment of IgG, high affinity la, re 


4.59 


ribosomal protein L39 


4.59 


ESTs, WeaWy similar to ALU1.HUMAN ALU S 


4.56 


CQ-26 protein 


4.56 


caspase recruitment domain 4 


4.54 


glioblastoma overexpressed 


4.54 


hypofheflcal protein FU23316 


4.53 


Homo sapiens cDNA: FU21578 Gs, done C 


4.53 


19A24 protein 


4.53 


ESTs 


4.52 


RNA binding motif protein 3 


4.52 


High mobility group (nonhistone chromoso 


4.51 


N-acytsphirigosine amidohydrolase (add c 


4.50 


senne/threonine kinase 12 


4.50 


tumor protein, tardaiionaQy-controBe 


4.50 


gb:Human nebuSn mRNA, partial cds 


4.50 


gb:yv04a07.s1 Soares fetal Ever spleen 


4.50 


CD48 antigen (B-cell membrane protein) 


4.50 


rujeieoporin 153kD 


4.50 


Homo sapiens cDNA FU 1 1 074 fe, done PL 


4.50 


ESTs 


4.50 


RAP2A. member of RAS oncogene family 


4.50 


hypothetical protein FU13187 


4.50 


poty(AH>inding protein, cytoplasmic 1-1 


4.50 
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450497 H54159 Hs.15328 ESTs 4.50 

417497 AW402482 Hs.82212 CD53 antigen 4.50 

447667 AI117611 Hs.19150 HomosapiensmRNA;cONAOKFZp564A2164(f 4.49 

413856 D13639 Hs.75586 cycfinD2 4.49 

J 419556 U29615 Hs.91093 chiunase 1 (cMtotriostdase) 4.49 

429617 X89984 Hs.211563 B^el) aiTlymphoma 7A 4.48 

427157 U51166 Hs, 173824 thynwe4)NA glycosybse 4.48 

446021 BE389213 Hs.286 ribosomal protein L4 4.47 

413822 R08950 Hs.272044 ESTs, WeaMy similar to ALU1 HUMAN ALUS 4.46 

iU 412819 T25829 Hs.24048 FK506 binding protein precursor 4.46 

448717 R67419 Hs.21851 Homo sapiens cDNA FU 12900 Rs, done NT 4.45 

401846 NM_000983*:Homo sapiens ribcsomaJ proiei 4.44 

422303 AW410382 Hs.27556 hypothetical protein FU22405 4.43 

442358 BE567985 Hs.185B5 ESTs, Moderately sfmBar to ALU4_HUMAN A 4.43 

15 436623 AI417073 Hs.107265 ESTs 4.42 

412146 M92444 Hs.73722 APEX nuclease (multifunctional DNA repai 4.42 

437042 AK000702 Hs.5420 hypothetical protein FU20695 4.42 

416754 H07145 Hs.6799 ESTs, WeaHy similar to T1 2483 hypolhefl 4.41 

436671 AW137159 Hs.183291 ESTs 4.40 

ZU 410079 U94362 Hs.585B9 glycogenln2 4.40 

420150 AA648712 Hs.29798 KIAA1712 protein 4.40 

424723 BE409813 Hs.152337 protein arginine N-methyltransferase 3{h 4.40 

428931 AA994979 Hs.98967 ATPase, HO-transporfing, lysosomal, non 4.40 

429109 AL008637 Hs.196352 neutrophil cytosollc factor 4 (40kD) 4.40 

ZD 430280 AA361258 Hs.237868 interleukin 7 receptor 4.40 

438330 AW450572 Hs.257316 ESTs 4.40 

438962 BE046594 gfchn41c11j<1 NCI.CGAP ROF2 Homo sapiens 4.40 

444794 AI419991 Hs.145225 ESTs ~ 440 

445100 AW188205 Hs.12311 Homo sapiens done 23570 mRNA sequence 4.40 

JU 449659 R60031 Hs.198899 eukaryotic translation initiation factor 4.40 

449832 AA694264 Hs.60O49 ESTs 4.40 

452404 AW450675 Hs.212709 ESTs 4.40 

447296 AW243614 Hs.18063 Homo sapiens cONA FU 10768 fis, done NT 4.39 

425097 NMJM4247 POZ domain containing guanine nucleotide 4.37 

-5 J 441607 NMJJQ5010 Hs.7912 neuronal cell adhesion molecule 4.37 

406742 A1468091 Hs.279860 tumor protein, banslatioraOy^antrofe 4.35 

425095 AW014160 Hs.182585 K1AA1 276 protein 4.34 

410342 R31350 Hs.743 Fc fragment of IgE, high affinity I, rec 4.34 

442333 A1650877 Hs.129302 ESTs 4.33 

4U 424971 AA479005 Hs.154036 tumor suppressing sublransferable candid 4.32 

415912 H08859 Hs.206469 ESTs, WeaWy simflar to ALU6JiUMAN ALU S 4.32 

437386 W52452 ribosoma! protein 110 4.31 

408558 AW015759 Hs.235709 Homo sapiens mRNA; cDNA DKFZp667B071 1 (f 4.30 

408875 NM.015434 Hs.48604 OKFZP434B1 68 protein 4.30 

409604 AW444448 Hs.49124 ESTs 4 30 

418866 T65754 gbrycl 1c07.s1 Stratagene lung (937210) H 4.30 

419423 D26488 Hs.90315 KIAA0007 protein 4.30 

422017 NMJM3877 Hs.110776 STAT induced STAT inWbitor-2 4.30 

422797 AB033064 Hs.236463 K1AA1 238 protein 4.30 

DV 428467 AK002121 Hs. 184465 hypothetical protein FU1 1259 4.30 

432290 AKD01099 HsJ274273 Homo sapiens cDNA FLJ10237 fis, clone HE 4.30 

434551 BE387162 Hs.280858 ESTs, Highly similar to A35661 DNA excis 4.30 

436138 H53323 Hs.25717 Homo saptens cDNA: FU23454 fis, clone H 4.30 

c 438915 AA280174 Hs.285681 Wiffiams-Beunen syndrome chromosome regl 4.30 

DD 449217 AA278536 Hs.23262 rfbonuctease, RNase A family, k6 4.30 

452994 AW952597 Hs,3t305 WAA1547 protein 4.30 

418883 BE387036 Hs.1211 add phosphatase 5, tartrate resistant 430 

437250 BE257342 Hs.94576 hypothetical protein MGC3052 4*29 

440910 H97875 Hs,1 17974 ESTs 4.29 

OU 406853 AA614553 Hs.252259 hypothetical protein FU23059 4.28 

432295 BE091049 Hs.343665 ribosomal protein S15a 4.28 

400244 Eos Control 4.28 

413518 BE149455 Hs.75415 beta-2witaogfobuiin 4.28 

409132 AJ224538 Hs.50732 protein kinase. AMP-adivated. beta 2 no 4.27 

CO 406746 AA580395 Hs.279860 tumor protein, translalionalry-controlle 4.26 

400395 AF111167 v-fos FBJ murine osteosarcoma viral onco 4.26 

443229 A1057129 Hs.133396 ESTs 4.26 

450201 T97838 Hs.25722 ESTs 4.25 

_ A 409636 AA305729 Hs.16272 amino acid transporter system A1 4.25 

/U 422082 AA016188 Hs.111244 hypothetical protein 424 

444099 087432 Hs.10315 solute carrier family 7 (cationic ammo 4.24 

453902 BE502341 Hs.3402 ESTs 4.24 

415189 134657 Hs.78146 platetet/endotheBal cefl adhesion motec 4,22 

n c 404854 Target Exon 4.21 

/J 406653 AA574074 Hs.77961 major hlstocompatibifity complex, class 4.20 

400440 X83957 Hs.83870 nebufin 4.20 

415049 N67334 Hs.50158 ESTs 4.20 

418304 AA215702 gtezr97g10j1 NCLCGAP_6C81 Homo sapiens 4.20 

Qn 4 23180 AF068302 Hs.125031 (^e/ethanotarranephosprwtrar^era^ 4.20 

OU 424684 AW752714 Hs.5174 ribosomal protein S17 4.20 

429412 NMJM6235 Hs.2407 POU domain, dass 2, associating factor 4.20 

438141 AW946871 g£RC2^0022-Q80500^2402£Tu^ 4.20 

438607 AW080237 Hs.252884 ESTs 4.20 
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451952 
455397 
417116 
453247 
430451 
414283 
452248 
450746 
444797 
445718 
425783 
414837 
406710 
424436 
422343 
416207 
406724 
449475 
413828 
416819 
436674 
405266 
408996 
410704 
420851 
423096 
428328 
429355 
433308 
443559 
450850 
453765 
406854 
410768 
419612 
434203 
439237 
441374 
443415 
424338 
422305 
400233 
421959 
442622 
424795 
446231 
452933 
427681 
409061 
413891 
414004 
417035 
410584 
417353 
423645 
430048 
431113 
434170 
434584 
435391 
446768 
448019 
451831 



AL120173 
AW936332 
Z43916 
T80198 
AA836472 
AW960011 
AA093668 
D82673 
A801B333 
H79791 
A1026740 
U24266 
AI708347 
AW818428 
A1628633 
NMJM745 
C14071 
AI348G27 
L19067 
U77735 
AA725002 

A1979168 

BE076754 

AA281062 

AA732684 

AA426080 

AW973253 

AA582718 

A1076765 

AA648886 

AI358236 

AA613705 

AF038185 
AI498267 
BE262677 
AW408158 
AA043696 
AI056523 
W78816 
AI928242 

AW751497 
NM.000435 
AW102850 
NMJ02163 
AW391423 
AB018263 
AI204994 
BE271020 
AA737033 
AA192455 
AB011112 
AA375752 
A1215632 
T65054 
AK000673 
AA626509 
D57341 
AA704588 
AV660305 
AW947164 
NM.001674 



Hs.301663 ESTs 



Hs.7634 
Hs.111806 
Hs.297939 
Hs.154993 
Hs.28578 
Hs.278589 
Ks.12002 
Hs.15227 
Hs.1948 
HS77448 
Hs.184014 
Hs.4953 
Hs.346823 
Hs.79077 
Hs.234518 
Hs.108557 

Hs.80205 
Hs.272018 

Hs.344096 

Hs.29493 
Hs.278428 
Hs.292812 
Hs.292689 
Hs.291650 



Hs.151999 
Hs.283732 
Hs.252259 
Hs.66187 
Hs.110613 
Hs.283558 
Hs.318893 
Hs.7822 
Hs.133472 
Hs.49943 
Hs.293438 

Hs.98370 
Hs.8546 
Hs.153177 
Hs.14453 
Hs.288555 
Hs.180338 
Hs.7874 

Hs.7155 
Hs.22968 

Hs.348140 
Hs.147487 
Hs.73605 
Hs.274337 
Hs.122329 
Hs.188361 
Hs.58934 
Ks.1 10286 
Hs.195641 
Hs.460 



gb:QV4-OT0021-28129W70^01 DT0021 Homo 
hypothetical protein FU12287 simflar to 
ESTs 

calhepsin B 
ESTs 

muscleblind [Drasoph9aHike 
general transcription factor il. i 
WAA0790 protein 
ESTs 

ribosomal protein S21 

aldehyde dehydrogenase 4 family, member 

ribosomal protein L31 

golgi autoanfigen. gotgin subfamily a 3 

gb:ty77d05.x1 NCLCGAP_Kid11 Homosapien 

Homo sapiens, done MGC2908, mRNA. comp 

ribosomal protein L23 

hypothetical protein PP1057 

v-rel avian reBculoendotheTiosfe viral 

pinv2 ODGQQGfld 

tow molecular mass ubiquinone-binrjing pr 
Target Exon 

glycoprotein (transmembrane) nmb 

gb:CM1-BT0601-18Q2QO-121-b108T0801 Homo 

hypothetical protein FU20142 

progestin induced protein 

ESTs, Weakly similar to 138022 hypolheti 

ESTs 

ESTs 

ESTs, Moderately similar to AUJ8_HUMAN A 
ESTs 

ESTs, Moderately similar to ALU INHUMAN A 
riboscmai protein S3 

Homo sapiens done 23700 mRNA sequence 
WAA0421 protein 
hypothetical protein PR0 1855 
ESTs, Weakly similar to A47582 B-ceJI gr 
Homo sapiens mRNA; cDNA DKFZp564C1216 (f 
ESTs 

ESTs, Weakly simitar to S65657 alpha-1 C* 
ESTs, Hghly similar to AF198488 1 trans 
Eos Control 

cytochrome P450, subfamily IIS, porypept 
Notch (Drosophila) homolog 3 
ribosomal protein S28 
interferon consensus sequence binding pr 
Homo sapiens cDNA: FU22425 fjs, clone H 
tumor necrosis factor receptor supertami 
Homo sapiens cDNA: FU21435 fis, done C 
tumor suppressor deleted in oral cancer- 
ESTs, Moderately similar to 21 1 5357A TYK 
Homo sapiens done IMAGE451 939, mRNA se 
K1AA0540 protein 

Homo sapiens mRNA; cDNA DKF2p586F1822 (f 
ESTs 
ESTs 

hypothetical protein FU 20666 
ESTs 

Homo sapiens cDNA RJ 12807 fis. done NT 
ESTs 
ESTs 

ESTs, Moderately similar to 138022 hypot 
acfivaSng transcription tactor 3 
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TABLE 56B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 
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BF999056 R83430 Z29922 T85791 W03942 H63289 A1091537 BF0865S3 AA345570 H48870 H80720 T83523 BI039626 BI037700 R00353 

429978 35194 2 BE738425 B^Sa B^iS^AVV^^TB AW265195 AI91 6735 A1394255 A1573090 AI354442 AW612857 52S??.il^l2^ifl!SJiv? 

" AB54441 AI308821 AA772275 AW055215 AI589705A1336532AA806547 AV682125H93575 AW071172^^^^mi8 

A W1 96655 079662 BE042393 N75017 AW014741 C75509 BE748621 H92431 AW079261 AW901780 AA329482 AW9601 15 BI260621 AI767525 

442562 39593 1 AKD55^^G399^ AV660556 AV660502 BG564397 BE379584 BF446961 A1653056 AW973709 AI653173 

AJ348877 AI278577 AA76 1 51 7 A1698203 AA1 1 5535 AI264790 AW205074 AA860452 AA554902 AI00071 5 D621 02 BE544768 AI376090 D59939 
AW242249 AA525421 R3421 1 R34328 BF248064 BF241437 BF572759 BF218832 
412636 1438 1 M77830NMJ 004415 AF139065BG681 115 BG740377BI71 2964 BG000656 AA128470BM38324 H27408BE931630BE167165AW370827 

AW37C813 J05211 BG698865 BG740734 BG68Q518 BG739778 B1765807 BM353403 BM353248 AW177784 AW205789 AW951576 AW848592 
BE182164 BF149266 BE940187 B1060445 BI060444 BF350983 BE720095 BE720069 BE715154 BE0825B4 BE082576 BE004047 AA857316 
B1039774 BE713818 BE713548 AW170253 BE160433 BI039775 AW886475 BM462504 BE931734 BF149264 AA340777 BF381 183 BG621737 
AU1 27260 AW364859 BF993352 BG223489 BE819009 BF381 184 BE715956 R58704 AA852212 AW366566 BI090358 BF087707 BE819045 
BE819005 AA377127 BE073467 BE819069 BE819048 BI036306 BG990973 BI040954 BF91991 1 AU140155 A1951766 A1434518 AW804674 
BF752969 BE837009 BE925826 BF149265 AW995615 BE614264 B1039782 AU140407 BE144243 BE709863 BF985642 BE001923 BF933510 
AW265328 BG436319 BE182166 AW365175 AW847688 BE81 8280 AW1 77933 BF873679 AW178000 BE082526 BF476866 BF086994 BF592276 
BE082507 8E082514 BE082505 BF873693 AW068840 AW847678 BF804153 AW365157 BE813930 BE002030 AW365153 BE184941 BF749421 
BE184920 BF839562 BE184933 BFB42254 BE698470 BE931048 BF999889 BF368816 BE184924 BE159646 BE714632 BE184948 BG986845 
AA131128AA099891 W39488 C04715BF096124BE885341 AW799304 AL6031 16 BE1 49760 BE705967 BE705966BE705968AW848723 
AW376699 AW376817 AW376697 BG005097 BF751 115 BE696084 AW848371 AW376782 AW848789 AW849074 AW361413 BF927725 W094211 
AW997139 BE865474 BE185187 BE156621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088876 BE705939 AW752599 
BG005197 BF350C86 BE715196 BE715155 BF752396 BF093817 BF831 190 BF752409 BE006561 BG959922 BF094833 BF094748 
AW377699 AW607238 BE082519 AW377700 BF349467 AU90590 AI554403 AI392926 AU158477 BI467252 AU159919 AI760816 BF082516 
AI439101M451923AI34(^6AI590975B1791553A1700%3AI142882M039975M94693 B ^ 148MM70 ?^ 4 ^™ 2 A « lwn „ c 
AWl90555A!22(raAl304772Al270345Al627383AA5523{X)AJ911702AW16 

AI078449 AI819984 A1858282 61468568 AI880584 AI025932 AA026047 AA703232 AA658154 AA51 5500 AW1 92085 M91B281 1^86 Al^M7 
AI205263 BF082491 AW021347 AI568096 BE939862 M088866D12062AA056527 M7821W 

H44405 A1910434 BF082513 AM94069 AI270027 AI635878 AA1 28330 BG681425 BE706078 R20904 BG680059 BG676647 BF764409 AA026654 
AV745530 BI762796 BG287391 AW798780 BE706045 BE926470 AW799118 BF087996 BE002273 AW879451 AI571075 BE067786 AV721320 
AI022862 M29754 C03378 N84767 AA131077 H30146 BE714290 AI686869 AI568892 AI915596 AW105614 A1887258 A1538577 BE926474 
BE057737 BG319485 AA247685 AW798883 AW103521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE71 3868 BE71 3763 
BG950164BE713810AW365151BG955489BE(X>5272BF915937AW 

BG740832 BG681087 BG698430 M455100 T87267 BE696209 BE696210 81089483 BE006273 BE872225 AW391912 BE925515 ' BG677012 
BG741970 AA026480 BE705999 BG677157 BE009090 BG681378 BE712291 BG961498 BG678984 B1040941 AA337270 AW384371 AW847442 
BI058659BE813665 W95048 W25458 AW177786 AA025B51 BE931733BF1 54837 BG949393 BE714441 AW996245 BE711801 AI2840M 
BE064323 BE719390 BE940148 BG991212 BF375714 BF349522 BG996267 T48793 B1013292 BE001925 AW365156 AW365154 AW606653 
BF763109 BE931637 BE167181 BE713879 BF354008 BF678726 H90899 AW365145 W38382 /W98487 

BC003047 S80794 NM 003405 X78138 AY007132 L08439 AW340648 AW131665 A1082748 AI470204 BI711078 BF350700 £W96963 ^087141 
M720684 AA862331 M605146BM313650^ 

A1608761 A1342365 A11 99076 AA908944 AI248943 AU160053 AJ191245AI218477 AI077943AA864930AI310394AA872478 AI2^2W61343 
AA565955 W46598 AA126874 AA223241 AA491574 R84813 AA491520 BG0551 1 4 AI469689 BE464590 AW664539 H67097 AL534332 ! C21397 
AI085941 AW02B427 BG939820 AJ697089 AI039008 AI125315 AI655561 AW150042 L20422 X57345 BW58375 AU142852 BI666601 BE888276 
AU119302BI603754BG705953BI598754BE2967W 

AI124697D54224 F08031 AA340253 BF923383 BM467808 81546644 BG777200 BG705941 B<^8577 AW 27209 AW^ 
AV689560 B1669267 BG508219 BI837163 B1667275 AA343750 BE783112 BF671405 BF954720 H67636 H69456 M484894 BI869271 BF9^7 
N31547BF945817BF947918 N90630BG980194AA156881 BI493502AW273118AI473820AA608688A1359337 AV712091 AA084101 BF592036 
H13301AI864305AA505883AI423963AW084401A1917740 R59858AA033W 

AI082545AU145681 AA629032 A1421 367 M740589AA1 50830 A1248541 AA988608AA1 50478 W65437 BM310234 AA262704 ^™031A181 111 16 
BM272753 H21979 T15405 AA938406 F04963 AI188296 AW152629 AA905196 BG223058 AI83101 6 AI766457 A1811102 M776573 £922133 
AAn59M AI261476 AA219489 A1688035 AI872093 BE537084 AW189078 D82630 AI123121 AL583492 BE350791 R69901 W65436 BE1 55392 

H78021 H11617R56892H23204 N21530R82499AW383522AA774536AL534331 W94127W46459AI866231 AA51 3281 M1 92465 H69844 
W85827 AW383642 AW383529 AA171 498 AL537424 BE814866 BFB23254 R82553 M80981 7 A1559406 „ 4 ,» MDC „ Q „< 
410143 MH1244J AK000357 AI571830 AA579613 AA668790 BF939495 BF196886 AI990962 BF591561 A1809189 AW410232! Bf739769 Al^392 BF^721 
Al707495A!423359 N52503BE855mN94367^ 

AA622643 AW195955 AA470473 AW392767 A1218127 AA873430 AA905005 AA748160 H89523 AW020252 AW664988 AA970424 MBlim 
AI581622 A1361357 AA468498 AWQ08694 AAS03275 AI187724 A1187718 AA890505 BF092771 AI066655 BE714172 BG289028 AW080390 
BE001197 BF132049 

426295 510 1 BE880923BG390191 AW47W82AVTO14685AI423255B™^^ 

BF447795AI088357MB07328AA576970A1741153A1755003AI474016AI422030A13481UA^ 

AI246771 AW512619 A1359020 BG054897 AI292234 A1215830 A1283836 C06205 AW503423 AW272680 N33205 AW873021 AAQ70724 W753886 
AW192487 AI087151 AA658909 AI346368 AB35677 AA82S442 AW440066 AW131357 AW513210 AI082314 AI685455 BE551404 AA780704 
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BG700891 BI553517 R80518BG779771 BG534451 AA479402 AW961580 BR»1430 AI857643 AI768486 AW512118 AM793K AW0381 
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W^BOT0OTB^OAU)42656BF0957MAVV812618BFO95731BG212397BFCT^^ 

BiS «StO A^097 AW150540 A1693720 AA743384 AJ915793 N48185 AI573107 M043474 A1351615 A1969490 AI910763 R50866 

B^IAAOTia AVraS3705 AI631833 AVW37429 AW027804 AA729038 BE503409 A1S2193S B1F7399S! 
AI218139AW194264 020120 AI08«15AI969980BE857688BE326711AW953708AI393749A138^ 

^^W^tSs^muiim BE5S1767 AA558414 AJ339359 BF059601 A1961162 AJ341422 A1206248 AI206165 

AAS48736 AA768578 AI539081 AW0259S7 AA736837 N79575 AW5943S7 AA480892 „..„..„. 

444060 6315 1 AK055070 AK055612 AK000174 8G619806 BG108086 AI741949 A1004176 Bf 891938 BF37B565 AW1 97163 BE856860 AWOTW1 

444060 6315.1 1^31 AV^981 M7WS3 AW274758 BF512523 AJS21 278 AA548759 A1802431 AW051682 AJ628247 W799606 AVW881M AMMStt 
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431155 
414150 
430915 
436716 
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BG110091 BG106500 BI258369 BG831982 BM458301 BM019513 BI161350 BI114178 BG481969 BG474870 BF974048 BF971122 BE741405 
BE395269 BG832027 BG831469 BG490895 BM413638 BG943529 BG831012 BG829471 BG686284 BG337575 BG336551 BF206677 BI25K301 
BI160946 BG105893 BF183072 BM459542 BI193881 BG832043 BG831323 81194545 BI160968 BG755930 BG70^B^4^BM465145 
BgSi227BG774290BF683451 BE907161 BW5391 BI194396BI161269BG747^^ 

AW328235 BG339458 BF972634 BE909808 BI160988 BI160251 BG828764 BG826860 BG758360 BF568228 B1818282 BI457127 IH81491 
86^4 aKwBF568381 BE907238 BI161172 BI1 16773 8G827153 BG825088 BG335419 BG109404 AI929068 BE906354 BE4085M 
SSobSi7BCT2794BG335767BE907263BF568921 BG829961 BG4793KBG260397AI922228BE301975AWM 
BG«0626 AVW9S817 BG336261 BE906157 BE395717 BE391427 BI192954 BG829757 BG476379 BE301536 BE394727 BE2576K B&fi&U 
AI433577 BE89441 6 BE886992 BE409223 BF034756 BE904077 BG830886 BE9091 53 BE907998 BE395767 AI87175 1 BEM4KB BI1 92f*3 
BG831669 A1000225 BE743836 BE272515 AA628078 BM463802 BE393376BE393033 AW170187 BE730961 BE395410 BE7W572 3E39297 
BQ91448 BE390780 BE388821 BE258477 BE905970 BE901567 BE898833 BE8B0326 BF726889 BE910504 BE390753 B|^M3]M650542 
BEM4156 BE3941 25 BE742207 BE395265 BE392942 BE894336 BE378222 BE906926 BE904650 BE393704 BE620999 BE515162 BE378753 
BE272370BE907458BE612801 BE392484BE907636BE907353BE910491 BE909796 BE905331 AW248173 AI683576 BE908826 B|620180 
BTO37570 BE908312 BE615015 BE256977 BE746875 BE394133 BE391478 BE910068 BE907185 BE742109 ^^^BE561195BE908825 
BE906472 BE906509 BE906017 BE910442 BE514657 BI261969 BE741707 BE392216 BM042793 BF570283 B1262119 BE39CT07 BE378298 
AW2TO27 BE394422 BF569178 BE263240 AI700512 BG830290 BFS69308 BF569156 BI194587BE390831 BG745096AI681£5BK956^ 
MUCT IBETO892AA442822 BE384898 AA313519 AI878866 AA305904 F33366 BE394852 F29153 F33618 AI133637 AA300009 F34063 
F29455AU099691 A1905085AI906656AA343249BE388691 AW404280AA379888F29022BF089981 F31013F24305 AlMeMnn 
BECTVobS 

AW169748AA649945 AI358496AI470921 BF434211 AW513748AW451232A1953739A1249448A1^ 
aS?^197 BF064039 F29558 AI537M2BF593207 AVV87^ 

AA426653AA480106 AW243290 BF513102 BF346057 A1763358 AW003726 AI139045A1570748AW237602T57492BE887212AI969311 
AA133045 F23464AA576416T15590A1650891 A1950958 AI983931 AW515101 AI650820 H81989AA508473 
^^W968^ 
ESbFS^^ 

A^^5A!783674AI638281 AI825752AI339197AI653411 AI341372 AI673213 A1673191 AW779768 A1627934 AI921^^41^jM38^ 
Sm^wSaW190430AW195390^^ 

AA649133 A1742276 AW015700 AA595019 AA877835 AI701658 AA729793 AA535004 AA926792 AA5051 13 AA603726 W68390 N90130 AA489461 
AA830462 
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TABLE 56C 

Pkey: 

Rfif. 

Strandi 
reposition: 



human chromosome 22" Dunham, et al. (1999) Nature 402:489495. 
Indicates ONA strand from which exons were predicted. 
Indicates nucleotide positions of predicted exons. 





Pkey 


Rfif 


Strand 


NLposiQon 




402474 


7547175 


Minus 


53526-53628,55755-55920,5753^57757 




402145 


8018280 


Plus 


113086-114800 


65 


401091 


9958240 


Plus 


94760-94698 


401466 


6682292 


Plus 


28748-29023 




401113 


9966541 


Minus 


19419-19959 




406542 


7711499 


Pfus 


117335-118473 




405086 


8072509 


Pius 


73664-73841,74081-74217,74610-74779,7492 


70 


401846 


7712190 


Minus 


8277542823,82912-83022 


404854 


7143420 


Pfus 


14260-14537 




405266 


4156171 


Minus 


63337-63552 
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TABLE 57 A: 703 genes upregulated in tesficdar cancer relative to norma) body tissues 

Table 57 A Esb about 703 genes updated in testicular career relative to normal body tissues that m DMyto encode ^^^.^^ n r ^f'^^ m ^ 
peptides or antibodies Thesegenes were selected from 59880 probesets on Die EosttffymefraHuKGenechlp array. ^ ee *^ n J^to^^&&^^™ 

modulatableby small molecutes. peptides. oran6bctf.es (efl-ptanase, deathxforoam, 



domains indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small n 
7tm. phosphatase, or taUrsnsporta). Certain predicts) protein domains are noted. 
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Pkey: Unique Eos probeset Identifier number 

ExAccn; Exemplar accession number. Gen Sank accession number 

UniGenelD: UniGene number 

Pred.Prcl Domains: Certain predicted protein domains. Abbreviations used: TM. transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, 

Bkely to contain; olher protein domain abbreviations are from PFAM (Nucleic Adds Research, 2002, 30:275-280). 
UniGene Title: UniGene gene title 

95th percentile of testicular cancer Als divided by the 50th percentile of normal tissues Als, where the 10th percentile of aQ norma) tissue Als was subtracted 

from both the numerator and rifinnrnhatnr 



R1 



from both the numerator and denominator 

1 0 Pkey; ExAccn; UnigenelD; Unigene Title; Pied.ProtDomains; R1 

424687; J05070; Hs.151738; matrix metatoproteinase 9 (geiafinase B, 92kD gelaBnase, 92kD type IV coDagenase); matrix metalioproteinase 9 (getatinase B; 31 23 
4401 19; AA865455; Hs. 125331; ESTs, Moderately similar to unknown [H-sapiensJ; ESTs, Moderately similar to unknown \Hs; 27.37 
421241; X91817; Hs.102866; transketolase^ike 1; transketoiase* 1; 26.89 
1 J 431840; AA534908; Hs,2860; POU domain, class 5, transcription factor 1; POU domain, class 5. transcription facto; 25.03 
435918; AF263538; Hs.85232; growth differentiation factor 3; growth differentiation factor 3; 19.88 

432666; AW204Q69; Hs.351 118; ESTs, Weatdy similar to unnamed protein product [H-sapiensl; ESTs, Weakly sim3ar to unnamed protein ; 17.74 

419556; U29615; Hs.91093; chifinase 1 (chitotrtosldase); chifinase 1 (chitotnosidase); 17.64 

452838; U6501 1; Hs.30743; preferentially expressed antigen in melanoma; preferentially expressed antigen In meta; 17.06 
2U 417886; AA214584; ; ESTs; ESTs; 15.95 

412265; AA101325; Hs.86154; hypothetical protein FU12457; hypothetical protein FU12457; 15.93 

425572; AB01 1076; Hs.158307; urttffferenBated embryonic cell transcription factor 1; Undifferentiated embryonic cell transcrr, 15.82 

423905; AW579960; Hs.135150; lung type-l cell mernbrane^ssociated glycoprotein; lung type-l cell rrmbrane-asscciated gly; 15,11 

419741; NR007019; Hs.93002; ubfquiffn carrier protein E2-C; ubiquiOn carrier protein E2-C; 15.08 
Z D 427584; BE410293; Hs.17971 8; v-myb avian myeloblastosis viral oncogene horrxrfogJike 2; v-myb avian myeloblastosis viral oncogen; 14.17 

418696; AW959433; Hs.326290; hypothetical protein FU12581; hypothetical protein FU12581; 13.58 

416819; U77735; Hs.80205; pim-2 oncogene; pin>2 oncogene; 13.20 

?JS¥'' U !5 277: Hs - 305985 ' development regulator 1 (homolog of polyhomeolic 1); early development regulator 1 (homolog o; 12.93 
454077; AC005952; Hs.37062; Insunn-Iike 3 (Uydlg wlJ); insuIWike 3 (UydJg cell); 12.90 
JU 432730; AI066520; Hs.131358; ESTs; ESTs; 12.84 

446293; A1420213; Hs.149722; UM domain transcription factor UM-1 (hUM-1) mRNA; UM domain transcription factor UM-1 (h; 1i74 
423354; AB01 1 1 30; Hs.127436; calcium channel, voltage-dependent, alpha 2/delta subunit 2; calcium channel vottaqe-dependent aloh; 1 2.46 
450581;AF08f513;Hs.25195;T6F-beta4;TGF-beta4;1Z42 

450719; A1096837; Hs.21349; ESTs. Weakly similar to RB8B_HUMAN RAS-RELATED PROTEIN RAB-8B [H^apiens]; ESTs, WeaWy simBar to RB8B HUMAN RAS-R; 1 Z26 
3 D 431462; AW583672; Hs.25631 1; granin-like neuroendocrine peptide precursor, grantn-fike neuroendocrine peptide precu; 1 1 .96 
431354; BE046956; Hs.251673; DNA {cytosine-5.)^rryitransferase 3 beta; DNA {(qrtosine-5-)-methyltransferase 3 be; 1 1.91 
402199; ; ; Target Exon; Target Exon; 11.85 

424578; AK001973; Hs.150890; hypothetical protein; hypoiheSca) protein; 11.81 
A 416350; AF188625; Hs.189507; phospholipase A2, group IID; phosphotipase A2. group HQ; 1 1.67 
4U 439979; AW600291; Hs.6823; hypothetical protein FU10430; hypothetical protein FU10430; 1 1.57 
410048; W76467; Hs.343874; proline oxidase homobg; proline oxidase homolog; 1 1.42 

442573; H93366; Hs.7567; branched chain aminotransferase 1, cytosolfc; branched chain aminotransferase 1, cytos; 1 1.42 
414812; X72755; Hs.77367; monokine induced by gamma interferon; monokine Induced by gamma interferon; 1 1.38 
421917; AB028943; Hs.109445; K1AA1020 protein; KIAA1020 protein; 11.15 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Contalning APAF1-lfce; NALP2 protein; PYRIN-Containing APAF1-B; ia92 
414683; S78296; Hs.76888; hypothetical protein MGC12702; hypothetical protein MGC12702; 10.91 

423673; BE003054; Hs.1695; matrix metailoproteinase 12 (rracrophage elastase); malrix metailoproteinase 12 {macrophage ; 10.74 
433800; AI034361; Hs.135150; King type-l cell membrane-associated glycoprotein; lung type-l cell membrane-associated gly; 10.68 
429120; AK001673; Hs.196530; hypothetical protein FU10811; hypothetical protein RJ10811; 10.48 
D\) 444371; BE540274; Hs.239; forkhead box M1; forkhead box M1; 10,46 
441553;AA281219;Hs.121296;EST8; ESTs; 10.37 

426534; U58096; Hs.2051; tesfis specific protein, Y-finked; testis specific protein. Y-finked; 10.28 
441878; AI801869; Hs.127982; ESTs; ESTs; 10.06 
432117; AL036195; Hs.2909; protamine 1; protamine 1; 10.01 

425427; A1652662; Hs.317432; branched chain aminotransferase 1, cylosoRc; branched chain amirxrtransferase 1, cytos; 9.97 
41 6201; AA467752; Hs.195161; ESTs; ESTs; a97 
410929; H47233; Hs.30643; ESTs; ESTs; 9.91 

^86; AA974433; Hs.362432; fibroblast growth factor 4 (heparin secretory transforming protein 1, Kaposi sarcoma oncogene}; fibroblast growth factor 4 (heparin seer; 9.81 
427239; BE270447; Hs.356512; ubia^fin carrier r^tein; ubiquife carrier protein; 9.68 
OU 402680; ; ; Target Exon; Target Exon; 9.68 

409208; Y00093; Hs.172631; integrin, alpha X (antigen C011C (p150), alpha polypeptide); integrin, alpha X (antigen CD11C (p150),; 9.46 
443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; chromosome 20 open reading frame 1; 9.42 
440207; AI371978; Hs.128326; ESTs; ESTs; 9.41 

433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1; clone HQ0310 PRO0310p1; 9.41 
65 447534; AW953935; Hs.288655; ESTs; ESTs; 9,33 
442333; A1650877; Hs.129302; ESTs; ESTs; 9.28 

421307; BE539976; Hs. 103305; Homo sapiens mRNA; cDNA DKFZp43480425 (from clone DKFZp434B0425); Homo sapiens mRNA; cDNA DKFZp434BG425 (f, 9.24 
423458;A1204212;Hs.351113;ESTs;E$Ts;9.23 

431958; X63629; Hs.2877; cadherin 3, type 1, P-cadherin (placental); cadherin 3, type 1, P-cadherin (placenta; 9.23 
/ U 422938; NM_001809; Hs.1594; centromere protein A (17W)}; centromere protein A (17kD); 9.21 

41 1027; AF072099; Hs.67846; (eukocyte tfrarwnofltobulin-like receptor, subfamily B (with TM and ITIM domains), member 4; leukocyte immunogiobultn-like receptor, ; 9.21 
425397; J04088; Hs.155346; topolsomerase (DN^ II alpha (170kD); topdsomerase (DNA) 11 alpha(170kD); 9.18 
428664; AK001666; Hs.189095; similar to SALL1 (sal (DrosopWIaHike; similar to SAU.1 (sal {Drosophila)-(ikfi; 9.17 
- 428970; BE276891; Hs.194691; reBnofc acid induced 3 (RA161); rnetabotropic glutamate family GPCR; retinolc acid induced 3(RAJG1); metabo; 9.11 
^l^S II s - ^2 (rrJtotic anrest deficterit yeast hcrnologHite 2; MAm_(mito8c arrest deficient, yeast, h; 9.11 

80 



422310; AA316622; Hs. 38370; cytoctone P450, subfamiry IIS, fjoiypepSde 1; cytrxhrarne P45Q, subfamily IIS, poiypept; 9.10 
449722; BE280)74;rte.2396ftcyclmB1;cydInB1;8.86 

441560; F 13386; Hs.7888; v-erb-a avian erythroblastic leukemia vtrai oncogene rtorndog-6ke 4 (KER4); v-erb-a avian erythroblastic leukemia vi; 8.86 
440983; M2Q681 ; Hs.7594; solute carrier family 2 (facilitated glucose transporter), member 3; solute carrier family 2 (faciBtated glu; 8.86 
40S342; AU077058; Hs.54089; BRCA1 associated RING domain 1; BRCA1 associated RING domain 1; 8.83 
420367; AA259090; HS.K7028; ESTs; ESTs; a82 

415947; U04045; Hs. 78934; mutS (E coli) homotog 2 (colon cancer, nonpolyposis type 1); mutS (E, cofi) homolog 2 (colon cancer, ; 8.73 
418813; AA744529; HS.B6575; mitoger^activated protein kinase kinase kinase kinase 1; frttogen^acevated protein kinase kinase ; a71 
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41 7407; AA923278; Hs.290905; ESTs, WeaWy similar to protease [Usaptensj; ESTs, Weakly similar to protease (Rsapfc &64 

407239: AA075350; Hs.67846; leukocyte immuru^buiin-like receptor, subfamily B (with TM and 1T1M domansK member 4; teulcocyte immunogbbuGn-like receptor. ; 8.58 
436481; M379597; Hs.5199; HSPC150 protein similar to ubtquitivwnjugating enzyme; HSPC150 protein similar to ubtquilin-con; 8 55 
41 2140; M219691; Hs.73625; RAB6 Interacting, kfoesMcB (rabWnesin 6); RAB6 interacting, kinasin-fixe (rabkines; a52 
J 438091 ; AW373062; Hs.351 546; nuclear receptor subfamily 1, group I. member 3; nuctear receptor subfamily 1, group I, m; 8\51 
424800; AL035588; Hs.1 53203; MyoO family inhibitor; MyoD family inhibitor, 8.45 
447188; H65423; Hs.17631; hypothetical protein OKFZp434E2135; hypothe&aJ protein DKFZp434E2135; a45 
430056; X97548; Hs.228059; KRAB-associaled protein 1; KRAB^ssociated protein 1; &42 
41 7389; 8E260964; Hs.82045; midkine (neurite growth-promofing factor 2); rridkine (neurite growth-promoting factor; 8.40 
1 V 430676; AF084866; Hs.372585; gbtHomo sapiens envelope protein RtC-3 (env) gene, complete cd; gb:Homo sapiens envelope protein WC-3 (; a38 
420759; T 1 1832; Hs.127797; Homo sapiens cDNA FU1 1381 fis. done HEMBA1000501; Homo sapiens cDNA FU11381 fe, clone HE; a38 
406621; X57809; Hs.181125; immunoglobunn lambda locus; immunoglobulin lambda locus; a37 
453914; NfA_000507; Hs.574; mjctose-1,6-btephosphatase 1; tructose-1, ^phosphatase 1; 8.25 
423198;M81933;Hs.1634;cdldhfcconc^ 

1 3 418299; AA279530; Hs.83968; fotegrin, beta 2 (antigen CD 18 (p95), lymphocyte nmction-associated antigen 1; macrophage antigen 1 (mad) beta subunit); tnfegrin, beta 2 (antigen 
CD 18 (p95), ly; ai7 

453968; AA847843; Hs.6271 1; High mobility group (nonhistone chromosomal) protein 4; High mobility group (nonhistone chromoso; ai6 
453985; N44545; Hs.251865; ESTs; ESTs; 8.14 
451106; BE382701; H^25960; rWC oncogene; IWC oncogene; 8.10 

420347; AL033539; Hs.971 24; Human DNA sequence from clone RP1-309H1 5 on chjomosome 6p22.1-2Z3 Contains a gene similar to HDGF (hepatoma^erived growth factor (high> 

mobility group protein 1-fike)), ESTs. STSs, GSSs and a CpG 1st; Human DNA sequence from done RP1-309H15; 8.03 
415857; AA866115; Hs.127797; Homo sapiens cDHA FLJ11381 fe. done HEMBA1 000501; Homo sapiens cDNA FU11381 fis done HE; 8 02 
425601; AW629485; Hs.140720; GSK-3 binding protein FRAT2; 6SK-3 binding protein FRAT2; 7.90 

421016; AA504583; Hs.101047; transcription factor 3 (E2A imrramoglobuEn enhancer binding factors E12/E47); transcription factor 3 (E2A immunoglobul; 7.89 
L 3 432407; AA221036; ; gb.-zr03f12j1 Stratagene NT2 neuronal precursor 937230 Homo sapiens cONA done 5' similar to SWPOLBAEVM P10272 POL POLYPROTE1N ;, mRNA 
sequence; gb:zr03ft2.r1 Stratagene NT2 neuronal pr; 7.83 
422846; BE513934; Hs.1 583; neutrophil cytosolic factor 1 (47kD. chronic granulomatous disease, autosomal 1); neutrophil cytoscOc factor 1 (47kD, chr. 7.80 
433228; F26212; Hs.14953; KIAA1491 protein; WAA1491 protein; 7.73 
A 446528; AU076640; Hs.15243; nudeoiar proleb 1 (120kD); nudeolar protein 1 (120kD); 7.71 
J \J 447350; AI375672; Hs.1 72634; v-erb-a avian erythroblastic leukemia viral oncogene homotog^ike 4 (HER4); v-erb-a avian erythroblastic leukemia vfc 7 71 
448775; AB025237; Hs.388; nudix (nudeoside diphosphate linked motety X)-type motif 1; nudix (nudeoside diphosphate linked mor 7 71 
430253; AK001514; Hs.236844; hypothetical protein FU10652; hypothetical protein FU1C652; 7.70 

444784; D12485; Hs.11951; ectonudeotide pyrophosp^aseyphosphodiesterasa 1 (Plasmacefl membrane glycoprotein PC-1); ectonucteoSde pyrophosphatase/phosphodi; 7.62 
443537; 013305; Hs^)3; chdecystokinin B receptor, cholei^kinm B receptor; 7.57 
J J 446291; BE397753; Hs.14623; interferon, gamma-indudble protein 30; interferon, gamrn*indudbie protein 30; 7.55 

410006; AW732308; Hs.57783; eukaryoSc translation initiation factor 3, subunit 9 (eta. 1 16kD); eukaryofc translation initiation factor; 7.53 
430255; AK00O7O3; Hs.323322; Homo sapiens mRNA for K1AA1 551 protein, partial cds; Homo sapiens mRNA for KIM1551 protein. ; 7.52 
41 1975; A1916058; Hs.144583; 3WR ot dead ringer (DrosophOaJ-Eka 1; 3*UTR of: dead ringer (DrosophilaHike ; 7.50 

439864; AJ720078; Hs.291997; ESTs, Weakly similar to A47582 Bcetl growth factor precursor (asapiensfc ESTs, Weakly similar to A47582 Bcetl gr, 7.47 

^3 ££S5K ^ 37747: Homo Snjilar to raK ^ N cOWA 2700083806 gene, done MGC.4669, mRNA, complete cds; Homo sapiens, Similar to RIKEN cONA 2700; 7.47 

417705; AW134952; Hs.175220; hypothetical protein FU14541; hypothetical protein FU14541; 7.47 

425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor type, C-assodated protein; protein tyrosine phosphatase, receptor t; 7.47 
407710; AW022727; Hs.23616; ESTs; ESTs; 7.45 
445093; AI207197; Hs.374149; ESTs; ESTs; 7.41 
4D 4181 1 3; A1272141; Hs.83484; SRY (sex determining region Y)-box 4; SRY (sex determining region Y^bcx 4; 7.39 

417900; BE250127; Hs.82906; COC20 (cell division cycle 2a S. cerevisiae, homolog); CDC20(ceil division cyde 20, a cerevi; 7.37 

m. 6 ??? ^ 1 1 m; s, * dne *W«gwase (o^carboxyiafing; glydne decarboxylase, glydne deavage system protein P); glydne dehydrogenase (decarboxylating; ; 7.33 
422726; U1 1690; Hs.1572; fadogenilal dysplasia (Aarskog^ 

430504; H52761; Hs.44095; Homo sapiens, clone MGC1 2617, mRNA, complete cds; Homo sapiens, done MGC:12617, mRNA, com; 7.32 
DV 448981; AI968719; Hs.1 95387; ESTs; ESTs; 7.28 

413762; AW41 1479; Hs.848; Fl<506-Wnding protein 4 (59k0); FKSO^bmding protein 4 (59kD); 7^6 

435092; AL137310; Hs.4749; Homo sapiens mRNA; cDNA DKFZp761E13121 (from done DKFZp761E13121); partial cds; Homo sapiens mRNA; cDNA DKFZp761E13121 (; 7.25 
434414; W7W376; ; gb:tr34b07j(1 NCI_CGAP - Ov23 Homo sapiens cDNA done 3T similar to TR015475 01 5475 UNNAMED HERV-H PROTEIN ;. mRNA sequence; gb:tr34b07jc1 

- c NQ_CGAP_Ov23 Homo sapiens; 7.24 

D 5 428977; AK001404; Hs.194698; cydin B2; cydin B2; 7.19 

434274; AA628S39; Hs.57783; ESTs, Moderately similar to ALU1.HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY (Hxapiensl; ESTs, Moderately 
simitar to ALUIJi UMAN A; 7.19 

446700; AW206257; Hs.1 56326; Human DNA sequence from clone RP11-145L22 on chrornosorne 6p21.32-22.2 Contains the gene for rrryeGntofigoo^rocyte glycoprotein MOG, 
An (part of) the gene for a novel KRAB box containing C2H2 type zinc f, Human DNA sequence from done RP11-145L2; 7.16 

OU 420524; AB0 10575; Hs.98547; amitoride-sensiOve cation channel 3. testis; amDcnde-sensilive cafion channel 3, te; 7.15 

439053; BE244588; Hs.6456; cteperonin containing TCP1, subunit 2 (beta); chaperonin containing TCP1, subunit 2 (b; 7.14 

445076; A1206888; Hs.154131; ESTs; ESTs; 7.14 

448588; A1970276; Hs.156905; WAA1676; KIAA1676; 7.13 

429486; AF 155827; Hs.203963; hypothetical protein FU 10339; hypofheUcal protein FU 10339; 7.10 
OD 441362; BE614410; Hs. 23044; RAD51 (S. cerevisiae) homolog (EcofiRecA homolog); RAD51 (S. cerevisiae) homolog (E coB Re; 7.04 

433914; AF1 08138; Hs.1 12160; Homo sapiens DNA heCcase homolog (PIF1) mRNA, partial cds; Homo sapiens DNA heCcase hcrootog (RF1); 7.02 
41 3278; BE563085; Hs.833; interferon^timutated protein, 15 kDa; irterferorwCrnuteted protein, 1 5 kOa; 7,02 

423765; R23858; Hs. 143375; Homo sapiens, done IMAGE:3840937. mRNA, partial cds; Homo sapiens, done IMAG&3840937, mRNA.; 6.96 
n 41 6558; U03272; Hs.79432; fibrHEn 2 [congenital contractural arachnodadyry); fibrillin 2 congenital contracture) ara; a92 
/U 438450; A1050&^6; Hs.65853; noo^, rnouse. homotog; n^^ 

415323; BE269352; Hs.949; neutrophil cytosolic factor 2 (65kD. chronic granukrrnatous disease, autosomal 2); neutrophil cytosolic factor 2 (65kD. chr, 6.90 

444381; BE387335; Ha.283713; hypolhetica} paHeiri BC014245; hypothetical protein BC014245; 6.89 

447582; BE»3520; Hs.1 8910; prostate cancer overexpressed gene 1; prostate cancer overexpressed gene 1; 6.89 
7 - 424779; AL045851;Hs.153053;CD37 anOgen; C037 antigen; 6.89 

/ J 443907; AU076484; Hs.9963; TYRO protein tyrosine kinase bholng protein; TYRO protein tyrosine kinase binding pro; 634 
427298; AA400495f ; ESTs; ESTs; 6.82 

414732; AW410976; Hs.77152; rninicruomosome maintenance deficient (S. cerevisiae) 7; rrunfchrornosome maintenance deficient (S^ 6.81 

424959; NM.0O5781; Hs.153937; acflvated p21cdc42Hs kinase; activated p21cdc42Hs kinase; 6.81 
on 426866; U0233ftHs.l7281ftneuregtiRn 1;rietm3guim 1;6.8^ 
OU 418203; X54942; Hs.83758; COC28 protein kinase 2; COC28 protein kinase Z 6.80 

427521; AW9733S2; ; ESTs; ESTs; 6\75 

430397; AI924533; Hs.105607; bicarbonate transporter related protein 1; bicarbonate transporter related protein ; 6J5 
427719; Al 393122; Hs.1 34726; ESTs; ESTs; 6.74 
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4394% BE264974; Hs.6566; thyroid hormone receptor inleractor 13; thyroid hormone receptor irrteractor 1 3: 6.72 
453348; BE272318; Hs.8595; hypothetical protein FU 12438; hypothetical protein FU12438; &71 

4461 13; AW967553; Hs.323516; Homo sapiens mRNA for FU00083 protein, parSa! cds; Homo sapiens mRNA for RJ00Q83 protein, ; 6.70 
445363; NMJJ05993; Ks.12570; tubutowpecific chaperone d; tubunn-specffic chaperone d; 6.70 
433701; AW445023; Hs.15155; ESTs; ESTs; 6.69 
418054; Nl^002316; Hs.83354; lysyt oxWase-Rke 2; tysyt oxidase-fike 2; 6.63 
441031; All 10684; Hs.7645; fibrinogen, B beta polypepfide; fibrinogen. B beta potypepfide; 6.62 

439237; AW408158; Hs.318893; ESTs, WeaWy similar to A47582 fcceli growth factor precursor (Rsapfens); ESTs. Weakly similar to A47582 B-cefl or; 6.59 
424381; AA285249; Hs. 146329; protemktoase Chk2 (CHEK2); protem kinase Chk2 (CHEK2);6.58 
414821; M83835; Hs.77424; Fc fragment of tgG, high affinity la, receptor for (CD64); Fc fragment of fgG, high affinity la. re: 6.58 
418883; BE387035; Hs.1211; acid phosphatase 5. tartrate resistant; acid phosphatase 5, tartrate resistant; 6.57 
414161; M136106; Hs.184852; K1AA1553 protein; WAA1553 protein; 6.57 

437437; AA226869; Hs.351623; hypothetical protein OKFZp762L0311; hypolheOcal protein OKFZp762L0311; 6.55 
425769; U72513; Hs.159486; Human RPL13-2 pseudogene mRNA, complete cds; Human RPL13-2 pseudogene mRNA, complete ; 6.55 
1 0 452363; AI582743; Hs.94953; Homo sapiens, Similar to complement component 1, q subcomponent, c polypeptide, clone M6C:17279, mRNA, complete cds; Homo sapiens Similar 
to complement comp; 6.55 

422765; AW409701; Hs. 1578; bacutoviral IAP repeat-oontaining 5 (survivto); bacutoviral (AP repeat-containing 5 (sur. 6.51 
409893; AW247090; Hs.57101; rninichrofnosome maintenance deficient (S. cerevtsiae) 2 (mitotln); rraruchromosome maintenance deficient (S ; 6.50 
418918; X07871;Hs.89476;CD2 antigen (p50). sheep red Wood cell recepton (E2 artigen 
ZU 41791 1; AA333387; Hs.8291 6; cnaperontn containing TCP1 , subunit 6A (zeta 1); chaperonin containing TCP1, subunit 6A (; 6.44 
427747; AW41 1425; Hs.180655; serine/threonine kinase 12; seririe/lhreonine kinase 12; 6.43 

409142; AL1 36877; Hs.50758; SMC4 (structural maintenance of chromosomes 4, yeasD-like 1 ; SMC4 (structural maintenance of chromoso; 6 42 

430280; AA361258; Hs.237868; mterleuJdn 7 receptor; interieuWn 7 receptor, 6.42 
- c 432938; T2701 3; Hs.31 32; steroidogenic acute regulatory protein; steroidogenic acute regulatory protein; 6.42 
ZD 422809; AK001379; Hs.121028; hypothetical protein FU10549; hypothetical protein FU10549; 6.40 

427578; AI591305; Hs.169084; ESTs, Highly similar to TUL3JWMAN TUBBY RELATED PROTEIN 3 [Usapiens]; ESTs, Highly similar to TUL3 HUMAN TUBBY; 6 40 

4171 1 5; AW952792; Hs.334612; small nuctear ribcnucleoprotein polypeptide E; small nuclear ribonudeoprotein potypept 6.39 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cys-X-Cys), member 10; small inducible cytokine subfamily B (Cy; 6.39 

441384; AA447849; Hs.288660; retinoic acid induced 3; retinoic acid induced 3; 6.38 
JU 438915; AA280174; Hs.285681; Wiiliams-Beuren syndrome chromosome region 14; Wiiliams-Beuren syndrome chromosome regi; 6.34 

416773; AK000340; Hs.79828; hypothetical protein FU20333; hypothetical protein FU20333; 6.34 

451999; AW176401; Hs.27424; DEAD/H (Asp-Gtu-AlaAsp/His) box polypepfide 11 (S^erevisiae CHU-fike hencase); DEAD/H (Asp-G!u-Ala-AspHs) box porypep; 6.31 
444159; AF1 16846; Hs. 10431 ; dead ringer {DrosophflaHite 2 (bright and dead ringer); dead ringer (DrosophibHike 2 (bright ; 6.31 
425274; BE281 1 91; Hs. 155462; mWchromoscme maintenance deficient (misS, S. pombe) 6; rnmichromosome maintenance deficient (mi; 6.31 
3 J 434649; AA738254; Hs.1 65390; ESTs. Highly similar to A40350 transcription repressor protein YY1 (KsapiensJ; ESTs. Highly similar to A40350 transcrip- 6.30 
420507; AF093408; Hs.98397; A kinase (PRKA) anchor protein 3; A kinase (PRKA) anchor protein 3; 6.30 
415829; AW450198; Hs.1 63742; ESTs; ESTs; 128 

410342; R31350; Hs.743; Fc fragment of IgE. high affinity I, receptor for; gamma polypepfide; Fc fragment of IgE. high affinity I, rec; 6.26 
446839; BE091926; Hs.16244; mitotic spindle coflec^ccil related protein; mitotic spindle cciled-coil related prot 6.25 
4U 4574W;Arai344;Hs.1229%*0^replfcafion factor; D^2A^epltcafion factor; 6.25 
426918; A1036967; Hs.2324; protamtoe 2; prolamine 2; 6.24 

443523; AK001575; Hs.9536; hypothetical protein FU10713; hypothetical protein FU10713; 6.19 
424415; NMJJ01975; Hs.146580; enolase 2, (gamma neuronal); enolase ^ (gamma, neuronal); 6.19 
407245; X90568; Hs.1 72004; titin; titin; 6.18 

458627; AW088642; Hs.97984; SRY (sex determining region Y)-box 17 (SOX17); SRY (sex determining region Y)-box 17 (S; 6.18 
421379; Y15221; Hs.103982; smaH inducible cytokine subfamily B (Cys-X-Cys), member 11; small inducible cytokine subfamily B (Cy; 6,16 
435099; AC004770; Hs.4756; flap structure-spec^ 

424308; AW975531; Hs. 154443; mintehromosome maintenance deficient (S. cerevisiae) 4; mtntohromosome maintenance deficient (S.; 6.12 
430521; NMJ16383; Hs.242183; HOM-TES45 tumor antigen; HOM-TES-85 tumor antigen; 6.10 
444823; BE262989; Hs.1 2045; putathre pro^ put^^ 

ISS* AF104032 ^ Hs - 1 M601 I so^te carrier family 7 (caSonic amino add transporter, y system), member 5; solute carrier family 7 (cationic ammo ; &09 
i ; N^- 00143 ^-^ sapiens fibrillarin (FBL), mRNA. transcript) (F8A), mRNA.; NM_001436*:Homo sapiens fibrillarin (FBI; 6.09 

441321; H17182; Hs.7771; B-cell associated protein; &cel] associated protetn; 6.05 
^ * 152? A y v411 A 307 - COC45 (cefl division cyde 45, S.cerevisiao. tomotogHike; COC45 (ceU division cycte 45. S.cerevfe; 6.04 

D J 431629; AU077025; Hs.265827; Interferon, arpha-mducibte protein (clone IFI-6-16); interferon, alpha-lnducibie protein (do; 6.04 

402678; ;; Target Exon; Target Exon; 6.03 

453884; AA355925; Hs.36232; WAA0186 gene product; WAA0186 gene product 6.01 

439753; BE262233; Hs.7423; hypothetical protein from EUROIMAGE 2168212; hypothetical protein from EUROIMAGE 2168; 6.01 
z- n NIUL002692; Hs.99185; polymerase (DMA directed), epsilon 2; polymerase (DNA directed), epsiton 2; 6.01 

OU 4^76;A1434780;Hs.4248;vav2or^ne;vav2ona)gene;6.(» 

418756; AA252254; Hs.226949; ESTs; ESTs; 5.99 

454438; AA224053; Hs.172405; ceU division cyde 27; cell division cyde 27; 5.98 

407818; ALD21938; Hs.40154; iumonll (mouse) rwnotog; iumonji (mouse) riomolog; 5.98 
^ 413313; NH.002047; Hs.293885; glycyWRNA synthetase; gtycyl-tRNA synthetase; 5.96 
OD 424247; X14008; Hs.234734; lysozyme (renal amyloidosis); lysozyme (renal amyloidosis); 5.95 

417777; A1823763; Hs.7055; ESTs, Weakly similar to 178885 serineArueonine-spedfic protein kinase [Hisapiens]; ESTs, Weakly simitar to 178885 serine/th; 5.94 

449569; AI656634; Hs.195389; ESTs; ESTs; 5.92 

436576; AI458213; Hs.77542; ESTs; ESTs; 5.90 

7H ^SSS 1 ?^ 1 W727: Human ntelanon^associated antigen p97 (melanotransferrin) mRNA, J flank; Human rjietancma-assodated antigen p97 (m; 5.89 

/ U 420005; AW271 106; Hs.133^4; ESTs; ESTs; 5.89 

417208; S57773; Hs.81665; v-Wt rterdy-Zuckerman 4 feline sarcoma viral oncogene homolog; v-Wt Hardy-Zuckerman 4 feline sarcoma v; 5.88 
403171; ; ; C2001472*:gil58096781gb|AAB41 848.2] (U64675) sperm membrane protein BS-63 (Homo sapiens^ C20O1472-:gi|5809678|gb|AAB41 848.21 (U64; 5.87 
448730; AB032983;rte.21894;KlM1 157 pro^ ^ W ^ ,V 

n - 406137; ; ; NM_000179*^omo sapiens mutS (E. coB) homolog 6 (MSH6), mRNA. VERSION NM_000178.1 Gl; NMJX»179*:Homo saptens mutS (E cofi) h; 5 85 
10 423787; AJ295745; Hs.236204; nuclear pore complex protein; nudear pore comptex protein; 5.85 

425126; N32759; Hs.1 72944; chorionic gonadotropin, beta polypeptide; chorionic gonadotropin, beta pdypeptide; 5.84 
452798; AB01 1 100; Hs.30656; K1AA0528 gene product KIAA0528 gene product 5.84 

41B322; AA284166; Hs.84113; cycDrwlependent kinase Inhibitor 3 (COK2-asscdatEd dual speri&rity phosphatase); cydin-dependent Hnase inhibitor 3 (COK; 5.80 
44735^NM.012093;Hs.182M;adenybtektoase5;adenyta^ 

420344; BE463721; Hs.97101; putative 6 proteirHaupted receptor, putative G protein-coupled receptor; 5.78 

420297; A1628272; Hs.128757; ESTs, Wealdy simflar to ALU1.HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY Rsapienst ESTs, Weakly similar to 

ALU1.HUMAN ALUS; 5.75 * 
414761 ; AU077228; Hs.77256; enhancer of zeste (DrosophDa) homolog 2; enhancer of zeste (Drosophfla) homotog 2; 5.75 
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430287; AW182459; Hs. 1 25759C ESTs, Weakly sinter to LEU5.HUMAN LEUKEMIA ASSOCIATED PROTEIN 5 {rlsapiensl; ESTs. Weakly similar to LEU5JWMAN LEUKE; 574 
435251; BE5150S5; Hs.296585; nucleolar protein (KKBD repeal); nucteolar protein (KKE/D repeat); 573 

421535; AS002359; Hs. 105478; phcs phonlxKyf foonylgtyokiarrerfme synthase (FGAR amiooiransferase); phosphoribosyifonrTyJgtycJramkfine synlha; 571 
414883: AA926960; Hs.348669; COC28 protein kinase 1; COC28 protein kinase 1; 5.69 
J 4251 59; NMJ504341; Hs.154868; canbanraytyhospnafe synthetase 2. aspartate transearbamytase, and dihydroorotase; carbamoyl-phosphate synthetase 2, aspart; 5.69 
401704; ; ; NM.021 195':Homo sapiens daudin 6 (CLDN6). mRNA. VERSION NMJJ2098Z1 G); NM_021 195*:Homo sapiens dawfin 6 (CLDN6; 5.66 
425358; AU07S658; Rs.338207; FK506 binding protein 12-rapamyrin associated protein 1; FK506 binding protein 12-rapamydn assoc; 5.65 

402677; ; ; NM_000478:Homo sapiens alkaline phosphatase, Sver/bone/Wdney (ALPL), mRNA. afpha-hydroxytase). pofypepSde 1 (CYP7B1), mRNA.; NM_Q00478:Homo sapiens 
i A alkaline phosphat 5.64 

1 U 409264; NMJH4937; Hs.52463; KIAA0966 protein; KIAA0966 protein; 5.63 

432185; AA221032; Hs.272838; hypothetical protein FU10494; hypothetical protein FU10494; 5.63 
409012; AL117435; Hs.49725; 0KFZP434I21 6 protein; DKFZP434I21 6 protein; 5.63 

430252; AJ638774; Hs. 105328; testes devetopmenkeiated NYD-SP20; testes devetopmenketated NYD-SP20; 5.61 
419359; AL043202; Hs.90073; chromosome segregation 1 (yeasl homoIogHke; chromosome segregation 1 (yeast homolog); 5.61 
l-> 452816; AA1317B9; Hs.61509; ESTs; ESTs; 5.60 

402679; ; ; NM_000478:Homo sapiens alkaline phosphatase, liver/bone/kidney (ALPL), mRNA. - alpha-hydroxylase). polypepfide 1 (CYP7B1), mRNA.; NiuL000478:Homo sapiens 
alkaline phosphat; 5.59 

414291; A1289619; Hs.13040; G praieirwoupled receptor 86; G protdrhcoupled receptor 86; 5.58 
453028; AB006532; Hs.31442; RecQ proteMce 4; RecQ protein-lite 4; 5.58 
I U 453905; NNL002314; Hs.36566; UM domain kinase 1; UM domain kinase 1; 5.56 

41 1 263; BE297802; Hs.69360; Wnesin-tike 6 {mitotic centromere-associated ktoesin); Wnesin-fike 6 (mitotic centromere-assoc; 5.55 

41 9660; BE280337; Hs. 194693; solute carrier family 7 (cafonte amino acid transporter, y system), member 7; solute earner family 7 (cationic amino ; 5.55 

446979; AI654443; Hs. 1 97683; ESTs; ESTs; 5.54 

424321; W74048; Hs.1765; rymphcoyte-specinc protein tyrosine kinase; lymphocyte-specific protein tyrosine kin; 5.53 
25 418962; AA714835; Hs.271863; ESTs; ESTs; 5.53 

447388; AW630534; Hs76277; Homo sapiens, done MGCS381, mRNA, complete cds; Homo sapiens, done MGC.9381, mRNA, comp; 5.52 

427247; AW504221; Hs.174103; integral, alpha L (antigen CD11A (p180). lymphocyte function-asscciated antigen 1; alpha polypeptide); integrin, alpha L (antigen CD1 1 A (p180) f ; 
552 

449322; AI638616; Hs.196566; ESTs; ESTs; 5.51 
3U 428450; NM.014791; Hs.184339; K!M0175gene product KiAA0175gene product 5.51 

41 5141; AA189099; Hs.268171; ESTs. Weakly similar to ALU7_HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION WARNING ENTRY (Rsapiens); ESTs, WeaWy similar 

to ALU7_HUMAN ALUS; 5.48 
454048; H05626; Hs.6921; ESTs; ESTs; 5.46 

417079; U65590; Hs.81134; Interieukm 1 receptor antagonist; interJeukin 1 receptor antagonist 5.45 
55 434699; AA643687; Hs. 149425; Homo sapiens cDNA FU11980 fls, done HEMBB1001304; Homo sapiens cDNA FU11980 fis, done HE; 5.44 
414334; AA824298; Hs.21331; hypothetical protein FU10036; hypothetical piotein FU10036; 5.44 

452291; AF015592; Hs.28853; COC7 (cell division cycle 7, S. cerevisiae, homotog>4ike 1; CDC7 (cell division cycle 7, S. cerevisl; 5.44 

438564; AA381553; Hs.198253; major histocompatibifity complex, class H, DQ alpha 1; major histocompatibility complex, class ; 5.44 

427668; AA298760; Hs.180191; hypothetical protein FU14904; hypothetical protein FU14904; 5.43 
W 449437; A1702038; Hs. 100057; Homo sapiens cDNA: FU22902 fis, clone KAT05581; Homo sapiens cONA: FU22902 fis, clone K; 5.41 

453633; AA357001; Hs.34045; hypothetical protein FU20754; hypothetical protein FU20764; 5.40 

450746; 082673; Hs.278589; general transcription factor U. fc. general transcription factor tl. 1; 5.40 

425966; NWL001761; Hs.1973; cyclin F; eyefin F; &39 

418134; AA397769; Hs.86617; ESTs; ESTs; 5 .38 
43 432141; BE410964;Hs.272736; nudear receptor binding protein; nudear receptor binding protein; 5.37 

417141; U22652; Hs.347353; nudear receptor subfemiiy 1, group H. member 3; nuclear receptor subfamily 1, group H, m; 5.36 

428329; AA426091; Hs.98453; ESTs. Moderately similar to R27328 2 (Rsapiens]; ESTs, Moderately similar to R27328 2 [H.; 5.35 

40681 1; U82979; Hs.67846; leukocyte jnrmunoglobiMe receptor, subfamily B (with TM and IT1M domains), member 4; leukocyte ImmuncoJobuBn-like receptor, ; 5.34 

415819; AU077330; Hs.360791; transcription elongafon factor A (SH), 1; transcription elongation factor A (Sil),; 5.33 
3 U 448133; AA723157; Hs.73769; folate receptor 1 (adufl); folate receptor 1 (adufQ; 5.33 

424762; AL119442; Hs.183684; eukaryoiic translation Initiation factor 4 gamma, 2; eukaryouc translation initiation factor; 5.32 

421959; AW751497; Hs.98370; cytochrome P450, subfamfly US, polypeptide 1; cytochrome P450, subfamily HS, polypept 5.32 

429271; AF039850; Hs.198515; dead ringer (Drosophibyike 1; dead ringer (Drosophilayike 1; 5.32 
. 455373; BE247706; Hs.86693; membrane-spanning 4-oomains, subfamily A, member 2 (CD20 antigen); membrane-spanning 4-domains, subfamily A; 5.30 
3^ 414907; X90725;Hs.77597;poto(f*csophk^ 

422997; BE018212; Hs.122908; DNA replication factor, DNA replication {actor. 5.29 

440014; AW960782; Hs.6856; ash2 (absent, small, or homeotic, Oroscphfla. homotogHke; ash2 (absent, small, or homeotfc, Drosop; 5.28 

418399; AF131781; Hs.84753; hypothefoal protein FU12442; hypothetical protein FU12442; 5.26 

416178; A1808S27; Hs.192822; serologically defined breast cancer antigen NY-8R-81; serologically defined breast cancer anti; 5.21 
OU 450377; AB033091; Hs.355925i K1AA1265 protein; K1AA1285 proteto; 5.20 

409870; A1368109; Hs.375604; WAA1856 protein; WAA1856 protein; 5.20 

429083; Y09397; Hs.227817; BCU-related protein A1; BCU-retated protein A1; 5.20 

449523; NM.000579; Hs.54443; chemoWne (OC moGf) receptor 5; chemoWne (C-C motif) receptor 5; 5.20 

408908; BE296227; Hs.250822; serneAhreonme kinase 15; serineflhreonme kinase 15; 5.19 
00 429732; U20158; Hs348B; lymphocyte cytosouc proteto 2 (SH2 oomairnxMUaining leukocyte protein of 76kD); lymphocyte cytosolic protein 2 (SH2 doma; 5.19 

438089; W05391; Hs.351546; nudear receptor subfamBy 1, group I, member 3; nudear receptor subfamily 1 , group I, m; 5.16 

437623; 063880; Hs.5719; chromosome condensa6oiwetated SMG-assodated protein 1; chromosome condensation-related SMC-asso; 5.15 

448181; AF272833; Hs.279763; hypothetical protein FU 10504; hypothetical protein FU 10504; 5.15 

435540; BE397032; Hs.14468; hypothetical protein MGC14226; hypothetical protein MGC14226; 5.14 
/ U 422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor type, C; protein tyrosine phosphatase, receptor 1 5.14 

426752; X69490; Hs.172004; thin; titin; 5.13 

415007; BE244332; Hs.77770; adaptor-related protein complex 3, mu 2 suburdt adaptor-related protein complex 3, mu 2 ; 5.13 

400263; ; Hs.75309; Eos Control; Eos Control; 5.13 
- 437099; N77793; Hs.48659; ESTs. Highly similar to S1445B tamWn alpha-1 chain precursor [Rsapiens]; ESTs, Highly similar to S14458 laminin a; 5.12 
/!> 427209; H06509; Hs.92423; KlAA1566proteia' WAA1566 protein; 5.10 

407347; AA829847; ; gb:od40dQ7.s1 NCLCGAP.GC81 Homo sapiens cONA done IMAGE: 1 37041 3 3r similar to contains Ato repetitive element, mRNA sequence.; gb:od40d07.s1 
NQ_CGAP^GC81 Homo sapiens; 5.10 

458933; AI638429; Hs.24763; RAN binding protein 1; RAN binding protein 1; 5.10 

450431; AW136797; Hs.268041; ESTs; ESTs; 5.09 
OU 434608; AA805443; Hs.179909; hypothetical protein FU22995; hypotheBcal protein FU22995; 508 

410423; AW402432; Hs.63489; protein tyrosine phosphatase, non-receptor type 6; protein tyrosine phosphatase, norwecept 508 

417929; R2721 9; Hs.74647; Human T-cefl receptor active alphacharn mRNA from JM ceO line, complete cds; Human T-cefl receptor acGve alpfj&chain; 5.05 

412723; AA648459; Hs^35951; hypothelk^ Dfotem 
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447321; AW271217; Hs.281434; Homosapfens cONA FU14028 fis, clone HEMBA1003833; Homo sapiens cONA FU14028 lis. done HE; 5.03 
417866; AW067903; Hs.82772; coBagsn. type XI, alpha 1; cdla^n. type XI. atpha 1; 5.03 
410082; AA0B1594; Hs.158311; Musashi (Drosophila) homolog 1; Musashi (Drosophlla) homolog 1; 5.02 
433592; NM.004642; Hs.3436; deleted in oral cancer (mouse, homobg) 1; deleted In oral cancer (mouse, homolog) ; 5.02 
5 42581 1; A1039104; Hs, 159557; kayopherin alpha 2 (RAG cohort 1, krtportin alpha 1); karyopherin alpha 2 (RAG cohort 1, impor; 5.00 
425237; U07695; Hs.155227; EphB4; EphB4; 5.00 

41 4809; AI434699; Hs.77356; transferrin receptor (p90, C071); transferrin receptor (p90, CD71); 4.99 
4021 45; ; ; Target Exon; Target Exon; 459 
fl . 432126; AA865239; Hs.37196; ESTs; ESTs; 4.99 

1 0 408279; AF216965; Hs.44095; Homo sapiens, done MGC:12617, mRNA, complete cds; Homo sapiens, clone MGG12617, mRNA, com; 4.98 
419525; T79257; Hs.1259; aslalc^lycoprotein receptor 2; asiatogrycoprotein receptor 2; 4.97 
424439; AA579635; Hs.1770; Bgase I, DMA, ATWependent Bgase I, DMA, ATP-dependent 4.97 

427667; AK001279; Hs.180171; Homo sapiens cDNA FU1Q417 fe, clone NT2RP10001 12; Homo sapiens cONA FU10417 fis, done NT; 4.96 
457313; AF047002; Hs.241520; transcriptional coacOvator, transcriptional coacfivator; 4.96 
1 5 448569; 8E382657; Hs.21 486; signal transducer and activator of transcription 1 , 91kD; signal transducer and activator of trans; 4.94 
426427; M86599; Hs. 169840; TTK protein kinase; TTK protein kinase; 4.91 

440129; AA855818; Hs.369523; ESTs. Weakly similar to S71886 Ste2Wike protein kinase [Hsapiens]; ESTs, WeakJy similar to S71886 Ste2Mk; 4.91 

453922; AF053306; Hs.3S7Q8; budding uninhibited by benzimidazoles 1 (yeast homotog), beta; budding uninhibited by benzirritdazcles 1 ; 4.90 

435602; AF217515; Hs.283532; u recharacterized bone marrow protein 8M039; uncharaclenzed bone marrow protein BM03; 4.89 
20 452698; NMJJ01295; Hs.301921 ; chemokine (OC motif) receptor 1; chemoWne (OC motif) receptor 1; 4.88 

445333; BE537641; Hs.44278; hypothetical protein RJ12538 similar to ras-related protein RAB17; hypotheticaJ protein FU12538 slmiiar to; 4.88 

437162; AW005505; Hs.5464; thyroid hormone receptor coactivafing protein; thyroid hormone receptor coadrvating pr, 4.87 

441600; AA939347; Hs.127223; Homo sapiens cysteine knot protein (ZSIG51) mRNA, complete cds; Homo sapiens cysteine knot protein (ZSIG; 437 
_ _ 421350; AW301608; Hs.278188; ESTs, Moderately similar to 154374 gene NF2 protein (Hsapiens]; ESTs. Moderately similar to 154374 gene ; 4.87 
25 409093; BE243834; Hs.50441; CGI-04 protein; CGMM protein; 4.86 

424304; NWL001395; Hs.144879; dual spedfidty phosphatase 9; dual specificity phosphatase 9; 4.86 

437696; Z83844; Hs.5790; hypothetical protein dJ37E16.5; hypothetical protein dJ37E16.5; 436 

417381; AF164142; Hs.82042; solute carder family 23 (nucleobase transporters), member 1; solute carrier family 23 (nudeobase tra; 4.84 
416445; AL043004; Hs.79337; KIAA0135 protein; WAA0135 protein; 4.83 
30 448939; BE267795; Hs.22595; hypothetical protein FU10637; hypothetical protein FU 10637; 4.82 

413566; AW604451; Hs.285814; sprouty (Drosophila) homolog 4; sprouty (Drosophila) homolog 4; 4.82 
424081 ; NM.006413; Hs.139120; ribonudease P (30k0); ribonudease P (30kD); 4.81 
425474; Z48054; Hs.1 58084; peroxisome receptor 1; peroxisome receptor 1; 4.81 

41 2276; BE262621; Hs.73798; macrophage migration inhibitory factor (glycosylaiiOTHnrubifing factor); macrophage migration inhibitory fador (; 4.81 
35 422689; AW856665; Hjl299797; gb:RC3^0297-290 10041 WQ3 CT0297 Homo sapiens cDNA, mRNA sequence; gb:RC3-CT0297-290100-013d03 CT0297 Homo; 4.80 
409101; NMJKM297; Hs.50612; guanine nudeotide binding protein (G protein), alpha 14; guanine nucleotide binding protein (G pn 4.79 
412760; AW379030; Hs.41324; ESTs; ESTs; 4.79 

447250; AI878909; Hs.1 7883; protein phosphatase 1 G (formerly 2C), magnesiunvdependent, gamma isoform; protein phosphatase 16 (formerly 2C), ma; 4.79 
429345; R11141; Hs.199695; hypothetical protein; hypothetical protein; 4.78 
40 448950; AF288687; Hs.9275; CGM52 protein; CGI-152 protein; 4.78 

412926; AI879076; Hs.75061; macrophage myristoylated alanine-rich C kinase substrate; macrophage myristoytated alanlne-rich C ; 4.78 
412641; M16660; Hs.74335; heat shock 90kD protein 1, beta; heat shock SOkO protein 1, beta; 476 

420261; AW206093; Hs.748; fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2. Pfeiffer syndrome); fibroblast growth factor receptor 1 (frns; 4.76 
421905; A1660247; Hs.32699; ESTs, Weakly similar to UV-1 protein [H^apiensl; ESTs, Weakly similar to UV-1 protein (H; 4.75 
45 413880; AI660842; Hs.1 10915; interleuWn 22 receptor; inteneukln 22 receptor; 4.75 

424905; NM.002497; Hs.1 53704; NIMA (never in mitosis gene abated kinase 2 (NEK2); NIMA (never In mitosis gene aHelated k; 4.74 
418355; 142563; Hs.1165; ATPase. H7 transporfing, nongastric alpha polypeptide; ATPase, H? transporting, nongastric alp; 4.74 
435905; AW997484; HsJ003; KIAAD456 protein; KIAA0456 protein; 4.74 

428024; Z29067; Hs^236; NIMA (never in mitosis gene abated kinase 3; NIMA (never in mitosis gene aHelated k; 4.74 
5 0 421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; protein kinase C substrate 80K-H; 4.72 
419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); ryanodine receptor 1 (skeletal); 4.72 
437296; AA350994; Hs.20281; K1AA1700; WAA1700; 4.70 

450142; AW207469; Hs.24485; chondroiQn sulfate proteoglycan 6 (bamacan); chondroitin sulfate proteoglycan 6 (bama; 4.70 
421733; All 19671; Hs.1 420; fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism); fibroblast growth factor receptor 3 (ach; 4.69 
5 5 443475; AI348027; Hs.129826; hypothetical protein PP1057; hypothetical protein PP1057; 4.69 

420062; AW411096; Hs.94785; T6F(beta)-induced transcription factor 2; TGF(betaHnduced transcription factor 2; 4.69 

429336; AB005038; Hs.199270; cytochrome P450, subfamily XXVUB (254wdroxyvltarnln D-I^pha^iydroxylase). polypeptide 1; cytochrome P450, subfamily XXvllB (25-hy; 4.69 
436856; AI469355; Hs.127310; ESTs; ESTs; 4,68 

406937; U14622; ; gb:Human transketolaseJike protein gene, partial cds.; gtxHuman transketolase-fike protein gene; 4.67 
60 41 1296; BE207307; Hs.10114; growth suppressor 1; growth suppressor 1; 4.67 

426726; AA488915; Hs.171955; tropNnin associated protein (tastin); trophlnh associated protein (tastin); 4.67 

409132; AJ224538; Hs.50732; protein kinase. AMP-acfivated, beta 2 non-cataryfic subunit protein kinase, AMP-acOvsted, beta 2 no; 4.67 

449230; BE613348; Hs.356392; melanoma cell adhesion molecule; melanoma cell adhesion molecule; 4.66 

431681; AK000378; Hs.267566; hypothetical protein FU20371; hypothetical protein FU20371; 4.65 
65 443623; AA345519; Hs.9641; complement component 1. q subcomponent, alpha polypepfide; complement component 1, q subcomponent, ; 4.65 

441 595; AW206035; Hs.356457; ESTs; ESTs; 4.64 

423419; R55336; Hs^3539; ESTs; ESTs; 4.64 

415724; NMJJ03560; Hs.78687; neutral sphingomyelinase (N-SMase) activation associated factor, neutral sphingomyelinase (N-SMase) activ; 4.63 
435045; BE297155; Hs.143598; ESTs: ESTs; 4.62 
70 424441; X14850; Hs.147097; H2A hlstone family, member X; H2A histone family, member X; 4.62 
414972; BE263782; Hs.77695; WAA0Q08 gene product; WAA0008 gene product; 4.62 

436685; W28661 ; Hs.5288; Homo sapiens mRNA; cONA OKFZp434M245 (from clone DKF2p434M245); Homo sapiens mRNA; cONA DKFZp434M245 (fr; 4.62 
449515; A1653378; Hs.302012; ESTs; ESTs; 4.61 

425998; AU076629; Hs.1 65950; fibroblast growth factor receptor 4; fibroblast growth factor receptor 4; 4.61 
75 420027; AF009746; Hs.94395; ATP-bindlng cassette, sub-family D (ALD), member 4; ATP-Hnding cassette, sub-family D (AID); 4.61 

436469; AK001455; Hs.5188; Down syndrome critical region gene Z Down syndrome crifical region gene 2; 4.61 

413441; AI929374; Hs.75367; Src^keedapter; Sro&e-adapter; 4.60 

456847; A1360456; Hs.86088; ESTs; ESTs; 4.S8 
0/x 421506; BE302798; Hs.105097; UTymkCne kinase 1, soluble; foyrnidine kinase 1, soluble; 4.57 
oU 426935; NM_000088; Hs.1 72928; collagen, type I, alpha 1; collagen, type I. alpha 1; 4.57 

428782; X12830; Hs.1 93400; interteukin 6 receptor; hlerteukln 6 receptor; 4.56 

409430; R21945; Hs.346735; sptkang factor, arglnineteerme^ch 5; splicing factor, arajnmeiserfnefich 5; 4^6 

41 2773; H1 5785; Hs.74573; similar to vaccinia virus Wncflll K4L ORF; similar to vaccinia virus Hlndlll K4L OR; 4.55 
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443088: AI188710; Hs.374480; ESTs; ESTs; 4.55 

441607; NMJM5Q10; Hs.7912; neuronal cefl adhesbn moiectde; neuronal cell adhesion mdecute; 4.54 
453227; AW135862; Hs.243991; ESTs; ESTs; 4.52 

438459; T49300; Hs.35304; Homo sapiens cONA FU 13655 fis, done PLACE101 1503: Homo sapiens cONA FU13655 fis. done PL 4.51 
422565; BE 259035; Hs. 118400; singed (OrcsophllaHike (sea urchin fasctn homdog like); singed (DrosophflaHte (sea urchin fas; 4.51 
453613; F08838; Hs.374476; ESTs; ESTs; 4.50 

413900; AW409747; Hs.75612; slress-bduced-phcsphoproteln 1 {Hsp70/Hsp9Oofganiong protein); strcss^duced-phosphoprotein t (Hsp7Q/H; 4.50 
412507; L36645; Hs.73964; EphA4; EphA4; 4.50 

419034; NM.0021 10; Hs.89555; hemopoietic cell kinase; hemopoietic cefl kinase; 4.49 

413431; AW246428; Hs.75355; ubtquiflrvconjugaQng enzyme E2N (homologous to yeast UBC13); ubiqwliivconjugating enzyme E2N (hornolo; 4.49 
406547; ; ; Target Exorc Target Exon; 4.49 

443216; W80487; Hs.324521; hypothetical protein DC50; hypothetical protein DC50; 4.48 

417497; AW4Q2482; Hs.82212; C053 antigen; CD53 antigen; 4.47 

448595; AB0 14544; Hs.21572; KIAA0644 gene product; WAA0644 gene product; 4.47 

445350; AF052112; Hs.12540; tysophosphollpase t rysophosphoEpase I; 4.46 

446236; NMJJ06293; Hs.301; TYR03 protein tyrosine kinase; TYR03 protein tyrosine kinase; 4.46 

429150; AF120103; Hs.197366; smooth ened (Drosophila) hornotog; smoothened (Drosophfla) homotog; 4.46 

420340; NM.000734; Hs.97087; CD32 antigen, zeta polypeptide (TTT3 oomptex); C03Z antigen, zeta polypeptide (TiT3 com; 4.46 

41 3426; U88837; Hs.75354; GCN1 (general control of amino-acid synthesis 1 , yeasQ-lixe 1; GCN1 (general control of arninc-acid synt 4.44 

421819; MMJJ13403; Hs.108665; zinedin; zinedm; 4.44 

409512; AW979187; Hs.293591; melanoma differentiation associated protein-5; melanoma differentiation associated prot; 4.44 

428995; AW004975; Hs.194716; MAO (mothers against decapentaptegic, Drosophila) hcmolog interacting protein, receptor activation anchor; MAD (mothers against decapentaptegic, 
Dn4.43 

434551; BE387162; Hs.280858; ESTs, Highly simaar to A35661 DMA excision repair cross-complementing protein ERCC3 (Usapiensl; ESTs, Highly similar to A35661 DNA excis; 
4.43 

418295; AW970043; Hs.238039; hypothetical protein FU11090; hypothetical protein FU1 1090, 4.42 
409243; AB037761; Hs.51743; KIAA1 340 protein; KIAA1340 protein; 4.42 
437103; AW139408; Hs.152940; ESTs; ESTs; 4.42 

413186; AU077141; Hs.374548; solute carrier family 16 (monocarboxyiic acid transporters), member 1; solute carrier family 16 (monocarboxytic; 4.42 
456362; AW973003; Hs,179909; hypothefical protein FU22995; hypothetical protein RJ22995; 4.40 
424078; AB006625; Hs.1 39033; patemafly expressed 3; paternally expressed 3; 4.39 

448153; Y1 0805; Hs.20521 ; HMT1 (hnRNP methyttransferase, S. cerevisiaaHke 2; HMT1 (hnRNP methyltransferase, S. cerevr, 4.37 
410134; U68140; Hs.58927; nuclear VCP-Gke; nuclear VCP-like; 4.36 

435523; T62849; Hs.1 1090; membrane-spanning 4-domains, subfamily A, member 7; membrane-spanning 4-domains, subfamily A; 4.35 
400440; X83957; Hs.83870; nebutm; nebufln; 4.35 

437218; AL117497; Hs.58185; ESTs, Weakly similar to T42727 prolifeiation potenBakelated protein - mouse [M.rnusculusl; ESTs, Weakly simitar to T42727 profifera; 4.34 
430478; NM_014349; Hs^41535; apofipoproteln L, 3; apoKpoproteln U 3; 4.34 
432744; AA988835; Hs.38664; ESTs; ESTs; 4.33 

423173; AA442655; Hs.124942; protein phosphatase 2A 48 kDa regulatory subunit; protein phosphatase 2A 48 kDa regulatory; 4.33 
415995; NMJJ04573; Hs.355888; phospholipase C. beta 2; phosphcflpase C beta 2; 4.33 
408728; AL137379; Hs.47125; hypotheflcaJ protein FU13912; hypothetical protein FU13912; 4.30 
431222; X56777; Hs.273790; zona peDucida glycoprotein 3A (sperm receptor); zona peDucida glycoprotein 3A (sperm re; 4.30 
427792; M63928; Ks. 180841; tumor necrosis factor receptor superfamHy, member 7; tumor necrosis factor receptor superfami; 4.29 
426227; U67058; Hs.154299; Human proteinase activated receptor-2 mRNA, 3'UTR; Human proteinase activated receptor-2 mR; 4.29 
427337; 246223; Hs.176663; Fc fragment of IgG, low affinity Illb, receptor for (CD1 6); Fc fragment of IgG, low affinity lllb, r, 4.29 
434826; AF 155661; Hs.22265; pyruvate dehydrogenase phosphatase; pyruvate dehydrogenase phosphatase; 4.29 

41 2314; AA825247; Hs.356084; downstream of: 6 protein-coupled receptor 27 (GPR27) (SREB1); downstream of: G protein-coupled recepto; 4.28 
447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor type, U; protein tyrosine phosphatase, receptor t; 4.28 
426108; AA622037; Hs.1 66468; programmed ceU death 5; programmed ceH death 5; 4.28 

428820; AA436187; Hs.172631; Integrtn. alpha M (complement component receptors, alpha; also known as CD1 1b (p170), macrophage antigen alpha polypeptide); tntegrin, alpha M 

(complement component ; 4.27 
437908; AI082424; Hs.351043; ESTs; ESTs; 4.27 

444664; N26362; Hs.11615; map kinase phosphatase-tike protein MK-STYX; map kinase phosphatase4ike protein MK-S; 4.27 
429002; AW248439; Hs.2340; junction ptakoglobin; junction plakogtobtn; 4.26 
439334; A1148976; Hs.1 12062; ESTs; ESTs; 4.26 

425308; M97639; Hs.155585; receptor tyrosine kinase* orphan receptor 2; receptor tyrosine kinaseJke orphan rec. 4.25 
413869; NMJXJQ87B; Hs.75596; interleuWn 2 receptor, beta; tnterteukin 2 receptor, beta; 4.25 
453648; W21493; Hs .380100; hypothefical protein FU 14005; hypothetical protein FU 14005; 4.24 

447200; BE543146; Hs.281434; Homo sapiens cDNA FU 14028 fis. clone HEMBA1003838; Homo sapiens cONA FU 14028 fe, done HE; 4.24 
447528; AI512027; Hs.76277; Homo sapiens, clone MGC:9381, mRNA. complete cds; Homo sapiens, clone MGG9381. mRNA, comp; 4.23 
452721; AJ269529; Hs.301871; solute carrier family 37 (gtyceroW-phosphate transporter), member 1; solute carrier famBy 37 (gJyceroi-3-pho; 4.22 
449810; AB008681; Hs.23994; acSvtn A receptor, type IIB; acthrtn A receptor, type HB; 4.22 
447198; 061523; Hs.283435; ESTs; ESTs; 432 

416714; AF283770; Ks.79830; C079A anfigen (rrr^unogtobutin-assooated alpha); CD79A antigen CinmjrK^tobulln-associated; 4.22 
425356; BE244879; Hs.155939; Inositol polyphosphate-Sphosphatase, 145xD; inositol potyphosphate-Sphosphatase, 14; 4.22 
422605; H16646; Hs.118666; hypothefical protein PP591; hypothetical protein PP591; 4.21 

444535; AF011466; Hs.122575; ED&4 (endothelial differentiation, rysophosphaSdic acid G-proleaw»upled receptor, 4); ED&4(endotheBaJ differentiation, lys; 4.21 
417088; M54915; Hs.81170; pim-1 oncogene; pim-1 oncogene; 4.20 
421707; NM_014921; Hs.107054; tectomedm-2; tectomedin-2; 4.20 

408717; AF045458; Hs.47061; unc-51 (CX eJegansHke kinase 1; unc-51 (C. elegansHike kinase 1; 4.20 
438485; W57578; Hs.378718; RAB7, member RAS oncogene family; RAB7, member RAS oncogene famBy; 4.19 
419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; PTK7 protein tyrosine kinase 7; 4.18 
418755; Y 14443; Hs.88219; zinc finger protein 200; zinc finger protein 200; 4.18 
417212; AWS52823; Hs.351547; NS1-binding protein; NS1-bmding protein; 4.17 
413686; A1469213; Hs.71404; ESTs; ESTs; 4.17 

419344; U94905; Hs.277445; diacylgtycerol kinase, zeta (104kD); diacyigrycera! kinase, zeta (104kD); 4.16 

41 8870; AF147204; Hs.89414; chemokine (OX-C motif), receptor 4 (fusin); chemokine (C-X-C motif), receptor 4 (fus; 4.16 

408482; NM.000676; Hs.45743; adenosine A2b receptor; adenosine A2b receptor; 4.16 

422391; D63479; Hs.1 15907; diacytgfycero! kinase, delta (130kD); diacytotycerol kinase, delta (130xD); 4.15 

409421; AA199883; Hs.67624; ESTs; ESTs; 4.15 

415938; BE383507; Hs.78921; A kinase (PRKA) anchor protein 1; A kinase (PRKA) anchor protein 1; 4.14 

41 51 98; AW009480; Hs.943; natural IdQer cefl transcript 4; natural killer ceQ transcript 4; 4.14 

424685; W21223; Hs.151734; nuclear transport factor 2 (placental protein 15); nuclear transport factor 2 (placental pn 4.13 
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428479; Y00272; Hs.334562; cell division cyde 2. G1 to S and G2 to M;c8fldivis{oncyde2,G1 toSandG2to;4.13 
423728; AW891294; Hs. 132 136; solute canter family 4, sodium bicarbonate cotransporter, member 8; solute carrier femSy 4, sodium bicarbon; 4.13 
433435; BE545277; Hs.340959; Ts translation elongation (actor, mitochondrial; Ts transIaSon elongation factor. mOoch; 4.13 
420253; AI856055; Hs.95200; neighbor of A-kinase anchoring protein 95; neighbor of A-kinase anchoring protein 9:4.12 
J 41 2584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 2489 expressed sequence; DNA segment on chromosome 12 (unique) 24; 4.1 2 

400205; ;rte.81848;NM_a36265^oniosapfensRAD21 (S. pombe) homolog (RAD21), mRNA. (APO-1/C095 (Fas^associated phosphatase) (PTPN13), mRNA.; 

NM_006265*:Homo sapiens RAD21 (S. pombe); 4.1 2 
425322; U53530; Hs.1 55637; protein kinase, DMA-activated, catalytic polypeptide; protein kinase, DNA-acGvated. catalytic; 4. 1 1 «' 
419607; R52557; Hs.91 579; Homo sapiens done 23783 mRNA sequence; Homo sapiens clone 23783 mRNA sequence; 4.10 
1 0 459035; AW291 109; Hs.332563; ESTs, Weakly similar to T31 61 1 hypothetical protein Y50E8A.g - Caenorhatxftis eiegans [C.elegans J; ESTs. Weakly similar to T31 61 1 hypotheti; 

4.10 

432512; NrvL003284; Hs.3017; transition protein 1 (during histone to protamine replacement); transition protein 1 (during hfetone to ; 4.10 
452875; BE27576Q; Hs.30928; DNA segment on chromosome 19 (unique) 1177 expressed sequence; DNA segment on chromosome 19 (unique) 1.1; 4.09 
423804; AW403448; Hs.1708; interferon-sSmutated transcription factor 3, gamma (48kD); inlerferon-stimulated transcripSon fact 4.09 
1 5 413745; AW247252; Hs.75514; nucleoside phosphoryiase; nucleoside phosphatase; 4.09 

442091; AW770493; Hs.182874; guanine nucleotide binding protein (G protein) alpha 12; guanine nucleotide binding protein (G or, 4.09 

425003; AF.1 19046; Hs. 154149; apurirtic/apyrfrrudinic endonuctease(APEX nudease}-tike 2 protein; apurmWapyrimidinic endonudease(APEX ; 4.08 

421859; AA356520, Hs.108947; WAA0050 gene product KIAA0050 gene product 4.08 

432841; M93425; Hs.62; protein tyrosine phosphatase, non-receptor type 1 Z protein tyrosine phosphatase, non-recept 4.08 

20 452069; A8028949; Hs.183994; WAA102S protein; K1AA1026 protein; 4.08 

425069; AA687465; Hs.298184; potassium voltage-gated channel, shaker-related subfamily, beta member 2; potassium voltage-gated channel, shaker-; 4.07 
418526; BE019020; Hs.85838; sotute earner family 16 (rnonocarboxyiic acid transporters), member 3; solute earner family 16 (monocarboxyfic; 4.07 
424517; AI539443; Hs.137447; Homo sapiens cONA FU12169 fis, clone MAMMA100Q643; Homo sapiens cDNA FU12169 fts, done MA; 4.07 
434224; AA380731; Hs.84; interleuHn 2 receptor, gamma (severe combined immunodeficiency); interleukin 2 receptor, gamma (severe oo; 4.06 

25 446791; A1632278; Hs. 195922; ESTs; ESTs; 4.06 

432055; AA401039; Hs.2903; protein phosphatase 4 (formerly X), catalytic subunit; protein phosphatase 4 (formerly X), cata; 4.06 

431 194; D43704; Hs.250712; caldum channel, vdtage-dependent, beta 3 subunit; cakaum channel, voUage^ependent, beta; 4.06 

418751; BE389014; Hs.372548; phosptatoositide-3-klnase, regulatory subunit, polypeptide 3 (p55, gamma); phosphoinosltide-3-kinase. regulatory su; 4.06 

425923; NMJXJ5026; Hs.162808; phosphoinosrtide-34dnase. catalytic delta polypeptide; phosphoinositide^Wnase. catalytic, de; 4.05 

3U 408592; AL040127; Hs.34074; dipeptidytpeptidase VI; dipepadylpeptidase VI; 4.04 

446272; BE268912; Ks.14601; hematopoietic cetl-spedfic Lyn substrate 1; hematopoiefic ceH-sperirtc Lyn substrat 4.04 

439176; AI446444; Ks.190394; ESTs, Weakly similar to B28096 Bne-1 protein ORF2 [Ksapiens]; ESTs. Weakly similar to B28096 line-1 pn 4.04 

417880; BE241595; Hs.82848; selectin L (lymphocyte adhesion mdecuie 1); seiecfin L (lymphocyte adhesion molecule; 4.04 

_ _. 410068; AJ633888; Hs.58435; FYN-bindlng protein (FYB-120/130); FYN-binding protein (FYB-120/130); 4.03 

35 410639; BE269047; Hs.65234; hypothetical protein FU20596; hypothetical protein FU20596; 4.03 
427716; L38951; Hs.180446; karyopherin pmportin) beta 1; karyopherin Cirrrportin) beta 1; 4.03 
451050; AW937420; Hs.351869; ESTs; ESTs; 4.02 
449667; AB023227; Hs.23860; WAA1010 protein; WAA1010 protein; 4.02 
. rt 448499; BE613280; Hs.77550; p53*egulated DOA3; p53-regulated DDA3; 4.01 

40 437527; AI241019; Hs.145644; ESTs; ESTs; 4.01 

4251 18; AU07661 1; Hs.1 54672; methylene tetrahydrofotate dehydrogenase (NAD dependent), methenyltetrahydrofolate cyctohydrolase; methylene tetrahydrofotate dehydrogenase; 
4.00 

451931; AK000208; Hs.27267; Homo sapiens cDNA FU20201 fis, clone COLF1210; Homo sapiens cDNA RJ20201 fis, done CO; 4.00 
41 2939; AW41 1 491; Hs.75059; eukaryotic translation elongation factor 1 gamma; eukaryob'c translation dengation factor; 4.00 
45 409581; U66243; Hs.55039; mitogen-acfivated protein kinase 12; niitoger^acbvated protein kinase 12; 3.99 
433577; AW007080; Hs.284192; ESTs; ESTs; 3.99 

439953; AW247529; Hs.6793; platetet-acfivafing factor acetythydrolase, isoform lb, gamma subunit (29kD); platelet-activating factor acetylhydrda; 3.99 
418529; 8E247550; Hs.86859; growth factor receptor-bound protein 7; growth factor receptor-bound protein 7; 3.99 
_ 448633; AA311426; Hs.21635; tubulin, gamma 1; tubufin. gamma 1; 3.98 

50 402398; ; ; C19000263:Qi|3108023|gblAAC1S755.1| (AC004659) BC62940J [Homo sapiensUI66335; CI 9000263:gq3108023!gb|AAC1 5755.1 1 (AC0; 3.97 
406414; AI1 14688; Hs. 1 93400; ESTs, Weakly simitar to 210926QA B cell growth factor [Rsapiensfc ESTs, Weakly similar to 2109260A B cell ; 3.97 
41501 2; NMJXM383; Hs.77793; o-src tyrosine kinase; c-src tyrosine kinase; 3.97 

416084; L16991; Hs.79006; oeoxythyrrtdytate kinase (thyrnidylate kinase}; deoxythymidytate kinase (thymidylate kin; 3.95 
422051 ; AW327546; Hs.1 1 1024; sotute carrier family 25 (mitochondrial earner, citrate transporter), member 1 ; solute carrier family 25 (rdtochondrtal ; 195 
55 447887; AA114050; Hs.211610; caspase 8, apoptosis-related cysteine protease; caspase 8. apoptosis-related cysteine pn 3.95 
430770; AA765694; Hs.1 23296; ESTs; ESTs; 3.94 
442994; AI026718; Hs.16954; ESTs; ESTs; 3.94 

420333; AJ 001383; Hs.97084; lymphocyte antigen 94 (mouse) homolog (activating Nfceceptor; NK-p46); lymphocyte antigen 94 (mouse) homolog (a; 3.94 
438456; AA913381; Hs.279763; ESTs; ESTs; 3.94 
60 422599; BE387202; Hs.1 18638; noTMnetastatic cells 1, protein (NM23A) expressed in; noiwnetastaBc cells 1, protein (NM23A) ; 3.93 
420162; BE378432; Hs.95577; cydin-dependent kinase 4; cyduvdependent kinase 4; 3.93 

424829; NM_002507; Hs.1627; nerve growth factor receptor (TNFR superfamily, member 1 6); nerve growth factor receptor (TNFR super; 193 
447574; AF 162 666; Hs.18895; tousleoMike kinase 1; tousled-Ske kinase 1; 3.93 
425797; AF002986; Hs.159545; platelet activating receptor homotog; platelet activating receptor homolog; 3.93 
05 421910; NMJ314586; Hs. 109437; hormonalry upregulated neu tumor-associated kinase; hormonaHy upregulated neu tumor-assoda; 3.92 
413781; J05272; Hs.850; IMP (tnosine monophosphate) dehydrogenase 1; IMP (inosine monophosphate) dehydrogenas; 192 
434334; AA912476; Hs.1 16750; Homo sapiens cDNA FU13221 fis, clone NT2RP4002075; Homo sapiens cDNA FU13221 fis, ctone NT; 3.92 
400262; ; Hs.75309; Eos Control; Eos Control; 3.90 

424977; AA349289; Hs.100057; Homo sapiens cONA: FU22902 fis, done KAT05581; Homo sapiens cDNA: FU22902 fis. done K; 190 
/ U 409799; D1 1 928; Hs.76845; phosphoserfne phosphatase-Gke; phosphoserine phosphatase-Eke; 190 
435206; A1432364; Hs.160594; ESTs; ESTs; 3.90 

439863; BE547830; Hs.375208; paired irnmurwgtobuUn-Rke receptor beta; paired Irrrmunogtobulin-like receptor beta; 3.90 
413627; BE182082; Hs.246973; irrtron of Bicaudal D homolog 1; intron of Bicaudal D homolog 1; 3.90 
_ c 426265; AA421069; Hs.97896; ESTs; ESTs: 3.89 

75 451063; AW163702; Hs.25911; HLA-B associated transcript-2; HLA-B associated transcript 189 

407013; U35637; Hs.83870; gbiHuman nebuOn mRNA, partial cds; gb:Human nebuOn mRNA, partial cds; 189 

437239; AW503395; Rs.5541; ATPase, Ca transpom'ng, ubiquitous; ATPase. Ca transporting, ubiquitous; 188 

400261; ; Hs.1 802; Eos Control; Eos Control; 3.88 
Q A 450447; AF212223. Hs.25010; hypothetical protein P1S-2; hypothetic^ protein P15-2; 3.88 

oii 422293; X94451 Hs.1 14366; pyTroiine-&<arboxytete synthetase (gtutamate gamrna-semlaWehyde synthetase); pyrroiine-S^arboxylate synthetase (glut; 3.87 
414251; AL042306; Hs.97689; VASA protein; VASA protein; 3.87 

417767; BE242241; Hs.82542; acytoxyacyl hydrolase (neutrophS); acytaxyacyl hydrolase (neutrophil); 3.87 

414441. AU077268; Ks.76144; platelet-derived growth fader receptor, beta polypeptide; platelet-derived growth factor receptor,; 3.87 
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444099: D87432 Hs.10315; sdute carrier family 7 (cafortic amirto acid transporter, y system), member 6; solute carrier family 7 (cationic amino ; 3.86 
41 9596; BE379320; Hs.91448; MKP-1 Eke protein tyrosine phosphatase; MKP-1 like protein tyrosine phosphatase; 3.86 
427022; AW245839; Hs. 173255; small nuclear ribonucteoprotein polypepfide A; small nuclear ribonudeoprotein pdypept; 3.86 
443661 ; AA336609; Hs. 10862; Homo sapiens cDNA: RJ23313 fis, done HEP11919; Homo sapiens cDNA: FU23313 5s, clone H; 3.86 
D 408056; AA312329; Hs.42331;ephrirvA4;ephrin-A4; 3.86 

41 0552; X66945; Hs.748; fibroblast growth factor receptor 1 (frns-related tyrosine kinase 2, Pfeiffer syndrome); fibroblast growth factor receptor 1 (fms; 3.85 
450778; U81375; Hs.25450; solute carrier family 29 (nucleoside transporters), member 1; sdute carrier family 29 (nucleoside tra; 3.85 
418978; T85295; rte.268606; ESTs; ESTs; 184 

429903; AL134197; Hs.93597; cydirwtependent kinase 5, regulatory subunil 1 (p35); cydirHJependent kinase 5. regulatory su; 3.84 
10 442S80: AA857025: Hs.8878; kbiesir^fike 1; kfaiesir^fika 1; a84 

447232; AW499834; Hs.327; interteukin 10 receptor, alpha; irrterleukin 10 receptor, alpha; 3.84 

434689*. AF154115; Hs.4076; CTO (carboxy-terminal domlna, RNA polymerase 11, polypeptide A) phosphatase, subunit 1; CTD (carboxy-terminal domina, RNA potyme; 3.83 

432539; AL138169; Hs.278378; karyopherin beta 2b, transportin; karyopherin beta 2b, transportin; 3.83 

415684; D59356; Hs.374480; sorbitol dehydrogenase; sorbitol dehydrogenase; 3.83 
1 5 451598; N29102; Hs.79658; ESTs; ESTs; 3.82 

449433; AI672096; Hs.9012; ESTs, Weakly similar to S26650 DNA-brnding protein 5 [KsapfensJ; ESTs, Weakly similar to S26650 DNA-bindr 3.82 

426359; AA376409; Hs.10862; Homo sapiens cDNA: RJ 23313 fis, done HEP11919; Homo sapiens cDNA: FU23313 fis, clone H; 181 

435160; AB002374; Hs.4791; KIAA0376 protein; WAA0376 protein; 3.80 
rs n 443402; U77846; Hs.9295; etestin (supravafvutar aortic stenosis, WiUiams-Beuren syndrome); dastin (supravahrular aorfic stenosis, ; 3.80 
ZU 422753; A1928995; Hs.1575; small nuclear ribonudeoprotein D3 polypeptide (18kO); small nudear ribonudeoprotein D3 polyp; 3.79 

421508; NMJJ04833; Hs.105115; absent in melanoma 2; absent in melanoma 2; 179 

414806; D14694; Hs.77329; phosphatidytserine synthase 1; pnosphatidylserine synthase 1; 179 

428023; AL038843; Hs.374530; Homo sapiens cONA: FU23602 fis, clone LNG15735; Homo sapiens cDNA: FU23602 fis, clone U 179 

421654; AW163267; Hs.106469; suppressor of varl (S.cerevisiae) Hike 1; suppressor of varl (Sxerevisiae) 3-fike; 3.79 
ZD 439668; A1091 277; Hs.302634; frizzled (Drosophila) homolog 8; frizzled (Drosophila) homotog 8; 3.79 

41 1 125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; cytochrome b-245, alpha polypeptide; 178 

429170; NM.001394; Hs.2359; dual specificity phosphatase 4; dual specifirity phosphatase 4; 178 

425354; U62027; Hs.155935; complement component 3a receptor 1; complement component 3a receptor 1; 178 

423909; AJ223183; Hs.135194; immunoglobulin superfamfiy, member 6; trnrntinogtobuun superfamily, member 6; 178 
3K) 429687; AI675749; Hs.211608; nudeopcrln 153kD; nudeoporin 153kD;l77 

414177; A1351 355; Hs. 356303; uncharacterized hypothalamus protein HARP11; uncharacterized hypothalamus protein HAR 177 

414135; NM.C04419; Hs.2128; dual specifidty phosphatase 5; dual specffidty phosphatase 5; 177 

445817; NNL003642; Hs.13340; histone acetyltransferase 1; histone acetyltransferase 1; 177 

41 0422; AL042014; Hs.63348; Homo sapiens, clone MGC:15203, mRNA, complete cds; Homo sapiens, clone MGC1 5203, mRNA, com; 176 
J D 41 2146; M92444; Hs.73722; APEX nudease (mtrififundkmal DNA repair enzyme); APEX nuclease (multifunctional DNA repai; 176 
41301 1; AW058115; Hs.821; Wglycan; bigjycan; 176 
428157; AI738719; Hs.198427; hexokinase 2; hexokinase 2; 176 

400288; X06256; Hs.149609; mtegrin, alpha 5 (fibronecfci receptor, alpha polypepfide); Integrih, alpha 5 (fibronecUn receptor.; 175 
427378; BE515037; Hs.177556; melanoma antigen, family D, 1; melanoma antigen, family 0, 1; 3.75 
HU 405484; ; ; C3002124*:gi|12737280IreflXP_0066ai2) keratin 18 [Homo sapiens]i[6633; C3002124*:gi|12737280|refjXP 006682.2] k; 3.75 
450998; BE387614; Hs.25797; sphang factor 3b, subunit 4, 49kD; spTtring factor 3b, subunit 4, 49kD; 3.75 
432460; H12912; Hs.274691; adenylate kinase 3; adenylate kinase 3; 3.75 

428816; AA004986; Hs.193852; ATP-bincfing cassette, sub-family C (CFTR/MRP), member 2; ATP-bmding cassette, sub-family C (CFTR; 3.74 

431884; AA521246; Hs.210792; ESTs, Weakly similar to ALU8_HUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION WARNING ENTRY fH.sapiens]; ESTs, Weakly similar 
45 toALU8_HUMANALUS;174 1 

453329; T97205; Hs.193400; ESTs, Weakly similar to 210926QA B cell growth factor [H.sapiens]; ESTs. Weakly similar to 2109260A B cell ; 3.74 
426440; BE382756; Hs.159902; solute earner family 2 (fadlitated glucose transporter), member 1; solute carrier family 2 (facilitated glu; 3.74 
438330; AW450572; Hs.257316; ESTs; ESTs; 3.74 

419911; L15301; Hs.1276; BN51 (BHK21) temperature sensitivity complementing; BN51 (BHK21) temperature sensitivity com; 174 
452695; AW780199; Hs.30327; rnitogerwsfivated protein kinase-aclivated protein kinase 5; rrdtogerhactivated protein klnase-adivat; 3.73 
442233; AW967149; Hs.28439; ESTs, WeaWy similar to 138022 hypothetical protein (RsapiensJ; ESTs, Weakly similar to 138022 hypotheti; 173 
451295; AI557212; Hs.17132; ESTs, Moderately similar to 154374 gene NF2 protein (H^aplens); ESTs, lytoderatety similar to 154374 gene ; 173 
410772; BE275297; Hs.194685; Homo sapiens done 24675 mRNA sequence; Homo sapiens done 24675 mRNA sequence; 3.73 
426251; M24283; Hs.168383; intercellular adhesion molecule 1 (CD54), human rhinovirus receptor; intercellular adhesion molecule 1 (C054); 3.72 
D mm > ^5337; Hs.24030; solute carrier family 31 (copper transporters), member 2; solute carrier famfly 31 (copper transpo; 3.7 1 
423523; AW299828; Hs.193580; ESTs; ESTs: 3.71 

413407; AI356293; Hs.75339; Inositol polyphosphate phosphatase-like 1; inositol polyphosphate phosphatase-Cke ; 171 
448336; R53848; Hs.44976; ESTs; ESTs; 3.70 

422083; NM.001141; Hs.111256; arachidonate 154ipcxygenase, second type; arachidonate IS-Epoxygenase, second typ; 3.70 
OU 416087; AF045184; Hs.79008; SKI-INTERACTING PROTEIN; SKI-INTERACTING PROTEIN; 3.70 
442200; AW590572; Hs.235768; ESTs; ESTs; 170 
414280; BE410769; Hs.75873; zyxln; zyxln; 169 

409354; N68188; Hs.159472; Homo sapiens cDNA: FU22224 fis, clone HRC01703; Homo sapiens cDNA: FU22224 fis, clone H; 169 
415276; U88666; Hs.78353; SFRS protein kinase 2; SFRS protein kinase 2; 169 
0-> 439659; AW970780; Hs.59483; leudne-rfch repeat-containing G proteiiKoupled receptor 6 (LGR6) mRNA; teudne-rich repeatcontainlng G protein; 3.69 
446522; NM.003876; Hs.15196; putative receptor protein; putafive receptor protein; 3.69 
4227B5; AI824114; Hs.289088; heat shock 90kD protein 1. alpha; heat shock 90kD protein 1, alpha; 168 

401083; ; ; NM_016582*:Homo sapiens peptide transporter 3 (LOC51296), mRNA. VERSION NM.016579.1 GJ; NM_016582*:Homo sapiens peptide transpor; 168 
413048; M93221; Hs.75182; mannose receptor, C type 1; mannose receptor, Ctype 1; 168 
70 452690; A1536070; Hs.15085; ESTs; ESTs; 168 

428981; BE313Q77; Hs.93135; ESTs, WeaWy slmflar to ALUZJttJMAN ALU SUBFAMILY SB SEQUENCE CONTAMINATION WARNING ENTRY (Haptens]; ESTs, Weakly similar 
toALU*_HUMANALUS;168 

415010; NVL004203; Hs.77783; rrambrane-assodated tyrosine- and truBomne-spedfic coc2-inhibitory kinase; mernbrane^ssodated tyrosine- and Ihreon; 3.68 
428579; NhL0t)5756; Hs. 184942; GprcteirM^pied receptor^ 
/ D 446430; AA346837; Hs. 15075; hypothetical protein DKF2p434E221 6; hypothetical protein DKFZp434E2216; 166 

44201 3; AA506476; Hs.375009; Human DNA sequence from clone RP1 1-353C18 on chromosome 20 Contains ESTs, STSs. GSSs and CpG islands. Contains the NIFS gene for 

cystdr^desulfurase, two genes tor novel proteins and the gene for the; Human DNA sequence from done RP1 1-353C1 ; 3.66 
416602; NH_006159; Hs.367895; Protein kinase C-bwufing protein NELL2; Protein kinase C-Wnding protein NELL2; 165 

441226; BE563042; Hs.118820; Homo sapiens, Similar to RIKEN cDNA 0610012G03 gene, done MGC14132. mRNA, complete cds; Homo sapiens. Simiar to RIKEN cDNA 061 0; 
165 



80 



413076; U10564; Hs.75188; weel (S. pombe) homdog; weel (S. pombe) homotog; 165 

429303; AW137635; Hs.44238; ESTs, Weakly similarto S65657 alpha-1C-adrenerglc receptor spfice form 2 {H-sapiensJ; ESTs. Weakly similar to S65657 alpha-1C-; 165 
452060; W26980; Hs.349089; ATP-tinding cassette, suWamfly F (GCN20), member 2; ATP-binding cassette, sub-femHy F (GCN2; 3.65 
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451558; NMJW1089; Hs.26630; ATP-bindtng cassette, suWamSy A (ABC1), member 3; ATP-bWCng cassette. sub-family A (ABC1; 3.65 
414774; X02419; Hs.77274; plasminogen activator, urokinase; plasminogen activator, urokinase; 3.65 
417426; NM.002291; Hs.82124; temirrfn, beta 1; laminin, beta 1; 3.65 

450296; AL041949; Hs.24756; hepaiocyte growth factor-regutated tyrosine kinase substrate; hepatocyte growth factor-regulated tyros; 3.64 
J 437669; AI358105; Hs. 1 231 64; ESTs, Weakly similar to match to ESTs AA667999 lH.saptenst ESTs, Weakly similar to match to ESTs AA; 3.64 
414029; BE297731; Hs.75709; niannose6-phosphate receptor (cation dependent); mannose-6-phosphate receptor (cafon dep; 3.64 
4443B8; AB033058; Hs.1 1 101; K1AA1 232 protein; WAA1232 protein; 3.64 

425910; AA830797; Hs.184760; CCAAT-box-binding transcription factor; CCMT-tox-binding transcription factor; 3.63 

451484; AV648896; Hs.283771; hypothettai protein; hypcaetkal protein; 3.63 
1 U 444613; H29627; Hs.79092: hypothetical protein FU14427; hypothetical protein FU14427; 3.63 

447495; AW401B64; Hs.18720; programmed cell death 6 (apootosis-indudng factor); programmed cell death 8 (apoptosis-induc; 3.62 

408101; AW968504; Hs.278346; COC2-re!ated protein kinase 7; COC2-related protein kinase 7; 3.62 

424732; D80001 ; Hs.152629; KIAA0179 protein; KIAA0179 protein; 162 

411165; NM_000169; Hs.69089; gstactosidase, alpha; gatectosldase, alpha: 3.62 
1 J 422112; BE540240; Hs.111783; Lsml proteto; Lsm1 protein; 162 

453020; All 62039; Hs.31422; Homo sapiens mRNA; cONA DKFZp434M229 (from done DKFZp434M229); Homo sapiens mRNA; cONA OKFZp434M229 (fr, 3.61 

438795;M825792;Hs.377119;gbx)d84b11^1NCLC6AP - Ov2Homosa|^ CGAP Ov2 Homo sapiens ; 3 61 

44551 5; BE388665; Hs.179999; Homo sapiens, clone IMAG&3457003, mRNA; Homo sapiens, done IMAGE3457003. mRNA; 161~ 

407797; AK000524; Hs.39850; hypolhefcat protein FU20517; hypothetical protein FU20517; 3.60 
ZU 423217; NM_000094; Hs.1 640; collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, dominant and recessive); collagen, type VII, alpha 1 (epidermotys; 160 

444985; AI677737; Hs.380100: hypothetical protein FU14005; hypotheticalproteinRJ14005;3.60 

433764; AW753676; Hs.39982; 2inc finger protein RINZF (NMJJ23929); zinc finger protein RINZF (NM 023929); 3.59 

427857; AL133017; Hs.288679; hypothetical protein FU22865; hypothetical protein FU22865; 3.59 

415020; BE249915; Hs.293533; Human DNA sequence from done RP1 1-127L20 on chromosome 10. Contains ESTs. STSs, GSSs and CpG islands. Contains the gene for a novel 
-£3 glutathione-S-transferase and five novel genes; Human DNA sequence from done RP11-127L2; 3.59 

415149; X12451; Hs.78056; cathepsln U cathepsin U 3.57 

458715; AK000973; Hs.1706; hypothetical protein FU10111; hypothetical protein FU101 11; 3.57 

j?^76; NM.O00M3; Hs.1 29829; autoimmune regutator (automimmune poryendccrinopathy candidiasis ectodermal dystrophy); autoimmune regulator (autoimmune potyen; 3.57 
440270; NM_01 5986; Hs.7120;cytokme receptoMike molecule 9; c^ 
J U 434883; AW381538; Hs.19807; hypotheScal protein MGC12959; hypothetical protein MGC12959; 157 

404976; ; ; N M_01 4323*:Hcmo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA; NMJ)14323*:Homo sapiens zinc finger prot 157 
449656; AA002008; Hs.188633; ESTs; ESTs; 156 
413795; AL040178; Hs.142003; ESTs; ESTs; 156 

406859; A1581 134; Hs.181357; laminin receptor 1 (67kD, ribosornal protein SA); larninm receptor 1 (6710), ribosomal prat 3.56 
3 J 411030; BE387193;Hs.67896; 7-60 protein; 7-60 protein; 3.56 

447079; AA280057; Hs.1 05280; ESTs, Weakly similar to dJ963K212 (Rsapiensl; ESTs, Weakly similar to dJ963K212 (Rsa; 3.56 

424263; M77640; Hs.1757; L1 ceil adhesion molecule {hydrocephalus, stenosis of aqueduct of Sylvius 1 , MASA (mental retardation, aphasia, shufing gait and adducted thumbs) 
syndrome, spastic paraplegia 1); LI cell adhesion molecule (hydrocephalus; 155 
Af\ 1™? SSI 28701 Hs - 75379 ^ soM* to™** 1 feKal high affinity glutamate transporter), member 3; solute carrier family 1 (glial high affi; 155 
HV 443466; BE243123; Hs.321045; IKK-related kinase epsilon; inducible IkappaB kinase; IKK-related kinase epsiton; inducible Ik; 3.55 

icSSS 6 ' J03626; ^fe- 2057 : ^ m monophosphate synthetase (orotate phosphoribosyl transferase and oraficfine^Jecarboxytase); uridine monophosphate synthetase (oratat; 155 

450931; N25156; Kb.25648; tumor necrosis factor receptw superfarnily, member 5; tur^ 

425836; AW955696; Hs.90960; ESTs; ESTs; 3.54 
A - 441054; AA913591; Hs.126480; ESTs; ESTs; 154 
43 440592; AL137268; Hs.7285; K1AA0759 protein; WAA0759 protein; 154 

458946; AA009716; Hs.42311; ESTs; ESTs; 153 

449027; AJ271216; Hs.22880; dipeptidylpepGdase III; dipeptidylpeptidase 111; 3.53 

421662; NMJJ14141; Hs.106552; cell recognition molecule Caspr2; ceU recognition molecule Caspr2; 3.53 
erx 422732; AA577455; Hs.24937; transfbrmer-2 alpha (htra-2 alpha) ; transformer^ alpha (htra-2 aloha): 153 
3l) 424870; T15545; Hs.244624; ESTs; ESTs; 3.52 

442794; AI744130; Hs.356753; hypothetical protein MGC2975; hypothetical protein MGC2975; 3.52 

417640; D30857; Ks.82353; protein C receptor, endothelial (EPCR); protein C receptor, endothelial (EPCR); 151 

^t^92?T : ESTTs. Weakly similsr to X31 613 hy^theteaS proton Y»3£aA.i - CaetrwirhsMiOs elessns [Cetegansl; ESTs. WesSdy slrrular to X31 61 3 hypotheti: 3.S1 

410257; BE244044; Hs.61459; hypotoetical ^ 
33 424837; BE2761 13; Hs.333034; N-acetyitransferase, homotog of S. cerevislae ARD1; N-acetyitransferase, homolog of S. cerev; 3.51 

« Hs - 355993: transbcasQ 'w** mitochondrial membrane 10 (yeast) rromctog; transtocase of toner mitochondrial membr; 150 

454128; AL031259; Hs.367900; programmed cell death 2; programmed ceil death Z 150 

SfK? ^5?!^ Hs 5771; am y° tr °P |lic scterosfe 2 (juvenile) crtrornosome region, candidate 2; amyotrophic lateral sclerosis 2 Quvenil; 3.50 
s*r\ 453641; AA444140; Hs.90960/, ESTs; ESTs; 3.50 
OU 429592; AB 029041; Hs.209646; WAA1118 protein; K1AA1 118 protein; 149 

430647; AC003682; Hs.1 Z7988; ESTs, Weakly similar to Z21 1JHUMAN ZINC FINGER PROTEIN 21 1 [Rsapiens]; ESTs, Weakly similar to Z21 1 HUMAN ZINC ; 147 

410855; X97795; Hs.66718; RAD54 (Sxerevisiae)-like; RAD54 (SxerevblaeHike; 144 

413372; H55532; Hs.349695; tubulin, alpha 2; tubulin, alpha % 3.07 

437224; AL1 17628; Hs.97808; ESTs; ESTs; Z77 
O 3 430439; AL133561; ; DKFZP434B061 protein; DKFZP434B051 protein; Z76 

435897; AF269223; Hs.1 28322; ^complex 11 (a murine top rnmotog); t-complex 1 1 (a murine top homolog); Z53 

V< IIS? t^ 182437 : ESTs - VVeak} V sMar to 154383 ctromosome segregation protein smc1 [Ksapiens]; ESTs. Weakly similar to I54383 chromosom; 2.46 

412026; AA383618; Hs.73073; tesBs-specific ankyrtn motif containing protein; testis -specific ankyrin moSf containing; Z35 
422789; AK0011 13; Hs.120842; hypothetical protein FU1Q251; hypothetical protein FU10251; Z33 
7U 426627; AF01 2359; Hs.1 95685; ESTs; ESTs; Z12 

438983; AF085884; Hs.20029; proacrosai binding protein sp32 precursor; proacrosin binding protein sp32 precurso; Z07 
425709; AA383076; Hs.159274; outer dense fibre of sperm tails 1; outer dense fibre of sperm tails 1; 1.99 
433724; A1827749; Hs.144924; serineAhreonlne protein kinase SSTK; serine^eorrine protein kinase SSTK; 1.68 
42)71 0; NM_007009; Hs.99875; zona peQucida binding protein; zona pefluctda binding protein; 1.54 
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Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
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10 
15 
20 
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45 
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417886 1031334.1 AA210987 DS7294 AA214584 AA207006 D56S72 

432407 MH1429.12 BG03667SBF772005BF771866BG860386BG960381 NH.005712AF110315BE074534BE182776BE158000BE157999BE71431SAW818104 
AW847519 AA099426 AW817981 AW856396BG961122AA224498AA308542 AW821833BF902155AI732411 BG778834 BG283641 BE748279 
BE748B70 BG319540BE748864 BF739224 BG886155AK0S7283 81861466 AA663341 AA457591 BG949294 AW392886 AA071122 AA227849 
AA584918BG959570BF773486AL041698BF959013 R87170C168S9BF770411 BF771298 AI075321 L13823AA216700BF771864AW861859 
BE537068C1B935M155719BF771172BR69107BF804964ATO18172ATO18143A^ 
AW861687 AW821826 BI055726 BF242643 AA207169 BF770412 BF771 157 BG430030 AA055592 
434414 35978.1 AF134164 BF809407 AA218567 BF842863 AI267168 BF876178 BG999253 AW861851 AW858362 AI817548BF771300 AA1 13928 AA223422 
AA055556 BF7734008F998869 BE081333 BE073424 BE142245 H59S71 H59570BF871S58 BF871064 BE001132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 B6319501 BF736309 AI694265 M045564 BG950256 AI829309 8G987850 BE09317S 
BF854337 

115241J AA933717 8F061897AVTC28327 AA641788AA400495 
51321^.1 AW973352BF222929AVV016853BFrj59130AI651829BE55l7CT 

AA548736 AA768578 AI539081 AW025957 M736837 N79575 AW594357 AA480892 
810943J T23514A1655785 

6750_2 AL133561 AL117481 All 22069 AW439292 AI968826AL041090 



427298 
427521 

407347 
430439 

TABLE 57C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank identifier (Gl) numbers. "Dunham I. et aL" refers to the pubficalion entitled The DNA 
sequence of human chromosome 22." Dunham I. et al, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntposition: Indicates nucleotide positions of predicted axons. 



Pkey 


Ref 


Strand 


Nt_position 


402199 


8576116 


Minus 


84187-84744 


402680 


8113438 


Plus 


137634-137768.139702-139893,140475-14059 


402260 


3399665 


Minus 


113765-113910.115653.115765,116808-11694 


402678 


8113438 


Plus 


3739547514.37866-37981 


403171 


9838164 


Minus 


74502-74703 


406137 


9166422 


Minus 


30487-31058 


401704 


3097841 


Plus 


24712-25374 


402877 


8113438 


Plus 


22135-22309.23063-23238 


402679 


8113438 


Plus 


132079-132216 


402145 


8018280 


Plus 


113085-114800 


406547 


7711513 


Minus 


172780-174358 


402398 


4092817 


Minus 


24019-24973 


405484 


5922025 


Plus 


199214-199579.199672-199920,200262-20049 


401083 


3242744 


Plus 


33192-33360 


404976 


3419864 


Minus 


139625-140632 


TABLE 58A: 434 genes 


upregulated 


I in bladder cancer relative to norma) body tissues 



L^k^ t? 0 96085 u ™ l f* 10 cancer relative toncrrnalbody tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, 
S^SJif 8 9eneS ! W , e l? I ^ d fr0m ^P? 68618 m Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysfe 

(A1) '? l n0fm f tzed * e reta0ve M of "»RMA expression. The protein products of these genes often contain one or more domains 

ESS?. - wc^mc tetonj ar of transduang infraceflular signals, or of being modulalable by smaiJ molecules, peptides, or antibodies (e.g. pkinase. death-domain, 7tm, 
phosphatase, or ((^transporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UnKSenelD: UniGene number 

Pred.ProL Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS. signal sequence; =Y, very likely to contain; =M, titer/ to contain- other 

protein domain abbreviate are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UmGene Title: UniGene gene Gtle 

R1 90th percentile of bladder tumor Als divided by the 50th percentile of normal tissue Als 

Pkey; ExAccn; UnigenelD; Uregene Title; Pnad.ProlDomarns; R1 

430630; AW269920; Hs.2621; cystatin A (stefin A); cystatin;TM=M," 35.S 

422282; AF019225; Hs.1 14309; apolipoproletn U MolA^xbB;TM=Y;SS=H 33.25 

414555; N98569; Hs.76422; phospbdipase A2. group IIA (platelets, ; phosflp;TM=M;SS=Y; 31.68 

415192; D17793; Hs.78183; aido-keto reductase family 1. member C3 ; aldoJ«jUed;TM=M;; 31.04 

417771; AAB04698; Hs.82547; refindc acid receptor responder (tazaro; ncne.none; 2a50 

IX <Sl^S??i v f^ 2 4 s ^ n enrthrobJastic leukemia v. Furin^pkinase,Recep_^^ 27.43 
417079;U6559$rfc.81134;interfeuldn1r^^ 

413859; AW992356; Hs.8364; Homo sapiens pyruvate derrydrogenase kina; SAM_PNT,none; 25.38 
418818; AA228899; Hs.101307; Homo sapiens HUT1 1 protein mRNA, partial; UT.none; 25.28 

425397; J04088; Hs.156346; topoisomerase (DNA) II alpha (170kO); DfW^raseB.DNA.topoisoiV.HATPase c;SS=M; 23.58 

421733; AL1 19671; Hs.1420; fibroblast growth factor receptor 3 (ach; lg,pJdnase;TM=Y;SS=M; 21.24 

424008; R0274Q; Hs. 1 37555; putative chemokine receptor; GTP-binding; 7tm 1;TM=Y;SS=*ft 20.45 

447343; AA256641 ; Hs.236894; ESTs. Highly similar to S02392 alpha-2-m; none,none; 19.78 

408243; Y00787; Ks.624; interteuxin 8; HIHPAS4L8;TM=M^ 18.90 

427490; 295152; Hs.178895; rrutogen-activated protein kinase 13: pta'nase;TM=M;; 18.75 

410687; U24389; Hs.65436; lysyl oxkJase-like 1; Lysytoxidase;SS=M; 18.63 

444381; BE387335; Hs.283713; ESTs. Weakly similar to S64054 hypolheS; Coflagen;TM=M;SS=M; 18.60 

452747; BE153855; Hs.61460; Ig superfam9y receptor LNtR* ig,Rhabd jrycop;TM=Y^S=M; 18.55 

415444; BE247295; Hs.78452; solute earner family 20 (phosphate tran; PH04.UM;TM=M;; ia25 
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4 H!? N ^- 006823 : ^.75209; Protein kinase (cAMP-dependent, cataryti; PKr,SS=M; 17.73 
427337; 246223; Hs. 176663; ft fragment of IgG. low affinfly IHb, n ig;TM=Y;SS=M; 17 68 
1^1? 0825731 Hs 278589: Several transcription factor II, i; none.SH3.PX: 17.12 

P^ 4676 * Hs ' 89499: aracWdonate lipoxygenase; Gpoxygenase,PLAT;TM=M;; 16i8 
S2! : H ^ l 100724: Peroxoonie proliferative activated recep; hcTrnone_rec^C4;TM-Mr, 16.78 
439941; M392640; Hs. 18272; amino add transporter system A1; AaJrans;TM=Y;; 16.75 
431846; BE019924; Hs.271580; uroplakin IB; transmembrane4;TM=Y;SS=M; 16.56 

^ISc^^^i lys ?^ m8 {renal «nyW«tf Wb W.SynthJdh,ldXC,pkin3se;SS=M; 16.43 
414883; M926960; ; CDC28 protein kinase 1; CKS;; 16.20 

438091; AW373062; ; nudear receptor subfamily 1, group I, m; hormone rec^f-C4,none; 15.80 
439963; AW247529; Hs.6793; platelet-activating factor acetythydrola; PAF-AH Ib,llpase GOSLTM=M:: 15 70 
428450; NM.014791; Hs.184339; K1AA0175 gene product; KA1,ptee;TM=M;; 1?F 
JSSSSSfil Hs1 U2} * Matad (°«»0PhaaJ homolog 6; F2,Frlz2led.7tnu2;TM=Y;SS=M; 15.45 
1 ^ NM - 0W445: Hs * 3796 : EP^ 6 ' EPH-lbd,m3 t pkinase.SAM;TM=Y^ S=to; 15.43 

11™?: tl 5 ^ 8 ^ 8 ^ 11 " i" adhesi£m m *«* EGF,ledin_c^ushi;TM=M;SS=M; 15.28 

S-K^'Vo 1 ^ P 01 ^^™^*^ conductance; CaMBD.aCcAann^nJfrans;TM=Y;SS=M; 15.10 
416305, AU076628; Hs.79187; coxsackte virus and adenovirus receptor ig;TM=Y;SS=M; 14 90 
j?2306; Y18207; Hs.303090; protein phosphatase 1, regulatory fmhib; CBM_21;TM=M;; 14.B0 
OH ?35?P U10564: H*- 751 ** *»1 <& P°mbe) homotog; pkinase;TM=M;; 14.73 
429345; R11141; Hs.199695; hypothetical protein; KJeira,SAM; 14.58 

TfifiHl ^S^i^^^Tf^? 6 ^ ******* ^^Wboso^L6.F-box;T\1=Y;SS=M; 14.55 
421508; NM.004833; Hs.105115; absent in melanoma 2; PAAD DAPIN,HIN;TM=M" 14 53 
446006; NH.004403; Hs.13530; deafness, autosomal dominant 5; none;TW=M;SS=M- 14 35 
429556; AW1 39399; Hs.98988; ESTs; none;TM-M;; 14.18 

416224 ; ML002902; Hs.79088; reticuJocalbin 2. EF-hand calcium Kndin; efhand;SS=M; 14 13 

jxrS Slf^J^ 2 «SJ TO| ?' 1 P^P^ 6 - ™™*epi; Yj)hosphatase.Band.41,PD2;SS=M; 13.90 

426657; N^L015865; Hs.171731; solute carrier family 14 (urea transport; UT;TM=Y- 13.83 

428157; AI738719; Hs.1 98427; hexokinase 2; hexokinase,hexokinase2,none- 13.80 
30 S '^S^T^ISS^ sortifirwdatfid; Etf,m3.td^^ U 78 

4 39453,BE264974;Hs.6566; thyroid hormone receptor interactorl 3; AAA^BC tran,CoaE;TM=M;- 1338 

«2314;AA533447;Hs.312989;ESTs;XBrik,noiie;13^5 ''^' 14Jfl 

413109; AW389845; Hs.110855; ESTs; PH04,none; 13.15 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;; 13.13 
K lo^ 9 ? NWL °°1621; Hs.170087; aryl hydrocarbon receptor; PAC,PAS;TM=M;; 12.93 

425177; AF127577; Hs.155017; nuclear receptor interacting protein 1; none;SS=M; 1238 
404942; U30825; ; splicing factor, argininefeerine-rich 9; C036;TM=Y;SS=M; 1Z03 

^122 ? E148235 « Hs.193063; Homo sapiens cONA FU14201 fis, clone NT; Aa trans t none; 1 1.88 

8nU9en 1 (23Q/24 ° k0}: ^^^ S * SH3 . p ^MX^ 
H f" 55 ^ Spficing factor, arguHnefeenne-rfch, 4; nmhonnonejec,zK>l,sugar„u;; 11.85 
AS j:?;:?^ 605641 : transmembrane 4 superfamlry member 1 ; none;TM=Y;SS=M; 11.80 
<*D 425118;AU076611;Hs.154672;nTelhytenetet^ DNA- 

41887(^4^ 

iSSS u J 10 ™ 8apiens ^ OKFZp586l2022 (t, none;TM=Y;SS=M; 1 1.48 
50 S i^JSftSS Homosapfens mRNA fufltength insert cDN; IMPOHJ^PDHJWB^^ 11.38 
«2S Hs " 16085 : ^oteln coupled receptor; none;TM=Y;SS=M; 1 123 

™?? BE621807 i : transmembrane 4 superfamlly member 1; none;TM=Y;SS=M; 1 1.18 
409960; BE261944; Hs.339673; hexokinase 1; none,none; 11.02 

r^H3S ^22? 2?' I???, V™ 0 ^ t™*^ * Sm,P02.Guanyl3teJdn;TM=M;; 10.78 
^ ^ BE245149 ^ Hs.82643; protein tyrosine kinase 9; cofi!in_ADF;SS=M; 10.63 

33 427654; AA410183; Hs. 137475; ESTs; toa.trans,vwc,IGFBP,tsp 1; 10.58 

Jl?S2SS2l?7?f Sf ^ e ? e W^*e3^ 10.53 
447J55, BE383676; Hs.334; Rho guanine nucleofide exchange factor (; SH3,PHRhoGtT:TM=M;- 1153 
449437; AI702038; Hs. 100057; Homo sapiens cDNA: FU22S02 Ms, clone K noneZneT uS 
«6856;AM69355;Hs.127310;ESTs;planase^TM=^^ ^o W ,iu.d^ 
fIS 55 AU076785 5 Hs-W piastin 1 0 isoform); efhana\CH,Adaptln_N^S=M; 10.38 

^iiS 331 Hs - 271986 -' alpha 2 CD49B. alpha 2subuni; vmintegnXAFG^AP;TM=Y,-SS=M; 10 34 
440006; AK000517; Hs.6844; hypothetical protein FU20510; AAA.feARC.PAS) Wlr^r^NM0 25 
^ <; HS 37211 Hs - 97101 ^ P^'ve G protetrwoupted receptor; Methyltransf 5"iTM=Y;SS=M; 10.18 

^5 B EW1836;Hs.256897;ESTs t Weakiysuiiilarto^^ 2;TM=Y;;10.13 

f^^? 941 fc' 18038 * *«> «P«Wjr phosphatase 6; Rrodar^.DSPc;Tfvl=M;; 10.05 

;S N, tSil 18: "s- 171957 ; Hpb functional domain (PTPRF interact 6H3,lg.pkin3sePH.specWn 1 Rho<^JM=M;- 10 05 
70 19222? ; ; ENS W«»0224716-:6TP4)inding protein SAR; none;TM=Y- 10.01 ' ^* 

IS ^S^Si? 756081 i uncfcn 2 ^ ocdwlens; SH3,POZ.GuanylateJdn;Tr«fc 10.00 

j2SS : ; N M-02207r:Homo sapiens hypotheCcal pro; SH2;TM=M;; 10.00 

444823; BE262989; Hs.12045; putative protein; Mra1^BOAT;TM=M;SS=Y; 9.93 

421425; AK001564; Hs.104222; hypolheSca! proten FU10702; efhand.te2ai,arf,ras7tm_1;TM=M;; 9.90 
„c 413441; AI929374; Hs.75367; Src^ike-aaapter; SH2.SH3;TM=rA-; 9.90 

1«Si : a^yJS^ Hs ' 1846; ^P^ P53 (Ltfraumeni syndrome); P53,WD40,IRK;TM=Mu 9.88 

452289; BE5682Q5; Hs.28827; rrnTrjgerwcfivated protein kinase kinase ; pWnase;TM=M;- 9 85 

fiH^2?S 9: Hs - 250618 : UL18 b<ndi"0 protein Z lcUecepLa.PKD.f^CJTM=M;SS=Y; 9.83 

1i??« IM?? 8 * ^ m Phosphatase, receptor t Yjtephatase;TM=Y;SS=M; a80 

80 liSS a^SS^I 9 ^?? ^ fiped8dly Pnosphatese 5; Rr«danese,r^Yj)hosphatase;TM^ 9.73 

ISS^fSS? Hs - 170121 : ^ ^8 phosphatase, receptor t none,none; 9.73 

USS ^^^^JJ^S^P^ 1 Wnase hmtor 3 W Yjjhosphatase,DSPc;TM=M^ 9.72 

4W912; ; ; C5000394*:gi|127372KJfrefp<P^006S8Z2J k; none;TM=Mn 9.70 

427315; AA179949; Hs.17S63; Homo sapiens mRNA; cONA DKFZp564N0763 (t none,spectrin,SH3.PH.CH; 9.70 
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428428; AL037544; Hs.1 84298; cydirHlependent kinase 7 (homolog of Xe; ptan3se;TM=»fc 9.68 
422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t kmesm,fn3,Y j)hosphalase;TM=M;; a63 
429083; Y09397; Hs.227817; BCL2-retated protein A1; Bd-2;TM=M.- 9.63 

425322; U63530; Hs.155637; protein kinase, DNA^ctivated, catalytic; R3 PI4 kinase > FAT t FATC;TM=M;; 9.55 
430259; BE550182; Hs. 127826; RaJGEF^ke protein 3, mouse homolog; fn3,RA,RasGEF;TM=M;S$=M; 9.50 
428520; AA331901; Hs.184736; hypothetical protein FU10097; none;TM=M;; 9i50 
418969; W33191; H&28907; rrypothefcal protein FU20258; SH3;TM=M;; 9.50 

448913; M194422;Hs.22584; myosin ^;rrm^-RanBP,ptee 1 GST_(^ headiaMyosin NbZIP^ 

C2H2,PHD3TBJRIS^T.r«)ok.SAM;TM=M;;9.50 7 
414911; NM.000107; Hs.77602; damage-specific DMA binding protein 2 (4; VVD40,riomeobox.U^TM=M;; 9.48 

443710; AI928136; Hs.9691; Homo sapiens cDNA: FU23249 fis. done C; Gdphajone; 9.42 
414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;; 9.42 

S!? 779101 Hs ' 3833: ^^^adenosine S'-phosphosutfate sy; APSJdnase^TP^ulfurytasemThyrruaylate ta'n;SS=M; 9.40 
■ 418827; BE327311; Hs.47166; HT021;none;Trvl=M;; 9.40 

440675; AW005054; Hs.47883; ESTs. Weakly similar to KCC1.HUMAN CALCI; pkinase,none; 9.35 
433376; AI249361; Hs.74122; caspase 4, apoptosis^elated cysteine pn CARD,ICEj)10,ICE_p20;SS=M- 9.28 
410668; BE379794; Hs.65403; hypothetical protein; death, WRjtf;TM=Y;SS=M; 9.25 
430024; AI808780; Hs.227730; integrin, alpha 6; integrinJ^FG-GAP;TM=Y;SS=M; 9.23 
452696; AI826645; Hs.211534; ESTs; ArfGap,PHM,Guanytete Wn,PDZ,SH3; 9.13 
434263; N34895; Hs.44648, ESTs; ig,none; 9.13 

407949; W21874; Hs.247057; ESTs, WeaWy similar to 2109260A B cell ; Ribosomal S14,ank,pkinase,death.none; 9.10 

429332; AF030403; Hs.199263; Ste-20 related kinase; p^tir^,metalthio;TM=M;SS=M; 9.08 
Z3 417426; NM.002291; Hs.82124; larnlnin. beta 1; larra'nin_EGFJarrM^^ 9.08 

443951; F13272; Hs.111334; ferritin, light porypepride; PMP22_Qaudin,none; 9.07 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaE;; a98 

451292; AB037716; Hs.26204; K1AA1 295 protein; SH3;TM=M;; a93 

438000; A1825880; Hs.5985; non-kinase Cdc42 effector protein SPEC2; rwne;TM=M.l 8.90 
3U 446620; AA 128808; Hs. 179902; transporter-tike protein; rame;TM=Y;SS=M; 8.90 

436075; BE090176; Hs.179902; transportef-fike protein; rone;TM=Y;SS=M; 8.88 

^ 147081; : Sb:ok33a1U1 SoaresJiSFJ*_9W_OTJ>AJLS; nor*spectrin.SH3,PH,CH; 8.78 

445496; AB007860; Hs.12802; development and dlRerenUaGon enhancin; SH3,ank,PriArfGap;TM=M;; 8.78 

416^3; X54942;r^.83758;CDC28protem Wnase 2; CKS;; 8.75 
3 3 434608; AA805443; Hs.179909; hypothetical protein FU22995; none;TM=M;; 8.70 

445033; AV652402; Hs.72901; mucin 13, epithelial transmembrane; ank;; B.68 

417640; D30857; Hs.82353; protein C receptor, endothelial (EPCR); none;TM=M;SS=M; a65 

432841; M93425; Hs.62; protein tyrosine phosphatase, non-recept Y phosphatase;SS=M; a65 
Af\ ^SS 971 A 1924533 : Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;; 8.64 
4U 448888; AW196663; Hs.200242; caspase recruitment dcroain protein 6; CARD;TM=M^ 8.60 

442994; AI026718; Hs.16954; ESTs; ardc.pkir^e.deatli^omai S14; 8.60 

429109; ALD08637; Hs. 196352; neutrophil cytosoDc factor 4 (40XD); SH3,OPR.PX;TM=M;; a60 

455439; AW945484; Hs.184252; ESTs, Weakly similar to ALU8_HUMAN ALU S; none,7tmJ; 8.55 
A 437763; AA469369; Hs.5831 ; tissue inhibitor of metailoproteinase 1 ; TlMP.pkinase.DAGJ'E-blnd.RBD; 8 43 
**3 417035; AA192455; Hs.22968; Homo sapiens done IMAGE'451939, mRNA se; nonejwne 8 40 

418478; U38945; Hs.1 174; cycfin-dependent kinase inhibitor 2A (me; an*; a39 

448209; AW160489; Hs.20709; tetraspan 5; traremembrane4;TrvNY;SS=M; a33 

450139; AK001838; Hs.296323; serunVgrucocorficoid regulated kinase; ncne,none; a33 
_ n 445350; AF0521 12; Hs.12540; tysophosphdipase I; abhydrolase_2;TM=M;; 8.31 
3 U 427509; M62505; Hs.2161 ; complement component 5 receptor 1 (C5a I; 7tm 1 ;TM=Y;SS=M; a30 

445633; AI453386; Hs.17287; ESTs, WeaWy similar to S26689 hypotheti; IRK,none; a28 

446719; W39500; Hs.301872; hypcthetica) protein MGC4840; AAA,SKI;TM=M;; 8.23 

424762; AL1 19442; Hs.1 83684; eukaryofic translation inifiafion factor; none.none; 8.20 
- 427274; NMJJ0521 1; Hs.174142; colony sfimulating factor 1 receptor, fo; ig,pkinase;TM=Y;SS=M; 8. 18 
33 416094; AW995512; Hs.225977; nudear receptor coacSvator 3; none,none; 8.15 

419262; AA834664; Hs.29131; nudear receptor coacCvator 2; PAS,zf-C2H2,SET; ai5 

417386; AUJ37228; Hs.82043; D123 gene product; NUDIX^Y.ELderrydrc^.transkei^TM^Y^M; 8.13 

431236; AV656840; Hs.285115; Interteukin 13 receptor, alpha 1; fh3;TM=Y;SS=M; 8.10 
s/\ 4 39658; AA332057; Hs.6639; hypothetical protein MGC15440; none;TM=M;SS=M; 8.09 
OU 425424; NMJXM954; Hs.1 57 199; ELKL motif kinase; pkfoase.UBA,KA1;TM=M;; at)8 

422573; AW297985; Hs.295726; Integrin, alpha V (vitronectin receptor; FaGAP^ntegrtnAnone; a05 

408912; AB01 1084; Hs.48924; WAA0512 gene product; ALEX2; ArrnS&TM=f4;S^l; a03 

447674; BE270640; Hs.19192; cydiivdependent kinase 2; pkinase^S=M; 8.03 
^ 404891;;; Target Exon; none,none; 7.95 

03 414278; AA3301 16; Hs.77273; Human glucose transporter pseudogene; none,none; 7.93 

452888; AW955454; Hs.30942; ephrfn-B2; Ephrin,fn2;TM=Y;SS=M; 7.93 

433211; H11850; Hs.12808; MARK; pWnase,UBA,KA1;SS=M; 7.91 

438485; W57578; Hs^37955; RAB7, member RAS oncogene femHy; pHnase^BCI^one; 7 90 

413219; AA678200; Hs.118727; Homo sapiens cOMA FU13692 fis, done PL; HLHdea!h,TNFRjS,Acyl^ 7 90 
70 417381; AF164142; Hs.82042; solute caXfarnfly 23 (nudeobasTtra; xan uVjxarrneas^RA.'TM^^ 

TJB AV lSfS^ 323910: HER2 t ^ inQ (^>^2 t ;?iii{rv4ike,pkir^,Recep_U 7.86 
405036; ; ; NVL021628 , :Homo sapiens aracrudonatB Hp; iipoxygenase.complexl^gKd.PLATiTM^M;; 7.83 

IS ^^0^™^™^ me: ^^VERM,()kinasemL^CT l MAM.r^ec)c4a S rn^ 7.83 
7S m^?^ 76 ? 491 ESTSl Weakly similar to A56154Ablsubst; noneA^M^dh^^druKLAc^ 7.80 

/3 ^1;N^CH)2733;Hs.3136; protein kinase. Afc^^ 

422940; BE077458; ; gb^C1^T060W)9050XW)154)04 BT0606 Homo; Sec7,PriANF_receptor.Bg chan.WD40.lRK; 7.78 

446636; AC002553; Hs.1 5767; dtron (rtKwnteracting. serinenrrajron; CNH.OAG PE^PHJm*ckrmJ^TM=fvt: 7.78 

^ip. NM_006855; Hs.250696; KDEL (Lys-Asp-Glu-Leu) encopiasmic retic; ERJumen jecept;TM=M;SS=M; 7.78 
o a j^5; ; ; NKU)03105-«orno sapiens sortlavretated; E(y,fn3.1oTjeceptaldl^pLb,grani]nn.BNR;T^Y;^ 7.73 

j 09142 : AL136877; Hs.50758; SMC4 (structurai maintenance of chromoso; ABCjranMSMC N.SMC C.OUF164,none; 7.73 

437192; AW9757B6; Hs.75355; ubra^I8rMX)n]ugaling enzyme E2N (homolo; UCLcon,Yjjhosphatase,SH2; 7.70 

40321?, ; ; NM.019595:rtomo sapiens intersecfin 2 (IT; SH3 b e5and,C2,PH,Rho6EF;TM=M;; 7.70 

441190; H09073; Hs.25046; ESTs; E1^TPase,CatbrUVTPBSe.C,Ca8OT^T^ 7.68 
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2:S ; ?S*2 7J ' NO.CGAP.GC81 Hon^ 5 a(W 0 ;RhoGAP,SH2j>tdna S iPOLO box,none; 7.S8 

4458W ^S 3 ; POlypepW" 9en; pWnase.ubquiBn.Enterotad^^ 7.S5 

«148ftAI922821;Hs.32433;ESTs;iione,PHlC-X.PI-PLC.Y,C2:7.53 

430486; BE062109; Hs.241551; chloride channel, calcium activated, fan* none'TI*=Y SS=M: 7.53 

I^IS? te ^^«»™WTO 20 open reading frame 1; none;TM=M;; 7.45 
?ft ^S^^SSH 1 : 8 ^" 032904 - 81 Na -^-MH<^saplens;vwa,lnte9n-nAFfr<3AP. n one-74S 

S "^S Wealdy sWar 10 717210 •«•** none.pHnase ; 7.40 

432W «: T 8 S; s « 

IS aaIS S'lSSSS ^ ansmembrane 4 supeffamtly member 6; transmembrane4;TM=Y;S&=M; 7.32 
30 (;none ( speclrln,SH3,PH.CH;7.25 
aaa7a? aci i7rclni? !Ss^S? P ?^? n ,yrostn8 WnaS0 6: SH2,SH3,pteiase;TM=M;; 7.24 
ARISES S'll lbyrtMd homrone receplor-assoctefed prot none;TM=M;; 7.23 

407591; NMJJ0G910; Hs.37125; neuropeptide Y receptor Y2; 7tmJTM=Y" 7 18 
35 SI: aSSSS u^l* Spr0Uty P"* 0 ^ tomoJ °9 4; SH2.SH3 JM=M;SS=M; 7.18 
S AV SS?^ 4752: Spectrin SH3 domaln Wn 9 P rolein 1: SH3;TM=M;; 7.18 
222f U^ 0 ?? 341 * 0 ™ 5aptens solute carrier fa; a!pha^mylase;Tfy|=Y;; 7.15 
427268; X78520; Hs.174139; chloride channel 3; CBS.voIlage CICTM=Y~ 7 14 

2££* JSIJ^iSJS?? 11 SOtUte **** fami,y 2 ( fad,ita, « r ^ sugar^TM=Y ; SS=M; 7.14 
Art IS V N^L022819*:Homosapiens phospholipase A2; phosiip;SS=M; 7.11 
4U 433618; AA602539: K&345494: ESTs: G^pSUAjdrantene; 7 10 

aiaaqroq u IS ^ lransIoc 5 e <* «*» mitochondrial membn MAS20,zf^20,VPS9;TM=M;SS=M; 7.05 
ioSff 1 ^?^ 891 "s- 171723 : rieuronalceadeaai-related protein; TRiD-31;TM=M;; 7 05 
45 InSi i? » Si^SiS?? 0 *® 1 « 7trr u 2 ) HRM.CSD;TM=Y;SS=M; 7.03 

An«7c aoSSII* Hs '. 25153t ' Proteasome (prosome, macropain) subunit,; proleasome;TM=M;; &93 

.2^ Ks-2 1 1 SS7; phosphoBpsse A2. fl roup WA (cytosofc, ; C2PLA2 B TM=«t 6 85 

TmrX ^™S^£ c !? pase * W*****d cysteine pn ICEj)10JC!Ej)20.CeD;TM=l«; 6 80 

S ^"rSiiS* 9 P"** 1 * ^^^.^TlbW.STATj^tfanaPAtPASjwne; 6.78 

«W VumJ^l u T3? saptens anSoen,; MAGE;TI**t 6.73 

^^S 7 : IWOIhaUd proton MGC4248; ncfle.trarsrnembrane4; 6.65 

SSS^ el0n9ali0n ,actor; •"OwJCMIfW; 6.60 
™Sl Hom ? «**■««»* FU133S7* ctai PL; nc^none; 6.60 
416562 ii^Koi^^^r^^ <^^I«^TM=Y;SS=M; 6.58 
«Sir ?fSSS?i l * ,1 ?!? 1: CGW P"** 1 "Wne-Skpl^AA; 6.57 
70 IfSS'^ 1 ^! 2 ! 1 : f :DKf; ZpM'F1S2j1 547 (synonym hfbrt) ; PK.PK.Cnone; 655 

l ^ 89862; TNFRSFIA^ssocialed via death domain; deaffi;TM=M,- 6.46 
44 7^AVV^927;H S .7946;KIM1288prot8in;AIP3;TM=M K a44 

«2 ?^ 4S30; Hs ' 273333 i hypothetical protein FU10986; FGGY QIMsM' 6.43 

438941; AF075047; Hs.31864; ESTs; Ca_channeL8,SH3,aitnoM? fL40 
441466; AW673081; Hs.54828; ESTs; ^mScaaJSSSSk 63) 
438698; AW29785S; Hs.125815; ESTs, WfeaWy simBarto I38022 hynolheli: tanyoenase PLAT none- 6 33 

Wlim, AW979155: Hs.298275* nrrinn nrrl rrnncfwfor O- a„ Tn.unr.u. e n 



80 



427801 iuwmi c'c u^»2,c . ^ «"™A.t'-<Jnnase;TM=MS5»M; 6J3 
«reoi, AW979155; Hs.298275; ammo add transporter 2; Aa.trarB;TM=M;SS=M; 632 
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407970; AW403814; Hs.41714; BCL2-associated alhanogene; ublqdfin.BAaTcx)poniycsin;; 6.30 
438464; AA669735; Hs324743; protein phosphatase 4 regulatory sutxiret ncnejione; 6.30 
453977; AA886006; Hs^50427; ESTs; pMnase,P2)Oeceptor ( E1^TPase,Hydrotase; 6.30 
412491; W31589; Ks.73957; RAB5A. member RAS oncogene family; ras,arf,PP2C;TM=Mr, 6.30 

B ^^JJ JJ52 J£ lopoisomer3se 11 teta « 180kD ^ DNMyraseB.OMA_topotsofV,r^ C ; 6.29 

404342; ; ; C7O)2l92*^iJ7299207|gbJAAF54404.1| {AE0; r»ne;TM=Mr. 6.27 
409274; NM_003930; Hs.52644; SKAP55 homotogue; SH3PH;SS=M; 6.25 

419693; AA133749; Hs.301350; FXYD domain-containing ion transport reg; ATP1G1 PLM_MAT8;TM=Y;SS=M; 6.23 
405429; ;; Target Exon; Yj*osphatase,none; 6.23 

404975; AL042279; ; uncharacterized hypothalamus protein HT0; kringte;TM=Y;SS=M; 6.20 
452929; AW954938; Hs.172816; neuregulin 1; Neuregunn.EGFjgJteuregunn.EGF.Ig; 6.18 

446883; AW452756; Hs.16364; hypothetical protein FU10955; DEAD.helicase.CrmvNdr.Cys kncl,TIUvwa.w^vwd 1 IQ,Rlla,abhydrolase I TGF- 

beta,DUF139,TPR.DSPc,tspJ^1J0sonTaLS21,rvp;TI^; 6.18 
433233; AB040927; Hs.301804; KIAA1494 protein; SH3.zf-C3HC4;TM=Mn 6.15 
458791; BE615453; Hs^46509; dedicator of cyto-kinesis 1; none;TM=Y;; 6.15 
421836; AF109219; Hs.108787; phcsphafidy [inositol grycan, class N; none,none; 6.14 
447727; AI421079; ; tumor necrosis (actor receptor superfami; none,synaptobrevin; 6.13 
401536; ; ; NMJM2530*:Homo sapiens neurotrophic tyn ig 1 pkinase,LRR t LRRNT,LRRCT ;TM=M;SS=M; 6.11 

. 14 2S* Hs * 143436 - ESTs » WeaWv to p UW jasmin [R; PAN^!e,trypsin,PI^LC>X f C2,SH2.PH,SH3Pi-PLC-Y,PAN; 6.10 
427557; NM.002659; Hs.179657; plasminogen activator, urokinase recepto; UPARJ.Y6.ET,PLA2Jnh;SS=M; 6.08 
450447; AF212223; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;; &0B 
450107; AI873287; Hs.25781 2; ESTs; ICEj>20,DED;TM=Mr, 6.05 

418175; AW967054; Hs.206312; ESTs, Weakly similar to 138022 hypotheii; zl-C2H2,BTB,K.tefra,Syntaxin4»ne; 6.05 

408983; NMJJQ0492; Hs.663; cystic fibrosis transmembrane conductanc; ABC_tran ABC jnembrane.PRK.Bac exporL3;TM=Y;; 6.05 

439738; BE246502; Hs.9598; sema domain, immunoglobulin domain (lg),; Sema,PSi jntegrin_B;TM=Yn 6.03 " 

427625; AF008216; Hs.285013; putative human HLA class II associated p; none,none; 6.03 

409430; R21945; Hs.346735; splicing factor, arginhe/serine-rich 5; OSPc.Rriodanese.rwne; 6.03 

44665a, AB016625; Hs.15813; sotute carrier family 22 (organic cation; sugar tr;TM=Y;SS=M; 6,03 

405102; ; ; C15001220*gf|4469558lgb|AAD21311.1|(AF; DAG„PE^ind.PH,RhoGEF l X1;$S=M; 6.03 

400121; ;; Eos Control; SH3,PKRhoGEF,Terperte.synth;TM=M;;6.03 

415327; H22769; ; gb:ym54c02.r1 Soares infant brain 1MB H; SH3,P02 t GuanylatBjtin;SS=M; 6.03 

404148; ; ; NM_002944*:Homo sapiens v-ros avian UR2 ; fn3,p!dnase t DUF139;TM=Y;SS=M; 6.03 

405531; ; ; Target Exon; POZ,CARD,Guanylate_km;TM=M;; 6.00 

433363; AA584829; Hs.275163; non-metastatic cells 2. protein (NM23B) ; NDK,none; 6.00 

427270; H47921; Hs.174139; chloride channel 3; voltage ac,CBS,none; 5.99 

423774; L39064; Hs.1702; interieukin 9 receptor, none;TM=M;SS=M; 5.98 

4241 24; AA335609; Hs.7589; ESTs, Weakly similar to A46010 X-Gnked ; pkinaseJBC; 5.98 

41 1040; AF007393; Hs. 177574; protein-Wnase, Interferon-inducible dou; HLH;TM=M;; 5.95 

423422; AC005175; Hs.128425; NY-REN-24 antigen; SuIfotransfer,7tmJ .none; 5.88 

453902; BE502341; Hs.3402; ESTs; none.none; 5.88 

409636; AA305729; Hs.18272; amino acid transporter system A1; AaJrans;TM=Y;; 5.86 

436154; AA764950; Hs.119896; ESTs; emand,OAGJ a E-bind,DAQ<a I PHD,DAGKc ( PSl,none; 5.85 

455358; AW902641; ; gb:QV3-NN1 024-1 00500-1 81 -d08 NN1024 Homo; Sdfatase ( Somatomedin B.Phosphodtest.none' 5 83 

414108;Al267592:Hs.75761;SfTOprotebWn^ BPj)Wnase;TM=M;- 5 82 

452547; AA335295; Hs.74120; adipose specific 2; LEA;TM=M;; 5.82 

41 5204; T27434; ; gkhbc2294 Human pancreatic Islet Homo s; Na_Ca_E*Cabc-betarwne; 5.80 

435563; AF210317; Hs.95497; sotute carrier family 2 (facilitated gtu; sugar tr;TM=Y;; 5.78 

456097; C15702; Hs.288028; ESTs. Moderately sMar to I54374 gene ; dsrm,FKBP; 5.78 

A^rll?^ 6 :^^ 6 ' 03 lrans P ortin 9' cat ^ 3c E1-E2^TPase.Cation JVTPase.C.Cation^ATPase.N.HydroIase^Y;; 5.77 
436246;AW450963;Hs.119991;ESTs;none.DNA_gyraseB l Dr^ c;S.75 
422953; AA488860; Hs.245043; hypolhefical protein FU14297; ABC tran,PRK;TM=Y;SS=M; 5.75 ' 
425854; AA749190; ; ESTs; RhoGAP,SH2,pWnase.POLO_box.noner5.74 
424160; T74062; ; gtryc81fi)1 .r1 Soares Infant brain 1MB H; ROK.none; 5.70 
417389; BE260964; Hs.82045; midkine (neurite growth-promoting factor; PTN MK;TM=M;SS=Y: 5.69 
437613; R19892; Hs.10267; MIL1 protein; none.none; 5.68 

410820; BE391493; Hs.16475; Human DNA sequence from clone RP5-852M4 ; TBC;SS=M; 5.6B 
423393; R37772; Hs.21420; p21-activated protein kinase 6; pkinase,PBD;TM=M;; 5.66 
426500; Nl^.014638; Hs.170156; KIAA0450 gene product; C2,PM 3 LC-Y;TM=M;; 5.63 
406930; U04691; ; gb:Human olfactory receptor (OR17-219) g; none;TM=Y;SS=M; 5.60 
401044; ; ; Target Exon; n<)ne,IC^20,iC^10,(m>,PeptjdaseJ41; 5.56 

428479; Y00272; Hs.334562; cell division cyde2,G1toSandG2tD; pWnase,tC^Dl0,ICEj)20;TM=M;SS=M; 5.55 
421970; AF227156; Hs. 110103; RNA polymerase I transcription factor RR; 

426248; T18988; Hs.293668; ESTs; pWnase,none; 5.50 

41 8426; NMJJ03804; Hs^96327; receptor (TNFRSF>toteracUng senneMhr; pkinase^eath;TM=M;- 5.43 

1135? f^2J^ : : £? S ' WeaWy ****** to 355024 ; ^ < ^.^KF4mngte,trypsin,Nebunn.UM;SS=M; 5.43 
WW* U^^^P^erg^ receptor P2Y. (H«rtein coup!; 7tm_1,SH2;TM=Y;SS=M; 5.40 
412247; AF022375; Hs.73793; vascular endothefid growth facton POGF;SS=M; 5.40 

434938; AW500718; Hs.8115; Homo sapiens, clone MGC 16169. mRNA, com; pWnase.TBC.RhcxJanese TM=M;; 5 38 

419355; AA428520; Hs.90061; progesterone binding protein; heme 1;TM=Y;SS=M; 525 

411 188; BE161168; ; gb:PM04fT0425-17010(WK)2-a10 HT0425 Homo; edenylatekJnasejwne- 5.35 

422461; NM_003417; Hs.117077; zinc finger protein 264; zf-C2H2,KRAB,TFIIS;TM=M;; 5 28 

426348; BE466586; Hs.17433; hypothetical protein FU20967; none.none; 5.25 

«?c2 ^SUS^i^ dua! spedMy Phosphatase 4; Rhc4anese.DSF^Yj)hosphalase,Ribos(jn^ 5.23 
429592; AB029041; Hs.209646; K1AA1118 proteh; Troponin,Exo entojtejaTJyfiE 5.22 

^lo ^2!IlL , S5? 1: P" 13070 r^bosoma, P"** 1 S1 mRNA -' ERJurr^receptRibosornal.LI 1,Ribosomal.L1 1_N;TM=Y;SS=M; 5.21 

434368; AW519020; Hs.73893; dopamine receptor 02; pkinase.SH3.none; 5.15 

405586; ; ; NM.000299:Homo sapiens plakophiBn 1 (ec; Arrnad3o_seg;TM=M;; 5.13 

408176; AK001553; Hs.43436; adenylate kinase 3 alpha Bee; acanylateWnasejone; 5.12 

407443; AF227138; ; gb:Homo sapiens candidate taste receptor; none;TM=Y;SS=M; 5.1 1 

416817; AA338045; Hs. 104679; ESTs; Furin4ace,pWn3se,RecepXdoman.m3^; 5.10 

401886; ; ; NM.021 783: Homo sapiens XEDAR (XEDAR). mR; TNFR_c6;TM=M;SS=M; 5.08 

410314; AW860708; Hs.18851; hypothetical protein FU 10875; mybJ)r^tncTngPAH,BA^ 5.08 
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401579; AL031447; ; Homo sapiens, done IMAGE4053Q44. mRNA,; Neur_chan_LflD,Neur_chan_memb.none; 5.05 

445873; AA250970; Hs.251946; pdy(A)4>inding protein, cytoplasmic 1-1; PABP,rmi,pkin3se,143-3; 5.05 

417529: AA203634; ; gbzx58b09.r1 SoaresJefl>er_spieenj pWnase.UBA.KA1 .none: 5.03 

417527; AA203524; ; gbzx56e10.fi Scares fela) Ever spleen j SH3;SS=M; 458 

407722: BE252241; Hs.38041; pyridoxa) (pyridoxine. vitamin B6) kinas; ptkB;TM=M,~ 4.98 

431321; AW136372; Hs.1852; acid phosphatase, prostata; acid jjhosphat, none; 4.93 

404298; ; ; C6001238*:gf|121715lspiP26697|6TA3^CHtCK; none.GST.C.GST.N.pkinase; 4.85 

407603; AW955705; Hs.62604; Homo sapiens, done IMAG&4299322. mRNA.; noneJKHfc 4.82 

424099; AF071202 Rs. 139335; ATP-bindmg cassette. sub-famfly C {CFTR; ABC_tran^BC_membrane;Tf^Y;; 4.73 

422366; T83882; Hs.97927; ESTs; pxirase t none; 4.64 

424905; NM_002497; Hs.153704; NIMA (never In mitosis gene aj-felated k; pkinase;TM=M;; 4.48 

426925; NMJXJ1 196; Hs.315689; Homo sapiens cONA: FU22373 fts. clone H; Esterase,enotase,Peptidase S9;TM=M;; 4.45 

439606; W79123; Hs.58561; G proteirnxwpled receptor 87; 7tmJ;TM=Y;$S=M; 4.40 

400749; ; ; NMJKBIOS'iHomo sapiens sordln-refated; EGF,fr^Jol_recepLaJdl_recepLb,grantjnn,BNR;TM=Y;SS=M; 4.38 

425721; AC0021 15; Hs.159309; uroplaWn 1A; transmernbrane4;TM=Y;SS=M; 4.33 

444006; BE395085; Hs.10086; type I transmembrane protein Fn14; Idl recepLa.PKD.MHC l;TM=M;SS=Y; 4.31 

400751; ; ; NM_003105-:Homo sepiens sortifin-rdated; EGF,fh3M.recepUWl^recepLb.granunn.BNR;TM=Y;SS=M; 4.18 

408908; BE296227; Hs.250822; serineAhreonlne kinase 15; pkinase;SS=M; 330 

422152; AA909249; Hs. 1 1 2282; solute carrier famiy 30 (zmc transport; nonejone; 3.88 

458760; AI498631; Hs.1 11334; ferritin, Tight polypeptide; (^latin,fem*tiivhist^ 3.85 
441218; BE327561; Hs.202345; ESTs; norie,WEM0,E1-E2J\TPase,Catioii^ 3.78 
419073; AW372170; Hs.183918; Homo sapiens cDNAFU 12797 fe, clone NT; death.ZU5;SS=M; 3.76 

451385; AA017656; ; gbze39h01 J1 Scares retina N254HR Homo ; AIrophin-1.end3se,Am3pr^^ 3.60 

41 2604; AW978324: Hs.1904; protein kinase C iota; pWnaseMG,PE^,pldnase.C,OPR'TM=M;; 3.30 

409582; R27430; Hs.271565; ESTs; ncne l Neur_chan„LBD,Neur„chan_memb; 3.28 

441155; AW161008; Hs.7719; GABA(A) receptor-associated protein; MAPI J_C3;SS=M; 3.23 

436740; AW975133; ; gb:EST387239 MAGE resequences, MAGN Homo; none,EPHJbd,fn3 1 pkinase.SAM; 3.20 

418319; AW611703; Hs.190173; ESTs, WeakJy simDar to A46O10 X-Ttnked ; noneJRK; 3.20 

409744; AW675258; Hs.56265; Homo sapiens mRNA; cONA DKFZp586P2321 (1; none;NA;NA; 3.13 

418764; N30531; Hs.42215; protein phosphatase 1, regulatory subunn none,none; 3L10 

400846; ; ; sorfflin-related receptor, L(DLR class) ; EGF,fn3,WLrecepLa,ldl jecepUgranulin,BNR;TM=Y;SS=M; 3.09 

422005; BE266556; Hs.110702; Homo sapiens mRNA; cDNA DKFZp761E212 (fr; iK>ne,NaJLExchanger, 103 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated gtu; sugar tr;TM=Y;SS=M; 3.02 

424187; AA336561; Hs.17287; ESTs, Weakly sfrnHar to S26689 hypothetr, IRKjwne; 2.98 

425B52; AK001504; Hs. 159651; death receptor 6, TNFsuperfamay member; death,TNFr\c5;TM=Y;SS=M; 2.93 

401279; ; ; C1300035r:gi|2494033lsplQ64398iKOGOJAES; none,none; 2.88 

406671; AA129547; Hs.285754; met proto-oncogene (hepatocyte growth fa; Sema,pkinase,TIG,PSI,none; 283 
447081; Y13896; Hs.17287; potassium mwariry-rectifymg channel, s; IRK;TM=Y 1 -; 280 
453619; H87648; Hs.33922; Homo sapiens, done MGG9084, mRNA, comp; pMnase;TM=M;; 2.75 
441699; AW51 1 126; Hs.127572; ESTs; none,Aa_trans; 273 

458781; AI444821; Hs.63085; ESTs, Weakly similar to MPP3.HUMAN MAGUK; sm.POZ.Guanyiate^kin.l^^M;; 2.73 

446913; AA430650; Hs. 16529; transmembrane 4 superfamfly member {tetr, transmembrane4;TM=Y;SS=M; 2.70 

453487; R31770; Hs.56562; ESTs; 7bn 1,none;268 

421279; AW664878; Hs.106645; ESTs; pktoasejone; 268 

419720; AA249131; Hs.337778; hypothetical protein FU11068; none,none; 265 

452345; AA293279; Hs.29173; hypothetical protein FU20515; OSPc;TM=M;; 263 

422247; U18244; Hs.1 13602; solute carrier family 1 (high affinity a; SDF;TM=Y;; 2.62 

425212; AW962253; Hs.171618; ESTs; pWnase.none; 260 

427344; NWL000869; Hs.2142; 54iydroxytryptamine (serotonin) receptor; Neur_chan_LBD,Neur_chan memb;TM=Y;SS=M; 258 

423629; AW021 173; Hs.1861 2; Homo sapiens cDNA: FU21909 fis, clone H: voiiage_CLC,CBS,none; 255 

456737; BE247203; Hs.124831; CGl-67 protein; abrrydrolaseJ2;TM=M;SS=M; 253 

421585; U95626; Hs.302043; chemokine (OC mofif) receptor-like 2; 7tmJ;TM=Y;SS=M; 253 

424028; AF055084; Hs.153692; Homo sapiens cONA FU14354 fis, done Y7; none,none; 250 

448324; AI571356; Hs.34174; ESTs, Moderately similar to ALU8.HUMAN A; ICE4>20,CARD.ICE_p10,none; 250 

402256; ; ; Target Exon; ptdnascUBA^one; 243 

452256; AK000933; Hs.28661; Homo sapiens cDNA FU10071 fis, done HE; GOI,7tmJ,none; 240 

419169; AW851980; Hs.262346; ESTs, Weakly stmflar to S72482 rrypolhetr, none^pectnn,SH3,PH,CH; 240 

420634; S42457; Hs.1323; cyclic rajdeofide gated channel alpha 1; cNMPJ»nding,ionJrans;TM=Y;; 235 

419630; W57756; ; gb:zd20g10.r1 Soares Jetal_hearLNbHH1 9W; zf-C3HC4,none; 235 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 235 

400704; ; ; Target Exon; Rg_chan,SBP^bac_3^NF _receptor;TM=Y;SS=M; 233 

400149; ; ; Eos Control; acid_phosphat;TM=Y;SS=M; 230 

459327; AW149706; Hs.7859; gbacf41d02x1 NCLCGAP_Bm50 Homo sapien; PHD,PWWP,SET t pkinase,ig; 230 
452220; BE158006; Hs.212295; ESTs; integrinJ\,FG.GAP.none; 225 
416690; H84078; Hs.108551; ESTs: pkinase,none; 223 
408354; AI382803; Hs.159235; ESTs; none.none; 223 

452203; X57522; ; transporter 1, ATP-binding cassette, sub; ABCJran,ABCjnembr3ne,SRP54^ 221 

405093; ; ; C1 2001 101*:gi|7522643lpirHT32733 AMPA g; none,none; 2.20 

412723; AA648459; Hs.335951; hypothetical protein AF301222; none:TM=M;; 220 

41 8738; AW388633; Hs.6682 solute canter family 7. (catkMUc amino; none.none; 21 8 

417185; NM.002484; Hs.81469; nudeofide blru&g protein 1 (Exoii Min; Par^JtifHArsA^ATPase^M;; 218 

433222; AW514472; Hs.238415; dfckkopf (Xenopus laevis) homdog 4; none,PH04; 218 

413627; BE182082; Hs.246973; ESTs; ArmadiDo - seg,BB;TM=M;; 2.18 

407415; AF073328; ; gb:Homo sapiens tetracyBne transporter-; nonejwne; 215 

450592; AI701555; Hs.202562 ESTs; pWnasejwne: 215 

428767; A1421972; Hs.988Q2; ESTs, Moderately amOar to T14342 NSD1 ; none,pkinase,ig; 215 

429012; AW529596; Hs,194726; BCU-assodated athanogene 4; Sm,BAG;SS=M; 215 

419122; AI401360; Hs.44410; ESTs; ABC.trarvABCjiternbrane^one; 210 

446420; AW015693; Hs.135614; ESTs; ton_trans.none; 205 

420076; AA827860; Hs.293717; ESTs; DUF59,pWnase; 205 

409416; AW388359; Hs.10667; ESTs; transmen*rane4;TM=Y^S=M; 203 

428766; AA477989; Hs.98800; ESTs; TPR.7tmJ; 2.03 

427001; NM.006482; Hs. 173135; dua^specificay ryrosir^-ph^phoryl; pkinase;TM=M;; 203 
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453709; AL1 19133; ; protein kinase C substrate 80K-H; none.riista; 103 
423341; AW242394; Hs.108660; ESTs noncnone; ZOO 

456772; AW6Q4297; Hs.129711; hepatfos A virus cellular receptor 1; ig;TM=Y;SS=M; 1.88 
427786; BE407863; Hs.256871; ESTs; none,FG-GAP,7lrnJ; 1.65 
423508; AW604297; Hs. 12971 1; hepatitis A virus cellular receptor 1 ; ig;TM=Y;SS=M; 1.00 
447993; AW139525; Hs.170362; ESTs; ronejone; 1.00 

TABLE 588 



Pkey; Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 



414883 8371.2 AF274943 BG494894 AI719075 AA908783 A1935150 A1422691 AA910644 AA583187 BM2721 67 AI828996 AA527373 AW972459 AI831360 AA77241 8 
A1033892 AA100926 AU1 54749 A1459432 AI42351 3 AI094597 M740817 A1991988 A1090262 AI31 2104 BI256707 AA459522 AA416871 AI075239 
AI339996 AA701 623 All 39549 AI336880 AA633648 AI989380 A1362835 AA399239 Al 146955 BF514270 N92892 AI348243 AI278887 AA459292 
AI494230 BF507531 A1492600 AA962596 AW613002 AA293140 AA235549 BF108854 AA954344 N49682 AI457100 AW589407 AW300758 BE22071 5 
BE220698 BE569091 BM009647 BF900351 AI537692 A1203723 AI857576 AA584410 AW371667 BM172363 

438091 22448J AK054860 AV652198 AV652192AV652138AV652127AV652194 BE935919AV652017AV651995AV651548AV646063AV651985AVW61B4 
AV646179 AW880409 AA345002 BF155189 BE068931 X56197 AL603014 AW953629 BM263546 BE550772 AA701084 A1681352 AA358689 
AW938841 BF438147 W05391 H7531 3 BF326185 AV646335 AV551589 AV646340 AV651992 AV646384 AV646364 AV687497 BF155183 AV646370 
AW797876 A1905821 X561 96 BE833835 AA628440 BE833808 BF224205 AA709126 BE673807 A1923886 AA947932 AI276125 AI1 85720 AW51 0698 
AA987230 BE467708 AW898628 AW898544 AI146984 AW043642 A1288245 AI186932 A1635262 A1139455 AI298739 A181 3854 AI024768 BE699445 
BE699444 AI707807 D52654 A1214518 AI004723 AI698085 AW087420 A1565133 AA845571 AW898622 BF1 10144 AW513280 AI061 126 BF362770 
A1268939 AI435818 BF475318 AI024767 BE174213 AA757598 AA513019 AA902959 A1860794 AI334784 BF10841 1 BM31 0532 AW51 3771 A1951391 
AI337671 BF095606 BF095601 BF095468 AW890091 BF095753 AW243400 AW898607 AW89861 6 BF362762 AI922204 AW898625 BE699468 
BE1 74196 AW102923 D52715 BE699456 052477 D55017 BF955933 BG623563 AV646254 AA463522 810)3244 A12991 90 W40186 BE174210 
BF939091 BF434180 AW579001 T55662 H01 81 1 T52522 BF945037 BF955938 D54679 D53933 R67100 BG925552 BF999056 RB3430 229922 T85791 
W03942 H63289 AI091 537 BF086583 AA345570 H48870 H80720 T83523 BI039626 BI037700 R00353 8F1551 84 N98343 N79072 H01 812 T55581 

433470 6624.1 X75684AL573167 A1445461 AI453743 AI983655 AI5S4644 AA977180 AI6941 1 1 AI591358 AW071625A1678712 AI720939 AI927769 BE439796 
A1963432 AA292956 AW192593 AI855838 A1596905 AI424384 AI161 31 2 A191 1921 AI597801 BI494959 A1240988 A1492554 AW262737 BE044033 
AW008570 AW629505 BI494958 AA088439 AA706057 BF222820 BF593608 BE501957 AA524526 BE044134 AW572531 AW015724 BE3491B6 
. AA043217 BE219784 AI799814 AA1»575 A1671727 AI470033 BE64619S AW779725 AA903050 AA147228AA404570AI075878 W38161 A1972739 
AW673152 M723200 C06123 BF057147 AA627686 AA1 57944 Al 990245 AA662517 T32487 AI800106 A13331 70 AI8591 60 W45410 AI990827 
AW275048 AA182640 AA478328 A1298935 AW085158 AW471421 AW103470 AW300456 AW191997 A1823466 AA962397 M136658 AJ251817 
AW339104 AA724739 AA41 1 100 AA191349 AA757735 AA037696 A1769516 AW772283 AA01 0631 A1692846 AI061 065 H80983 R79933 AI950693 
AI245632 A1349390 AA148284 A1798502 AA487893 AI621320 AW194272 C06365 AA953883 BE858936 AI91 8523 A1872628 A1927217 A1453453 
A1189366 AW338678 AI261 359 AI500576 BF477735 A1032569 AI972899 A1985583 Z28771 A1363829 A1693030 AA603586 BE773488 AW339301 
BE773489 BE773462 BE773495 A1650338 BE773499 AI745717 BE81 1475 BE811470 BE811464 BE811418 BE811415 BE81 1400 BE811398 
BE81 1388 BE811352 BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE81 1350 BE811337 BF593847 BG055071 
AW675302 BF003068 AA719173 BE811348 A1582462 A1686240 BE773500 A1244845 Al 565439 AI918453 AI472527 AI446740 AA035576 AA191414 
AW674145 C05782 Al 589264 057558 A1468237 AI432033 AA989662 R21752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL578810 BG498381 AI928364 BE879732 AA479834AA479712 C17732 BM091258 BF843901 AW820230 C17476 BE3271 20 AA1 29574 AA1 36645 
BF843900 AW806193 AA502832 AA649494 AL558520 AL547960 BE706937 BE811360 BE773498 BE81 1401 BE773484 BE81 1437 BE81 1380 
BE811399 BF997171 BF757734 BE926037 AI377596 006111 AW088968 BE811404 BE811472 A1865912 A1925607 AI871950 A1093510 BE905927 
BE81 1435 AA191387 AW772000 BE81 1453 BE614379 BF844522 BI044896 AI744233 AW984527 C17504 BF843883 AI248307 BE773483 A1567995 
W60075 BF941183 AT738844 BE811458 BE773481 AI262930 AA948565 BE706942 BE156360 T65026AW242958AW197954 BE905184 AA722206 
AI344943 AI348877 AI334860 BE621857 BE 1 56280 AA454099 M037722 BF843897 AW806183 AA043216 BG482896 AA182734 AA877242 
AW372926 H27252 R381 14 BF851858 BE156214 AA190427 T91762 AA035067 AA837326 T10930 BF906587 BI755027 BG5Q6731 BC008442 
BC010166 AL550134 AL553096 AL548700 AL550751 AU547978 AL545286 AL540643 AU 118627 AL601379 BI259821 BG741786 BI868522 AU1 35866 
BI552770 BI259210 B1256520 B1255569 BG485098 BI258228 BG498501 BM04451 2 AU 133984 AL556586 BE745111 BI222633 AU133917 BG288151 
81260715 B1550550 BG500773 BI551761 BG707601 BJ818593 BF691383 BG721129 BG541578 BE906666 BG751098 BI224135 BG400746 BG478065 
BE790438 AW080238 AU137549 BG429896 BE392486 AW961686 BG721056 BE908365 BE546656 BG541235 AW583735 BG528290 BJ260895 
AW651691 BM048974BM043805 BG14218S AA315188 AI446615 C06300 BG497644AA088544A1815987 BG528631 BE619182AW239185 
AW06291 0 AW062902 AA347236 F1 1933 AA488005 AA301631 AA376800 D561 20 AA343532 AA308636 F00242 AA376086 AA316968 AA343799 
BI870221 BE910282BG538748AVW60554AV73araO16854AA192519BF922148AA216013B(^24O91 BE544387 BG507008AW1 76446 
BF790O33 BE088925 BE088854 AA921353 R21800 AA011222 T97525 

436729 6624.1 X75684 AL573167 A1445461 A1453743 A1983655 A1564644 AA977180 AI6941 11 A1591358 AW071625 AI678712 A1720939 A1927769 BE439796 
AI963432 AA292956 AW192593 A1865838 A1695905 A1424384 A1161312 AI91 1921 AI597801 B1494959 AI240988 A1492554 AW262737 BE044033 
AW008570 AW629505 8I494958 AA088439 AA706057 BF222820 BF593608 BE501957 AA524526 BE044134 AW572531 AW015724 BE349186 
AA043217 BE219784 AI799814 AA129575 A1671727 AI470033 BE646195 AW779725 AA903050 AA147228 AA404570 A1075878 W38161 A1972739 
AW6731 52 AA723200 C051 23 BF057147 AA627686 AA157944 A1990245 AA662517 T32487 AI800106 A1333170 AI8591 60 W4541 0 A1990827 
AW275048 AA182640 AA478328 AI298935 AW0851 58 AW471421 AW103470 AW300456 AW191997 A1823466 AA962397 AA136658 AI251817 
AW339104 AA724739 AA411100 AA191349 AA757735AA037696 AI769516AW772283AA010531 A1692846 A1061065 H80983 R79933 AI950693 
A1245632 A1349390 AA148284 A1798502 AA487893 AI621320 AW194272 C06365 AA953883 BE858936 AI918523 A1872628 AI927217 AI453453 
AJ189386 AW338678 AI261359 A1500576 BF477735 A1032569 A1972899 A19855B3 Z28771 A1363829 A1693030 AA603586 BE773488 AW339301 
BE773489 BE773462 BE773495 A1650338 BE773499A1745717 BE811475 BE811470 BE811464 BE811418 BE811415 BE811400 BE811398 
BE811388BE811352BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE811350 BE811337 BF593347 BG055071 
AW675302 BF003058 AA719173 BE81 1348 A1582462 A1686240 BE773500 A1244845 AI565439 A1918453 A1472527 AI446740 AA035576 AA191414 
AW674145 C05782 Al 589264 057558 A1468237 A1432033 AA989662 R21752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL578810 BG498381 A1928364 BE879732 AA479834 AA479712 C17732 BM091258 BF843901 AW82Q230 C17476 BE327120 AA129574 AA136645 
BFB43900 AW806193 AA502832 AA649494 AL568520 AL547960 BE706937 BE81 1350 BE773498 BE81 1401 BE773484 BE811437 BE811380 
BE81 1399 BF997171 BF757734 BE926037 A1377596 005111 AW088968 BE81 1404 BE81 1472 A1865912 AI925507 AI871950 AI093510 BE905927 
BE811435 AA191387 AW772000 BE81 1453 BE614379 BF844522 B1044896 AI744233 AW984527 C17504 BF843883 A1248307 BE773483 A1567995 
W60075 BF941183 AI738844 BE811458 BE773481 AI262930 AA948565 BE706942 BE156360 T65026 AW242958 AW1 97954 BE905184 AA722206 
A1344943 A1348877 Al 334 860 BE621857 BE 155280 AA454099 AA037722 BF843897 AW806183 AA043216 BG482896 AA182734 AA877242 
AW372926 H27252 R381 14 BF851858 BE156214 AA190427 T91762 AA035067 AA837326 T10930 BF906587 B1755027 BG506731 BC008442 
BC010166 AL550134 AL553096 AL548700 AL550751 AL54797B AL545286 AL540643 AU1 18827 AL601379 B1259821 BG741786 B1868522 AU1 35865 
BI552770 BI259210 BI256520 B1255569 BG485098 B1258228 BG498501 BM044512 AU1 33984 AL556586 BE7451 11 B1222633 AU133917 BG288151 
BI260715 B1550550 BG500773 B1551761 BG707601 BI818593 BF691383 BG721 129 BG541 578 BE906666 BG751098 BI224135 BG40O746 BG478065 
BE790436 AW080238 AU137549 BG429896 8E392486 AW961686 BG721056 BE908365 BE5466S6 BG541235 AW583735 BG528290 BI260895 
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437056 
422940 
409745 



407347 
418546 
432407 



423387 



400211 



428504.3 
58443.1 
MH1944 5 



810943.1 
242836.1 
MHH29.12 



2612.2 



3532.1 



400158 



2166.1 



453826 
447727 
400121 



366136 1 
10123.14 
3532J 



415327 979^.2 



455358 
415204 
425854 



424160 
417086 



411188 
417529 
417527 
451385 
436740 
419630 
400149 



1160035.1 
1865508.1 
2638.3 



5320.3 
1154.2 



1072487.1 

3302462.-1 

2431831.1 

85022.1 

1239008.1 

37310.5 

16458.1 



AW651691 BM048974 8MM3805BG142185AA315188AI446615C06300BG497644AA088544 AI815987 BG528631 BE619182AW239185 
AW062910 AW062902 AA347236 F11933 AA488005 AA301631 AA376800 D56120 AA343532 AA308636 F00242 AA376085 AA316968 AA343799 
8(870221 BE910282BG538748AW960564 AV732879 016854 AA192519 BF922148 AA216013BG624091 BE544387 BG507008 AW1 76446 
BF790033 BE088925 BE088854 AA921353 R21800 AA01 1222 T97525 
AW976398 Ai 14706 1 AA765223 AA743380 AI803927 
8C012771 BG397153BF366195AA337277AA319285AW843252 

BI030997 AA921874 AW188822 BI027852 AI347618 AI361453 AI088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 M1 50722 B1007625 
B1027864 81009100 8I00S275 BI006270 B1031000 B1029864 BI006277 BI007627 BI005266 B! 006991 BI006990 810)7763 Bl 007762 B6997377 
AA150780 BI033518 BI027818 BG015789 BI033807 AA341445 
T23514A1 655785 

T59708 AA224827 T59843BE1 56903 

B6036675 BF772005 BF771886 BG960386 8G960381 NM.005712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519AA099426 AW817981 AW856396BG961122AA224498AA308542 AW821833 BF902155A1732411 BG778834 BG283841 BE748279 
BE748870 BG319540 BE748864 BF739224 BG986155 AK057283 B1861466 AA663341 AA457591 BG949294 AW392886 AA071122 AA227849 
AA584918 BG959570 BF773486 AL041698 BF959013 R87170 C16859 BF770411 BF771298 A1075321 L13823 AA216700 BF771864 AW861859 
BE537068 CI 8935 AA155719 BF771 172 BF769107 BF804954 AW818172 AW818143 AW392930 AW817057 AW858044 BF746211 AA179928 
AW881687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771157 BG430030 AA055592 

L13288 AA928785 A1608912 AW872978 AA565655 AI022915 A1304920 AI564366 A1668793 AI094557 T60038 R72302 H45409 AA508805 R46356 
AA418798 BM129553 BM129126 BM129292 BM12B865 AI808418 AI669932 AI806573 BF431 808 AW872985 AW1 66269 H73241 T16182 AI264547 
R73391 R72085 R72840 T83751 X75299 BF754348 R941Q5 AW449839 R73300 NMJ504624 AI797007 BE045543 BF1 10021 BF754250 T83923 
AW884084 AA903896 AA418962 L20295 R72351 H45098 AA951010 R73210 R46451 AW884085 BI022902 BI763932 BI9101 38 
NMJJ03899 D63476 BM456434 AA778936 AA452871 AI052466 AW014138 AA448725 BE673088 AW028198 BI856378 BM150466 BM1 50674 
BM148451 AW500880 AA1 80228 BE243507 BM144903 AA333656 AW503767 AA305470 AW504819 AA9781 94 AW500776 BE872488 A1032663 
AA704686 AA652189 AA1 79463 AL535925 BE275744 BE277708 BE275715 AW504259 AA354483 BE244197 BE246232 D17055 AW013876 
AW014877T09464 T08407AA830246AW897881 BE501192BE501195AL044534AA258853BI037915AA448037BM461769 BI825965 BE763352 
AW167531 Z45588 AV721881 AA527273 AI573219 AA457036 AW439651 AW264418 AA577618 A1802954 AA902292 AA468752 A1380374 AA722690 
A1867708 AA916982 AI291576 AW190427 AI338089 A1653744 A1306665 AW513541 AW440077 AI370014 AA904269 AW188378 A1671644 AW193386 
A1261832 AA775336 BF43681 1 A3 582703 A1278635 BE440186 M617898 AA648948 BI491 837 BF59031 1 AA448633 F27048 F37022 AW770819 
AA258808 AI369564 AW503675 AA777194 BE501048 BF222087 AA042973 AI868087 AA91 1460 241274 AI91 9082 T16746 AA447634 AI282427 
F22456T15901 AA825298AW007436 BE934303 BG981939 AW373814 BM1 51638 AW956921 BM1 50080 BM1 53173 BM 147451 BF953992AA916696 
AW444935 M78398 AW581147 AW608258 AA651910 AA132152 AW806295 T30326 D20054 AA310837 T06543 BM194508 BM193225 BM469348 
AW964920 AA325930 B1833527 AW952193 AA738169AA321051 BG987199 BF953967 T08890 8E869543 BG742857 BG988685 AA456880 
BG001842 BF809452AW892083BF944342T49551 W69981 BF764519T1 5869 AA1 32030 

BC000486 BC001930 U15008 NM.0O4597 BG326561 AV761269 BF212132 BG113313 BI638038 BG944198 BG255198 BG164334 BM013507 
AV682717 BF028761 BG755489BG030141 BG105499 BE440103 BF727449 BM454228 BG912181 BM015197 BG395995 All 26579 AW248204 
BI857394BI857319BG944205BG323958BI092930AW56576AA280959BF033078BE539360AVV24717 BG107836 BE796975 BG170920 AI148142 
AI092009 AI336349 AV713409 BF685591 BE616029 AV713166 BE909458 BE743868 BM018218 AI340153 BE792567 BE206806 AI159916 AI184271 
BE208585 BI862286 C18760 BG219364 A1122677 BE207297 BF754798 AA314384 BE873951 BG207294 AI148198 A1336189 A1141094 A1308985 
BF220098 A1143289 BE856397 AA644001 BE675402 AJ346708 AI052809 A1 140082 BF081542 A1342428 A1479625 AA278456 AJ750163 BE707501 
BG944510 AA314616 AA315774 BF360721 BE738404 AA814194 AA477195 AA932107 F36858 AA363159 BE865458 AA354147 AW904224 A1055855 
AA380365 F28474 059140 AA341946 AA993339 AA3233S0 F24344 AA374436 BG942061 AA636015 AA852919 T31486 F36334 BG943190 T30319 
BG943153 BG941836 T32569 T31 160 AA31 1749 BE710086 BE70991 1 W23826 BG941639 BF769034 AA026407 AA229555 AV756340 AV714380 
AL138129 BG003205 AL138179 B1021773 BE064231 

AL520734 BI666852 BF870571 BF945361 BF945354 AI770086 BI861 138 AJ421079 AL043200 BG683612 AW946265 
NM.003899 D63476 BM456434 AA778935 AA452871 A1052466 AW014138AA448725 BE673088 AW028198 B1856378 BM150466 BM150674 
BM148451 AW500B80 AA1 80228 BE243507 BM1 44903 AA333656 AW503767 AA305470 AW504819 AA978194 AW500776 BE872488AI032663 
AA704686 AA6521 89 AA179463 AL535925 BE275744 BE277708 BE27571 5 AW504259 AA354483 BE244197 BE246232 01 7055 AW01 3876 
AW014877 T09464 T08407 AA830246 AW897881 BE501 192 BE501 195 AL044534 AA258853 BI037915 AA448037 BM481769 BI825965 BE763352 
AW167531 Z45588 AV721881 AA527273AI573219 AA457036AW439651 AW264418 AA57761 8 AI802954 AA902292 AA468752 AI380374 AA722690 
AI867708 AA916982 AI291 576 AW190427 AI338089 AI653744 A1306665 AW513541 AW440077 AI370014 AA904269 AW1 88378 AI671644 AW193386 
AI261832 AA775336 BF436811 AI582703 AI278635 BE440186 M617898 AA648948 61491837 BF59031 1 AA448633 F27048 F37022 AW770819 
AA258808AI369564AW503675AA777194BE501C^BF222087AA042973AI868087AA9114^ 

F22456T15901 AA825298 AW007436BE934303 BG981939 AW373814BM151638AW956921 BM150080 BM153173 BM147451 BF953992AA916696 
AW444935 M78398 AW581147 AW608258 AA651910 AA132152 AW806295 T30326 D20054 AA310837 T06543 BM194508 BM 193225 BM469348 
AW954920 AA325930 BI833627 AW952193 AA738189 AA321051 BG9871 99 BF953967 T08890 BE869543 BG742857 BG9886B5 AA456880 
BG001842 BFB09452 AW892083 BF944342 T49551 W69981 BF764519 T15869 AA132030 

BM048470 BG983877 N92089 Z43545 F05783 R35182 H22769 H71928 H63921 R94394 AW 195830 AA630220 F02030 R60760 R08204 H71929 
BE464731 R62568 H63520 H77840 AL5 15501 F01971 T71768 N55275 AA883505 AW606824 AA704682 N74193 W57593 AW753776 H60439 
AI076352 R31485 BE160931 AW1 30730 8E160869 AW580256 AW902073 BE702158 AW382079 N76884 BF431013 H38156 AV648937 H80573 
AW902569 AW902557 AW902654 AW902641 AW902650 AW902741 AW902644 
Z25288 R85077 F00323 D82802 T27434 

BF184345AA364846 BJ494468AA775693 BF195801 AA749190AJ480223 BE327332AI470017 AW628345AI917472A1972264 AI375571 A1652583 

A!656167AI983110BE55(X378AmiK)85BE552318Al631475AI433447AA534540AI8554^ 

R5S357 

AW370493 AA923304 AI660828 AA50261 1 BI017370 AA039704 W65393 BE938514 W65295 BF919626 B1759440 BI838879 AA336207 F12441 
BF171187 BE185031 T74062 AW9C4410 AA280078 BF919629 

AK0566O5 AKD56969 AW380724 AA195950 F21243 Z17422 AA176595 AA176955 AA 194350 BC005933 BC017866 AA196396 Z24810 AA181361 

AA1931 1 5 AA086465 F25194 F3013O AA1 80013 AJ346143 F20589 F20620 F29371 F32439 F25153 F32146 F261 10 F28506 F25307 F27533 F20375 

F32370 AA653078 BF574897 Z24852 F00172 T30560 AW449825 AI620346 BG986374 BE706521 C02691 AL596834 F31902 F26078 AA670099 

BF475555 F30818 F37524 AJ346558 F28050 F17933 F31637 C03413 A10921 52 AA1 80743 AA085730 F21998 F20854 F18944 F31180 F37937 F37738 

AA1931B2 217344 AA192546 

AW821260BE162466BE161168 

AA203634 

AA203524W88451 

AA019761 AA017656 AA017374 

AW975133 AA805813 AA729943 

BF223647 AA204568 AA2S6086 BF574707 W57756 AA249070 BI906494 AA24801 1 

BCaK3160NM_001610X12548BG386685BI760866B!559619BG323829 AU 1 35543 BI834 101 AU1421 20 AU1 24511 AU1 24889 AL5581 71 AU117286 
BI824000 BG386610 BI753285 BI223475 AU 134828 BM 126369 BE206493 BF751498 AL544274 AY007137 BI828921 BE87O130 BF771242 BI835451 
BI765655 B1820955 B1223344 BG015924 BI759894 AL527413 BF310588 N31870 N23974 BE514914 T48863 AW860257 BF334625 AA883860 
AU144168 AA442562 AU159491 AU148353 AA564123 AU148667 AI377256 AW664004 A1871712A1141486AB32351 AB39094BE206109AW519033 
AI817729 AI332490 All 49455 AI8574 11 AI763154 AJ751608 AI377222 AI0819S6 AW654229 AI275B72 AW 168546 AA975270 A1367408 A1637729 
AI269164 AW105344 BM193081 BE550930 A10821 16 AA854691 A1056249 AI221062 A12901 13 051818 AA732409 BG055125 N85878 AU156121 
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452203 2630.1 



453709 59915.1 



BF093671 Arw \JI\ itUsTfl "> <} KH!,- J K)00 j^lljj' ^1/ AAO }■) j 

AI094208 AA028946 AA975078 R16815 BG151132 AC76297 051676 
BO014081 NM_000593 X57522 L21208 L21207 L21206 L212Q5 L21204 AL561404 AL546423 AL560492 AL556882 AL541576 AL550654 BI87351Q 
BI770023AL554969 BI489906 AI304693AW295947 BM1 46642X57521 BG820143 BE8983wSn2^B^610 AlSlSS 
BG742981AA279685AA847441AA313mBF172639Bre97216BF914190BF 
BE858232AA838610AI539114A1719375AI829129BG057675A1423422^ 

AU82800 BI256544 BF342301 BG875994 AA054458AA353161 AI940434 Bm^S^^^^m^sl^^^m 

AL574458 BM145502 AI266514 AI538823 AI475626 AA948210 AA884054 AA487637 AA031^M^1 AW7W^ 
AA578742 AL556474 AA 135770 BE774050 BF914200 H88457 AA627746 BI560216 81753586 

A ^f 9 USSSSS ^ 1 £ 47 BE 52? 744 BM313246 86913430 ^O 793 Bp « 13 504 N36311 N39276 H95973 BF791919 BE739392 BE144239 

^^^^l^y^^ 3984 ^ M761672 AA699520 ^200406 N68093 AI143913 AA993133 AA613306 AI050971 
noc^ 9 !^ 907 N621 85 AA705746 BE379632 W938M ^0333 AW367670 AW367640 N77131 BF993216 AI858263 W52329 N681 06 R831 13 

AA034214 RB5096 H62051 H80794 R44954 AA278972 H68352 H68346 R94750 R89010 R67951 H65817 N24891 AA173731 Affi^ BE181027 
A^61BE181002 W60239BF987598BF995279H17483R76237AL119133BF96^ 



TABLE SBC 



Pkey: Unique number corresponding to an Eos probeset 

^ ^HZHHZ^™' Tt |f 7 ^ """J^ 5 J" a ? umn ^ Ge" 133 "^ IdentHier <GI) numbers. ^nhaml.elal/referstolhepubficafionenOlted-TheDNA 

sequence of human chramosorne 22.' Dunham Let al., Nature (1999) 402:48^495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiGon: Indicates nucleotide positions of predicted exons. 

NLposilion 

5863-5970,7653-7784,8892-9023.96735807 
92095-92252 
36215-36461 
4151541695 
92893-93116 

72000-72290,72431-72700.72929-73199 
13758-13922,14558-14752 
84974-85125 
121957-122129 
3442844612 
156037-156210 
112000-112137 



Pkey 


Ref 


Strand 


400843 


9188605 


Plus 


404942 


7382153 


Plus 


400752 


7331445 


Minus 


400496 


9743564 


Plus 


404568 


9966995 


Minus 


403912 


7710730 


Minus 


402328 


4464283 


Minus 


404891 


7329392 


Plus 


405036 


7543748 


Minus 


400845 


9188605 


Plus 


403212 


7630897 


Minus 


401927 


3873185 


Minus 



^Chto^ These were selected from 59680 probesets on the Affymetrix/Eos Hu 03 

^ SnS^ . ! ^° ° 8VGI 2 e .P^ 5 ^ to avenge" normal adult Gssues was greater than or equal to 8.2 The "average' prostate cancer level was s£t lo trie 

SdS 

r^ SviS ° n " Speafe h y bndi2aI3on - fte 10 * value amongst the nonpregnant tissues was subtracted from both the numerator and the denominator before the 

TABLE 59A: ABOUT 1 170 GENES UP-REGULATED IN PROSTATE CANCER COMPARED TO NORMAL ADULT TISSUES 

Ptey: Unique Eos probeset identifier number ~ — 

ExAccn: Exemplar Accession number, Genbank accession number 
UnfgenetD: Unigene number 
Unigene Title: Unigene gene title 

R1: Ratio of prostate tumor to normal adult body Sssue 



428330 
426747 
420923 
416854 
425075 
431103 
434666 
419551 
413859 
420154 
428336 
400287 
416602 
428398 
432441 
414569 
417771 



ExAccn 


Unigene ID 


L22524 


Hs.2256 


AA535210 


Hs.171995 


AF097021 


Hs.273321 


H40164 


Hs.80295 


AA506324 


Hs.1852 


M57399 


Hs.44 


AF151103 


Hs.112259 


AW582256 


Hs.91011 


AW992356 


Ks.8364 


A1093155 


Hs.95420 


AA503115 


Hs.1B3752 


S39329 


Hs.181350 


NM.006159 


Hs.79389 


AJ249388 


Hs.98558 


AW292425 


Hs.163484 


AF109298 


Hs. 11 8258 


AA804698 


Hs.82547 


AF179274 


Hs. 22791 



matrix rnetaltoprcteinase 7 (matrOystn, 

kallUcrein 3, (prostate specific antigen 

differentially expressed In hematopoteti 

Purkinje cefl protein 4 

add phosphatase, prostate 

pteioirophin (heparin binding growth fac 

T cell receptor gamma locus 

anterior gradient 2 (Xenepus. taevis) horn 

Homo sapiens pyruvate dehydrogenase kma 

JM27 protein 

microsenrino protein, beta* 

kaJEkrein 2, prostatic 

nel{chickenHil(e2 

ESTs 

ESTs 

prostate cancer associated protein 1 
refinoic add receptor responder (tazaro 
transmembrane protein with EGF-Gke and 



R1 

ioai 

102.5 

90.5 

79.8 

71.6 

70.6 

69.1 

66.4 

66.4 

63.9 

61.4 

59.7 

54.6 

54.6 

54.6 

54.2 

54.2 

53.7 



676 



WO 03/042661 



PCT/US02/36810 



10 
15 

20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



437145 
446057 
431579 
400299 
427674 
432374 
422487 
415314 
431958 
409262 
423582 
400298 
439176 
416585 
447726 
426174 
425071 
417067 
414217 
433043 
400302 
453095 
419239 
427665 
415539 
428411 
428819 
401424 
452114 
426990 
448045 
421552 
432101 
427398 
426716 
434025 
414591 
453355 
408360 
429500 
453370 



408001 
440274 
417332 
442993 
433404 
459247 
418829 
459290 
418827 
410330 
450377 
424012 
441633 
429290 
452340 
421565 
409361 
446100 
407202 
434078 
442870 
403047 
407709 
433444 



430539 
408221 
448519 
437179 
426457 
444484 
400292 
433647 
429220 
427871 
448106 
415992 
452792 
407910 
428862 
416961 



AF007216 


Hs.5462 


sohrts carrier family 4» sodium bJcsrtwti 


49.6 


AI420227 


Hs.149358 


tul O, VTOonJj oUlJUol tU/ViUU 1 U AIMHVCu 


48.0 


AW971082 




CO 1 Bi WeaBj Bulla a) ll\MT ai nuiVlnn IrMon 


4fi R 


XQ7730 


Kk.171995 


■kwiaicui j, yjiuawu spewub onqEn 


4»;n 


NMJJ03528 


Hs.2178 


H7R hktnnfi famttv mftmhpf O 


44.9 


W68815 


Hs 301885 


Homo sanienseDNA FIJ1 1 346 fis done PL 


44.5 


AJ010901 


Hs 198267 


fnudn 4 IraRhflnhmnRhinl 


44.5 


N88802 


Hs.5422 


olvconfotfltn WRR 


43.2 


X63629 


Hs.2877 


Mffhprin ^ Krm 1 P^*nrlhprin fnlM*pnta 


41 Q 


AK0ftftfi31 

AUVUVUOOI 


He CMSfi 


htm^lhofl^al nmlabt CI tOOCO/ 

nypoinaucaj proieiri rUAio^A 


41.1 




He 9^M7 


Unmn eanlane rPIMA CI IHAIOfie i>tma UC 
nwirtJ SSpcno CLMNA ru 1101/ Uo, CKhIo nC 


An c 


AA03997Q 


He fi.1fi.Oj; 
ns.o iooo 


sk transmembrane sptthdol anfjQsn of 


OQ C 
03.D 


A144R44A 


MS. 1 yUOyl 


to i s, weaxiy similar to o<oU90 line- 1 pr 


on o 
39.3 


VC44CO 
A041D4 




letomodin 1 (smooth muscle) 


39.0 


AL137638 


Hs. 19368 


matrilln 2 


00 c 


AA547959 


Hsll15838 


ESTs 


OJl 1 
00,1 


mu ftioqoq 


ns.l 04444 


u6iOQinas6, toaotnyrorune, type u 


38.0 


AJ001417 


Hs 81086 

ns.o i vOy 


ouuiu Castas idinuy cc \&au <ji i&unjntU 


**7 K 


AJ309298 


Hs .279898 


ntano odpjons cuixrt. r lj^o i do us, done L 


V7 ft 
J/.U 


W57554 


He i?*inip 

TO. 1 £«HJ 1 3 


ivmnhntrf niirlaar nmlAln /I AP_4) mRKiA 
lynifinutw nucicoT pioiein ^LMr-^j fruMxM 




N46056 


Hs.1915 


lUlalo liyuiUicKK; ^piwoiaw-spocuic inemD 


00. 1 


AW294631 


Hs 11325 


ESTs 


. ?S 1 
00. i 


AA468183 


Hs 184S98 


Hnmn carvtone c HMA - PI 19^941 fie rWio P 


04 q 


AF 134 803 


Hs.180141 


cof3in 2 (muscle} 


34.9 


AI733881 


Hs.72472 


BMP-RIB 


34.9 


AW291464 


Hs.10338 


ESTs 


34.6 


AM 35623 


He 1Q3Q14 
no. i iWj i«* 


KIAAAC7C n ana nrrvHlk4 

ivnMww 1 3 gene praauct 


*w 0 

04.0 


N22687 


Hs.8236 


NM 001179*HftmAej>nione amlnoeA hinolt 


•3/ n 
ot.u 


ESTs 


OH.U 


AL044315 


Hs 173094 

no. 1 1 uvJ7 


Hnmos^pns mRMA Fnr klAA17W nmfpin 
rKMiiu^c^jieiio liinjw mi rwv\i isv pioicin, 


00.0 


A.I9Q74TS 


Ur OfUfifi 

iw.tu 100 


prostate stem cell anGgsn 


00 4 


AF026692 


Hs 105700 

no. ivwf yu 


ClvrotoH fftTi)«vtjio] atari ornloln 4 
OCUalcU U 1 LLUM-i BidUJU piQlCifl «f 


OO Q 


AI918950 


He 191649 
no. icowtc 


cpnMJ 


00 7 


nvvooUvtU 


He 9(141 «i 


chromosome 21 open reading frame 1 1 


32.4 


mm nnfi07Q 


rfS.l Mwl 


sema domain, immunoglobulin domain (Ig), 


32.4 


AF1 14264 


H«; 91fi3A1 


nutiio bapciis qub nrwua un Known mr\ixM 


094 




He VOn? 


PCTe WoaWi/ cimllar Al Ifft Ul IMAM Al II C 

co i s, wearay simuar u> aluo_tiuman alu o 


OO 0 
0£o 


AW295374 


Hs.31412 


Hnmn eantpne rCVJA PI 111499 fie Hnno HP 


01 Q 

0I.9 


APi9insn 

nT l£Ow3U 


He 44 GOO 


dhibiquitin 


31.6 


X78565 


He 9flQ11d 


hexabrachion (tenascin C, cytotactin) 


04 A 

01.4 


AJ470523 


Hs. 139336 


ATP-Wnrlinn naeeflttA enlvfamih/ C /PPTR 
r\ 1 r*u»ituniy v»od3out3, suvicuimj w \vr 1 r> 


^1 ^ 

OI.O 


R38438 


Hs 18257S 


cnttrta warrior fam?li/ /HOOO IraflenAH 

ouiuit) coiner idrmiy 1 3 \n iff u anspon 


01 9 




no.SOcoD 


Colo 


on 0 
0U.0 


R24595 


Hs.7122 


e<*ranto fDennnciuo nmfoin 1 
suupic icopuiioive pjuucm 1 


on 7 


AW979717 


He 9RR4P9 


fiunnfhoflogl nmlain CI 101 C11 


on 0 

ou.o 


BE0 18682 


He IfifilQfi 
no. I ww I vU 


ATPoco PI see 1 funaftQ momKarl 
n l rooB, L1I00S 1, l/(Jc OD, incUlOci 1 


on 0 


7329fl2 


He 109750 
no. iui/ Ai 


CO IS 


00 ct 

4s.O 


N46243 


He 11fWn 
no. 1 1 UO r O 


P9Te f-finhtw ctmHar In T49R9R carratarl 

co 1 &, niyiuy simoaT id \ ^4040 secreiea 


00 £ 
4S.0 




Me CICOQO 
nS.OOooS 


Ni\ nomeoDox (urosopnuaj, lamiiy d, a 


29.3 


I«JV1_UU I JHO 


He 04QEO 


mniD4ior or una nnaing 4, oommant neg 


00 0 
29.2 


BE327311 


He 47166 
na.Hi lev 


HT021 


oq n 


AW023630 


He 4fi7flfi 


CO IS 


OO c 
£0.0 


Anrvrawi 
abuoouo i 


Uc 7/ HI 

nS./4olJ 


KiAAi2o5 protein 


28.6 


A\AnftA077 


nS.l J/5o9 


tumor protein 63 kOa with strong homolog 


28.5 




HS.il 4444 


normal mucosa of esophagus specific 1 


28.2 




He 1Qfl7fin 
rib. IcKJ/CU 


neurofilament heavy polypeptide (200KD) 


07 7 

27.7 


NM 002909 


Me f (15 


loLi uaiiocnpuon ucur, uivunomeoooma 


07 7 
It J 


NM_000399 


He 1395 


&ariv nmwf h mennneA 9 fl^mv.9n fnmenn 
ecuiy yiunui i oo r>o « (imua*a/ ^urosop 


97 R 


NM 005982 


Hs.54416 


sine ocufis homeobox (Diosophila} homdo 


97 4 
LI A 


AW967109 


He 13804 
no. i oout 


hvnnlhfilr^ nrnfpjn <U4fi9n91 9 


if .4 


N58172 


Hs 109370 


ESTs 


97 4 
*f.4 


AW880709 


He 983683 


chromosome 8 open reading frame 4 


07 X 
if A 


N45018 


Hs.8769 


hvnnfhpfififit nmlrin nKP7n761 117191 
iiypuuiclMU pf UlsJU ursr^prOU l f I&I 


97 0 
4/.0 






MM flflCCCC*« Urtfrei cantofie fmr>r rrtofn hrann ru 

nn^_wvoo3D .ntHiKj sdpiBiis uuiisrnsniDianD pr 


07 0 


AA456135 


Hs.23023 


ESTs 


27.0 


AW975324 


He 19Q81R 
no. i c nKj i o 


ESTs 


OR O 


A! 267700 


He 3175RA 


ESTs 


Oft 0 
ZD.0 




He 040304 


Aur-nuosyiaiion taccOHiKe i 


OC C 


AAQ191M 


He A7AA7 
nS.4i44/ 


CO IS 


OC c 

26.5 


AW17566S 


no.lrOwoO 


Homo sapiens prostein mRNA, complete cds 


OR A 


AA393508 


He Wl&i? 


sciDiugicauy ueiiiieu coton cancer miuy 


9fi 4 
40.4 


AW894667 


Hs.169965 


chimerin (chtmaertn) 1 


26.2 


AK002126 


Hs.11260 


hypothetical protein FU11264 


26.2 


AA250737 


Hs.72472 


BMP-R1B 


26.0 


AA603367 


Hs.222294 


ESTs 


26.0 


AW207206 


Hs.136319 


ESTs 


25.8 


AW992405 


Hs.59622 


Homo sapiens, done IMAGE:3507281 , mRNA, 


25.6 


A1800470 


Hs.171941 


ESTs 


25.5 


C05837 


Hs.145807 


hypothetical protein FU 13593 


25.5 


AB037765 


Hs.30652 


WAA1344 protein 


25.3 


AA650274 


Hs.41296 


flbronectin leucine rich transmembrane p 


25.2 


NM.000346 


Hs.2316 


SRY (sex determining region YHxk 9 (ca 


24.9 


AW967646 


HSJ23023 


ESTs 


24.8 



677 



WO 03/042661 



PCT/US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



451027 


AW519204 


Hs.40808 


413517 


N76712 


Hs.44829 


409731 


AA125985 


Hs.56145 


418396 


A1765805 


Hs.26691 


412088 


AI689496 


Hs.108932 


429673 


AA884407 


Hs.211595 


411644 


H92064 


Hs.278626 


409619 


AK001015 


Hs.55220 


433466 


AA508353 


Hs.105314 


431657 


AJ345227 


Hs.105448 


440995 


T57773 


Hs.10263 


432278 


AL137506 


Hs^74256 


428695 


AI355647 


Hs.189999 


424720 


M89907 


Hs.152292 


440260 


AJ972867 


Hs.7130 


443622 


A1911527 


Hs.11805 


426418 


M90464 


Hs.169825 


425383 


D83407 


Hs.156007 


450642 


R39773 


Hs.7130 


417421 


AL138201 


Hs.82120 


435981 


H74319 


Hs.188620 


450693 


AW450461 


Hs.203965 


444784 


012485 


Hs.11951 


423242 


AL039402 


Hs.125783 


408621 


AI970672 


Hs.46638 


408000 


L11690 


Hs.620 


404210 






417622 


AW298163 


Hs.82318 


419526 


A1821895 


Hs.193481 


442799 


AI564739 


HS.6B505 


424846 


AU077324 


Hs.1832 


420195 


N44348 


Hs.26243 


429922 


297630 


Hs.226117 


422511 


AU076442 


Hs.1 17938 


437330 


AL353944 


Hs.50115 


431474 


AL133990 


Hs.190642 


430887 


N66801 


Hs.260287 


416655 


AW968613 


Hs.79428 


408912 


AB011084 


Ks.48924 


445133 


AW157646 


Hs.153506 


421513 


X00949 


Hs.105314 


413746 


AA133243 


Hs.171553 


446795 


AI797713 


Hs.156471 


440774 


AI420611 


Hs.127832 


407168 


R45175 


Hs.117183 


417511 


AL049176 


Hs.82223 


431130 


NM.006103 


Hs.2719 


451277 


AK001123 


HSJ26176 


411800 


N39342 


Hs.103042 


446469 


BE094848 


Hs.15113 


427138 


N77624 


Hs.173717 


409758 


AW474960 


Hs.182258 


424897 


D63216 


Hs.153684 


430280 


AA361258 


Hs.237868 


401197 




452814 


AI092790 


Hs.334703 


429918 


AW873986 


Hs.119383 


423073 


BE252922 


Hs.123119 


453469 


A8014533 


Hs33010 


444922 


AI921750 


Hs.144871 


436396 


Al 683487 


Hs.152213 


419440 


AB020689 


Hs.90419 


429170 


NM.001394 


Hs.2359 


441690 


R81733 


Hs.33106 


423690 


AA329548 


Hs^3804 


423044 


AA320829 


Hs.97266 


410929 


H47233 


Hs.30643 


427019 


AA001732 


Hs.173233 


431556 


AF016028 


Hs.183428 


409632 


W74001 


Hs.55279 


444190 


AI878918 


Hs.10526 


407118 


AA1 56790 


Hs. 262036 


416370 


N90470 


Hs.203697 


431217 


NM.013427 


Hs.250830 


430187 


AI799909 


Hs.1 58989 


420120 


AL049610 


Hs.95243 


434423 


NM.006769 


Hs.3844 


417381 


AF164142 


Hs.82042 


409062 


AL157488 


Hs.50150 


409038 


T97490 


Hs.50002 


436032 


AA150797 


• Hs.109276 


431548 


A1834273 


Hs.9711 


418565 


AK001529 


Hs.86149 



ESTs 24.5 

ESTs. Weakly amflar to 138022 rr/pothefl 24.5 

thymosin, beta, idenfified in neuroblast 24.4 

ESTs 24.1 

KTs 24.1 

protein tyrosine phosphatase, noiwecept 24.0 

Arg/AbMrrteracfing protein ArgBP2 24.0 

BCL2^assoclated aftanogene 2 23.9 

relaxin 1 (H1) 217 

ESTs, Weakly similar to B34087 hypotheti 216 

ESTs 235 

hypothetical protefoFU23563 23.2 

purinergic receptor (family A group 5) 23.1 

SW1/SNF related, matrix associated, arij 229 

coplnelV 22.5 

ESTs 22.2 

collagen, type IV. alpha 5 (Alport syndr 22.0 

Down syndrome critical region gene 1-fik 21.9 

copinelV 21.9 

nudear receptor subfamily 4, group A, m 21.8 

ESTs 21.8 

ESTs 21.7 

ectonucteotide pyrophosphatase^hosphodi 21.7 

DEME-6 protein 21.7 

chromosome 1 1 open reading frame 8 21.6 

bullous pemphigoid antigen 1 (230/240kO) 21.5 

NM_005936:Homo sapiens myeloid/lymphoid 21.5 

WAS protein family, member 3 21.5 

ESTs 21.5 

ESTs 21.4 

neuropeptide Y 21.3 

Homo sapiens CONAFU11 177 fe, clone PL 21.3 

Hi histone fam8y, member 0 21.3 

collagen, type XVII. alpha 1 21.3 
Homo sapiens mRNA; cDNA DKF2p761 J1 1 12 (f 21.2 

ESTs 21 2 

KIAA1841 protein 21.1 

BCL2/adenovirus E1B 19kWnteracting pro 21.1 

KIAA051 2 gene product ALEX2 211 

ESTs 21.0 

relaxin 1 (H1) 21 0 

ESTs, Moderately similar to CIC3_HUMAN C 20.8 

ESTs 20.7 

ESTs 20.7 

ESTs 20.6 

chordMke 20.6 

epididyrnis-specifc, whey-acidic protein 20^6 

hypothetica! protein FU10261 20.6 

microtiJbule-esscclated protein IB 20.5 

homogentisate 1,2-dtoxygenase (hornogenti 20.5 

phosphatide acid phosphatase type 2B 20.5 

ESTs, Weakly similar to 178885 serine/th 20.5 

frizztakelated protein 20.5 

interieukin 7 receptor 204 

ENSP00000229263-:HSPC213. 2M 

hypothetical protein FU14529 20.3 

ESTs 20.2 

MAD (mothers against decapentaplegic, Dr 20.2 

WAA0633 protein 20.2 

Horo sapiens cONAFU13752fc,dc«e PL 20.0 

wingless-type MMTV integration site fami 20.0 

WAA0882 protein 20.0 

dual specificity phosphatase 4 199 

ESTs 19 .g 

ESTs, Weakly simBar to PN0099son3prot 19.8 

protocadhertn 18 19A 

ESTs 19i7 

hypotheticai protein FU10970 19.7 

sarcospan (Kras oncogene-associated gene 19.6 

serine (or cysteine) proteinase inhfbito 19.6 

cysteine and grydne-rfch protein 2 19,6 

ESTs, Weakly similar to Z223.HUMAN ZINC 19.5 

ESTs, Weakly simiar to 138022 hypothefi 19.4 

Rho GTPase activafing protein 6 19.4 

ESTs ig,3 

transcription elongation factor A (Su> 19.3 

UM domain only 4 \S2 

sotute earner famBy 23 (nucteobase tra 19.1 
Homo sapiens mRNA; cONA 0KFZp564B182 (fr 19.0 

small inducible cytokine subfamBy A (Cy 18.9 

I alexin protein 19.9 

novel protein is'g 

Phosphdnositol 3^phate-binding prot 1&9 
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445929 


AI089660 


Hs.323401 


453160 


AI263307 


Hs.239884 


439897 


NM.015310 


Hs.6763 


453874 


AW591783 


Hs36131 


434987 


AW975114 


Hs^93273 


407690 


R47799 


Hs.266957 


421913 


AI934365 


Hs.109439 


418819 


AA228776 


Ks.191721 


450831 


R37974 


Hs^5255 


415691 


AW963979 


Hs^4723 


417124 


BE122762 


Hs^5338 


445162 


AB011131 


Hs.12376 


426647 


AA243464 


HsJ94101 


410099 


AA081630 


Hs.169387 


430722 


AW958543 


Hs.203270 


420344 


8E463721 


Hs.97101 


436420 


AA443966 


Hs.31595 


427315 


AA179949 


Hs.175563 


418432 


M14156 


Hs.85112 


410765 


AI694972 


Hs.66160 


444931 


AV652066 


Hs.75113 


437446 


AA788946 


Hs.16869 


439569 


AW602166 


Hs.222399 


417081 


AI675944 


Hs.188691 


424682 


AW604804 


Hs.151717 


432435 


BE218886 


Hs.282070 


443547 


AW271273 


Hs.23767 


431121 


AW971157 




410467 


AF102546 


Hs.63931 


407110 


AA018042 


Hs.252085 


440703 


AL137663 


Hs.7378 


429925 


NWL000786 


Hs.226213 


427958 


M418000 


Hs.98280 


421059 


AI654133 


Hs.30212 


430487 


D87742 


Hs.241552 


419355 


AA428520 


Hs.90061 


417412 


X16896 


Hs.82112 


423943 


AF163570 


Hs.135756 


434217 


AW014795 


Hs.23349 


439444 


AI277652 


Hs.54578 


447809 


AW207605 


Hs.164230 


430177 


AW9S9233 


Hs.302746 


432473 


AI202703 


Hs.152414 


421823 


N40B50 


Hs.28625 


418522 


AA605038 


Hs.7149 


420092 


AA814043 


Hs.88045 


414602 


AW630088 


Hs.76550 


417426 


NM.002291 


Hs.82124 


400297 


AI127076 


Hs.334473 


401747 






424181 


AL039482 


Hs.142517 


442369 


AI565071 


Hs.159983 


432966 


AA650114 


Hs.325198 


426657 


NM_015865 


Hs.171731 


419536 


AA603305 




443745 


AB039670 


Hs.9728 


438899 


AF085833 


Hs.135624 


418555 


AI417215 


Hs.87159 


442064 


A1422867 


Hs.88594 


409385 


AA071267 




453070 


AK001465 


Hs31575 


443801 


AW206942 


Hs.253594 


437536 


X91221 


Hs.144465 


409196 


NM.001874 


Hs.334873 


438337 


AK002058 


Hs.6166 


416239 


AL038450 


Hs.48948 


448290 


AK002107 


Hs.20843 


407192 


AA609200 




409060 


AI815867 


Hs.50130 


442571 


C06338 


Hs.165464 


419713 


AW968058 


Hs.92381 


426125 


X87241 


Hs.166994 


450164 


AI239923 


Hs 30098 


429663 


M58874 


Hs.211587 


408990 


AL022395 


Hs.49526 


417094 


NMJXJ6895 


Hs31182 


436024 


AI800041 


Hs.190555 


412552 


A1801777 


Hs.6774 


456516 


BE172704 


Hs^22746 


452576 


AB023177 


Hs.29900 


430299 


W28673 


Hs.106747 


434792 


AA649253 


Hs.132458 


418036 


237976 


Hs33337 



dpy-30-Uke protein 18.8 

H2B hlstone f amity, member L 18.8 

KIAA0942 protein 18.8 

collagen, type XIV, alpha 1 (unduSn) 18.8 

ESTs 18.7 

hypothetical protein FU14281 18.7 

osteogtycin (ostednductive factor, mime 18.7 

ESTs 18.7 

ESTs 18J 

ESTs 18.7 

ESTs 18J 

piccolo (presynaptic cytomatrix protein) 18.6 

pre-8-cetl leukemia transcription factor 18.5 

WAA0036 gene product 18.5 

ESTs, Weakly similar to ALU1. HUMAN ALU S 18.5 

putative GproleirKoupted receptor 18.5 

ESTs 18.4 
Homo sapiens mRNA; cDNA DKFZp564N0763 (f 18.4 

insulin-like growth factor 1 (somatomedi 18.3 

nudeosome assembly protein 1-fike 2 18.3 

general transcription factor fliA 18.2 

ESTs. Moderately similar to CA1C RAT COL 18.2 

CEGP1 protein 18.1 

Homo sapiens cDNA FU 12033 fis, clone HE 18J 

K1AA0437 protein 18.0 

ESTs 17,9 

hypothetical protein FU 12666 17.8 
gfcEST383245 MAGE resequences, MAGL Homo 17.8 

dachshund (Drosoptiila) homoiog 17.7 

Prader-Willi/Angeiman syndrome-5 17.7 
Homo sapiens mRNA; cDNA DKFZp434G227 (fr 17.7 

cytochrome P450, 51 (lanosterol 14-atpha 17.6 

potassium intermediate/small conductance 17.6 

thyroid receptor interacting protein 15 17.5 

KIAA0268 protein 17.4 

progesterone binding protein 17.4 

interleukin 1 receptor, type I 17.3 

polymerase (DNA directed) kappa 17.3 

ESTs 17.3 

ESTs, Weakly similar to 138022 hypothec 17.2 

ESTs. Highly similar to JC7266 S.S'-cyc 17.2 

MSTP028 protein 17.2 

ESTs 17.1 

ESTs 17.1 

Homo sapiens cDNA: FU21 950 fis, clone H 17.0 

ESTs 17.O 
Homo sapiens mRNA; cDNA OKFZp564B1 264 {f 17.0 

laminin, beta 1 17.0 

hypothetical protein DKF2p56401278 17.0 

Homo sapiens keratin 17 (KRT17) 17.0 
Homo sapiens mRNA; cDNA DKFZp434P0810 (f 17.0 

ESTs 163 

ESTs 163 

solute canter family 14 (urea transport 1 63 

gfenp12d11.s1 NCI_CGAP_Pr3 Homo sapiens 16.8 

ALEX1 protein 16.8 

ESTs 163 

hypothetical protein FU 12577 163 

ESTs 16.8 

Qt2m61g01j1 Stratagene fibroblast (937 16.5 

SEC63. endoplasmic reticulum translocon 16.4 

ESTs 16.3 

ESTs 16.3 

rartxwypepfidase M 16.3 

hypothetical protdn FU 1 1 1 96 16.3 

ESTs 163 

Homo sapiens cDNA FU 1 1 245 fis, clone PL 16.2 

gfeafl 2e02.s1 Soares_lestis_NHT Homo sap 16.2 

necoln (mouse) homoiog 16.1 

ESTs 16.1 

raxfix {nucleoside diphosphate finked moi 16.1 

FAT tumor suppressor (DrosophEa) homoto 16.0 

ESTs 16.O 

phosphofipase A2. group IVA (cytosoBc, 1 6.0 

ttxac and teudne-rich repeat protein 4 16.0 

histamine N-metrryl transferase 16.0 

ESTs 16.0 

ESTs 16.0 

WAA1610 protein 16.0 

K1AA0960 protdn 15.9 

serine carbaxypeptidase 1 precursor prot 15.9 

ESTs 153 

latent bansforming growth factor beta b 15.9 
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442787 


W93048 


Hs.250723 


448402 


BE244226 


Hs.21094 


402812 






447313 


U92981 


Hs.18081 


413597 


AW302885 


Hs.117183 


439677 


R82331 


Hs.164599 


432527 


AW975028 


Hs.102754 


413654 


AA331881 


Hs.75454 


418818 


AA228899 


Hs.101307 


426501 


AW043782 


Hs.293615 


435056 


AW023337 


Hs.5422 


414504 


AW069181 


Hs.1 15175 


443960 


A! 093577 


Hs.255416 


434988 


A1418055 


Hs.161160 


435380 


AA679001 


Hs.192221 


410268 


AA316181 


Hs.61635 


437252 


A1433833 


Hs.164159 


446377 


AW014022 


Hs.170953 


425009 


X58288 


Hs.154151 


415672 


N53097 


Hs.193579 


450325 


AI935962 


Hs.26289 


400294 


N95796 


Hs.278695 


443674 


AI031330 


Hs.145008 


415263 


AA948033 


Hs.130853 


442081 


AA401863 


Hs.22380 


415788 


AW628686 


Hs.78851 


445467 


AI239832 


Hs.15617 


436299 


AK000767 


Hs.5111 


418693 


AI750878 


Hs.87409 


422163 


AFD27208 


Hs.1 12360 


443180 


R15875 


Hs.258576 


432437 


W07088 


Hs.293685 


415786 


AW419196 


Hs.257924 


446091 


AW022192 


Hs.200197 


409341 


AI953376 


Hs.12532 


430376 


AW292053 


Hs.12532 


434096 


AW662958 


Hs.75825 


453698 


AA037615 


Hs.42746 


444805 


AB007899 


Hs.12017 


427707 


NM_005578 


Hs.180398 


453308 


AW959731 


Hs.323099 


442607 


AA507576 


Hs.288361 


433927 


A1557019 


Hs.1 16467 


443162 


T49951 


Hs.9029 


412490 


AW803564 


Hs.288850 


424580 


AA446539 


Hs.339024 


443912 


R37257 


Hs.184780 


410297 


AA148710 


Hs.79914 


431448 


AL137517 


Hs.334473 


432306 


Y18207 


Hs.303090 


451652 


AA018968 


Hs.133536 


406038 


Y14443 


Hs.88219 


408784 


AW971350 


Hs.63386 


453510 


AI699482 


Hs.42151 


407894 


AJ278313 


Hs.41143 


433908 


AW298141 


Hs.157975 


440529 


AW207640 


Hs.16478 


413249 


AF167160 


Hs.75251 


408430 


S79876 


Hs.44926 


430665 


BE350122 


Hs.157367 


447752 


M73700 


Hs.105938 


426044 


AA502490 


Hs.336695 


403362 




427982 


NM.016156 


Hs.161326 


407634 


AW016569 


Hs.136414 


448362 


AA641767 


Hs.21015 


433226 


AW503733 


Hs.9414 


427472 


AA522539 


Hs.131250 


453861 


AI026838 


Hs.30120 


458082 


AW978811 


Hs.314451 


409264 


NKL014937 


Hs.52463 


432729 


AK000292 


Hs.278732 


422270 


AF114494 


Hs.114062 


410339 


A1916499 


Hs.298258 


431992 


NM_002742 


Hs.2891 


424432 


AB037821 


Hs.145858 


431933 


AJ187Q57 


Hs.132554 


440749 


W22335 


Hs.7392 


416434 


AW163045 


Hs.79334 


450382 


AA397658 


Hs.60257 


407021 


U52077 




413786 


AW613780 


Hs.1350O 


437866 


AA156781 


Hs.74170 



hypoihefcal protein MGC2747 15.9 

RAB1 8, member RAS oncogene fam3y 15.9 

NM_004930*:Homo sapiens capping protein 15.8 
Homo sapiens done OT1 P1B6 mRNA, CAG rep 15.8 

ESTs 15.7 

ESTs 15.7 

ESTs 15.7 

perodredoxin3 15.7 

Homo sapiens HUT11 protein mRNA, partial 15.7 

ESTs 15.7 

glycoprotein MSB 15.7 

sterile-alpha mofif and leucine zipper c 15.6 

hypothetical protein FU21 986 15.6 

ESTs 15.6 

ESTs 15.6 

six transmembrane epithelial antigen of 1 5.6 

ESTs, Weakly simaar to ALU1.HUMAN ALU S 15.6 

ESTs 15.5 

protein tyrosine phosphatase, receptor t 15.5 

ESTs 15.5 

ESTs 15.5 

Homo sapiens prostein mRNA, complete cds 15.4 

ESTs 15.4 

ESTs 15.4 

ESTs 15.3 

WAA0217 protein 15.3 

ESTs, Weakly similar to ALU4_HUMAN ALU S 15.3 

hypothetical protein RJ20729 15.3 

thrombospondin 1 15.3 

prominin (mouseHDce 1 15.3 

cfaudin 12 15.2 

ESTs 15.2 

hypothetical protein FU 13782 15.2 

ESTs 15.2 

chromosome 1 open reading frame 21 15.2 

chromosome 1 open reading frame 21 15.1 

pleomorphic adenoma gene-like 1 15.1 

ESTs 15.1 

homotog of yeast ublquifin-protein ligas 15.1 

UM domairvcontaning preferred transloc 15.1 

ESTs 15.1 

Homo sapiens cDNA: FU22696 fis, clone H 15.1 

small nuctear protein PRAC 15.0 

DKFZP434G032 protein 15.0 

Homo sapiens cDNA: RJ22528 fis, clone H 15.0 

ESTs, WeaWy similar to A4601 0 X-linked 15.0 

ESTs 15.0 

tumican 15.0 

hypothetical protein 0KFZp564O1278 14.9 

protein phosphatase 1 , regulatory fmhlb 14.9 

ESTs 14.9 

zinc finger protein 200 14.8 

ESTs 14.8 

ESTs 14.8 

phosphoteilJde^pedficphosphotipase 14.8 

ESTs 14.8 

Homo sapiens cDNA: RJ21718 fis, clone C 14.8 

OEAD/H (AsjvGiihAia-Asp/His) box binding 14.B 

dipepfidytpeptidase IV (CD26, adenosine 14.7 

ESTs, Weakly simBar to 178885 serine/th 14.7 

ladotransferrin 14.7 

ESTs 14.7 

NM_00161 5*:Homo sapiens actin, gamma 2, 14.7 

WAA1073 protein 14.7 

UDP-GlcNAcbetaGal beta-1,3^acetyigluc 14.7 

hypothetical protein DKFZp564L0864 simB 14.7 

K1AA1488 protein 14.6 

transposon-derived Buster3transposase-l 14.6 
ESTs, Weakly similar to NUCt^HUMAN NUCLE 14.6 

ESTs, Weakly similar to ALU1 JiUMAN ALU S 14.6 

K1AA0966 protein 14.6 

hypothetical protein FU20285 1 4.5 

protein tyrosine phosphatase-nke (proJi 14.5 

ESTs 14.5 

protein kinase C, mu 14.5 

protocadherin 10 14.5 

ESTs 14.5 

hypothetJcal protein MGC31 99 14.5 

nuclear factor, interteukin 3 regulated 14.5 

Homo sapiens cONA FU 13598 fis, clone PL 14.5 

gb:Human marinerl transposase gene, comp 14.5 

ESTs 14.5 

melatolhionein 1E (functional) 14.5 
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454078 


AA601518 


Hs. 22209 


secreted modulsT cateiunv bi nding protein 


14.4 


411990 


AW963524 


Hs.31707 


ESTs, Weakly sfrnaar to YEW4 YEAST HYPOT 


14.4 


443280 


AA299688 


Ks.24183 


ESTs 


14.4 


416836 


054745 


Hs.80247 


chotecystoklnln 


14.4 


436860 


H 12751 


Hs.5327 


PR01914 protein 


14.3 


425174 


087450 


Hs.154978 


K1AA0261 protein 


14.3 


442242 


AV647908 


Hs.90424 


Homo saotens cDNA: FU23285 fis. done H 


14,3 


443790 


NM_003500 


Hs.9795 


acyi-Cc enzyme A oxidase 2, branched chai 


14.3 


418994 


AA296520 


Hs.89546 




14.2 


419563 


AA526235 


Hs.193162 


Homo sanfens eONA FLI1 10JG fie ckvtp HP 


14.2 


437718 


AI927288 


Hs 196779 


ESTs 




412828 


All 33396 


Hs.74621 


nmn omfein f o?7-3fl1 f fJrpjif7fpJd-Jaknh 


14.2 


432712 


AB016247 


Hs.288031 


stfifni-C&dputimsA f h mnpl FRG1 ripfta 
Mwurwuwwuiuo ^lunyci u\\jj, uciuj 


14 9 


433332 


A1367347 


Hs.44898 


Homo eanlpne Hnnn Tf¥YTA(VH 51 mftNA cwii i 
nvxiKj aspens uonp ivAAsinuuioi mruxMsequ 




451533 


NM_004657 


Hs.26530 


avium ucjjj ivctuuii (oapoiKto ^pnooptiauoyi 




424701 


NMJW5923 


Hs 151988 


mtfViPn.9rfh/aloH nmtotn Hnaco Unaca 
iiuuycirabuvaicu uiuccut tuiucns luiiaao 




446494 


AA4&3276 




WW IVwrtaJn-PrtfTlomtnn fiana 




456508 


AA502764 


Hs 123469 

ns. i tonus 


CCTo Wpj*tv eJmitor fn AF7AARW 1 RIO/11 
CO 1 o, VWtJdPJy tMllUWU IO Hr iUOO J J 1 DEVrU 1 




432251 


AW972983 


Hs.232165 


OfiJvcvihpmln nthra wnt 1* rofl eiirfar*s 
pvijwjuiciiM iuma voa i> wdi ouncuc 


14 n 


426423 


NM_0 12446 


Hs.1 69833 


sbgte-stranded-DNA-birtdir^ protein 


14.0 


442281 


N34742 


Hs.1 70065 


Homo sapiens cDNA FU 13492 fis, done PL 


14.0 


442145 


AI022650 


Hs.8117 


ftrbh24nter»*f1no nmtpJn FRRIN 


13.9 


418848 


A! 820961 


Hs.193465 


ESTs 


13.9 


447072 


061594 


Hs. 17279 


h/iTKvlnrntpin ettlfnlrnnefpracfl 1 




439518 


W76326 




gb^d60d04.r1 SoaresJetaLheart.NbHH19W 


13.9 


443967 


AW294013 


Hs.200942 


ESTs 




424775 


AB014540 


Hs.1 53026 


SWAP-70 protein 


13.9 


411190 


AA30S342 


Hs.69171 


prolotfi kinsso O-fik© 2 


13.9 


447384 


AI377221 


Hs.40528 


ESTs 


13.9 


444880 


AW1 18683 


Hs. 154150 


ESTs 


13.9 


433409 


AI278802 


Hs.25661 


ESTs 


13.9 


423201 


NM.000163 


Hs.125180 


growth hormone receptor 


13.9 


413724 


AA1 31466 


Hs.23767 


hvnftJhpJrral nmfpoi PI M9Kfifi 


13.9 


454219 


X75042 


Hs.44313 


v-trJ avian rpftciibv>nHnlhpR(vd< viral 


13.8 


429165 


AW009886 


Hs.1 16258 


prostate cancer associated protein 1 


13.8 


430596 


AK0O1764 


Hs.247112 


hypothetical protein FU 10902 


13.8 


444172 


BE147740 


Hs.104558 


ESTs, Moderately similar to 138022 hypot 


13.8 


416774 


AI005169 


Hs.28274 


Homo sapiens cDHflc FU 22049 fis, done H 


13.8 


410310 


J02931 


Hs.62192 


coagulation factor tit (thromboplastin, 


13.8 


428738 


NM_00038Q 


Hs.192803 


xeroderma pigmentosum, complementation 9 


13.8 


400296 


AA305627 


Hs 139336 


ATP-hindino raeeoHo enh-f^tmiiv C. fCFTR 
n 1 r -umumy uooooiiC) ouirioiiuij kj |v<r i r\ 


13.8 


407939 


W05608 


Hs.312679 


ESTs. WaaJdv sffTrfa- to A49019 dvnein he 


13.8 


452281 


T93500 


Hs.28792 


Hram csrvprte cDNA PI M 104.1 fie Hnnp PI 


!<>./ 


408622 


AA056060 


Hs 202577 


Hnmn surfem rnNA PI H71Rfifie HnnoMA 
nwiiu bafJRUio uuiva ru \l ioo ns, a dub iwh 


11 7 


426054 


Al 948688 


Hs 266619 


ESTs 


1* 7 


444636 


T96667 


Hs.1 7877 


ESTs 


10./ 


416292 


AA1 70911 


He AOVtfi 


nasopharyngeal caranoma susceptibility 


13.7 


442315 


AA171QQ9 


He 70*ifi 


CQTc Mnrlorotahr elmiliw Ia 7MQ4 Ul III A M 7 

to i s, Mooeraieiy similar to av9\ _human L 


13.7 


452260 




rcs./o i to 


DADO wlflmKnr PAO **niwiAHA famTKi 

rvujy, memoer rv\o oncogene ranniy 


<^ 7 
IJ./ 


428966 


AF059214 


Hs 194687 






450316 


W84446 


Hs .226434 




117 
10. 1 


419839 
443634 


U24577 


Hs.93304 


nhASnhfllinaeo A9 rani in VII fnlatplpi-nr 
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Hs.75909 


K1AA0182 protein 


11.1 


Hs.72063 


ESTs 


11.1 


Hs.247474 


hypothetical protein FU21032 


11.1 


Hs.36529 


hypothetical protein M6C1 1 242 


11.1 


Hs.3623 


hypothetical protein FU11220 


11.1 


Hs.155530 


Interferon, gamma-induciWe protein 16 


11.1 


Hs.66547 


ESTs, Weakly similar to ALU7.KUMAN ALU S 


11.1 


Hs.82128 


5T4 oncofetal Irophoblast glycoprotein 


11.0 


Hs.1 71391 


C^erminal binding protein 2 


11.0 


Hs.220277 


ESTs 


11.0 


Hs.171959 


ESTs 


11.0 


Hs.103296 


ESTs, Weakly similar to S65657 atpha-1 C- 


11.0 


Hs.3821 


neurobeachin 


11.0 


Hs.237225 


hypothetical protein HT023 


11.0 


Hs.98732 


Homo sapiens Chromosome 1 6 BAC done GT 


11.0 


Hs.139336 


ATP-blnding cassette, sub-family C (CfTR 


11.0 


Hs.7413 


ESTs 


11.0 


Hs.75893 


ankyrin 3, node of Ranvier {ankyrin G) 


11.0 


Hs.5464 


thyroid hormone receptor coactivating pr 


11.0 


Hs.1 25062 


ESTs 


11.0 


Hs.246773 


ESTs 


11.0 


Hs.1 04696 


KIAA1 324 protein 


10.9 


Hs.275215 


hydroxysteroid (1 1-beta) dehydrogenase 1 


10.9 


Hs.49476 


Homo sapiens clone TUA8 Cri-du-chat regi 


10.9 


Ks.59761 


ESTs. Weakly similar to DAP1_HUMAN DEATH 


10.9 


Hs.31412 


Homo sapiens cDNA FU 1 142 fis, done HE 


10.9 


Hs.156110 


immunoglobulin kappa constant 


10.9 


Hs.311103 


ESTs Moderately similar to ALU 1 HUMANA 


10.9 


Hs.127128 


ESTs 


10.9 


Hs.290259 


ESTs WeaWv similar to 138022 hvnotheti 


10.9 


Hs.79844 


DKFZP564M1416 protein 


10.9 


Hs.1 63603 


ESTs 


10.9 


Hs.1 83428 


sarcospan (Kras oncogene-assodaied gene 


10.8 


Hs.19928 


hypothetical protein SP329 


10.8 


Hs.137551 


ESTs 


10.8 


Hs.1 18787 


transforming growth factor, beta-induced 


10.8 


Hs.1 8953 


phosphodiesterase 9A 


10.8 


Hs.112237 


ESTs 


10.8 


Hs.195641 


ESTs, Moderately similar to 1 38022 hypot 


10.8 


Hs.42419 


ESTs 


10.8 


Hs.19155 


ESTs 


10.8 


Hs.193963 


ESTs 


10.8 


Hs.188361 


Homo sapiens cDNA FU 12807 lis, clone NT 


10.8 


Hs.201600 


ESTs 


10.8 




gb: EST 90805 Synovial sarcoma Homo sapfen 


10.8 


Hs.110165 


ribcsomal protein L26 homoJog 


10.8 


Hs.5947 


mel transforming oncogene (derived from 


103 


Hs.624 


interleukin 8 


10.8 


Hs.103159 


ESTs 


103 


Hs.75400 


K1AA0280 protein 


103 


Hs.5364 


DKFZP564I052 protein 


10.8 


Hs^39828 


ESTs, Weakly similar to GAG^HUMAN RETRO 


10.8 


Hs.27973 


K1AA0874 protein 


10.8 


Hs.22862 


ESTs 


10.7 


Hs.237396 


ESTs 


10.7 


Hs.301350 


FXYD ctaiain-contalning ion transport reg 


10.7 


Hs.221132 


ESTs 


10.7 


Hs.198899 


eukaryofic translation initiation factor 


10.7 


Ks.78913 


chemokine (C-X3-C) receptor 1 


10.7 


Hs.111460 


cakiumAalTOdiJlrn^ependent protein kin 


10.7 


Hs.28540 


Homo sapiens mRKA; cDNA DKFZp586F1223 (f 


10.7 


Hs.24817 


hypothefcal protein FU20136 


10.7 


Hs.246315 


UDP-^^tyl^pri3-rjflala(iosarmne;p^ 


10.7 
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433923 


A1323453 


Hs.146625 
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AI745649 
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416155 
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Hs.205442 


430057 
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Hs-2534 


429350 


A1754634 


Hs.1 31987 


418601 


AA279490 
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Y00971 


Hs.2910 


421982 
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Hs.66095 


441111 
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Hs.126594 


436671 


AW1 37159 


Hs.146151 


447974 


R76886 




417916 


NMJJ08416 


Hs.82921 


424562 


A1420859 


Hs.150557 


408331 


NM.007240 


Hs.44229 


443015 


R33261 


Ks.6614 


439584 


AA838114 


Hs.221612 


426298 


AW965058 


Hs,1 11583 


420929 


AI694143 


Hs.296251 


418318 


U47732 


Hs.84072 


414565 


AA502972 


Hs.183390 


418329 


AW247430 


Hs.84152 


424433 


H04507 


Ks.9218 


420230 


AL034344 


Hs.284186 


419441 


AW023731 


Hs.274368 


426011 


AW996096 


Hs.58924 


451900 


AB023199 


Hs.27207 


424692 


AA429834 


Ffe.151791 


439999 


AA115811 


Hs.6838 


424368 


AB037766 


Hs.146085 


402076 






413886 


AW958264 


Hs,103832 


445041 


T64183 


Hs.282982 


428927 


AA441837 


Hs.90250 


414831 


M31158 


Hs.77439 


407902 


AL117474 


Hs.41181 


426429 


X73114 


Hs.169849 


452055 


AI377431 


Hs.141693 


438913 


AI380429 


Hs.172445 


443684 


AI681307 


Hs.55098 


429281 


AA830856 


Hs.29808 


421040 


AA715026 


Hs.135280 


425277 


Nf^.001241 


Hs.155478 


418564 


AA631143 


Hs.278695 


440099 


AL08005B 


Hs.6909 


434958 


T99949 


Hs.303428 


419972 


AUJ41465 


Hs.182982 


416182 


NM.004354 


Hs.79069 


418365 


AW014345 


Hs.161690 


452286 


A1358570 


Hs.123933 


430361 


AI033965 


Hs.239926 


446716 


AA436575 


Hs.16602 


419544 


AI909154 




433023 


AW864793 


Hs.87409 


409151 


AA306105 


Hs.50785 


449115 


AW959952 


Hs.37528 


445715 


AB012958 


Hs.13137 


443228 


W24781 


Hs.293798 


424051 


AL1 10203 


Hs.138411 


453496 


AA442103 


Hs.33084 


452741 


BE392914 


Hs.30503 


428728 


NM_016625 


Hs.191381 


423905 


AW579960 


Hs.135150 


413328 


Y15723 


Hs.75295 


453020 


AL1 62039 


Hs^1422 


411359 


H86088 


Hs.22635 


420)00 


AB036063 


Hs.94262 


412262 


W26406 


Hs^95923 




AA853410 


Hs.93557 


414422 


AA147224 


Hs.337232 


426581 


AB040956 


Ks.135890 


424649 


BE242035 


Hs.151461 


407317 


AI204033 


Hs.271461 


440426 


AI159800 


Hs.7181 


433495 


AW373784 


Hs.71 


423250 


BE061916 


Hs.1 25849 


438459 


T49300 


Hs^5304 


451593 


AF151879 


Hs.26706 


435106 


AA100847 


Hs.1 93380 


438157 


AW137011 


Hs.49576 



ESTs 

KIAA17G8 protein 

ESTs, Weakly similar to T34036 hypotheli 

bone morphogenefic protein receptor, typ 

ESTs 

cafrnegin 

ESTs 

phosphoribosyl rjyrophosphate synthetase 

REV1 (yeast homolog)- tike 

aldahyde dehydrogenase 1 family, member 

ESTs 

ESTs 

ESTs 

ESTs 

gfcyi64b03.s1 Scares placenta Nb2HP Homo 

solute earner family 35 (CMP-siatfc acl 

basic transenpfon element binding prot 

dual spedfictry phosphatase 12 

ESTs, WeaWy simBar to A43932 mucin 2 p 

ESTs 

ESTs, Weakly similar to 138022 hypothefi 
programmed cell death 4 
transmembrane 4 superfamfly member 3 
hypothetical protein FU 13590 
cyslathfanine-beia-synlhase 
ESTs 

forkhead box CI 
MSTP032 protein 

ESTs, WeaWy similar to JC5594 jerky gen 

WAA0982 protein 

KIAA0092gene product 

ras homolog gene family, member E 

WAA1345 protein 

C5002020*gi{1082B76|pir|iS55467 tropomy 
similar to yeast Upf3, variant B 
solute carrier 
ESTs 

protein kinase. cAMP-dependent, regulate 

Homo sapiens mRNA; cDNA DKF2p727C191 (fr 

myesin-binding protein C, siow-type 

hypothetical protein MGC10B58 

ESTs 

ESTs 

Homo sapiens cDNA; FLJ21 1 22 fis, clone C 

ESTs 

cyc0nT2 

Homo sapiens prosteln mRNA, complete cds 

DKFZP564G202 protein 

Homo sapiens cDNA FU14832 fis, done OV 

golgin-67 

eyefin G2 

ESTs 

ESTs, WeaWy similar to ZN91_HUMAN ZINC 

steroJ-C4-rnethyt oxidase-Cke 

ESTs 

gb:OEV-BT20W)1049W)07 BT200 Homo sapien 
thrornbospondln 1 

SEC22. vesJde trafficking protein (S. c 
ESTs, WeaWy similar to AF090944 1 PRO06 
UV radiation resistance associated gene 
K1AA1710 protein 

Homo sapiens mRNA; cDNA DKFZp586J 1922 (f 
solute carrier family 2 (facilitated giu 
Homo sapiens cDNA FU1 1344 fis, clone PL 
hypothetical protein 

king type-l cell membrane-associated gly 
gu any late cyclase 1, soluble, alpha 3 
Homo sapiens mRNA; cDNA DKFZp434M229 (fr 
ESTs 

p53Hnductbla ribonudeotide reductase s 
seven in absentia (Drasophiia) homolog 1 



HomeoboxA13 
K1AA1523 protein 
embryonic ectoderm development 
ESTs, WeaWy similar to 138022 hypolheti 
Homo sapiens cDNA FU 13653 fis, done PL 
atpha-2ijr/coprotein 1, zinc 
chromosome 8 open reading frame 2 
Homo sapiens cDNA FU13655 fis, done PL 
CGM21 protein 

ESTs, Highly sirnHar to AF174600 1 F-box 
ESTs 
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443181 


A1039201 


Hs.283316 


449125 


AI671439 


Hs.196029 


411479 


AW848047 




446553 


AB021179 


Hs.15299 


418278 


AI088489 


Hs.83937 


419791 


AI 579909 


Hs.105104 


418866 


T65754 




413753 


U17760 


Hs.75517 


445564 


A6028957 


Hs.12896 


435021 


AA922192 


Hs.54709 


457498 


AI732230 


Hs.191737 


425628 


NM 004476 


Hs.1915 


419589 


AW973708 


Hs.201925 


446162 


AI631319 


Hs.63841 


414523 


AU076633 


Hs.76353 


427393 


AB029018 


Hs.177635 


408741 


M73720 


Hs.646 


437743 


AJ383497 


Hs.131811 


414888 


AL039185 


Hs.77558 


448172 


N75276 


Hs.135904 


421863 


AI952677 


Hs.108972 


444618 


AV653785 


Hs.173334 


413450 


Z99716 


Hs.75372 


413431 


AW246428 


Hs.75355 


410150 


AW382942 


Hs.6774 


444100 


AA383343 


Hs.22116 


448148 


NWL016578 


Hs.20509 


443476 


AW068594 


Hs.133878 


433345 


AI681545 


Ks.152982 


423681 


AB023215 


Ks.13152S 


450205 


AI219748 


Hs.11356 


408374 


AW025430 


Ks.155591 


446035 


NfcL00S558 


Hs.13565 


432589 


AL135725 


Hs.131708 
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AA625279 


Hs.26892 


411997 


AW673478 


Hs.108323 


419672 


AA465113 


Hs.23853 


444564 


A1167877 


Hs.143716 


426931 


NM.003416 


Hs.2076 


451424 
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Hs.302810 


433730 
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Hs.3542 


431616 


AA508552 


Hs.195839 
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AW020782 


Hs,79881 


425683 


AB037813 


Hs.159200 


442760 


BE075297 


Hs.6614 


418884 


AA230228 


Hs.59197 


444821 


AA053564 


Hs.12040 


451989 


AF169797 


HSL27413 


439731 


AI953135 


Hs.45140 


453127 


AI696671 


Hs.294110 


435706 


W31254 


Hs.7045 


410748 


BE383816 


HS.12532 


418250 


U29926 


Hs.83916 


408832 


AW085690 
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418339 
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Hs.104215 


452367 
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Hs.29279 
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A1926047 


Hs.162859 
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Hs.8173 


412350 


AI659306 


Hs.73826 


428825 


AI084336 


Hs.128783 


441054 


AA913591 


Hs.126480 


415875 


AA894876 


Hs.5687 


453078 


AF053551 


Hs.31584 
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AA780473 


Hs.687 


446720 


AI439136 


Hs.140546 


418475 


AI858732 


Hs.30443 


417708 


M74392 


Hsi0495 


407870 


AB032990 


Hs.40719 


420568 


F09247 


Hs.247735 


416858 


AW961605 


Hs^1145 


453548 


AUJ79983 


Hs.1 16774 


427308 


D26067 


Hs.174905 


434579 


T55958 




434826 


AF155661 


Hs.22265 


427528 


AU077143 


Hs.179565 


413174 


AA723564 


Hs.191343 


443250 


AJ041530 


Hs.132107 


451957 


AT79S320 


Hs.10299 


451406 


AI694320 
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422299 


AK000181 


Hs. 114556 


427535 


BE397988 


Hs.179982 


416533 


BE244053 
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ESTs 10.3 

Homo sapiens mRNA for KIAA1K7 protein, 102 

gbdLSCT0214-291299452-A12 CT0214 Homo 10.2 

HMBA-induribte 10.2 

hypothetical protein 10.2 

ESTs 10.2 

gfcycl 1c07.s1 Stratagene tung (937210) H 10.2 

laminin, beta 3 (nicein (125kD), kaiintn 10.2 

KIAA1034 protein 10.2 

ESTs 10.2 

ESTs 10.2 

folate hydrolase (prostate-specific memb 102 

Homo sapiens cDMA FU 13446 (is, done PL 10.2 

hypothetical protein DKFZp434E2318 10.2 

serine (or cysteine) proteinase inhibito 1 0.2 

KIAA1095 protein 101 

cartxaypepBdase A3 (mast cell) 10.1 

ESTs, Weakly similar to ALU1_HUMAN ALU S 10.1 

thyroid hormone receptor rnteractor 7 10.1 

ESTs 101 

Homo sapiens mRNA; cDNA DKF2p434P228 (fr 10.1 
ELL-RELATED RNA POLYMERASE II, ELONGAT1 10.1 



N-ac»r^gaIactosaminidase, alpha- 
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ESTs 

COC14 (cell division cycle 14, S. cerevi 

HBVpX associated protein-8 
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hypothetical protein FU131 17 

Homo sapiens mRNA; cONA 0KF2p434E199 (fr 

forkheadboxFI 

Sam68-like phosphotyrosine protein, T-ST 
ESTs 

uncharacterized bone marrow protein BM04 
ubiquttin-conjugating enzyme E2E 2 (homo 
ESTs, Weakly similar to A34615 profflagg 
ESTs 

zinc finger protein 7 (KOX 4, done HF.1 
Novel human gene mapping to chomosome 20 
hypothetical protein FU11273 
ESTs, Weakly similar to 138022 hypotheti 
Homo sapiens cDNA: FU23006 fis, clone L 
hypothetical protein DKFZp762K222 
ESTs, Weakly similar to A43932 mucin 2 p 
ESTs 

STE20-fike kinase 

adaptor protein containing pH domain, PT 
hypothetical protein FU 14084 
ESTs 

GL004 protein 

chromosome 1 open reading frame 21 



ESTs, Weakly similar to Z195.HUMAN ZINC 
ESTs, Moderately similar to SPCN_HUMAN S 
eyes absent (Drosophila) homolog 2 
ESTs 

CG1-49 protein 

hypothetical protein FU 10803 
protein tyrosine phosphatase, non-recept 
ESTs, Weakly similar to 138022 hypotheti 
ESTs 

protein phosphatase IB (formerly 2Q, ma 
metaxin 2 

cytochrome P450. subfamily IVB, porypept 
ESTs 

sentrin/SUMO-specific protease 
ESTs 

hypothetical protein KLAA1164 
protocadherin alpha 10 
hypothefcal protein RG083M05.2 
integrm, alpha 1 
WAA0033 protein 

gb.yb35fD5.r1 Stratagene fetal spleen (9 
pyruvate dehydrogenase phosphatase 
mirdchrornosome maintenance deficient (S. 
ESTs 
ESTs 

Homo sapiens cONA RJ13545 fe. clone PL 
ESTs, Weakly similar to T17248 hypotheti 
hypothetical protein FU 20174 
tumor protein poinding protein 
retinoblastoma^ 2 (p130) 
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Hs.135613 


418575 


AA225313 


Hs. 222888 


432426 


AW973152 


Hs.31050 


404571 






444427 


H25094 


Hs.293663 


439183 


AW970600 


Hs.303261 


432886 


BE159028 


Hs.279704 
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AB018320 


Hs.278626 


417333 


AL157545 


Hs.42179 
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Hs.198899 
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Hs.69504 


422072 
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431318 
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Hs.293147 


417171 
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Hs.81412 


421709 
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Hs.107056 


415156 


X84908 


Hs.78060 


436446 
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447482 
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Hs.18705 
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AW449893 


Hs.293707 
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Hs.205353 


409190 


AU076536 


Hs.50984 


419111 
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Hs.137418 


452487 
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Hs.6630 


416039 


AA376989 


Hs.78989 


408239 


AA053401 


Hs.271827 


419241 


AA523939 


Hs.165258 


409752 
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453894 
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Hs.56847 


439671 


AW162840 


Hs.6641 


407230 


AA1 57857 


Hs.1 82265 


426083 


AW962712 


Hs.1 26712 


452221 


C21322 


Hs.288057 


434263 


N34895 


Hs.44648 


412766 


BE544475 


Hs.54347 


418723 


AA504428 


Hs.10487 


443970 


AI280341 


Hs.166571 


424534 


D87682 


Hs.150275 


419407 


AW410377 


Hs.41502 
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AW469180 


Hs.170651 


429504 


X99133 


Hs.204238 


433165 


AA578904 


Hs.292437 


418700 


AI963808 


Hs.86970 


440282 


BE262385 


Hs.7137 
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U42349 


Hs.71119 


408915 


NMJH6651 


Hs.48950 


448552 


AW973653 


Hs.20104 


432682 


AJ376400 


Hs.159588 


435803 


Z44194 


Hs.4994 


437444 


H46008 


Hs.31518 


410252 


AW821182 


Hs.61418 


438497 


AA608725 


Hs.291712 


449226 


AB002365 


Hs.23311 


449465 


NMJXM380 


Hs.23598 


420969 
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Hs.28310 


449845 


AW971183 


Hs.9683 


434415 


BE177494 




420805 


L10333 


Hs.99947 


415083 


A1632683 


Hs.27179 


430387 


AW372884 


Hs.240770 


445280 


AW055063 


Hs.306088 


425657 


T89839 
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428250 


AW809208 


Hs.183297 


453293 


AA382267 


Ks.10653 


412446 


AI768015 


Hs.92127 


441102 
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Hs.331328 


421689 
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Hs.106826 


448073 
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422244 
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HsJ292812 


441499 
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420184 
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Hs.95665 




AW024937 


Hs.29410 


420337 


AW295840 


Hs.14555 


417407 


AA923278 


Hs.290905 


450580 


N40087 


Hs.15248 


419926 


AW900992 


Hs.93796 


421928 


AF013758 


Hs.109643 


412639 


AW961284 


Hs.296235 


429786 


AL080232 


Hs^20696 


446131 


NMJB0929 


Hs.290 


451418 


BE387790 


Kil26369 


416658 


U 03272 


Hs.79432 


425139 


AW630488 


HsJ25820 



ESTs. Moderately similar to 138022 hypot 9.8 

ESTs. Weakly similar to TRHY.HUMAN TRICH 9.7 

ESTs 9.7 

NMJ)1 5902*:Homo sapiens progestin induce 9.7 

ESTs, Moderately simSar to 138022 hypot 9.7 

ESTs 9.7 

chromatin accessibility complex 1 9.7 

Arg/AbWnteracEng protein Arg8P2 9.7 

brcmodomain and PHD finger containing, 3 9.7 

eukaryotrc translation initiation factor 9.7 

ESTs 9.7 

KIAA0712 gene product 9.7 

ESTs, Moderately similar to A46010 X-!in 9.7 

Rp*n1 9.7 

CEM protein 9.7 

phosphoryiase kinase, beta 9.7 

ESTs 17 

WAA1233 protein 9.7 

ESTs, Weakly sim3ar to 138598 zinc fing 9.7 

ectonudeoside triphosphate diphosphonyd 9.7 

sarcoma amplified sequence 9.6 

ESTs 9.6 

Homo sapiens cDNA FU 13329 fis, done OV 9.6 

alcohol dehydrogenase 5 (class Hi), chi 9.6 

ESTs, Moderately similar to ALU7_HUMAN A 9.6 

ESTs 9.6 
gb:EST376063 MAGE resequences. MAGH Homo 9.6 

Homo sapiens cDNA FU12874 fis, done NT 9.6 

kinesin family member 5C 9.6 

keratin 19 9.6 

ESTs, Weakly similar to AF191020 1 E2IG5 9.6 

hypothetical protein FU 22242 9.6 

ESTs g.6 

ESTs 9.6 

Homo sapiens, done IMAG&3954132, mRNA, 9.6 

ESTs 9.6 

KIAA0241 protein 9.6 

hypothetical protein FU21276 9.6 

ESTs 9.5 

Dpocaiin 2 (oncogene 24p3) 9.5 

ESTs 9.5 

ESTs, Moderately similar to ALU5.HUMAN A 9.5 

clones 23667 and 23775 zinc finger prote 9.5 

Putative prostate cancer tumor suppresso 9.5 

heptacetlutar carcinoma novel gene-3 pro 9.5 

hypothetical protein FU00O52 9.5 

ESTs 9.5 

transducer of ERBB2, 2 9.5 

ESTs 9.5 

rnicrofibrillar-assodated protein 1 9.5 

ESTs, Weakly similar to 138022 hypotheti 9.5 

KIAA0367 protein 9.4 

CREBrjmding protein (Rubinstein-Taybi s 9.4 

ESTs 9.4 

OnaJ (Hsp40) homotog, subfamily £ membe 9.4 
gb:RC6-HT0596-27030OO1 1-C05 HT0596 Homo 9.4 

reticulon 1 9.4 

Homo sapiens cDNA FU12933 fis, done NT 9.4 

nuctear cap binding protein subunit 2, 2 9.4 

v-crk avian sarcoma virus CT 10 oncogene 9.4 

ESTs 9.4 

OKF2P566F2124 protein 9.4 

ESTs 9.4 

ESTs 9.4 

intermediate filament protein syncoflin 9.4 

WAA1698 protein 9.4 

Homo sapiens, done IMAG£:4179482, mRNA 9.4 

karyopherin Crmportm) beta 3 9.4 

ESTs, WeaWy similar to T33468 hypotheti 9.4 

ESTs 9.4 

hypothetical protein 9.4 

ESTs 9.4 

Homo sapiens cDNA:FlJ21 513 fis, done C - 9.4 

ESTs, Weakly similar to protease [H.sapl 9.3 

ESTs 9.3 

DKFZP586D2223 protein 9.3 

potyadenytate rinding protetn-interactin 9.3 

ESTs 9.3 
Homo sapiens mRNA; cONA OKFZp586A061 (tr 9.3 

phospholipase A2, group V 9.3 

hypothetical protein FU 20287 9.3 

fibrillin 2 (congenital contracture! ara 9.3 

protease, serine, 23 9.3 
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448807 
412505 
412314 
445704 
402855 
428455 
422554 
430027 
450680 
424850 
433862 
429227 
401558 
428634 
437678 
416653 
431117 
450506 
431187 
421202 
429597 
430669 
435869 
448822 
456161 
423800 
432189 
434361 
443247 
419879 
411928 
448704 
448430 
451246 
418821 
427213 
419103 
450654 
434194 
447033 
420757 



430223 
444984 
445674 
430294 
419852 
440349 
432161 
405523 
416662 
422763 
446183 
432B97 



449523 
407204 
413554 
414917 
434539 
441805 
412530 
424683 
426158 
413132 
426490 
446896 
441079 
437231 
431316 
403137 
433628 
418489 
453344 
410227 
417173 
408161 
420495 
433213 
451573 



434725 



A1571940 
AA974491 
AA825247 
AI493742 

AW970976 

AI148006 

AB023197 

AF131784 

AA151057 

D86950 

A1961456 

AA811845 

AA829860 

AA768553 

AFQ03522 

NNL004460 

AW971146 

AF193339 

NM_003816 

AW969657 

AF255910 

8E149845 

BE264645 

AA331156 

AA527941 

AF129755 

BE614387 

Z17805 

AA888624 

AW080932 

AI500642 

AW189232 

AA435002 

AW007211 

240229 

AJ245587 

AF119847 

AI3S7412 

X78592 

AW207440 

NMJM2514 

H15474 

BE410347 

AJ538226 

AW503756 

AA884196 

AK000400 

T25853 

AA033699 

AA354991 

AF155099 

Y09763 

NM.000579 

R41933 

AA319146 

C04863 

AW748078 

AA285136 

AA766268 

NB7519 

NM_O01982 

NMJW6823 

NM_001621 

T15767 

AW150697 

BE303000 

AA502663 

A1821784 

U76421 

BE349075 

AB009284 

U61397 

AW952912 

AI338247 

AW665130 

AW130351 

AW015318 

AK000796 

AA740616 



Hs.7549 ESTs 9.3 

Hs.21734 ESTs 9.3 

Hs^50899 heat shock factor binding protein 1 a3 

Hs.165210 ESTs, Moderately similar to 138022 hypot 9.3 

NhL001839*:Homo sapiens caiponin 3, acid 9.3 

Hs.293653 ESTs 93 

Hs.222120 ESTs 93 

Hs.227743 KIAA0980 protein 9.2 

Hs.25318 Homo sapiens clone 25194 mRNA sequence 9.2 

Hs.153498 chromosome 18 open reading frame 1 9.2 

Hs.3610 K1AA0205 gene product 92 

Hs.21275 hypothetical protein RJ11011 9.2 

ENSP00000220478*:SECRETOGRANIN til. 9.2 

Hs.106290 Ketch motif containing protein 9.2 

Hs.122834 ESTs 9.2 

Hs.74170 metattothionein 1 E (functiona!) 9 2 

Hs.250500 delta {DrosophiiaHike 1 $2 

Hs.41 8 fibroblast activation protein, alpha 9 2 

Hs.293187 ESTs $[ 2 

Hs.1 02506 eukaryotic translatbn InifiaDon factor 9!i 

Hs.2442 a (fishlegrin and metaHoproteinase dome 9 1 

Hs.291029 ESTs 9.1 

Hs.54650 junctional adhesion molecule 2 91 

Hs.289038 hypothetical protein MGC4126 91 

Hs.282093 hypothetical protein RJ2191 8 9.1 

gb:EST35034 Embryo, 6 week, subtracted ( 9.1 

gb:nh3Qc04.s1 NCLCGAPJW Homo sapiens 9.1 

Hs.117772 ESTs 

Hs.333893 c-Myc target J P01 . &1 

Hs.93564 Homer, neuronal immedate eany gene, 2 9.1 

Hs.197289 rab3GTPase-actwatingpr^,iwr«ata 9.1 

Hs.249247 heterogeneous nuclear protein similar to 9,1 

Hs.289067 Homo sapiens cDNA FU1 1404 lis, clone HE 9.1 

Hs.39140 cutaneous T-ceJI lymphoma tumor antigen 9.1 

Hs.183161 ESTs 91 

Hs.16131 hypothetical protein FU12676 9*1 

Hs.95423 hypothetical protein FU23033 9.1 

Hs.25275 KruppeWype zinc finger protein 9.1 

Hs.283940 Homo sapiens PRO1550 mRNA, partial cds 9.1 

Hs. 157601 ESTs 9.0 

Hs.99915 androgen receptor (dihydrotestosterone r S.O 

Hs.185973 &g£nerativesrjemiatocyte(h<^ 9.0 

Hs.235935 nephroblastoma overexpressed gene 9.0 

Hs.132898 fatty acid desaturase 1 9.0 

Hs.13063 transcr^tion factor CA150 9.0 

Hs.32976 guanine nucleolide binding protein 4 9.0 

Hs.286184 hypolhefical protein dJ551DZ5 9.0 

Hs.31476 Homo sapiens cDNA FU1 3672 6s, clone TH 9.0 

Hs.292807 ESTs, Weakly simitar to envelope [Usapi 9.0 

C8001409*:g1|7441226|pirUS31212 coBage 9.0 

Hs.7538 ESTs 90 

Hs.83938 ESTs, Moderately similar to MAS2.HUMANM 9.0 

Hs.1 4222 Homo sapiens mRNA; cDNA DKFZp761 P019 (fr 9.0 

Hs.279780 NY-REN-1 8 antigen go 

Hs.22785 gamma-aminobutyrfc acid (GABA) A recepto &9 

Hs.54443 chemokine (C-C mofif) receptor 5 8.9 

Hs.140237 ESTs.WeaklysimaartoALU1_HUMANALUS 8.9 

Hs.75426 secretogjaninll(craomograninCJ 8.9 

Hs.47191 ESTs 89 

Hs.214410 ESTs, Weakly similar to MUC^HUMAN MUCIN a9 

Hs.301914 neuronal specific transcription factor D 8.9 

Hs.266273 hypothetical protein FU 13346 a9 

Hs.27195 ESTs a9 

Hs.1 99067 v-erb-b2 avian erythroblastic leukemia v &9 

HsJ5209 protein kinase (cAWP-dependent catalyti a9 

Hs.1 70087 aryl hydrocarbon receptor 8.9 

Hs.22452 Homo sapiens mRNA for K1AA1737 protein, a9 

Hs.107418 ESTs a9 

Hs.288929 rr/poihetical protein FU13258 simiar to a9 

Hs.145037 ESTs a9 

NMJWS381*:Homosapiens nucborm (Na), a9 

Hs.188578 ESTs a9 

Hs.85302 adenosine deaminase, RNA-speriRc, B1 (h a9 

Hs.44571 ESTs a9 

Hs£1152 exostoses (multlple^ke 2 a9 

Hs.81424 ubiquifin-iike 1 (senlrin) a9 

Hs.300383 hypothetical protein MGC3Q32 a9 

Hs.98314 Homo sapiens mRNA; cDNA DKF2p586U0120 (f a9 

Hs.137190 ESTs a9 

Hs.243549 ESTs a9 

Hs.23165 ESTs as 

Hs.4104 hypothetical protein 8.8 

gb:ny97f11.s1 NCLCGAP_GC81 Homo sapiens 8.8 
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Hs.239499 
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AA974411 


Hs.18672 


4444U4 


NM_tJ0Q954 


Hs.8272 


4007CO 
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Hs.1 80758 
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MIVUU4la/ 


HS2B4270 
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HSJ26090 
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MVV43*t3Uy 


HS.I044O8 
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iy/ f 1/ 
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438160 


A A 7701 0*5 
rV\l /yoo4 


Hs. 122671 
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UOO/04 


Ks.3229 
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AASnR1ft4 
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420608 
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ni. iuo IIW 


426535 


AU077012 


H^288582 


411667 


BE160198 




454058 


AI273419 


Hs.135146 


435614 


R09718 


Hs^0403 


446595 


T57448 


Hs.15467 


435677 


AA694142 


Hs.293726 


447894 


AW204253 


Hs.21912 


452682 


AA456193 


Hs.9071 


418372 


AA311833 


Hs.84318 


447231 


AK001293 


Hs.330208 


416206 


AW206248 


Hs.1 11092 



ESTs 

endothefin receplor lype B 
hypcrtheUcai protein FU23056 
adenylyl cyd^e-assodated protein 2 
ESTs, Weakfy similar to granule cefl mar 
nedin 3; DKF2P56680846 protein 
Human clone 23589 mRNA sequence 
ESTs, Weakly simBar to ALUA^HUMAN HI! 
ESTs 
ESTs 

A kinase (PRKA) anchor protein (gravin) 
transcriptfon factor AP-2 gamma {activat 
protein kinase C, iota 
ESTs 

gbjcc28c1Zx1 NCLCGAP Co18Homosaptens 
C0A14 

hypoihelical protein FU20039 

ESTs, Weakly similar to 138022 hypotheii 

ESTs 

ESTs, Moderately stmSar to ALU4_HUMAN A 
ESTs, WeaWy similar to neuronal thread 
homeo box B13 



ESTs 

DKFZP566F084 protein 
aconitasel, soluble 
neurocalcfn delta 

Homo sapiens, done IMAGE3606519, mRNA, 

hypothetical protein PP1044 

Homo sapiens, Similar to zinc finger pro 

putative ribonudease lit 

cytochrome 1 (photoryase^ike) 

ESTs 

urony!2^u!fotransferase 
PiBFI gene product 

gb:dt27e0Zy1 Morton Fetal Cochlea Homo 
hypothetical protein FU21940 
ESTs, WeaWy similar to B34087 hypothec" 
propionyl Coenzyme A carboxylase, beta p 
SEC22, vesicte trafficking protein (S. c 
Human clone 23948 mRNA sequence 
histone deacetytase 3 
ESTs 

hypothetical protein FU20940 
ESTs 

ESTs, Moderately similar to unnamed prot 

klotho 

ESTs 

ESTs 

ESTs 

KIAA0185 protein 
ESTs 

prostaglandin D2 synthase (21 kD, bran) 
Homo sapiens cDNA FU23603 (is, done L 
hypotheucal protein PRO0082 
NM_002275*:Homo sapiens keratin 15 (KRT1 
nuclear transcription factor Y, beta 
hypoOieticaJ prolein 
ESTs 

prostate cancer associated protein 7 

hypothetical protein FU20580 

UV-1 protein, estrogen regulated 

hemoglobin, alpha 2 

RNA,U2smaD nuclear 

Homo sapiens cDNA FU 1 1 335 lis, done PL 

hypothetical protein FU20272 

ESTs 

ESTs 

ESTs 

cysteine dtoxygenase, type I 
ESTs 
ESTs 

EST s. Weakly simflar to ubkjuitous TPR m 



8.8 
8.8 
8.8 
&8 

as 

8.8 
8.8 
8.8 
8.8 
8.8 
8.8 
8.8 
8.6 

as 

8.8 

as 

8.8 
8.8 
8.8 
8.8 
8.8 
8.8 

as 

8.8 
8.8 
8.8 
8.8 
8.8 
8.7 
8.7 
8.7 
8.7 
8.7 
8.7 

a7 
a7 

8.7 

a7 

8.7 

a7 

8.7 
8.7 
8.7 
8.7 

a7 
a7 

8.7 

a7 
a7 
8.7 
8.7 

8.6 
8.6 
B.6 
8.6 
8.6 
6.6 
8.6 
8.6 
6.6 
8.6 
8.6 
8.6 
8.6 
8.6 
8.6 
8.6 
8.6 
8.6 
8.6 

a6 

8.6 
8.6 



gb:QV144T0413^1020tWl59^03 HT0413 Homo 8.5 

rrypothetical protein FU139B4 8.5 

ESTs a5 

hypotheuca) protein FU 20725 8.5 

ESTs, Weakfy similar to TSGA RAT TESTIS 8.5 

ESTs 8.5 

progesterone membrane binding protein 8.5 

replication protein A1 (70kO) 8.5 

crystal, zeta (qufnone reductase)-Uk 8.5 

hypotheticai protein FU22332 a5 
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434747 


AA837085 


Hs.220585 


ESTs 


8.5 


415938 


BE383507 


Hs.78921 


A kinase (PRKA) anchor protein 1 


as 


450813 


AI739625 


Hs.203376 


esTs 


8.5 


413956 


AI821351 


Hs.193133 


ESTs, Weakly similar to ALU7_HUMAN ALU S 


8.5 


408699 


M056614 


Hs.106200 


ESTs, Moderately simHar to ZN 91 .HUMAN Z 


8.5 


440840 


AW629666 


Hs.283713 


ESTs. Weakly similar to S64054 hypotheti 


8.5 


407891 


AA486620 


Hs.41135 


endomucin-2 


8.5 


411019 


AW9S3097 


Hs.48617 


Homo sapiens cDNA FU 12540 fis. done NT 


8.5 


432620 


AA777749 


Hs.5978 


UM domain only 7 


8.5 


424511 


BE300512 


Hs.193557 


ESTs. Moderately similar to ALU7_HUMAN A 


8.5 


408170 


AW204516 


Hs.31835 


ESTs 


8.5 


452670 


AF068227 


Hs.30213 


ceroid-lipofuscinosis, neuronal 5 


8.5 


450516 


AA902656 


Ks^1943 


N1F3 (Nggl interacting factor 3, S.pombe 


8.5 


417560 


U73338 


Hs.82283 


5-methylIetrahydrofolale4iomocysletrie me 


as 


430606 


BE266026 


Hs.31476 


Homo sapiens cONAFU 13872 fis, clone TH 


8.4 


436953 


AW959074 


Hs.23648 


Homo sapiens cDNA FU 13097 fis, done NT 


a4 


418120 


AA213437 


Hs.192249 


ESTs 


a4 


419436 


AA991639 


Hs^42413 


hypothetical protein DKFZp434K1421 


a4 


432600 


AJ821085 




gb:ns95a12.y5 NCl_CGAP_Pr3 Homo sapiens 


a4 


44B474 


AI792014 


Hs.13809 


hypothetical protein FU 10648 


8.4 


434384 


AA631910 


Hs.162849 


ESTs 


8.4 


452234 


AW084176 


Hs.223296 


ESTs, Weakly similar to 138022 hypothec' 


8.4 


411562 


AU050201 


Hs.70769 


hypothetical protein DKFZp566E1923 


a4 


421622 


AB037748 


Hs.106204 


WAA1327 protein 


8.4 


431160 


AW971174 


Hs.324330 


ESTs 


8.4 


449567 


A1990790 


Hs.188614 


ESTs 


8.4 


411088 


BE247593 


Hs.145053 


ESTs 


8.4 


452186 


M120761 


Hs.28307 


WW domain binding protein 4 (forrnin bind 


8.3 


437872 


AK002015 


Hs.5887 


RNA binding motif protein 7 


8.3 


429393 


AA383024 


Hs.201603 


Homo sapiens mRNA; cDNA DKFZp434D0917 (f 


8.3 


425692 


D90041 


Hs.1 55956 


N-acetyi transferase 1 {aryl amine N-acety 


8.3 


438440 


AA807228 


Hs.225161 


ESTs 


8.3 


431962 


AL049385 


Hs.272251 


Homo sapiens mRNA: cONA OKFZp586M1418 (f 


8.3 


422295 


AF051151 


Hs.1 14408 


toD-Cka receptor 5 


8.3 


440146 


AW014231 


Hs.90790 


Homo sapiens cONA: FU22930 fis, clone K 


8.3 


425242 


D13635 


Hs.1 55287 


KlAAOOIOgene product 


8.3 


432769 


AA620814 


Hs.144959 


ESTs 


8.3 


433615 


AA732982 


Hs^69607 


ESTs. Weakly similar to ALU1JWMAN ALU S 


a3 


427229 


A1799751 


Hs.6635 


ESTs 


8.3 


446947 


AF146747 


Hs.232165 


polycythemia rubra vera 1; cell surface 


a3 


403149 






NM_00145(hHomo sapiens four and a half L 


8.3 


436679 


AI127483 


Hs.120451 


ESTs, Weakly simitar to unnamed protein 


8.3 


421991 


NMJM4918 


Hs.110488 


KIAA0990 protein 


a3 


436476 


AA326108 


Hs.33829 


bHLH protein DEC2 


8.3 


434980 


AW770553 


Hs.14553 


sterol Oacyl transferase (acyl-Coenzyme 


8.3 


407385 


AA610150 


Hs.272072 


ESTs. Weakly similar to 138022 hypothec 


8.3 


453121 


A1968264 


Hs.232286 


ESTs 


8.3 


420630 


AL133101 


Hs.99508 


Homo sapiens mRNA; cDNA DKFZp434O0921 (f 


8.3 


426101 


AL049987 


Hs.166361 


Homo sapiens mRNA; cDNA DKFZp564F1 1 2 (fr 


8.2 


419517 


AF052107 


Hs.90797 


Homo sapiens done 23620 mRNA sequence 


8.2 


425707 


AF1 15402 


Hs.1 1713 


E74-like factor 5 {ets domain transcript 


8,2 


440080 


AW051597 


Hs.143707 


ESTs 


8.2 


422049 


W25760 


Hs.77631 


glycine cleavage system protein H (amino 


8.2 


430154 


AW583058 


Hs.234726 


serine (or cysteine) proteinase inhibito 


8.2 


432695 


063480 


Hs.278634 


K1AA0146 protein 


8.2 


407300 


AA102616 




gbzn43e07.s1 Stratagene HeLa cell s3 93 


8.2 


408964 


AF201468 


Hs.49349 


beta-site APP-deaving enzyme 


6.2 


418051 


AW192535 


Hs.19479 


ESTs 


8.2 


412125 


Y17114 


Hs.73393 


eyes absent (Drosophila) homotog 4 


8.2 


441523 


AW514263 


Hs.301771 


ESTs, Weakly similar to ALUF_HUMAN till 


8.2 


417958 


AA767382 


Hs.193417 


ESTs 


8.2 


452040 


AW973242 


Hs.293690 


ESTs. Weakly similar to 138022 hypothec 


8.2 


430468 


NMJXJ4673 


Hs.241519 


angiopcteGrvGke 1 


a2 


407802 


084145 


Hs3913 


novel RGO-containing protein 


a2 


420556 


AA278300 


Hs.124292 


Homo sapiens cDNA: FU23123 lis, done L 


a2 


414138 


AA135884 


Hs.3772 


ESTs 


a2 


438209 


AL120659 


Hs.6111 


aryl^ydrocarbon receptor nuclear trans! 


a2 


408267 


AW380525 


Hs.32675 


tubuflrvspecific chaperone e 


8.2 


429692 


N48422 


Hs.9977 


ESTs, Weakly similar to B34087 hypolheti 


8.2 


408108 


A1580492 


Hs.42743 


hypothetic^ protein 


a2 


408418 


AW963897 


Hs.44743 


K1AA1435 protein 


a2 


430334 


AI824719 


Hs.328700 


ESTs 


a2 


422083 


NM_001141 


Hs.1 11236 


arachidonate 15-fipoxygenase, second typ 


8.2 



TABLE 59B 



Pkey: Unique Eos probeset identifier number 

CAT number. Gene duster number 

Accession: Genbank accession numbers 



Pkey CAT Number Accessions 

409385 112523.1 AA071267T65940T64515AA071334 
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409752 


115301.1 


AW963990 AA07819S AW749482 AA077468 BE151571 AA376917 


411479 


1247077J 


AW848047 AW848202 AW848631 AW848142 AW848702 AW8481 21 AW848632 AW848140 AW848571 AW848009 AW848067 AW848069 AW848905 






AW848214 


411667 


1253334 1 


BE160198AW935898T11520AW935930AW856073AW861034 


416913 


163001J 


AW934714 BE161007 BE162500 AW749902 AW749864 BE162498 BE161 005 AA1 90449 AW513465 BE161006 BE162499 


418866 


179788J 


T65754AA229857AA229658 


418876 


179960J 


M740616 AA654854 AA229923 


419536 


185688J 


AA603305 AA244095 AA244183 


419544 


185760J 


AI909154 AA526337 AA244193 AI909153 


423800 


232161J 


AA331156AA331157AA331155 


426413 


266650.1 


AA377823 AW954494 AI022688 


429163 


300543.1 


AAB84766 AW974271 AA592975 AA447312 


430848 


324621.1 


AW021726 AA487752 AA488085 


431121 


328275.1 


AW971157 AA492575 AA492520 


432189 


342819.1 


AA527941 AI810608 AI620190 AA635266 


432600 


350959.1 


A16210B5AW973464 AA554802A1821831 AA657438 AA640756 AA650339 


434415 


385931.1 


BE177494 AW276909 AA632849 


434579 


38916J 


T55958 T57205AF147346 


439518 


47334.1 


W76326AF086341 W72300 


443161 


561305.1 


AI038316 AI344631 AI261653 


447974 


745643.1 


R76886AI453674 R77049 



TABLE 59C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et at" refers to the publication entitled The DNA sequence of 

human chromosome 22." Dunham I. et ah, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Nt position: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


N Imposition 


400860 


9757499 


Minus 


151830-152104.152649-152744 


400880 


9931121 


Plus 


29235-29336,36363-36580 


401197 


9719705 


Plus 


176341-176452 


401424 


8176894 


Plus 


24223-24428 


401519 


6649315 


Plus 


157315-157950 


401558 


7139678 


Plus 


103510-104090 


401747 


9789672 


Minus 


118596-118816J19119-119244J195ra-119761,12M 








131932,132451-132575,133580-134011 


401785 


7249190 


Minus 


165776>165996J661B9-166314.156408.1^569,167112-167268,167387.167469 ( 168634-168942 


402076 


8117410 


Plus 


128316-128627 


402812 


6010110 


Plus 


25026-25091,25844-25920 


402855 


9662953 


Minus 


59763-59909 


403047 


3540153 


Minus 


59793-59968 


403137 


9211494 


Minus 


92349-92572,92958.93084,93579.9371Z93949-94072,94591-94748.95214-95337 


403149 


9799833 


Phis 


25034-25185 


403362 


8571772 


Plus 


64099-64260 


404210 


5006246 


Plus 


169926-170121 


404571 


7249169 


Minus 


112450-112648 


404641 


9796810 


Minus 


32247-32362 


404642 


9796810 


Plus 


102999-103145 


405523 


9454643 


Plus 


114550-114688,117265-117407,119490.119599.123237-123395.131140-131217 



Table 60A lists about 1 166 genes up-regulated in prostate cancer compared to normal adult (issues. These were selected from 59680 probesets on the Anymetrix/Eos Hu03 
GeneChtp array such that the ratio of 'average" prostate cancer to ■average" normal adult tissues was greater than or equal to 3.0. The •average' prostate cancer level was set to the 
75* percentile amongst prostate cancers. Tha 'average' normal adult tissue level was set to the 85* percentile amongst non-mafignant tissues. In order to remove gene-specific 
background levels of non-specific hybridization, the 10* percentile value amongst the non-mafignant tissues was subtracted from both the numerator and the denominator before the 
ratio was evaluated. 

TABLE 60A ABOUT 1166 GENES UP-REGULATED IN PROSTATE CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of prostate tumor to normal adult body tissue 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 




R1 


426747 


AA535210 


Hs.171995 


kainxretn 3, (prostate specif 


;c antigen 


56.6 


419526 


AI821895 


Hs.193481 


ESTs 


56.2 


420154 


AI093155 


Hs.95420 


JM27 protein 




44.0 


432441 


AW292425 


Hs.163484 


ESTs 




41.9 


414569 


AF109298 


Hs.1 18258 


prostate cancer associated 


protein 1 


39.9 


431616 


AA508552 


H&195839 


ESTs. Weakly similar to 138022 hypothec 


37.9 


400299 


X07730 


Hs.171995 


kaflikrein 3, (prostate specific antigen 


36.0 


446057 


AI420227 


Hs.149358 


ESTs, Weakly similar to A46010 X-Med 


32,9 


425075 


AA506324 


Hs.1852 


add phosphatase, prostate 




31.1 


400298 


AA032279 


Hs.61635 


six transmembrane epithelial antigen of 


30.0 


439176 


A1446444 


Hs.190394 


ESTs. Weakty slmSar to B28096 Bne-1 pr 


29.8 



691 
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400302 


N48056 




431579 


AW971082 


Hs.222886 


432101 


AI918950 


Hs.123642 


408369 


R38438 


Hs.182575 


453095 


AW294631 


Hs.11325 


400287 


S39329 


Hs.181350 


409252 


AKQ00631 


Hs.52256 


428819 


AL135623 


Hs.193914 


401424 






453370 


AI470523 


Hs.139336 


400292 


AA250737 


Hs.72472 


407202 


K58172 


Hs.109370 


415989 


A1267700 




407709 


AA456135 


Hs.23023 


407168 


R45175 


Hs.1 17183 


433444 


AW975324 


Hs.129816 


409731 


AA125985 


Hs.56145 


428336 


AA503115 


Hs.183752 


410929 


H47233 


Hs.30643 


424099 


AF071202 


Hs.139336 


418961 


AW967646 


Hs.23023 


452792 


AB037765 


Hs.30652 


403047 






433466 


AA508353 


Hs.105314 


418396 


AI765805 


Hs.26691 


433647 


M603367 


Hs.222294 


432240 


AI694767 


Hs.129179 


430487 


D87742 


Hs.241552 


440260 


AI972867 


HsJ130 


429170 


NMJJ01394 


Hs.2359 


429220 


AW207206 




416370 


N90470 


Hs.203697 


418819 


AA22B776 


Hs.191721 


421513 


X00949 


Hs.105314 


429918 


AW873986 


Hs.119383 


420092 


AA814043 


Hs.88045 


432473 


AI202703 


Hs.152414 


450693 


AW450461 


Hs.203965 


431548 


A1834273 


Hs.9711 


432674 


AA641092 


Hs.257339 


430187 


AI799909 


Hs.158989 


441690 


R81733 


Hs.33106 


408621 


A1970672 


Hs.46638 


448999 


AF179274 


Hs.22791 


450642 


R39773 


Hs.7130 


430376 


AW292053 


Hs.12532 


432966 


AA650114 


H5.325198 


410330 


AW023630 


Hs.159425 


434666 


AF151103 


Hs.112259 


400297 


AI127076 


Hs.306201 


423073 


BE252922 


Hs.123119 


431474 


AL133990 


Hs.190642 


418829 


AA516531 


Hs.55999 


453861 


A1026838 


Hs.30120 


434217 


AW014795 


Hs.23349 


418432 


M14156 


Hs.85112 


428398 


A1249368 


Hs.98558 


421059 


A1654133 


Hs*.30212 


447313 


U92981 


Hs.18081 


443960 


AI093577 


Hs.255416 


448290 


AK002107 


Hs^0843 


435032 


AA150797 


Hs.109276 


432527 


AW975028 


Hs.102754 


434792 


AA649253 


Hs.132458 


420424 


AB033036 


Hs.97594 


440529 


AW207640 


Hs.16478 


424846 


AU077324 


Hs.1832 


448519 


AW175665 


Hs.278695 


418339 


AA639902 


Hs.104215 


432600 


AI821085 




413597 


AW302885 


Hs.117183 


446100 


AW967109 


Hs.13804 


431448 


AL137517 


Hs.306201 


424701 


NMJJ05923 


Hs.151988 


432435 


BE216886 


Hs.282070 


429290 


AF203032 


Hs.198760 


410467 


AF102546 


Hs.63931 


439444 


AJ277652 


Hs.54578 


450382 


AA397658 


Hs.60257 


452340 


NM.002202 


Hs.505 


417332 


AW972717 


Hs.288462 


407021 


U52077 




419563 


AA526235 


Hs.193162 



folate hydrolase (proslat^speciSc memb 28.9 

ESTs. Weakly sfenSar to TRHY_HUMAN TRICH 27.9 

EphA3 26.3 

sohite earner family 15 {H?7? transport 26.2 

ESTs 25.7 

kallikrein 2, prostate 25.5 

hypothetical protein FU20624 24.6 

K1AA0575 gene product 24.5 

NMJJO 1 1 72:Homo sapiens arginase, type li 24.5 

ATP-binding cassette, sub-famiry C (CFTR 22.4 

BMP-RIB 2Z2 

ESTs 22.3 

ESTs 20.2 

ESTs 20.0 

ESTs 19.6 

ESTs 19.4 

thymosin, beta, identified in neuroblast 19.1 

microseminoprotein, beta- 18.7 

ESTs 18.0 

ATP-binding cassette, sub-family C(CFTR 17.9 

ESTs 17.7 

KIAA1344 protein 17.5 

NMJ)05656*:Homo sapiens transmembrane pr 17.3 

reiaxin 1 (H1) 17.3 

ESTs 17.1 

ESTs 16.9 

Homo sapiens cOMA FU13581 fis, done PL 16.7 

WAA0268 protein 16.5 

copine IV 16.0 

dual specificity phosphatase 4 15.7 

ESTs 15.7 

ESTs, WeaWy similar to I38022 hypotheli 1 5.3 

ESTs 14.8 

reiaxin 1 (HI) 14.8 

ESTs 14.5 

ESTs 14.5 

ESTs 14.4 

ESTs 14.4 

novel protein 14.4 

ESTs, Weakly similar to I38022 hypotheti 14.3 

ESTs 14.3 

ESTs 14.3 

chromosome 1 1 open reading frame 8 1 4.2 

transmembrane protein with EGF-like and 13.7 

copine IV 13.5 

chromosome 1 open reading frame 21 13.4 

ESTs 13.4 

ESTs 13.4 

T ceil receptor gamma locus 13.1 

hypothetical protein DKFZp56401278 13.0 

MAO (mothers against decapenlaplegic, Or 12.8 

ESTs 12.6 

NK homeobox (Drosophaa), family 3, A 12.5 

ESTs, Weakly simiar to NUCLHUMAN NUCLE 12.5 

ESTs 12.3 

insu Wke growth factor 1 (sornatomedl 12.3 

ESTs 12.2 

thyroid receptor interacting protein 15 12.2 

Homo sapiens clone DT1P1 B6 mRNA, CAG rep 12.2 

hypothetical protein FU21986 12.1 

Homo sapiens cDNAFLI11245 fis, done PL 12.1 

(alexin protein 12.0 

ESTs 12.0 

ESTs 12.0 

K1AA1 210 protein 11.9 

Homo sapiens cDNA FU2171 8 fis, done C 11.9 

neuropeptide Y 11.9 

Homo sapiens prostem mRNA, complete cds 11.9 

ESTs. Moderately similar to SPCNJWMAN S 1 1 .8 

gbms95a1Zy5 NCLCGAPJW Homo sapiens 11.8 

ESTs 11.8 

hypothetical protein (U4620212 11.7 

hypoitetk^ protein DKF^ 11.6 

mitogervactivated protein kinase kinase 11.6 
ESTs 11.5 

neurofilament heavy polypeptide (200kD) 1 1 .5 

dachshund (DroscphBa) tajmolog 1 1 .5 

ESTs. Weakly similar to 138022 hypotheS 11.5 
Homo sapiens cDNA FU 13598 fis, done PL 11.5 
ISL1 transcription factor, UMmorneodoma 11.1 
hypothetical protein FU21511 11.0 
gb:Human marinerl transposase gene, comp 1 1 .0 

Homo sapiens cONA FU 11983 fis. done HE 10.8 
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432729 


AK000292 


Hs.1 30732 


hypothetical protein FU20285 


10.6 


400301 


X03635 


Hs.1657 


estrogen receptor 1 


10.5 


419536 


AA603305 




gboip12d1U1 Na_CGAP.Pr3 Hon© sapiens 


10.5 


445472 


AB006631 


Hs.1 2784 


Homo sapiens mRNA for KIAA0293 gene, par 


10.5 


415539 


AI733881 


Hs,72472 


BMP-RIB 


10.4 


419264 


AA877104 


Hs.293672 


ESTs, Weakly similar to ALUB_HUMAN Mi 


10.4 


424432 


AB037821 


Hs.146858 


protocadherin 10 


10.3 


439518 


W76326 




gb:zd60d04.r1 Soaresj8taiJiearLNbHH19W 


10.3 


434036 


AI659131 


Hs.197733 


hypothetical protein MGC2849 


10.3 


415263 


AA948033 


Hs. 130853 


ESTs 


10.2 


431217 


NWL.013427 


Hs.250830 


Rho GTPase acfjvafing protein 6 


10.2 


444805 


AB007B99 


Hs.1 2017 


homotog of yeast ubiqiritin-protein Ogas 


10.1 


437252 


AI433833 


Hs.164159 


ESTs, WeaWy similar to ALU 1 JttJMAN ALU S 


10.1 


444190 


AI878918 


Hs.10526 


cysteine and gtyctne-rich protein 2 


10.0 


418293 


AI224483 


Hs.16063 


hypothetical protein FU21877 


10.0 


432244 


A1669973 


Hs^00574 


ESTs 


10.0 


451640 


AA 195601 


Hs.26771 


Hitman DMA com term* tmm HntiA 747H91 nn 


9.9 


450164 


AC39923 


Hs.63931 


ESTs 


9.8 


447072 


D61594 


Hs.1 7279 


tyrosyf protein sutfotransferase 1 


9.8 


415079 


R43179 


Hs.22895 


hvmJheiicai omtefn FU23548 


9.7 


409799 


D11928 


Hs.76845 


phosphoserine phosphatese-like 


9.6 


433234 


A8040928 


Hs 65366 


KIAA1445 oratpin 


9.5 


400296 


AA305627 


Hs.139336 


ATP-bJnding cassette, sub-family C (CFTR 


9.5 


422728 


AW937826 


Hs.103262 


ESTs, Weakly simitar to ZN91.HUMAN ZINC 


9.5 


425154 


NMJXJ1851 


Hs.154850 


coOagen, type IX, alpha 1 


9.4 


433927 


A) 557019 


Hs.1 16467 


small nuclear protein PRAC 


9.4 


444670 


H58373 


Hs.332938 


hypothetical protein MGC5370 


9.4 


449625 


NM 014253 




odz (odd Oz/terwn, Drosophfla) homotog 1 


9.4 


450325 


A1935962 


Hs.26289 


ESTs 


9.4 


427761 


AA412205 


Hs.140996 


ESTs 


9.4 


453930 


AA419466 


Hs.36727 


hypothetical protein FU 10903 


9.4 


416795 


AI497778 


Ks.20509 


HBVpX associated proteb-8 


9.3 


422805 


AA436989 


Hs.121017 


H2A histone family, member A 


9.3 


418848 


AI820961 


Hs.193465 


ESTs 


9.2 


408430 


S79876 


Hs.44926 


dlpeptidylpeptidase IV (C026, adenosine 


9.2 


415788 


AW628586 


Hs.78851 


K1AA0217 protein 


9.2 


404641 






NMJ)219S5*:Honio sapiens phosphogtucomuta 


9.1 


432437 


W07088 


Hs.293685 


ESTs 


9.1 


436396 


AI683487 


Hs.1 52213 


wingless-type MMTV integration site famj 


9.1 


436962 


AW377314 


Hs.5364 


DKF2P564I052 orotein 


9.1 


410765 


AI694972 


Hs.66180 


nucleosome assembly protein 1-like 2 


9.0 


428342 


A1739158 




Homo saolens cDNA FU 13458 fts done PL 


9.0 


452281 


T93500 


Hs.28792 


Homo sapiens cONA FU11041 fis, done PL 


9.0 


433043 


W57554 


Hs.1 25019 


lymphoid nuclear protein (LAF-4) mRNA 


8.6 


442082 


R41823 


Hs.7413 


ESTs 


8.8 


436671 


AW137159 


Hs.146151 


ESTs 


8.7 


415786 


AW419196 


Hs257924 


hvoothpi'tcfll nmJpjn FIJI 3783 


8.7 


440774 


A1420611 


Hs.1 53934 


ESTs 


8.7 


420120 


AL049810 


Hs 95243 


tran^eri niton pliwiafiVm fa»trtr A /S!l\. 


8.7 


427138 


N77624 


Hs.173717 


ohosnhaiidic acid nhnsnhatasa hme 28 


8.7 


430722 


AW968543 


Hs.203270 


ESTs WeaJdv similar to ALU 1 HUMAN ALU S 


8.6 


422487 


AJ010901 


Hs.1 98267 


mucin 4 a (rflchfiobronch^^ 


8.6 


443646 


AJ085198 


Hs.1 64226 


ESTs 


8.6 


414565 


AA502972 


Hs.1 83390 


hypothetical protein FU 13590 


8.5 


428728 


NMJH6625 


Hs 191381 


hvnnthAifcfll nrnlnln 


8.5 


434926 


BE543269 


Hs 50252 


mitochondrial rfbosornal protein L32 


8.5 


437162 


AW005505 


Hs.5464 


thvrold Krtrrnftrifi raeeotaf eoflefivntrnfi nr 


8.5 


437866 


AA1 56781 




metallothlonein 1E (functional) 


8.5 


453006 


A1362575 


Hs.303171 


ESTs 


8.4 


418723 


AA504428 


Hs.10487 


Homo saoiens. clone IMAGE -3954 132, mRNA 


8.3 


421040 


AA715026 


Hs.1 35280 


ESTs 


8.3 


414212 


AA136569 


Hs.10848 


K1AA0187 gene product 


8.3 


417916 


NM_006416 


Hs.82921 


solute carrier family 35 (CMP-sralic aci 


&2 


440749 


W22335 


Hs.7392 


hypo the fical protein MGC3199 


8.2 


412715 


NM.000947 


Hs.74519 


primase, polypeptide 2A (58kO) 


8.2 


428829 


R1405O 


Hs.194051 


Homo sapiens mRNA; cONA DKFZp566B213 (fr 


8.2 


447156 


AW274731 


Hs.157920 


ESTs 


8.1 


428330 


L22524 


Hs.2256 


matrix metafioproteinase 7 (matrilysln, 


8.1 


417412 


X16896 


Hs.82112 


interleukin 1 receptor, type I 


8.0 


424692 


AA429834 


Hs.1 51791 


KIAA0092 gene product 


8.0 


435981 


H74319 


Hs.188620 


ESTs 


7.9 


442081 


AA401863 


Hs.22380 


ESTs 


7.9 


434988 


A1418055 


Hs.161160 


ESTs 


7.9 


407910 


AA650274 


Hs.41296 


fijronecCn leucine rich transmembrane p 


7.8 


420345 


AW295230 


Hs.25231 


ESTs 


7.8 


412324 


AW978439 


Hs.69504 


ESTs 


7.8 


420757 


X78592 


Hs.99915 


androgen receptor (dihydrotestosterone r 


7.8 


408374 


AW025430 


Hs.155591 


forfcheadboxFI 


7.8 


435604 


AA625279 


Hs.26892 


uncharacterized bone marrow protein BM04 


7.8 


453160 


AI263307 


Hs.239884 


H2B histone family, member L 


7.8 


424051 


AL1 10203 


Hs.138411 


Homo sapiens mRNA; cOWA OKFZp586J1922 (f 


7.7 


416182 


NM.004354 


Hs.79069 


cycfinG2 


7.7 


452110 


T47667 


Hs.28005 


Homo sapiens cDNA FU 11 309 fis, done PL 


7.6 
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451099 


R52795 


Hs.25954 


interteuHn 13 receptor, alpha 2 


7.6 




427003 


U19487 


Hs.2090 


prostaglandin E receptor 2 (subtype EP2) 


7.5 




443160 


R15875 


Hs258576 


daucfin 12 


7.5 


5 


454119 


BE549773 


Hs. 40510 


uncoupling protein 4 


7^ 


41B693 


AI750878 


Hs.87409 


thiombospondin 1 


7.5 




426581 


ABO40956 


Hs.1 35890 


KIAA1 523 protein 


7.5 




417683 


AW566008 


Hs.239154 


ankyrin repeat family A (RFXANK-Cke), 


7.5 




439569 


AW602166 


Hs^22399 


CEGP1 protein 


7.4 


10 


416140 


AI918035 


Hs301198 


roundabout (axon guidance receptor, Dros 


7.4 


451230 


BE546208 


Hs.26090 


hypothetical protein FU20272 


7.4 




400294 


N95796 


Hs.278695 


Homo sapiens prostetn mRNA, complete cds 


7.4 




436873 


N23874 


Hs.50477 


RAR97A mpmhpr RAS nnrwronfi familv 


7.4 




419743 


AW408762 


Hs.5957 


Homo sapiens done 24416 mRNA sequence 


7.3 


15 


428600 


AW863261 


Hs.242413 


hypothetic^ protein DKFZp434K1421 


7.3 


410252 


AW821182 


Ks.61418 


nitefofifarfltefrflssocfsted protein i 


7.3 




424649 


BE242035 


Hs.1 51461 


crnbryonic cctod&rm dBYBlopmsnt 


7.3 




428218 


AA424266 


Hs.123642 


EphA3 


7.3 




434158 


T86534 


Hs.14372 


ESTs 


7.3 


20 


413249 


AF167160 


Hs.75251 


DEAQ/H (Asp-Gto-AIa-Asp/tfs) box binding 


7.3 


430261 


AA305127 


Hs.237225 


hypothetical protein HT023 


7.3 




429597 


NM_003816 


Hs.2442 


a disintegrin and metaOoproteinase doma 


7.3 




423566 


AW976434 


Hs.3623 


hypothetical protein RJ11220 
cdlcium/c^)moduiiTv^tep6ndGnt protsin kin 


7.2 




433556 


W56321 


Hs.1 11460 


7.2 


25 


420871 


AA702972 


Hs.65300 


ESTs 


7.2 


418278 


A1088489 


Hs.83937 


hvDOthfiCcal nrnlpin 


7.1 




456516 


BE1 72704 


Hs.222746 


KIAA1610 orotein 


7.1 




417511 


AL049176 


Hs.82223 


chord] n-like 


7.1 




411667 


BE160198 




gb:QV1-KT04 13-01 0200^059^03 HT0413 Homo 


7.1 


30 


414422 


AA1 47224 


Hs.249195 


Hnmpn hnx A13 


7.1 


407118 


AA1 56790 


Hs.262036 


ESTs, Weakly similar to Z223_HUMAN ZINC 


7A 




421566 


NMJJ00399 


fe.1395 




7.0 




418564 


AA631143 


Hs.278695 


Homo sapiens prostein mRNA, complete cds 


7*0 




437872 


AK002015 


Hs.5887 


RNA binding motif protest 7 


7.0 


35 


448148 


NM.016578 


Hs.20509 


HBV pX associated protein-8 
chemokine (C*C motif) receptor 5 


7.0 


449523 


NM 000579 


Hs.54443 


6.9 




431657 


AI345227 


Hs.105448 


ESTs Weaklv similar to B34087 hvootheti 


6.9 




457728 


AW974811 




cb*EST38fi916 MAGE reseauenees. MAGN Homo 


6.9 




415910 


U20350 


Ks.78913 


chemokine (C-X3-C) receptor 1 


6^9 


40 


421977 


W94197 


Hs.1 101 65 


ribosomaJ nrota'n L26 hnmolno 


6.9 


432161 


AK000400 


Hs.341181 


FSTs Wpaktv similar to envpJnnp FH sani 


6.9 




432887 


AI926047 


Hs.1 62859 


ESTs 


6.8 




444931 


AV652066 


Hs.75113 


B&ntftA tran^rrinftnn fa*frv 111 A 
yciicioi u oiioviipuuii icftdui uity 


6.8 




421823 


N40850 


Hs.28625 


ESTs 


6.6 


45 


426981 


AL044675 


Hs 173081 




6.8 


425170 


AU077315 


Hs.1 54970 


transcription factor CP2 


6.8 




411479 


AW848047 






6.8 




420954 


AA282074 


Hs.237323 


N-acetytglucosarrHrte-phosphata mutase 


o.o 




439492 


AF086310 


Hr 103110 


ESTs 


0.0 


50 


449919 


A1B74685 


Hs 200141 


ESTs 


0.0 


452221 


C21322 


H* 788057 




CO 
0.0 




431555 


A1815470 


Hs 260024 


CAeA") pffprlnr rvnWn 1 

\AJb*t£ CJICvlUI ptUtCU) w 


R7 

O.f 




441111 


AJ8Q6867 


Hs 126594 


ESTs 


6,7 




457498 


AT732230 


Hs.1 91737 


ESTs 


6.7 


55 


415293 


R49462 


Hs.1 06541 


ESTs 


6.7 


429163 


AA884766 




flh'flm?fVain cl CmnK WPl T GP.C S1 Wnmn q 


6.7 




433308 


AW298141 


Hs.157975 


ESTs 


6.7 




446896 


T15767 


Hs.22452 


Hnmrt fiflntpnft mRMA far l£l AA17T7 nrntain 


6.7 




431770 


BE221880 


Hs.26B555 


$-3 exoribonuciease 2 


6.7 


60 


418575 


AA225313 


Hs^22886 


ESTs, Weakly simflar to TRHY.HUMAN TRICH 


is 


443745 


AB039670 


Hs.9728 


ALEX1 protein 


6.6 




427958 


AA418000 


Hs.98280 


potassium intermediate/smafl conductance 


6.6 




447805 


AW627932 


Hs.302421 


gemin4 


6.6 




440995 


T57773 


Hs 10263 


ESTs 


6.6 


65 


422173 


BE385828 


Hs.250619 


nhnrhnTtrUiVfi nmlptn MDjiOIQ 


6.6 


431992 


NM_002742 


Hs.2891 


protein kinase C, mu 


0.0 




437052 


AA861697 


Hs.1 20591 


ESTs 


6.6 




444030 


AW021254 


Hs 135055 

1 1 -J- 1 wwVwJ 


ESTs 


6.6 




416836 


D54745 


Hs.80247 


choiscysicAdnin 


6.6 


70 


447033 


AI357412 


Hs.1 57601 


ESTs 


6.5 


428927 


AA441637 


Hs.90250 


ESTs 


6.5 




432189 


AA527941 




gb3th30c04^1 N'Ct CGAP Pr3 Homo sapiens 


&5 




448779 


BE042877 


Hs.177135 


ESTs 


6.4 




430598 


AK001764 


Hs^47112 


hypothetical protein FU 10902 


6.4 


75 


411630 


U42349 


Hs.71119 


Putative prostate cancer tumor suppress o 


6.4 


432682 


A1376400 


Hs.159588 


ESTs 


6.4 




441499 


AW298235 


Hs.101689 


ESTs 


&4 




441676 


BE564206 


Hs.49889 


ESTs 


6.4 




421077 


AK000061 


Hs.101590 


hypothetical protein 


&4 


80 


452784 


BE463857 


Hs.151258 


hypotheBcal protein FU21062 


6.4 


452055 


A1377431 


Hs.141693 


hypolhetkal protein MGC1 0858 


6.4 




431576 


M76665 


Hs.275215 


hydroxys teroid (1 t-beta) dehydrogenase 1 


a3 




418994 


AA296520 


Hs.89546 


selectin E (endothelial adhesion moiecut 


6.3 




452277 


ALO49013 


Hs.28783 


K1AA1 223 protein 


6.3 
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412953 


Z45794 


Hs.236809 


ESTs 


6.3 




441247 


AW118681 


Hs.128051 


Homo sapiens thymic stromal lymphoposeti 


6.3 




453390 


AA862496 


Hs.28482 


ESTs 


6.3 


5 


418450 


R84397 


Hs.193651 


ESTs, Weakly similar to alternatively sp 


6.3 


407829 


AA045084 


Hs.29725 


hypothetical protein FU13197 


6.3 




425704 


U79293 


Hs.159264 


Human done 23948 mRNA sequence 


6.3 




433610 


AA806822 


Hs.112547 


ESTs 


6.3 




44B552 


AW973653 


Hs.20104 


hypothetical protein FU00052 


6.3 


10 


412977 


AA125910 


Hs.191461 


ESTs 


6.3 


441217 


AI922183 


Hs.213246 


ESTs 


6.3 




443912 


R37257 


Hs. 184780 


ESTs 


6.3 




429281 


AA830856 


Hs.29808 


Homo sapiens cDMA: RJ21 122 fis, done C 


6.2 




435021 


AA922192 


Hs.54709 


ESTs 


6.2 


15 


425465 


L18964 


Hs.1904 


protein kinase C, iota 


6.2 


418821 


AA436002 


Hs.183161 


ESTs 


6.2 




424511 


BE300512 


Hs.193557 


ESTs Moderately similar to ALU7 HUMANA 


6.2 




448108 


AI800470 


Hs.171941 


ESTs 


6.2 




408418 


AW963897 


Hs.44743 


KIAA1435 DTOtein 


6.2 


20 


450728 


AW162923 


Hs.25363 


presenidn 2 (Alzheimer disease 4) 


6.2 


427078 


AI676062 


Hs.111902 


ESTs 


6.2 




426931 


NMJ03416 


Hs.2076 


zinc finger protein 7 (KOX 4, clone HF.1 


6.2 




449907 


AA004825 


Hs.1 03281 


ESTs 


&1 




458509 


AA654650 


Hs.282906 


ESTs 


6.1 


25 


437323 


AA371145 


Hs. 194397 


teptin receptor 


6.1 


407902 


A11 17474 


Hs.41181 


Homo sapiens mRNA; cONA DKFZp727C191 (fr 


6.1 




429302 


AU076674 


Hs.198899 


eukaryo tic translation initiation factor 


6.1 




412673 


AL042957 


Hs.31845 


ESTs 


6.0 




410150 


AW382942 


Hs.260024 


ESTs 


6.0 


30 


421863 


AI952677 


Hs.108972 


Homo sapiens mRNA; cDMA OKFZp434P228 (fr 


6.0 


446947 


AF146747 


Hs.232165 


polycythemia rubra vera 1; cell surface 


6.0 




408968 


A1652236 


Hs.49376 


hypothetical protein RJ20644 


6.0 




409047 


AW961434 


Hs.31539 


ESTs 


ao 




418601 


AA279490 


Hs.86368 


calmegin 


6.0 


35 


425710 


AF030880 


Hs.159275 


solute carrier family, member 4 


6.0 


439820 


AL360204 


Hs.283853 


Homo sapiens mRNA full length insert cDN 


6.0 




414905 


K40873 


Hs.175971 


ESTs 


6.0 




450295 


AI766732 


Hs.210628 


ESTs 


6.0 




412505 


AA974491 


Hs.21734 


ESTs 


6.0 


40 


428730 


AA625947 


Hs.25750 


ESTs 


6.0 


445413 


AA151342 


Hs.12677 


CG1-1 47 protein 


6.0 




451424 


AI862026 


Hs.302810 


Novel human gene mapping to chomosome 20 


5.9 




425626 


NM.004476 


Hs.1915 


folate hydrolase (prostate-specific memb 


5.9 




435677 


AA694142 


Hs.293726 


ESTs, Weakly similar to TSGA RAT TESTIS 


5.9 


45 


431359 


AW993522 


Hs.292934 


ESTs 


&9 


404632 


AI149048 




NMJ)2249Q:Homo sapiens hypothetical prot 


5.9 




423748 


Hs.30211 


hypothetical protein FU22313 


5.9 




449118 


R67477 


Hs.23103 


Bell fS cerevisiasl hrtfnnlrwi 


5.9 




405523 


AI571940 




C8001409*:gI|7441226|pir]|S31212 coBage 


5\9 


50 


448807 


Hs.7549 


ESTs 


5.8 


404642 


AI831594 




NMi„021965**Homo sapiens phosphoglucomuta 


5.8 




452598 




ESTs, Weakly simHar to ALU7_HUMAN ALU S 


5.8 




427212 


AW293849 


Hs.58279 


ESTs WeaWvsirriarto ALU7 HUMAN ALUS 


5.8 




435047 


AA454985 


Hs.54973 


cadherin-like protein VR20 


5.B 


55 


408622 


AA056060 


Hs.202577 


Homo nolens eDNAFlJ1?1fififk rlrmA MA 


5.8 


419038 


AW134924 


Hs.190325 


ESTs 


5.8 




416913 


AW934714 




gb:RC1 -DTCXX)1-03 1 299-01 1^a1 1 DT0001 Homo 


5.7 




432432 


AA541323 


Hs.1 15831 


ESTs 


5.7 




435937 


AA830893 


Hs.119769 


ESTs 


57 


60 


414528 


M148950 


Hs.188836 


ESTs 


5.7 


432712 


AB016247 


Hs.288031 


sterc4*C54esaturase (fungal ERG3, delta 


5.7 




412783 


BE276738 


Hs.74578 


OEAD/H (Asp-Qu-Aia-Asp/His) box poly pep 


5.7 




408826 


AF216077 


Hs.48376 


Homo sapiens done HB-2 mRNA sequence 


5.7 




419083 


AI479560 


Hs.98613 


Homo sapiens cONA FU 1 2292 fis, clone MA 


5.7 


65 


420184 


AA188408 


Hs.95665 


hypothetical protein 


5.7 


428493 


AK001745 


Hs.184628 


hypothetical protein FU 10883 


5,7 




443250 


AI041530 


Hs.132107 


ESTs 


5.7 




443324 


R44013 


Ks.164225 


ESTs 


5.7 




448164 


R61680 


Hs.26904 


ESTs, Moderately similar to Z195 HUMAN Z 


5.7 


70 


448172 


N75276 


Hs. 135904 


ESTs 


5.7 


433332 


AI367347 


Ks.44898 


Homo sapiens done TCCCTA00151 mRNA sequ 


5.6 




453455 


AA053553 


Hs.221931 


ESTs, Weakly simflar to JC1 087 RNA he& 


5.6 




452242 


R50956 


Hs.159993 


gycosy! transferase 


5.6 




410141 


R07775 


Hs.287657 


Homo sapiens cONA: FU21291 fis, done C 


5.6 


75 


418019 


R68911 


Hs.176275 


ESTs 


5.6 


450813 


A1739625 


Hs.203376 


ESTs 


5.6 




419239 


AA468183 


Ks.184598 


Homo sapiens cDNA: FU 23241 {is, clone C 


5.6 




411096 


U80034 


Hs.68583 


mitochondria! intermediate peptidase 


5.6 




451684 


AF216751 


Hs.26813 


COA14 


5.6 


80 


427674 


NI4_003528 


Hs.2178 


H2B htstone family, member Q 


5.6 


407275 


AI364186 




gb:qw34h07jc1 Na_CGAP_Ut4 Homo sapiens 


5.6 




417958 


AA767382 


Hs.193417 


ESTs 


5.6 




418407 


AL044818 


Hs.84928 


nuclear transcription factor Y, beta 


5.6 




435176 


M744875 


Hs.189413 


ESTs 


5.5 
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428465 AW970976 Hs.293653 ESTs 5.5 

431316 AA502663 Hs.145037 ESTs 5.5 

434804 AA649530 HsJ48148 gb:ns44K>5s1 NCLCGAPjtfvl Homo sapiens 5.5 

411990 AW983624 Hs.31707 ESTs, WeaHysimfer to YEW4 YEAST HYPOT 5.5 

416653 M768553 Hs.193145 meiafJoihkxiem1E{fu^ 5.5 

427359 AW020782 Hs.79881 Homo sapiens cDNA; FU23006 fis, done L 5.5 

432169 Y00971 Hs.2910 phosphcribosyl pyrophosphate synthetase 5.5 

416239 A1038450 Hs.48948 ESTs 54 

421470 R27496 Hs.1378 annexinA3 5.4 

408177 AI241733 Hs.43871 ESTs 54 

424084 A1940675 Hs30914 hypothetical protein FU23056 5.4 

414171 AA360328 Hs.865 RAP1A, member of RAS oncogene famify 5.4 

448072 AI459305 Hjl24908 ESTs 54 

420397 NM_007018 Hs.97437 centrosomal pratein 1 54 

429250 H56585 Hs. 198308 tryptophan rich basic protein 5.4 

453070 AK001465 Hs.31575 SEC63, endoplasmic refcuium transtccon 5.4 

429165 AW009886 Hs.1 18258 prostate cancer associated protein 1 5.4 

418866 T65754 gb:yc11c07.s1 Stratagene lung (937210) H 5.4 

428364 AA426565 Hs.311103 ESTs, Moderately similar to ALU1 JillMAN A 5.4 

431467 N71831 Hs.256398 Homo sapiens mRNA; cONA 0KFZp434E0528 (f 5.4 

436679 AI127483 Hs.120451 ESTs, Weakly similar to unnamed protein 5.4 

447188 H65423 Hs.17631 hypothetical protein DKFZp434E2135 5.4 

457211 AW972565 Hs.32399 ESTs, Weakly sirralaf to S51 797 vasodilai 5.3 

412677 AW029608 Hs.17384 ESTs 53 

430412 AW341754 Hs.189305 ESTs 53 

423250 BE061916 Hs.125849 chromosome 8 open reading frame 2 5.3 

421433 AI829192 Hs.22380 ESTs 53 

435572 AW975339 Hs.239828 ESTs, Weakly similar to GAG2_HUMAN RETRO 5.3 

458571 AV653731 Hs382829 ESTs, Moderately similar to PC4259 (erri 5.3 

441054 AA913591 Hs.126460 ESTs 5.3 

431725 X65724 Hs^B39 Norrie disease (pseudoglioma) 5.3 

433409 AI278802 Hs^5661 ESTs 5.3 

441102 AA973905 intermediate filament protein syncoilin 5.3 

453387 AI990741 rk252809 ESTs 5.3 

421928 AF013758 Hs.1 09843 potyadenytate binding protein-interactin 5.3 

433923 AI823453 Hs.146625 ESTs 53 

426503 AA380153 gb:EST93093 Skin tumor I Homo sapiens cD 5.2 

447574 AF162666 Hs.18895 touslecVeke kinase 1 5.2 

421898 N62293 Hs.45107 ESTs 52 

410870 U81599 Hs.66731 homeoboxB13 5.2 

420729 AW964897 Hs,290825 ESTs 52 

425056 M82882 Hs.154385 E74-like factor 1 (ets domain trariscript 5\2 

429467 NMJXM477 Hs,203772 FSHD region gene 1 5.2 

447818 NM.007233 Hs574329 TP53tagetgene1 5.2 

446553 AB021179 Hs.15299 HMBA-inducibte 5.2 

453308 AW959731 Hs.323099 ESTs 52 

452576 AB023177 rk29900 KIAA0960 protein 52 

421437 AW821252 Hs.1 04336 rrypotheiical protein 52 

422295 AF051151 Hs.114408 toWike receptor 5 5.2 

453942 AW19092O Hs, 19928 hypothetical protein SP329 5.2 

400424 AJ276316 Hs.287374 zinc finger protein 304 5.2 

430387 AW372884 Hs.240770 nuclear cap binding protein subunit 2, 2 5.2 

452588 AA889120 Hs.110837 homeoboxAlO 5.2 

448944 AB014605 Hs,22599 atrophrrvl interacting proton 1; acttvi 5.1 

413991 H44725 Hs.176090 ESTs 51 

444454 BE018316 Hs.1 1183 sorting nexin 2 S\1 

446795 AI797713 Hs.156471 ESTs 51 

407300 AA102616 Hs.120769 gb:zn43e07.s1 Stratagene HeU ceD s3 93 s!l 

432340 AA534222 gb:n|21d0^s1 NC1_CGAP_AA1 Homo sapiens 5.1 

4464© BE094848 Hs.1 51 13 homogenfisate lipoxygenase (homogenli 5.1 

453293 AA382267 Hs.10653 ESTs 51 

408920 AL120071 Hs.48998 fibronectin leucine rich transmembrane? 5.1 

409643 AW450866 Hs.257359 ESTs 5.1 

427723 A1355260 Hs.279789 hlstone deacetytase 3 5.1 

438157 AW137011 Hs.49576 ESTs 5,1 

420344 BE463721 Hs.97101 putative G protetn-coirpted receptor 5.1 

432251 AW972983 Hs^321S5 potycythemia rubra vera 1 ; ceD surface 5.1 

418051 AW192535 Hs.19479 ESTs 5.1 

419926 AW900992 Hs.93796 OKFZP586D2223 protein 5.1 

425843 BE313260 Hs, 159827 death associated protein 3 5.1 

440594 AW445167 Hs.1 26036 ESTs 5,1 

452449 AW068658 Hs.20943 ESTs 51 

429769 NMJXM917 Hs. 2 18366 katSkrein 4 (prostase, enamel matrix, p 5.'l 

428898 AB033070 Hs.194408 K1AA1 244 protein 5.1 

415339 NM.015156 Hs.78398 WAA0071 protein 5.1 

450671 AJ356967 Hs.43086 ESTs, Weakly similar to A46010 X-llnked 5.1 

444484 AK002126 Hs.11260 hypothetical protein FU 11 264 5.0 

433023 AW864793 Hs.87409 throrobosponoTn 1 5.0 

433862 086980 Hs.3510 WAAQ205 gene product 5.0 

451244 AW008798 Hs.343877 rrypothegcal protein FU20039 5.0 

418624 AJ734080 Hs.104211 ESTs 5.0 

430291 AV660345 Hs.238126 CGM9 protein 5.0 

432261 R42216 Hs.1 2342 Homo sapiens done 24538 mRNA sequence 5.0 
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429922 


Z97630 


Hs.226117 


HI his Lone family, member 0 


5.0 




420218 


AW958037 


Hs.286 


ribosorndl protein L4 


5.0 




425242 


013835 


Hs.1 55287 


KIAA0010 gene product 


5.0 




427176 


AW381569 


Hs.40334 


ESTs 


5.0 


5 


431585 


BE242803 


Hs£62823 


hypothetical protein FU 10326 


5.0 




439699 


AF08S534 


Hs.187561 


ESTs, Moderately similar to ALU 1 .HUMAN A 


5.0 




412350 


AI659306 


Hs.73826 


protein tyrosine phosphatase, non-recept 


5.0 




450244 


M007534 


Hs.1 25062 


ESTs 


5.0 


10 


439731 


A1953135 


Hs.45140 


hypothetical protein FU 14084 


50 


434237 


AF 119908 


HSw235516 


hypothetical protein PR02955 


5.0 




418700 


AI963808 


HsJH>970 


FST«l Mnrlpmtefv similar to ALUS HUMAN A 


5.0 




445866 


K20899 


Hs.13399 


kJftmA canianc rtnna OWtO mQKJA ceuit inrwn 
nmiiu o<^mbie> UttJirc couoz i\\T\ixr\ ocquciiw 


4,9 




408331 


NM 007240 


Ms.44229 


Hi ml cnorfftrlty nhfwnhatace 19 

ouai opcctticiiy pnospiidiosc \c 


4Q 


15 


417407 


AA923278 


H&290905 


ESTs, Weakly similar to protease [Rsapi 


4.9 


431325 


AW026751 


Hs.5794 


CCTc WajMu cimilar in 710Q9fiOA R cpW 


4.9 




444151 


AW972917 


Hs.1 28749 


atnhajnofKularvLrV\A m*omixa 
dipt ia^novijuMtjt - \Mf\ lauoiu&u 


4.9 




401451 






NM_004496*iHomo sapiens hepatocyte nude 


4.9 




416434 


AW1 63045 


Hs.79334 


nuclear factor, intsrteuldn 3 regulated 


4.9 


20 


419839 


U24577 


Hs.93304 


nhnsnhnfinasA A9 nrmm VII fnlnfptp1.iv* 


4.9 


442281 


N34742 


Hs.1 70065 


Homo sapiens cDNA FU 13492 fis, clone PL 


4.9 




420608 


BE548277 


Hs.103104 


ESTs 


4^9 




420911 


U77413 


Hs.100293 


CWinked N-acetylgliJCOsantine (GlcNAc) tr 


4.9 




424332 


AA338919 


Hs.101615 


ESTs 


4.9 


25 


430523 


AW451385 


Hs.1 61954 


ESTs 


4l9 


449300 


A!656959 


Hs.346514 


ESTs 


4.9 




426657 


NM 015865 


Hs.171731 


solute carrier family 14 (urea transport 


4.9 




422299 


AK000181 


Ks.114556 


hypothetical protein FU20174 


4.9 




438321 


AA576635 


Hs.6153 


OGM8 protein 


4.9 


30 


452744 


A1267652 


Hs.246107 


Homo saoiens mRNA: cDNA DKFZo434E082 ffr 


4.9 


418818 


AA228899 


Hs.101307 


Homo sapiens HUT1 1 protein mRNA, partial 


4.8 




425174 


D87450 


Hs.1 54978 


KIAA0261 Drotein 


4.8 




430458 


AA479300 


Hs.225706 


ESTs. WeaJdv simHar to 138022 hvodheb' 


4.8 




455497 


AA1 12573 


Hs.278695 


HoiTin ftanmns nmslpJn mRNA rnmntaln rrta 


4.8 


35 


416208 


AW291168 


Hs.41295 


ESTs, Weakly simflar to MUC1.HUMAN MUCIN 


4.8 


449539 


W80363 


Hs.58446 


ESTs 


4.8 




450654 


AJ245587 


Hs.25275 


KruppeJ-type zinc finger protein 


4.8 




434228 


Z42047 


Hs.283978 


Homo sapiens PR02751 mRNA, complete cds 


4.8 




407385 


AA610150 


Hs 272072 


F^Tr WftaWv similar to nftD77 hvnnfhflli 
CO lb, VvooAjy oUIUkn IU ioouh nypuiirou 


A fl 
**.o 


40 


420210 


A1557257 


Hs.44811 


ESTs 


4.8 


425905 


AB032959 


Hs.318584 


novel C3HC4 type Zinc ringer (ring finge 


4^8 




428647 


AA830050 


Hs.1 24344 


ESTs 


4.8 




434015 


AA844518 


Hs.300876 


hypothetical protein FU 13386 


4.8 




441879 


AI521936 


Hs.1 07149 


novel protein similar to archaeat, yeast 


4.8 


45 


408990 


AL022395 


Hs.49526 


f-box and teucine-rteh repeat protein 4 


4.8 


416030 


H15261 


Hs.21948 


ESTs 


4.8 




420948 


AB016898 


Hs.1 00469 


myeloid/lyrnphoid or mixed-lineage leukem 


4.8 




423749 


U09848 


Hs.1 32390 


zinc fincer orotein 36 (KOX 181 


4.8 




410268 


AA316181 


Hs 61635 


six trflnsmpmhranA ttriH holral nnfinen nf 


4.7 


50 


452323 


W44356 




F^T* WpaMv similar Tl^dfifl hvnnlhAfi 


4.7 


443684 




Us j&AQft 


ESTs 


A 7 




415621 


AI 548602 


Hs 55468 


ESTs 


4.7 




420851 


AA281062 


Hs.29493 


hvrjoihefscal ojotsin FU20142 


4.7 




424433 


H04607 


Hs.9218 


ESTs 


4.7 


55 


436703 


AWflRf)fi14 

rVVVOQUO 1** 


fk>. 1 **0OO 1 


nwft DiiiLiing moui proiein, a cnrornosorne 


A 7 

*».r 


451806 


NM 003729 


Hs.27076 


rxJxrt wnsiiiuncj pnuspnoic vyci»o 


47 




433293 


AF007835 


Hs32417 


hvootheiica) orotein MGC4309 


4.7 




434973 


AW449285 


Hs.3 13636 


EST 


4.7 




433560 


A1925195 


Hs.130891 


hypothetical protein MGC4400 


4.7 


60 


431587 


NM_016179 


Hs.262960 


transient receptor potential channel 4 


4.7 


452260 


AA453208 




RAB9, member RAS oncogene family 


4.7 




412846 


AW981245 


Hs.55895 


Homo sapiens PAC done RP5-978E18 from 7 


4.7 




418836 


AI655499 


Hs.161712 


ESTs 


4.7 




401558 






ENST00000220478*:SECRETOGRANIM P. 


4.7 


65 


441647 


AA534210 


Hs. 285280 


Homo sapiens cDNA: FU 22096 fis. done H 


4.7 


443881 


R64512 


Hs.237146 


hypothetical protein FU 12752 


4.7 




417169 


R13550 


Hs.246773 


ESTs 


4.7 




423349 


AF010258 


Hs.1 27428 


homeo box A9 


4.7 




458611 


AI268407 


Hs.211458 


PO^pocnic transmembrane protein 


4.7 


70 


444951 


AI783767 


Hs.1 48635 


ESTs. Moderately similar to ALUB HUMAN I 


46 


416774 


AI005169 


Hs.28274 


nuiinj oc^Jlcila tut vv r UJ^xVrtv Us, ClOUc n 


4.6 




419465 


AW500239 


Hs.21187 


Homo sapiens cDNAi FU23068 Ss, done L 


4.6 




423242 


AL039402 


Hs.125783 


DEME-6 protein 


4!6 




452627 


A1122843 


Hs.184319 


ESTs, WeaWy similar to KIAA1006 protein 


4.6 


75 


419005 


T86358 


Hs.1 93931 


ESTs, WeaWy similar to I54374 gene NF2 


4.6 


403045 






NM_005656\Homo sapiens transmembrane pr 


4.6 




416602 


NM 006159 


Hs.79389 


nel(chjckenHike2 


4.6 




407426 


AF1 29533 




gb:Komo sapiens F-box protein Fbl3b (F8L 


4.6 




426011 


AW996096 


Hs.58924 


ESTs, Weakry similar to JC5594 jerky gen 


4.6 


80 


442138 


AA445973 


Hs.13303 


Homo sapiens cDNA: FU21784 fis. done H 


4.6 


446015 


T30968 


Hs.13531 


hypothetical protein FU10971 


4.6 




452994 


AW962597 


HsJ1305 


KIAA1547 protein 


4.6 




446091 


AW022192 


Hs^00197 


ESTs 


4.6 




432908 


AI861896 


Hs.304505 


ESTs 


4.6 
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430226 


BE245562 


Hs^551 


sdrsnsfQtc, beta- 2*, receptor, surface 


4.6 


431873 


AW971302 


H&293233 


ESTs 


4.6 


446183 


AA354991 


Hs. 14222 


Homo saotens mRNA: cDMA DKF2r>761P019(fr 


4.6 


452355 


N54926 


Hs^9202 


G protein-coupled receptor 34 


4.6 


432093 


H2B333 




gb:yi52c03.r1 Soares breast 3NbHBst Homo 


4.6 


448402 


BE244226 


Hs.21094 


RA818, member RAS oncogene family 


4.6 


409019 


AW385412 


Hs.9615 


myosin regulatory light chatn 2, smooth 


4.6 


413812 


AW188687 


Hs.44748 


ESTs 


4.6 


414343 


AL036166 


Hs.323378 


coated vesicle membrane protein 


4.6 


434423 


NM 006769 


Hs.3844 


UM domain only 4 


4.5 


407355 


AA846203 


Hs. 193974 


ESTs, Weakly similar to ALU1 HUMAN ALU S 


4.5 


421724 


AB037832 


Hs.107287 


KIAA1411 protein 


4.5 


412125 


Y17114 


Hs,73393 


eyes absent (Orosophila) homolog 4 


4.5 


437330 


AL353944 


Hs.50115 


Homo sapiens mRNA; cDNA DKF2p761 J1 1 12 {f 


4.5 


446720 


AI439136 


Hs. 140546 


ESTs 


4.5 


448664 


AI879317 


Hs.334691 


splicing factor 3a, subunit 1, 120kD 


45 


415083 


AI632683 


Hs.27179 


Homo saoiens cONA FU 12933 fis clone MT 

I lull IV OOpiQllO VUIV> IU ICOtJj IIj, UUUC \H I 


4.5 


423412 


AF109300 




prostate C3nc6r Bssocfeted protein S 


4.5 


433507 


AI817336 


Hs.1 91791 


ESTs 


4.5 


428966 


AF059214 


Hs.1 94687 


cholesterol 25-hydroxyiase 


4.5 


423782 


A1472209 


Hs.323117 


ESTs 


4.5 


456362 


AW973003 


Hs.179909 


hvnothfiQcai orntein FLJ 22995 


4.5 


415451 


H19415 


Hs.268720 


ESTs Moderately similar to ALU 1 HUMANA 


4.5 


419745 


AF042001 


Hs.93005 


slug (chicken homolog), zinc finger prot 


4.5 


428715 


AW293716 


Hs.53126 




45 


429B57 


AF089897 


Hs.294030 


topocsof iv6r3Sfr*fB)9ted function protstn 4 


4.5 


459561 


A1547306 




ESTs 


4.5 


416155 


AI807264 


Hs.205442 


ESTs. Weakfv similar to T34036 hvnoihefi 


4.5 


414272 


A1651603 


Hs.46988 


ESTs 


4.5 


424690 


BE538356 


Hs.151777 


eukaryotic translation initiation factor 


45 


417350 


U50928 


Hs.82001 


polycystic kidney disease 2 (autosomal d 


4.5 


450094 


A1174947 


Hs.295789 


Homo sapiens mRNA; cONA DKFZp564D1 164 (f 


4.5 


459324 


AW080953 




gb:xc28c12.xt NQJX^_Co18 Homo sapiens 


4.5 


429764 


M89796 


Hs.30 


membrane-spanning 4-domains, subfamily A 


4.5 


401519 






C15000476*:gjl12737279Ire^XPJ)12163.1| 


4.5 


417576 


AA339449 


Hs.82285 


phosphoribosyiglycinamWe formyltransfer 


4.5 


427484 


N32859 


Hs.37288 


nuclflflr nsflBfllor fiiihfafltfhf 1 nrrrnnn m 


4.5 


417061 


A1675944 


Hs.168691 


Hrmnn canipns rHW A FJ 1 1 fii rJnnft HP 


4.4 


418858 


AW961605 


Hs.21145 




4.4 


433517 


AW022133 


Hs.189838 


ESTs 


44 


429559 


AI985345 


Hs.26425 


ESTs 


4.4 


452338 


AW608920 


Hs 29159 




4.4 


409190 


AU076536 


Hs.50984 


sarcoma amplified sequence 


4.4 


444922 


AI921750 


Hs 144871 


Hnmo cnrJorw rflNA PI I1W59 fic HnnaPI 
nuitu od|moiki i»uiv\ ru io» list, uuiic < L 


4.4 


416547 


H62914 


Hs.268946 


ESTs. WeakJv similar to PC4259 ferrilin 


4.4 


430320 


BE245290 


Hs^39218 


uncharacterized hypothalamus protein HCD 


4.4 


436953 


AW959074 


Hs.23648 


Homo ^aniens rDNA FI I1VW7 fic dnno MT 


AA 


438497 


AA808725 


Hs.291712 


ESTs. WeaWv similar to I38022 hvoothefi 


4.4 


434384 


AA631910 


Hs.1 62849 


ESTs 


4.4 


444564 


AI167877 


Hs.143718 


ESTs 


4.4 


447500 


AI381900 


Hs.159212 


ESTs 


4.4 


425259 


AL049280 


Hs.1 55397 


Homo sapiens mRNA; cONA DKFZp564K143 (fr 


44 


408380 


AF123050 


Hs.44532 


dtubi^uitin 


4.4 


448766 


AI473827 


Hs.31793 


ESTs 


4.4 


417421 


All 38201 


Hs.82120 


nuclear receptor subfamily 4, group A, m 


4.4 


432810 


AA863400 




ESTs 


4.4 


437812 


AI582291 


Hs.16846 


ESTs, Weakly similar to 04HUD1 debrisoqu 


44 


447247 


AW369351 


Hs.287955 


Homo sapiens cDNA FU 13090 fis, done NT 


44 


434022 


R18374 


HS.1179K 


ESTs 


44 


422365 


AF035537 


Hs.1 15521 


REVS (yeast homoiogHike, catalytic sub 


4.4 


417728 


AW1 38437 


Hs.24790 


K1M1573 nrotain 


4.4 


420407 


AA814732 


Hs.145010 


Epopolysaccaride*-speci6c response 5-li 


4.4 


425810 


AI923627 


Hs.31903 


ESTs 


4.4 


432882 


NM 013257 


Hs.279696 


serurn/gtucocorteoU regulated kinase*!! 


43 


448550 


AL161983 


Hs^l415 


Homo sapiens mRNA; cONA DKFZp761K2024 (f 


43 


410227 


AB009284 


Hs.61152 


exostoses (mut6p)e)-lDce 2 


4.3 


417845 


AL1 17461 


Hs.82719 


Homo saoiens mRNA: cDMA DKFZd5S6F1822 ff 


4.3 


452335 


AW1 88944 


Hs.61272 


ESTs 


4.3 


429716 


R25685 


Hs^11933 


collagen, type XIII, alpha 1 


43 


450316 


W84446 


Hs.226434 


hypothetical protein MGC4643 


4.3 


408527 


AL135018 


Hs.33074 


Homo sapiens, done 1MAGE:360651 9, mRNA, 


4.3 


419852 


AW503756 


Hs.286184 


hypothetical protein dJ551DZ5 


43 


424534 


D87682 


Hs.150275 


WAA0241 protein 


4.3 


424850 


AA151057 


Hs.153498 


chromosome 18 open reading frame 1 


43 


435023 


A1692552 




gbwd73f12jc1 NCLCGAP_Lu24 Homo sapiens 


4.3 


442914 


AW188551 


Hs.99519 


hypothetical protein FU 14007 


43 


452679 


Z42387 


Hs.83883 


transmembrane, prostate androgen induced 


4.3 


421163 


AA375974 


Hs.32450 


ESTs, Weakly similar to T23762 hypotheti 


43 


420405 


AA743396 


Hs.189023 


ESTs 


43 


450330 


AW500775 


Hs.24817 


hypolheticai protein FU20136 


43 


423998 


H29138 


.Hs.157113 


coenzyme Q, 7 (rat, yeasl) homolog 


4.3 


439764 


T26535 


Hs.22744 


hypothetical protein MGC13105 


4.3 


446351 


AW444551 


Hs.35380 


x001 protein 


4.3 
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431583 
414312 
438379 
411928 
414680 
423104 
440840 
449802 
434874 
431429 
413492 
419929 
435846 
441523 
450546 
414222 
416445 
409151 
412707 
442991 
447439 
449685 
407204 
450377 
419647 
442049 
430669 
424161 
443634 
426216 
422634 



447669 
407198 
447752 
402855 
443161 
415827 
408161 
418365 
429525 
435401 
446657 
421141 
430335 
435020 
445309 
443547 
410763 
410592 



428634 
430253 
425211 
443273 
428055 
425707 
451294 
430519 
441766 
431117 
446354 
451468 
409706 
447082 
418594 
426501 
436797 
416288 
419865 
425920 
416658 
452367 
433209 
428801 
419629 
451061 
420544 



417173 
419985 
429340 
433759 



AL042613 Hs.262476 S^adenosylrndhkjnifle decarboxylase 1 4.3 

AA155694 Hs.191060 ESTs 43 

N23018 Hs.171391 (Mermina! binding protein 2 4.3 

AA888624 Hs. 197289 rab3 GTPase-arfivafing protein, non-cata 4.3 

AA743331 hemoglobin, alpha 2 43 

AJ0OS273 Hs. 123547 antigenic determinant ofrecA protein (m 43 

AW629566 ESTs, WeaWy similar to S64054 hypotheS 4.3 

AW901804 Ks.23984 hypothetical protein FU 3)147 4.3 

N62448 Hs.293970 melhylmaJcnate^semialdehyde dehydrogenas 4.2 

AF072813 reticulon3 4 2 

087470 Hs.75400 KIAA02B0 protein 4.2 

U90268 Hs.93810 cerebral cavernous malformations 1 4.2 

AA700870 Hs.14304 ESTs 42 

AW514263 Hs.301771 ESTs, Weakly simflar to ALUF HUMAN !!!! 4^2 

AA010200 Hs.175551 ESTs 42 

AL135173 Hs.878 sorbitol dehydrogenase 4 2 

AL043004 Hs.79337 KIAA01 35 prolan 4*2 

AA306105 Hs.50785 SEC22, vesicle trafficking protein (S. c 4.2 

AW206373 Hs.16443 Homo sapiens cDNA: FU21721 fis, done C 4 2 

BE281238 Hs.8886 hypotheOcal protein FU20424 4.2 

AA313565 Hs.145020 ESTs, Weakly simBar to WAA1205 protein 4.2 

AW296659 Hs.66095 ESTs 42 

R41933 Hs.140237 ESTs, WeaWy similar to ALULHUMAN ALU S 42 

AB033091 Hs.74313 K1AA1265 protein ~ 42 

AA348947 Hs.91816 hypothetical protein 4 2 

AA310393 Hs.190044 ESTs 42 

AW969657 Hs.291029 ESTs 42 

AL039482 Hs.142517 Homo sapiens mRNA; cDNA DKFZp434PG810 (f 41 

H73972 Hs.134460 ESTs 41 

N77630 Hs. 13895 Homo sapiens cONAFU 11 6540s, clone HE 4.1 

NM_016010 Hs.118821 CG1-62 protein 41 

D29954 Hs.13421 K1AA0055 protein 41 

AL049985 Hs/19180 Homo sapiens mRNA; cDNA DKFZp564E122 (fr 4.1 

H91 679 gb:yv04a07.s1 Scares fetal Ever spleen 4. 1 

M73700 Hs.105938 lactotransferrin 4.1 

NM_001839":Homo sapiens calponin 3, acid 4.1 

AI038316 gb:c*48c08.x1 Soares_totaLfetus_Nb2HF8 4.1 

H17462 Hs.23079 ESTs " 41 

AW952912 Hs.300383 hypothetical protein MGC3032 4.1 

AW014345 Hs.161690 ESTs 4.1 

N92540 Hs.205353 ectonudeoside triphosphate diphosphohyd 41 

R44477 Hs.10056 hypothetical protein FU 14621 41 

AI335191 Hs.260702 ESTs, Weakly similar to 2109260AB cell 4.1 

AW1 17261 Hs.125914 ESTs 41 

D80007 Hs.239499 K1AA01 85 protein 41 

AW505076 Hs.301855 DiGeorga syndrome critical region gene 8 41 

AL157474 Hs.12504 likely ortholog of mouse Arkadia 41 

AW271273 Hs.23767 hypothetical protein FU 12666 41 

AF279145 Hs.8966 hypothetical protein FU21 776 41 

R94088 Hs.43569 ESTs 41 

AA329796 Hs.1098 OKFZp434J 181 3 protein 41 

AA811845 Ks.106290 Keteh motif containing protein 41 

AK001514 Hs.236844 hypothetical protein FU 10652 41 

M18667 Hs.1867 progastricsin (pepsinogen C) 40 

AI042063 Hs.132156 ESTs 40 

AA420564 Hs.10176Q ESTs 40 

AF115402 Hs.11713 E744Dce factor 5 {ets domain transcript 40 

AI457338 Hs.29894 ESTs 40 

AF129534 Hs.49210 F-box onry protein 4 40 

R53790 Hs.23294 hypothetical protein FU 14393 4 0 

AF003522 Hs.250500 delta (DrosophjiaWike 1 40 

AW449650 Hs.346335 ESTs 40 

AW503398 Hs.293663 ESTs, Moderatery similar to 138022 hypot 40 

BE158773 Hs.213207 ESTs 40 

T85314 . thioredcodrWike 40 

A1732083 Hs.187619 ESTs 4*0 

AW043782 Hs.293616 ESTs 40 

AA731491 Hs.334477 hypothetical protein MGC14879 40 

W 51 ^ gb7p07c06^1 Soares breast 3NbHBst Homo 4.0 

NMJXJ7020 Hs.93502 U1-snRNP Knifing protein homotog (70kD) 40 

AL049977 Hs.162209 daudin 8 4.0 

U03272 Hs.79432 fibrillin 2 {congenital contractural ara 4.0 

U71207 Hs.29279 eyes absent (Drosophiia) homotog 2 40 

AB040907 Hs.278435 WAA1474 protein 4 0 

AW277121 Hs.254881 ESTs 40 

AB020895 Hs.91662 WAA0888 protein 40 

AW291487 Hs.213659 ESTs, WeaWy simBar to WAA1357 protein i% 

AA677577 Hs.98732 Homo sapiens Chromosome 16 BAC clone OT 3.9 

C1 1002514*^1 1280151lpirl|EB2756 beta- 3.9 

U61397 Hs.81424 ubiqiMke 1 (senirfn) 39 

H66373 Hs.5856 ESTs, Highly simitar to DA393J1 6.3 JRsa is 

N35938 Hs.199429 Homo sapiens mRNA; cONA DKFZp434M2216 (f 3.9 

AA680003 Hs.109363 Homo sapiens cONA: FU23603fe, clone L 3.9 
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